Name 


OJ990405 10.9819.C12.o2. 


gp 


Method 


AAT/GAP 


Start 


2874 




End 


3738 


GI 


16049 1.R1084 




Score 


1250 


Exons 


2874. .3390, 3470. .3597, 


3687. . 


,3738 




GI Descrip. 


M490317/emb|CAB38808. 1 1 


3.0e- 


■16 (AL035678) putative proteii 




[Arabidopsis thaliana] ' 








Seq. No. 


21700 




Seq. ID 


OJ990405_10. 9819.C12 


Gene No. 


45265 




Strand 




Start 


3223 




End 


7484 


Name 


OJ990405_10 . 9819 . C12 . o2 . 


gs 


Method 


GENSCAN 


Start 


3223 




End 


7484 


GI 


none 




Score 


.82 


Exons 


3223. .3390, 3470. .3598, 


3687. . 


3830, 3944. .4113, 5255. .5342, 




5949. .5993, 6833. .7233, 


7268. . 


7484 




Seq. No. 


21700 




Seq. ID 


OJ990405_10.9819.C12 


Gene No. 


45265 




Strand 




Start 


3223 




End 


7484 


Name 


OJ990405 10.9819.C12.o2. 


np 


Method 


AAT/NAP 


Start 


3251 




End 


6988 


GI 


4490317 




Score 


468 


Exons 


3251.. 3390, 3470.. 3598, 


3687. . 


3830, 3944.. 4113, 5255.. 5361, 




6803. .6988 








GI Descrip. 


(AL035678) putative protein [Arabidopsis thaliana] 


Seq. No. 


21700 




Seq. ID 


OJ990405_10.9819.C12 


Gene No.^ 


45266 




Strand 




Start 


7415 




End 


7568 


Name 


OJ990405 10.9819.C12.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


141 




End 


2171 


GI 


none 




Score 


322 


Exons 


141. .371, 141. .212, 305. 


.373, 


415. .552 


, 477. .557, 477. .593, 




478. .594, 686. .874, 688. 


.873, 


1270. .1461, 1272. .1454, 




1565.. 1633, 1576.. 1632, 


2049. . 


2132, 2052.. 2138, 2053.. 2139, 




2139. .2171, 2140. .2169 








Seq. No. 


21700 




Seq. ID 


OJ990405_10.9819.C12 


Gene No. 


45266 




Strand 




Start 


7415 




End 


7568 


Name 


OJ990405 10.9819.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


150 




End 


2172 


GI 


none 




Score 


325 


Exons 


150.. 212, 156.. 371, 305. 


.373, 


477. .590 


, 478. .594, 686. .874, 




688. .873, 1270. .1455, 1272. .1454, 1567 


..1632, 1568. .1633, 




2052.. 2138, 2053.. 2139, 


2053. . 


2139, 2119. .2172, 2139. .2171 


Seq. No. 


21700 




Seq. ID 


OJ990405_10. 9819.C12 


Gene No J 


45266 




Strand 




Start 


7415 




End 


7568 


Name 


OJ990405 10.9819.C12.ol. 


tc 


Method 


TBLASTX: Cress . ^ 


Start 


150 




End 


2142 " 


GI 


none 




Score 


326 


Exons 


150. .212, 156. .371, 203. 


.232, 


305. .370 


, 477. .593, 478. .594, 




686. .874, 688. .873, 1270 


. .1461 


., 1272.. 


1454, 1423. .1461, 




1565. .1633, 1566. .1631, 


1579. . 


1632, 2052. .2138, 2053. .2139, 




2071. .2142 









22001 



Seq. No. 21700 

Gene No. 45266 

Start 7415 

Name OJ990405_10. 9819.C12.ol. tw 

Start 734 

GI none 

Exons 734.. 874, 736.. 873, 1270.. 1461, 1271 
1423.. 1461, 1565.. 1633, 1567.. 1602 



Seq. ID OJ990405_10.9819.C12 
Strand 

End 7568 

Method TBLASTX : Wheat 

End 1633 

Score 213 

,1366, 1272. .1454, 



Seq. No. 21700 
Gene No. 45266 
Start 7415 

Name OJ990405_10. 9819.C12.o2.tm 

Start 3238 
GI none 

Exons 3238.. 3390, 3242.. 3391, 3465. 

3687. .3821, 3688. .3828, 3688. 
3944. .4141, 3944. .4114, 5251. 
5529.. 5657, 5537.. 5656, 5563. 
5934.. 5993, 6881.. 6955 



Seq. ID OJ990405_10.9819.C12 
Strand 

End 7568 

Method TBLASTX : Mai ze 

End 6955 

Score 199 

.3590, 3470.. 3601, 3473.. 3601, 
.3828, 3939.. 4073, 3943.. 4116, 
.5346, 5254.. 5343, 5255.. 5344, 
.5658, 5582.. 5668, 5932.. 6012, 



Seq. No. 21700, 

Gene No. 45266 

Start 7415 

Name OJ990405_10 . 9819 . C12 . o2 . ts 

Start 3238 

GI none 
Exons 



Seq. ID OJ990405_10.9819.C12 
Strand 

End 7568 

Method TBLASTX : Soybean 

End 3595 

Score 147 



3238.. 3393, 3242.. 3391, 3250.. 3402, 3473.. 3595, 3474.. 3569, 
3515.. 3595 



Seq. No. 21700 

Gene No. 45266 

Start 7415 

Name OJ990405_10 . 9819 . 012 . o3. ts 

Start 3705 

GI none 
Exons 



Seq. ID OJ990405_10.9819.C12 
Strand 
End 

Method 
End 
Score 



7568 

TBLASTX : Soybean 

5641 

93 



3705. .3833, 3705. .3824, 3728. .3829, 3939. .4034, 3941. .4114, 
5251. .5343, 5253. .5345, 5256. .5345, 5579. .5641 



Seq. No. 


21700 


Seq. ID 


OJ990405_10 


.9819.C12 


Gene No. 


45266 


Strand 






Start 


7415 


End 


7568 




Name 


OJ990405 10. 9819.C12.o3.gp 


Method 


AAT/GAP 




Start 


' 7415 


End 


7568 




GI 


none 


Score 


269 




Exons 


7415. .7568 








Seq. No. 


21701 ■ 


Seq. ID 


OJ990405_10 


.9819.C13 


Gene No. 


45267 


Strand 


+ 




Start 


93 


End 


230 




Name 


OJ990405 10. 9819.C13.ol.gp 


Method 


AAT/GAP 




Start 


93 


End 


230 




GI 


533 1.R1084 


Score 


204 




Exons 


93. .230 








GI Descrip. 


'113172/sp|P15543|ACP3 HORVU 


9.0e-52 ACYL CARRIER 


PROTEIN III 



PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 



22002 




3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



Seq. No. 


21701 




Seq. ID 


OJ990405 10.9819.C13 


Gene No. 


45268 




Strand 


- 


Start 


1553 




End 


3399 


Name 


OJ990405 10. 9819. 013. ol. 


gs 


Method 


GENSCAN 


Start 


1553 




End 


3399 


Gi- ' 


. none 




Score 


.43 


Exons 


ItICO ICQ/I '^f\AO IHQ^^ 


O J4 O . 


'5 T Q Q 

. o J y y 




Seq. No. 


21702 




Seq. ID 


OJ990405_10.9819.C14 


Gene No. 


45269 




Strand 


+ 


Start 


104 




End 


1214 


Name 


OJ990405 10.9819.C14.ol. 


gs 


Method 


GENSCAN 


Start 


104 




End 


1214 


GI 


none 




Score 


.81 


Exons 


104. .288, 898. .1214 








Seq. No. 


21702 




Seq. ID 


OJ990405_10.9819.C14 


Gene No. 


45270 




Strand 




Start 


2793 




End 


6953 


Name ■ 


OJ990405 10.9819.C14.o2. 


gs 


Method 


GENSCAN 


Start 


2793 




End 


5824 


GI 


none 




Score 


.63 


Exons 


2793.. 2837, 3200.. 3330, 


3968. 


.4180, 4973. .5099, 5206. .5421, 




5535. .5824 








Seq. No. 


21702 




Seq. ID 


OJ990405_10.9819.C14 


Gene No. 


45270 




Strand 




Start 


2793 




End 


6953 


Name 


OJ990405 10.9819.C14.ol. 


np 


Method 


AAT/NAP 


Start 


3501 




End 


6953 


GI 


4586112 




Score 


450 


Exons 


3501.. 3528, 4794.. 5099, 


5206. 


.5411, 5531.. 5785, 6908. .6953 


GI Descrip. 


(AL04 9638) putative protein [Arabidopsis thaliana] 


o e q . LN o . 


21702 




Seq. ID 


OJ990405_10.9819.C14 


Gene No. 


45270 




Strand 




Start 


2793 




End 


6953. 


Name 


OJ990405 10.9819.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


4770 




End 


5336 


GI 


63580 1.R1084 




Score 


823 


Exons 


4770.. 5099, 5206.. 5336 








GI Descrip. 


M586112/emb|CAB4 0.94 8. 1 1 


2.0e- 


-37 (AL049638) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


21702 




Seq. ID. 


OJ990405_10.9819.C14 


Gene No. 


45270 




Strand 




Start 


2793 




End 


6953 


Name 


OJ990405 10.9819.C14.ol. 


tm 


.Method 


TBLASTX: Maize 


Start 


4937 




End 


5350 


GI 


none 




Score 


55 


Exons 


4937.. 4990, 4937.. 5014, 


4945. 


.5094, 5016. .5102, 5032. .5100, 




5205.. 5345., 5206.. 5346, 


5213. 


.5350 




Seq. No. 


21702 




Seq. ID 


OJ990405_10.9819.C14 



22003 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



45270 Strand 

2793 End 

OJ990405_10 . 9819 . C14 . ol . ts Method 

4958 End 

none Score 



6953 

TBLASTX : Soybean 

5666 

103 



4958.. 5008, 5019.. 5102, 5206.. 5346, 5207.. 5350, 5329.. 5409, 
5532.. 5666 



Seq. No. 21703 

Gene No. 45271 

Start 131 

Name OJ990405_10 . 9819 . C15 . ol . gs 

Start 131 

GI none 

Exons 131. .466 



Seq. ID OJ990405_10.9819.C15 

Strand + 

End 4 66 

Method GENSCAN 

End 4 66 

Score .56 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21704 
45272 
1309 

OJ990405_10.9819.C18.ol.np 
1309 
3094014 

1309. .1374, 1557. .1651, 2551. .2659, 4264. .4350 
(AF060862) unknown [Homo sapiens] 



Seq. ID OJ990405_10.9819.C18 

Strand + 

End 4522 

Method AAT/NAP 

End 4350 

Score ' 200 



21704 
45272 
1309 

OJ990405_10.9819.C18.o2.gs 

1485 

none 



Seq. ID OJ990405_10.9819.C18 

Strand + 

End 4522 

Method GENSCAN 

End 4522 

Score .84 



1485. .1688, 1705. .2015, 2551. .2659, 4035. .4104, 4264. .4382, 
4400. .4522 



Seq. No. 21704 

Gene No. 45272 

Start 1309 

Name OJ990405_10 . 9819 . C18 . ol . gp 

Start 2551 

GI" none 

Exons 2551.. 2663 



Seq. ID OJ990405_10.9819.C18 

Strand + 

End 4522 

Method AAT/GAP 

End 2663 

Score 174 



Seq. No. 21704 

Gene No. 45273 

Start 5870 

Name OJ990405_10 . 98 19 . C18 . o3 . gp 

Start 5870 

GI none 

Exons 5870.. 6298 



Seq. ID OJ990405_10. 9819.C18 

Strand ' + 

End 6298 

Method AAT/GAP 

End 62 98 - 

Score 808 



Seq. No. 21704 

Gene No. 45274 

Start 179 

Name OJ990405_10 . 9819. C18 . ol . gs 

Start 179 

GI none 

Exons 179.. 588, 665.. 818 



Seq. ID OJ990405_10. 9819.C18 

Strand 

End 818 

Method GENSCAN 

End 818 ^ - 

Score .92 



22004 



o6q. NO. 


ir\A 








oeq. jlu 




lu . y o i y . v^io 


Gene No. 


45275 








Strand 






Start 


4268 








End 


4676 




Name 


OJ990405 10. 


9819. 


C18.02. 


gp 


Method 


AAT/GAP 




Start 


4268 








End 


4676 




GI 


none 








Score 


739 




Exons 


4268. .4676 














Seq. No. 


21704 








Seq. ID 


OJ990405 


_10.9819.C18 


bene jno. 










Strand 






Start 


4941 








End 


12118 




Name 


OJ990405 10. 


9819. 


C18.03. 


gs 


Method 


GENSCAN 




Start 


4941 








End 


12118 




GI 


none 








Score 


.51 




Exons 


4941. .5060, 


5152. 


.5309, 


6146. 


.6307, 6388.. 6930, 


6977. .7508, 




8377. .8568, 


10532 


. .10673 


, 11112. .11158 


, 12013.. 


12118 


Seq. No. 


21705 








Seq. ID 


OJ990405 


_10.9819.C19 


Gene No. 


45277 








Strand 


+ 




Start 


60 








End 


9591 




Name 


OJ990405 10. 


9819. 


C19.01. 


np 


Method 


AAT/NAP 




Start 


60 








End 


2797 




GI 


5734621 








Score 


155 




Exons 


60.. 2.85, 397 


. .447 


, 2744. 


.2797 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



21705 
45277 
60 

OJ990405_10. 9819. 019. ol.gs 

1910 

none 

1910.. 1920, 3256.. 3365, 3634. 
4617. .5367, 5450. . 5693, 5783 . 
8894. .9089, 9321. .9591 



Seq. ID OJ990405_10. 9819.C19 

Strand + 

End 9591 

Method GENSCAN 

End 9591 

Score . 68 

.3704, 3730. .3778, 4412. .4525, 
.6247, 6544. .6677, 8561.. 8685, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21705 Seq. ID 

45277 Strand 
60 End 
OJ990405_10.9819.C19.ol.gp Method 
3260 End 
uC-osf Icyp033e07bl Score 
3260.. 3365, 3634.. 3778, 4193 
'3047084 3.0e-58 (AF058914) similar to aminoacyl-tRNA 
synthetases [Arabidopsis thaiiana] ' 



OJ990405_10.9819.C19 
+ 

9591 
AAT/GAP 
4487 
840 . 



.4283, 4372. .4487 



21705 
45277 
60 

OJ990405_10.9819.C19.o2.np 

3642 

6815089 

3642. .3778, 4193. .4283, 4372. 
6544. .6759 



Seq. ID OJ990405_10.9819.C19 

Strand ' + 

End 9591 

Method AAT/NAP 

End 6759 

Score 2981 

.4525, 4617.. 5693, 5783.. 6247, 



22005 




GI Descrip. (AP001081) Similar to glutamyl -tRNA synthetase (AF067773) [Oryza 
sativa] 



Seq. No. 


21705 








Seq. ID 




Gene No. 


45277 








Strand 


+ 


Start 


60 








End 


9591 


Name 


OJ990405 10 


.9819 


.C19.02. 


gp 


Method 


AAT/GAP 


Start 


5544 








End 


6076 


GI 


4968606 








Score 


831 


Exons 


5544. .5693, 


5783 


. .6076 








GI Descrip. 


3047084 3.0e-58 


{AF058914) similar to 


aminoacyl-tRNA synthet 




[Arabidopsis thaliana] 








Seq. No. 


21705 








Seq. ID 


OJ990405_10.9819.C19 


Gene. No. 


45278 








Strand 




Start 


3414 








End 


12513 


Name 


OJ990405 10 


.9819 


.C19.03. 


np 


Method 


AAT/NAP 


Start 


3414 








End 


12513 


GI 


5430752 








Score 


87 


Exons 


3414 . . 3616, 


9952 


. .10142, 


11459. .11582, 


12430. .12513 


GI Descrip. 


(AC007504 ) 


Hypothetical 


Protein [Arabidopsis thaliana] 


Seq.. No. 


21705 








Seq. ID 


OJ990405_10. 9819.019 


Gene No. 


45278 








Strand 




Start 


3414 








End 


12513 


isiame 


OJ990405_10 


.9819 


.C19.01. 


tc 


Method 


TBLASTX:Oress 


Start 


3651 








End 


6741 


GI 


none 








Score 


88 


Exons 


3651 . . 3779, 


4369 


. .4527, 


4374 . 


.4526, 4603. .4800, 4604. .4783, 




4793 . . 5425, 


4813 


. .5427, 


5393. 


.5692, 5400. .5684, 5435. .5695, 




5773 . . 5982, 


5774 


. .5992, 


5947. 


.6099, 5975. .6091, 6088. .6249, 




6092 . . 6250, 


6541 


. .6741, 


6567. 


.6737 




Seq. No. 


21705 








Seq. ID 


OJ990405_10. 9819.019 


Gene No. 


45278 








Strand 




Start 


3.414 








End 


12513 


Name 


OJ990405 10 


.9819 


.019. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3657 








End 


6765 


GI 


none 








Score 


107 


Exons 


3657. .3779, 


4369 


. .4527, 


4374. 


.452 6, 4 604. .478 6, 4 609. .4755, 




4790. .5425, 


4815 


. .5414, 


4816. 


.5427, 5400. .5684, 5420. .5692, 




5435. .5695, 


5776 


. .6114, 


5780. 


.6100, 6083.. 6235, 6092.. 6250, 




6103. .6249, 


6541 


. .6765, 


6561. 


.6758 




Seq. No. 


21705 








Seq. ID 


OJ990405_10. 9819.019 


Gene No. 


45278 








Strand 




Start 


3414 








End 


12513 


Name 


OJ990405 10 


.9819 


.019. o2. 


tm 


Method 


TBLASTXiMaize 


Start 


4458 








End 


5131 


GI 


none 








Score 


105 


Exons 


4458. .4526, 


44-59 


. .4527, 


4587. 


.4721, 4590.. 5027, 4603.. 5037, 




4604. .5038, 


4977 


. .5099, 


4984. 


.5124, 5018.. 5131, 5027.. 5131 


Seq. No. 


21705 








Seq. ID 


OJ990405_10. 9819.019 


Gene No. 


45278 








Strand 




Start 


3414 








End 


12513 


Name 


OJ990405 10 


. 9819 


.019. o3. 


tm 


Method 


TBLASTX: Maize 



22006 



start 
GI 

Exons 



5165 
none 

5165. ,5416, 5170. .5415 



End 
Score 



5416 
430 



Seq. No. 21705 

Gene No. 45278 

Start 3414 

Name OJ990405_10 . 9819 .C19 . ol . tm 

Start 5417 

GI none. 

Exons 5417.. 5692, 5418.. 5684, 5420. 

5782. .6249, 6538. .6762, 6541. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990405 10.9819.C19 



12513 

TBLASTX: Maize 
6807 
459 

5695, 5774.. 6250, 5780. 
6807, 6542.. 6772, 6561. 



,6238, 
,6782 



Seq. No. 21705 Seq. ID 

Gene No. 45278 Strand 

Start 3414 End 

Name OJ990405_10 . 9819 . C19 . o3 . gp Method 

Start 6640 End 

GI none Score 

Exons 6640.. 7018 



OJ990405_10.9819.C19 

12513 
AAT/GAP 
7018 
730 



Seq. No. 21706 Seq. ID 

Gene No. 45279 Strand 

Start 79 .End 

Name OJ990405_10 . 9819 . C20 . ol . tm Method 

Start 74 End 

GI none Score 
Exons 



OJ990405_10.9819.C20 
+ 

1927 

TBLASTX: Maize 

1595 

230 



74. .484, 74. .448, 98. .445, 152. .235, 290. .508, 500. .1069, 
515. .1090, 710. .1096, 854. .1045, 911. .1105, 1061. .1354, 
1092. .1568, 1098. .1400, 1098. .1478, 1122. .1580, 1227. .1592, 
1236.. 1595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21706 
45279 
79 

OJ990405_10.9819.C20.ol.gs 
79 

none 



Seq. ID 'OJ990405_10. 9819.C20 

Strand + 

End 1927 

Method GENSCAN 

End 1927 

Score .79 



79. .355, 440. .1077, 1145. .1289, 1843. .1927 



Seq. No. 21706 Seq. ID 

Gene No. 45279 Strand 

Start 79 End 

Name OJ990405_10. 9819.C20 .ol . tc * Method - 

Start 83 End 

GI none Score 
Exons 



OJ990405_10. 9819.C20 
+ 

1927 

TBLASTX: Cress 

1595 

137 



83. .442, 89. .358, 149. .376, 197. .511, 260. .469, 353. .481, 
479. .748, 487. .732, 503. .661, 503. .847, 563. .754, 604. .807, 
605. .952, 656. .1057, 665. .889, 767. .982, 830. .1096, 831. .962, 
860. .1090, 872. .1096, 1095. .1376, 1104. .1310, 1106. .1378, 
1134. .1475, 1188. .1385, 1221. .1589,- 1229. .1522, 1257. .1508, 
1287.-. 1595, 1307. .1507, 1413. .1595, 1439. .1576 



Seq. No. 21706 Seq. ID 

Gene No. 45279 Strand 

Start 79 End 

Name OJ990405 10 . 9819 . C20 . ol . ts Method 



OJ990405_10.9819.C20 
+ 

1927 

TBLASTX : Soybean 



22007 




start 


92 


End 


1580 


GI 


none 


Score 


150 


Exons 


92. .388, 155. .481, 251. .493, 


461. .691, 


497. .796, 554. .901, 




583. .720, 664. .984, 665. .1006, 791. .1093, 878. .1096, 1092.. 




1098.. 1322, 1098.. 1376, 1107. 


.1415, 1121. .1303, 1194. .1520, 




1299. .1556, 1401. .1580 






Seq. No. 


21707 


Seq. ID 


OJ990405_10.9819.C23 


Gene No. 


45280 


Strand 


+ 


Start 


70 


End 


1253 


Name 


OJ990405 10.9819.C23.ol.np 


Method 


AAT/NAP 


Start 


70 


End 


1253 


GI 


5042439 


Score 


404 


Exons 


70. .292, 786. .834, 913. .1253 






GI Descrip. 


(AC007789) putative DNA-binding protein [Oryza sativa] 


Seq. No. 


21708 


Seq. ID 


OJ990405_10. 9819.C24 


Gene No. 


45281 


Strand 


+ 


Start 


238 


End 


1491 


Name 


OJ990405 10.9819.C24.ol.gs 


Method 


GENSCAN 


Start 


238 


End 


1491 


GI 


none 


Score 


. 68 


Exons 


238. .250, 549. .727, 1276. .1491 




Seq. No. 


21709 


Seq. ID 


OJ990415_10. 9819.C1 


Gene No. 


45282 


Strand 


+ 


Start 


247 


End 


490 


Name 


OJ990415 10.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


247 


End 


490 


GI 


none 


Score 


.65 


Exons 


247. .490 






Seq. No. 


21709 


Seq. ID 


OJ990415_10.9819.C1 


Gene No. 


45283 


Strand 


— 


Start 


270 


End 


770 


Name 


OJ990415 10.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


270 


End 


770 


GI 


5852180 


Score 


271 


Exons 


270. .644, 691. .770 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


21710 


Seq. ID 


OJ990415_10.9819.C2 


Gene No. 


45284 


Strand 




Start 


275 


End 


449 


Name 


OJ990415 10.9819.C2.ol.gs 


Method 


GENSCAN 


Start 


275 


End 


449 


GI 


none 


Score 


.48 


Exons 


275. .449 






Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


Gene No. 


45285 


Strand 


.+ 


Start 


2867 


End 


2984 


Name 


OJ990415 10.9819.C4.o2.np 


Method 


AAT/NAP 


Start 


2867 


End 


2984 


GI 


6721512 


Score 


57 


Exons 


2867. .2984 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 



22008 



Seq. No. 


21711 


Seq. ID 


OJ990415 10. 9819. C4 


Gene No. 


45286 


Strand 


+ 


Start 


JU4 o 


End 


7977 


Name 


OJ990415 10.9819.C4.o2.gs 


Method 


GENSCAN 


Start 


3048 


End 


6812 


GI 


none 


Score 


.74 


Exons 


3048.. 3132, 3332.. 3395, 3429. 


.3504, 3768.. 3979, 4076.. 4267, 




4320.. 4534, 4615.. 4739, 4851. 


.5024, 5058.. 5116, 5187.. 5819, 




6064.. 6209, 6295.. 6812 






Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


Liene wo. 


45286 


Strand 


+ 


Start 


3048 


End 


7977 


Name 


OJ990415 10.9819.C4.o3.np 


Method 


AAT/NAP 


Start 


3787 


End 


7977 


GI 


6907089 


Score 


261 


Exons 


3787.. 4521, 6774.. 6840, 7920. 


.7977 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


Gene No. 


45286 


Strand 


+ 


Start 


3048 


End 


7977 


Name 


OJ990415 10.9819.C4.o4 .np 


Method 


AAT/NAP 


Start 


3902 


End 


5948 




6721561 


Score 


984 


Exons 


3902.. 3970, 4806.. 4985, 5058. 


.5116, 5187. .5948 


GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi| 6815086 Idbj | BAA90372.il (APOOIOBI) 


EST AU082058 (C12976) 




corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


bene jno . 


45287 


Strand 


+ 


Start 


13375 


End 


14051 


Name 


OJ990415 10.9819.C4.o7.np 


Method 


AAT/NAP 


Start 


13375 


End 


14051 


GI 


6721512 


Score 


59 


Exons 


13375. .13502, 14019. .14051 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


Gene No . 


45288 


Strand 




Start 


92 


End 


2937 


Name 


OJ990415 10.9819.C4.ol.np 


Method 


AAT/NAP 


Start 


92 


End 


1819 


GI 


6056425 


Score 


739 


Exons 


92. .184, 328. .641, 721. .843, 


1708. .1819 


GI Descrip. 


(AC009525) Putative ribosomal 


protein 


L19 [Arabidopsis thaliana] 


Seq. No. 


21711 


Seq. ID 


OJ990415_10. 9819.04 


Gene No. 


■ 45288 


Strand 




Start . 


92 


End 


2937 


Name 


OJ990415 10.9819.C4.ol.gp 


Method 


AAT/GAP 


Start 


328 


End 


1852 


GI 


5667274 


Score 


997 



22009 




Exons 


328. .641, 721. .843, 1708. .1852 




GI Descrip. 


6056425/gb|AAF02889.1|AC009525 23 3.0e- 


•64 (AC009525) Putati 




ribosomal protein LI 9 [Arabidopsis thaliana] 


Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


Gene No. 


45288 


Strand 




Start 


92 


End 


2937 


Name 


OJ990415 10.9819.C4.ol.gs 


Method 


GENSCAN 


Start 


328 


End 


2937 


GI 


none 


Score 


.87 


Exons 


328. .641, 721. .843, 1708. .1845, 2094. .2187, 2845. .2937 


Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


Gene No. 


45289 


Strand 




Start 


7430 


End 


14051 


Name 


OJ990415 10.9819.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


300 


End 


1820 


GI 


none 


Score 


389 


Exons 


300. .641, 326. .640, 328. .642, 


401. .643, 


699. .839, 718. .840, 




719. .841, 719. .841, 1700. .1819, 1701. .1820 


Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


Gene No. 


45289 


Strand 




Start 


7430 ' . 


End 


14051 


Name 


OJ990415 10 . 9819 . 04 . o2 . tw 


Method 


TBLASTX: Wheat " 


Start 


315 


End 


1832 


GI 


none 


Score 


398 


Exons 


315. .641, 326. .640, 328. .642, 


401. .643, 


699. .839, 715. .801, 




/io..o4U, /iy..o41, /^:U..o4Z, 


1696. .1746, 1700. .1831, 1701. 


Seq. No. 


21711 


Seq. ID 


OJ990415_10. 9819.C4 


Gene No. 


45289 


Strand 




Start 


7430 


End 


14051 


Name 


OJ990415 10.9819.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


328 


End 


1989 


GI 


none 


Score 


195 


Exons 


328. .642, 375. .539, 401. .643, 


719. .871, 


720. .839, 1700. .182 




1701.. 1829, 1933.. 1989 






Seq. No. 


21711 


Seq. ID 


OJ990415_10. 9819.C4 


Gene No. 


45289 


Strand 




Start 


7430 


End 


14051 


Name 


OJ990415 10.9819.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


328 


End 


1820 • 


GI 


none 


Score 


231 


Exons 


328. .642, 375. .641, 401. .643, 


699. .839, 


719. .841, 720. .842, 




1700. .1819, 1701. .1820 






Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819.C4 


Gene No. 


45289 


Strand 




Start 


7430 


End 


14051 


Name 


OJ990415 10.9819.C4.o5.np 


Method 


AAT/NAP 


Start 


7430 


End 


10549 


GI 


5902445 


Score 


3092 


Exons 


7430. .8671, 8711. .10549 







GI Descrip; (AB030283) GAG-POL precursor [Oryza sativa] 



22010 




Seq. No. 


21711 








Seq. ID 


OJ990415_10.9819, 


.C4 


bene no . 










Strand 






Start 


7430 








End 


14051 




Name 


OJ990415 10 


.9819. 


C4.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


7439 








End 


8047 




GI 


none 








Score 


68- 




Exons 


7439. .7570, 


7452. 


.7565, 


7595. 


.8047, 7791. .7898, 7947. .8033 


Seq. No. 


21711 








oeq . LU 




C A 


Gene No , 


>i c: O Q Q 








Strand 






Start 


7430 








End 


14051 




Name 


OJ990415 10 


.9819. 


C4.05. 


tw 


Me LnoQ. 


TnT a <2TY - Wht Q a -h 

i DiiHo iA . wneac 




Start 


8171 








Cjna 


0 0 D 4 




GI 


none 








Score 


on 0 




Exons 


8171. .8554, 


8172. 


.8546 










Seq. No. 


21711 








oeq . 1 u 




C A 


Gene No . 


yi c o Q Q 








Strand 






Start 


7430 








End 


14051 




Name 


OJ990415 10 


.9819. 


C4.03. 


tm 


Me rnou 


i D LiAo 1 A : Ma 1 z e 




Start 


8249 








hjna 


Q R R /) 




GI 


none 








Score 


1 Q O 




Exons 


8249. .8554, 


8250. 


.8537 










Seq. No. 


21711 








beq. ID 


ujyyu^io iu.yyiy. 


C A 


Gene No. 


X C O O Q 








Strand 






Start 


7430 








End 


14051 




Name 


OJ990415 10 


.9819.C4.o8. 


tw 


. Method 


TBLASTX: Wheat 




Start 


8759 








End 


9013 




GI 


hone 








Score 


75 




Exons 


- 8759.. 9013, 


8763. 


.9011 










Seq. No. 


21711 








Seq. ID 


OJ990415_10.9819, 


CA 


Gene No. 


/I c OQ Q 








Strand 






Start 


7430 








End 


14051 ' 




Name 


OJ990415 10 


.9819. 


C4.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


9056 








End 


9464 




GI 


none 








Score 


49 




Exons 


9056. .9121, 


9056. 


.9229, 


9237. 


.9464, 9239. .9463 




Seq. No. 


21711 








Seq. ID 


OJ990415_10.9819. 


C A 


Gene No. 










Strand 






Start 


7430 








End 


14051 




Name 


OJ990415 10 


.9819. 


C4.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


9554 








End 


9979 




GI 


none 








Score 


71 




Exons 


9554. .9979, 


9795. 


.9947 










Seq. No. 


.21711 








Seq. ID 


OJ990415_10.9819, 


,C4 


Gene No. 


45289 








Strand 






Start 


7430 








End 


14051 




Name 


OJ990415 10 


.9819. 


C4.06. 


np 


Method 


AAT/NAP 




Start 


9588 








End 


14051 




GI 


5902444 








Score 


473 




Exons 


9588. . 9668, 


10951 


..11995, 12297.. 12387 


, 12568. .12654, 





14012. .14051 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



22011 




Seq. No. 


O 1 T 1 1 


beq. iu 




- 


Gene No. 


45289. 


Strand 






Start 


7430 


End 


14051 




Name 


OJ990415 10.9819.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9609 


End 


10033 




GI 


none 


Score 


270 




Exons 


9609.. 9986, 9611.. 10033, 9644 


. .9988, 


9892. .9993 




beq. NO. 


Z i / 1 1 


beq. iU 






Gene No. 


45289 


Strand 






Start 


7430 


End 


14051 




Name 


OJ990415 10.9819.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


9707 


End 


10090 




GI 


none 


Score 


124 




Exons 


9707.. 10090, 9708.. 9986, 9874 


. .10056 






beq. NO. 


O 1 T 1 1 
Z i / 1 i 


beq. lU 




- I^fi 


Gene No. 


45289 


Strand 






Start 


7430 


End 


14051 




Name 


OJ990415 10.9819.C4-o2..tm 


Method 


TBLASTX: Maize 




Start 


10118 


End 


10474 




GI 


none 


Score 


234 




Exons 


10118. .10474, 10119. .10433 








Seq. No. 


21711 


Seq. ID 


OJ990415_10.9819 




Gene No. 


45289 


Strand 






Start 


7430 


End 


14051 




Name 


OJ990415 10.9819.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10148 


End 


10603 




GI 


none 


Score 


352 




Exons 


10148. .10600, 10149. .10589, 10163. .10603 




beq. NO. 


21711 


Seq. ID 


OJ990415_10. 9819 




Gene No. 


45289 


Strand 






Start 


7430 


End 


14051 




Name 


OJ990415 10.9819.C4.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10199 


End 


10564 




GI 


none 


Score . 


97 




Exons 


10199. .10333, 10340.. 10564 








Seq. No. 


21711 


Seq. ID 


OJ990415__10.9819 




Gene No. 


45289 


Strand 






Start 


7430 


End 


14051 




Same 


OJ990415 ■ 10.9819.C4 .o7.tw 


Method 


TBLASTX-: Wheat 




Start 


11518 


End 


11916 




GI 


none 


Score 


250 




Exons 


11518. .11916 








Seq. No. 


21712 


Seq. ID 


OJ990415_10.9819 


.C5 


Gene No. 


45290 


Strand 


+ 




Start 


293 


End 


2505 




Name 


OJ990415 10.9819.C5.ol.np 


Method 


AAT/NAP 




Start 


293 


End 


2502 




GI 


5922620 


Score 


542 




Exons 


293. .503, 617. .972, 2362. .2502 






GI Descrip. 


(AP000492) EST D15357 {C0514 ) 


corresponds to a region of 


the 



22012 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il {AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


21712 


Seq. ID 


OJ990415_ 


10. 9819. C5 


Gene No. 


45290 


Strand 


+ 




Start 


293 


End 


• 2505 




Name 


OJ990415 10.9819.C5.ol.gs 


Method 


GENSCAN 






/JO 




^ J u o 




GI 


none 


Score 


.57 




Exons 


756.. 935, 2162.. 2370, 2391.. 


2505 






Seq. No. 


21713 


Seq. ID 


OJ990415_ 


10. 9819. C6 


Gene No. 


45291 


Strand 


+ 




Start 


169 


End 


258 




Name 


OJ990415 10.9819,C6.ol.gs 


Method 


GENSCAN 




o uair L. 


X D 




^ J o 




GI 


none 


Score 


.84 




Exons 


169.. 258 








Seq. No. 


21713 


Seq. ID 


OJ990415_ 


10. 9819. C6 


Gene No. 


45292 


Strand 


+ 




Start 


1372 


End 


2730 




Name 


OJ9904i5_10. 9819.C6.o2.gs 


Method 


GENSCAN 




O U dl. L 




End 


2730 




GI 


none 


Score 


. 4 




Exons 


1372. .1579, 2357. .2730 








Seq. No. 


21713 


Seq. ID 


OJ990415_ 


10. 9819. C6 


Gene No. 


45293 


Strand 


+ 




Start 


3607 


End 


10116 




Name 


OJ990415 10.9819.C6.o3.gs 


Method 


GENSCAN 




Start 


3607 


End 


10107 




GI 


none 


Score 


.72 




Exons 


3607. .3907, 7409. .7662, 9206 


..9455, 9887. .10107 




Seq. No. 


21713 


Seq. ID 


OJ990415_ 


10. 9819. C6 


Gene No. 


45293 


Strand 


+ • 




Start • 


3607 


End 


10116 




Name 


OJ990415 10.9819.C6.ol.np 


Method 


AAT/NAP ■ 




Start 


3616 


End 


10116 




GI 


4218120 


Score 


300 




TT" V r\ o 


.JOXO..O0/O, D/DU..D^XD, t H / \J 


..7658, 9206. .9455, 


9887. .10116 


GI Descrip. 


(AL035353) Proline-rich APG- 


like protein [Arabidopsis thaliana] 


Seq. No. 


21713 


Seq. ID 


OJ990415_ 


10. 9819. C6 


Gene No. 


45294 


Strand 


+ 




Start 


10940 


End 


15080 




Name 


OJ990415 10.9819.C6.o4.gs 


Method 


GENSCAN 




Start 


10940 


End 


15080 




GI 


none 


Score 


.75 




Exons 


10940. .11707, 11769. .11987, 


12942. .13222, 13778. 


.14520, 




14623. .15080 








Seq. No. 


21713 


Seq. ID 


OJ990415_ 


10. 9819. C6 


Gene No. 


45295 


Strand 


+ 





22013 




start 


15910 


End 


17019 






Name 


OJ990415 10. 9819.C6.o5.gs 


Method 


GENSCAN 






Start 


15910 ~ 


End 


17019 






GI 


none 


Score 


.88 






Exons 


15910. .15954, 16378. .16503, 


16879. .17019 






Seq. No. 


21713 


Seq. ID 


OJ990415 


_10.9819. 


C6 


Gene No. 


45296 


Strand 








Start 


17272 


End 


22948 






Name 


OJ990415 10. 9819.C6.ol. tc 


Method 


TBLASTX: 


Cress 




Start 


1411 ~ 


End 


9457 






GI 


none 


Score 


191 






Exons 


1411.. 1584, 3697., 3870, 3714 


..3872, 6749. .6781, 


6803. .6847 




9209. .9295, 9374. . 9457 










Seq. No. 


21713 


Seq. ID 


OJ990415 


10. 9819. 


C6 


Gene No. 


45296 


Strand 








Start 


17272 


End 


22948 






Name 


OJ990415 10. 9819.C6.ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


1420 ~ 


End 


3876 






GI 


none 


Score 


189 






Exons 


1420.. 1590, 3702.. 3866, 3703 


. .3876 








Seq. No. 


21713 


Seq. ID 


OJ990415 


10.9819. 


C6 


Gene No. 


45296 


Strand 








Start 


17272 


End 


22948 






Name 


OJ990415 10.9819.C6.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


14283 ~ 


End 


14696 






GI 


none 


Score 


150 






Exons 


14283. .14531, 14622. .14 696 










Seq. No. 


21713 


Seq. ID 


OJ990415 


_10.9819. 


C6 


Gene No. 


45296 


Strand 








Start 


17272 


End 


22948 






Name 


OJ990415 10.9819.C6.o6.gs 


Method 


GENSCAN 






Start 


17272 


End 


22948 






GI 


none 


Score 


.65 






Exons 


17272. .17520, 17562. .17653, 


17746. .17859, 18016 


. .18101, 






18160. .18284, 18598. .18750, 


19198. .19244, 20365 


: .20521, 






22877. .22948 










Seq. No. 


21713 


Seq. ID 


OJ990415 


_10.9819. 


C6 


Gene No. 


45296 


Strand 








Start 


17272 


End 


22948 






Name 


OJ990415 10.9819.C6.o4.np 


Method 


AAT/NAP 






Start 


17542 


End 


20705 






GI 


4539658 


Score 


127 






Exons 


17542. .17604, 20365 .. 20559, 


20617. .20705 






GI DescriD. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. - 


21713 


Seq. ID 


OJ990415 


_10.9819. 


C6 


Gene No. 


45296 


Strand 








Start 


17272 


End 


22948 






Name 


OJ990415 10.9819.C6.o3.np 


Method 


AAT/NAP 






Start 


17695 


End 


20709 






GI 


4539658 


Score 


128 







22014 



Exons 17695. .17725, 20358 .. 20559, 20617.. 20709 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 


21714 










Seq. ID 


OJ990415 


Gene No. 


45297 










Strand 


+ 


Start 


52 










End 


1039 


Name 


OJ990415 


_10. 


9819. C7 


.ol 


.gs 


Method 


GENSCAN 


Start 


52 










End 


1039 


GI 


none 










Score 


.94 


Exons 


52. .162, 


496 


. .686, 


779 


. .870, 


915. .1039 




Seq. No. 


21714 










Seq. ID 


OJ990415 


Gene No. 


45298 










Strand 


+ 


Start 


10033 










End 


11369 


Name 


OJ990415 


_10. 


9819. C7 


.o2 


.np 


Method 


AAT/NAP 


Start 


10033 










End 


11369 


GI 


4914384 










Score 


150 



Exons 10033. .10108, 10719 .. 10932 , 11342.. 11369 

GI Descrip. (AC007167) putative GDSL-motif lipase/hydrolase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990415_10. 9819.C7 

Strand + 

End 11369 

Method AAT/GAP 

End 10968 

Score 722 



21714 
45298 
10033 

OJ990415_10. 9819.C7.ol.gp 
10532 

13677_1.R1084 
10532. .10968 

M914384/gb|AAD32919.1|AC007167_l 5.0e-15 (AC007167) putative 
APG protein [Arabidopsis thaliana] ' 



21714 
45298 
10033 

OJ990415_10; 9819.C7.o3.gs 

10673 

none 

10673. .10922 



Seq. ID OJ990415_10. 9819.C7 

Strand + 

End 11369 

Method GENSCAN 

End 10922 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



21714 
45299 
1898 

OJ990415_10.9819.C7.ol.np 
1898 
4680183 
1898. .1989, 2601. .2669 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990415_10. 9819.C7 
Strand 

2669 
AAT/NAP 
2669 
197 



End 

Method 

End 

Score 



21714 
45300 
4022- 

OJ990415_10. 9819.C7.o2.gs 

4022 

none 



Seq. ID OJ990415_10.9819.C7 
Strand 

End 9954 

Method GENSCAN 

End 9954 

Score .72 



4022. .4080, 6004. .6093, 9220. .9241, 9952. .9954 



22015 




Seq. No. 


21715 Seq. ID 


OJ990415_10.9819.C8 


Gene No. 


45301 Strand 


+ 


Start 


1118 End 


6224 


Name 


OJ990415 10.9819.C8.ol.gs Method 


GENSCAN 


Start 


1118 End 


6195 


GI 


none Score 


.85 


Exons 


1118. .1153, 3203. .3290, 4123. .4203, 5017. .5141, 5388. .5624, 




5725. .6195 




Seq. No. 


21715 Seq. ID 


OJ990415_10.9819.C8 


Gene No. 


45301 Strand 


+ 


ouarc 


1118 End 


6224 


Name 


OJ990415 10.9819.C8.ol.np Method 


AAT/NAP 


Start 


5017 End 


6224 


GI 


6539248 Score 


267 


Exons 


5017.. 5161, 5402.. 5626, 5727.. 6224 




GI Descrip. 


(AC011765) putative lipase/acylhydrolase [Arabidopsis thaliana] 


Seq. No. 


21715 Seq. ID 


OJ990415_10.9819.C8 


Gene No. 


45301 Strand 


+ 


Start 


1118 End 


6224 


Name 


OJ990415 10.9819.C8.ol.gp Method 


AAT/GAP 


Start 


5017 End 


5069 


GI 


13677 1.R1084 Score 


83 


Exons" 


5017. .5069 




GI Descrip. 


M914384/gb|AAD32919.1|AC007167_l 5.0e 


-15 ■ (AC007167) putative 




APG' protein [Arabidopsis thaliana] ' 




Seq. No. 


21715 Seq. ID 


OJ990415_10.9819.C8 


Gene No. 


45301 Strand 


+ 


Start 


1118 End 


6224 


Name 


OJ990415 10.9819.C8.o2.gp Method 


AAT/GAP 


Start 


5506 End 


5828 


GI 


LIB3434-045-P1-K1-H11 Score 


319 


Exons 


5506. .5624, 5725. .5828 




GI Descrip. 


•2062705/gb|U90552|HSU90552 3.0e-10 Human butyrophilin (BTF5) 




mRNA, complete cds ' 




Seq. No. 


21715 Seq. ID 


OJ990415_10. 9819.C8 


Gene No. 


45302 Strand 


+ 


Start 


16224 End 


16534 


Name 


OJ990415 10.9819.C8.o3.gp Method 


AAT/GAP 


Start 


16224 End 


16534 


GI 


72J524 1.R1084 Score 


410 


Exons 


16224. .16534 




GI Descrip. 


» 50914 96/db j IAB023482. 21 AB023482 3.0e-i 


34 Oryza sativa genomic 




DNA," chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


21715 ' Seq. ID 


OJ990415_10.9819.C8 


Gene No. 


45303 Strand 




Start 


6782 End 


13248 


Name 


OJ990415 10.9819.C8.o2.gs Method 


GENSCAN 


Start 


6782 End 


13248 


GI 


none Score 


.61 


Exons 


6782.. 7311, 7875.. 7996, 9557.. 9723, 9868.. 10150, 10310 .. 12 675, 




13030. .13248 





22016 




Seq. No. 


21715 


Seq. ID 


OJ990415_10.9819. 


C8 


Gene No. 


45303 


Strand 






O -f- -1 -vf- 

o tar L 


6782 


End 


13248 




Name 


OJ990415 10.9819.C8.o2.np 


Method 


AAT/NAP 




Start 


11872 


End 


12384 




GI 


5305469 


Score 


886 




Exons 


11872. .12384 








GI Descrip. 


(AF074894) resistance protein [Oryza sativa] 




Seq. No. 


21715 


Seq. ID 


OJ990415_10.9819. 


C8 


Gene No. 


45304 


Strand 






Start 


1 C O ft o 

15298 


End 


16600 




Name 


OJ990415 10 . 9819 . C8 . ol . tm 


Method 


TBLASTX : Maize 




Start 


5719 


End 


/■ 1 A A 

6188 




GI 


none 


Score 


76 




Exons 


c 1 ^ r\ COOT criAc cnin 

5719.. 5823, 5905.. 6186, 5919 


/" T A A 

. . 6188 






Seq. No. 


21715 


Seq. ID 


OJ990415_10.9819. 


C8 


Gene No. 


45304 


Strand 






Start 


15298 


End 


16600 




Name 


OJ990415 10 . 9819 . Co . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


5719 


End 


6123 




GI 


none 


Score 


92 




Exons 


CTTA COAO CTAT CTAO CO.I^C 

57 19. . 58 08,, 5727 57 92, 5615 


.6123 






Seq. No. 


21715 


Seq. ID 


OJ990415_10. 9819. 


C8 


Gene No. 


45304 


Strand 






Start 


15298 


End 


16600 




Name 


OJ990415 10.9819.C8.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10930 


End 


11910 




GI 


none 


Score 


42 




Exons 


lAAOA TTA/">I IIAOO TTOCA 

10930 11064 , 11083 .. 11250, 


11410. .11526, 11632. .11910, 






IT^OT "ITT'OT 11TAO 1TAAO 

11687 .. 11737 , 11792. .11908 








Seq. No. 


21715 


Seq. ID 


OJ990415_10. 9819. 


C8 


Gene No. 


45304 


Strand 






Start 


15298 


End 


16600 




Name 


OJ990415_10. 9819.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


11065 


End 


12406 




GI 


none 


Score 


68 




Exons 


"l-IA^C IIIA^ 'l'1/"'^f~ "IIT/"/^ 

11065 .. 11196, 11635 11760, 


11806. .11940, 11807. .11926, 






11/\CA lAA'^A ■l'^/>Jl/~ 'I'^l'^'^ 

11959 .. 12030, 1204 6 12132, 


12139. .12204, 122-89. .12405, 






12359. . 12406 








Seq. No. 


21715 


Seq. ID 


OJ990415_10. 9819. 


C8 


Gene No . 


45304 


Strand 






Start 


15298 


End 


16600 




Name 


OJ990415 10. 9819.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


11479 


End 


12018 




GI 


none 


Score 


70 




Exons 


11479. .11523, 11542. .12018, 


11798. .11917 




Seq. No. 


21715 


Seq. ID 


OJ990415_10. 9819. 


C8 


Gene No. 


45304 


Strand 






Start 


15298 


End 


16600 




Name 


OJ990415 10. 9819.C8.o3.gs 


Method 


GENSCAN 




Start 


15298 


End 


16143 





22017 






GI 


none Score 


.79 




Exons 


15298. .15623, 15638 .. 15910, 15961.. 16143 




Seq. No. 


21715 Seq. ID 


OJ990415_10.9819.C8 




Gene No. 


45304 Strand * 






Start 


15298 End 


16600 




Name 


OJ990415 10.9819.C8.o3.np Method 


AAT/NAP 




Start 


15386 End 


16600 




GI 


5823020 Score 


101 




Exons 


15386. .15792, 16479.. 16600 






GI Descrip. 


(AF089849) senescence-specific cysteine protease [Brassica 






napus] 






Seq. No. 


21716 Seq. ID 


OJ990415_10.9819.C9 




Gene No. 


45305 Strand 


+ 




Start 


83 End 


152 




Name 


OJ990415 10. 9819.C9.ol.gp Method 


AAT/GAP 




Start 


83 End 


152 




GI 


5816518 Score 


87 




Exons 


83. .152 






GI Descrip. 


4521193/dbj IAB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 






similar sequence to Pib gene 






Seq. No. 


21716 Seq. ID 


OJ990415_10.9819.C9 




Gene No. 


45306 Strand 


+ 




Start 


1848 End 


1992 


I- IS 


Name 


OJ990415 10.9819.C9.ol.gs Method 


GENSCAN 




Start 


1848 End 


1992 




GI 


none Score 


.45 




Exons 


1848. .1977, 1982. .1992 






Seq. No. 


21716 Seq. ID 


OJ990415_10.9819.C9 




Gene No. 


45307 Strand 


+ 




Start 


8952 End 


9018 




Name 


OJ990415 10.9819.C9.o3.gp Method 


AAT/GAP 




Start 


8952 End . 


9018 


: ^ 


GI 


uC-osroM202024h08al Score 


95 




Exons 


8952.. 9018 




;- "s 


GI Descrip. 


'5852170/emb|AL117265.1|OST17804 5 . Oe- 


84 Oryza sativa 






indica{GLA4) genomic DNA, chromosome 4 


, BAG clone: tl7804 ' 




Seq. No. 


21716 Seq. ID 


OJ990415_10.9819.C9 




Gene No. 


45308 Strand 






Start 


1355 End 


10093 




Name 


OJ990415 10. 9819.C9.ol.np Method 


AAT/NAP 




Start 


1355 End 


10005 




GI 


5091513 Score 


1465 




Exons 


1355. .1426, 1474. .1887, 1940. .2066, 2758. .3703, 4459. .5017 






9365. .9528, 9820. .10005 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


21716 Seq. ID 


OJ990415J10.9819.C9 




Gene No. 


45308 Strand 






Start 


1355 End 


10093 




Name 


OJ990415 10.9819.C9.o2.gs Method 


GENSCAN 




Start 


2787 End 


10093 




GI 


none Score 


.58 



22018 






Exons 


2787. .3729, 4521.. 4896, 


5081 


..5207, 6501.. 6622, 


9342. .9585, 






9950. .10093 














Seq. No. 


21717 




Seq. ID 


OJ990415_ 


10.9819 


.CIO 










Strand 










Start 


1188 




End 


2894 








Name 


OJ990415 10. 9819. CIO. ol 


.gs 


Method 


GENSCAN 








Start 


1188 




End 


2894 








GI 


none 




Score 


.52 








Exons 


1188. .1314, 1359.. 1449, 


1542 


. .1664, 1936. .2099, 


2803. .2894 




Seq. No. 


21718 




Seq. ID 


OJ990415_ 


10.9819 


.Cll 




Gene No. 


45310 




Strand 










Start 


1 




End 


747 








Name 


OJ990415 10.9819.Cll.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


747 








GI 


136140 




Score 


272 








Exons 


1. .747 














GI Descrip. 


PUTATIVE AC9 TRANSPOSASE gi | 


72973|pir| 


ITQZMCA probable 








transposase - maize transposon Ac9 










Seq. No. 


Ol T\ Q 
Zl / lo 




Seq. ID 


OJ990415_ 


10.9819 






(aene ino . 






Strand 


- 






: K? 


Start 


1 




hna 


747 






irj 


Name 




.gs 


Method 


GENSCAN 






Ti 


Start 


354 




End 


'592 






: : = 

= 3 


GI 


none 




Score 


.45 








Exons 














y 


Seq. No. 






Seq. ID 


OJ990415_ 


10.9819 




"5 


oene ino . 


45311 




^1- rand 


- 






y 


Start 


432 




End 


514 








Name 


OJ990415 10.9819.C12.ol 


. gs 


Method 


GENSCAN 








Start 


432 


End 


514 








GI 


none 




Score 


.83 








Exons 


432. .514 














Seq. No. 


21720 




Seq. ID 


OJ990415_ 


10.9819 


PI ft 

. ^ X o 






45312 




Strand ' 


+ 








Start 


123 




End 


869 








Name 


OJ990415 10.9819.C18.ol 


.gs 


Method 


GENSCAN 








Start 


123 




End 


869 








GI 


none 




Score 


.66 








Exons 


123.. 258, 440. .540, 720 


. .869 












Seq. No. 


21721 




Seq. ID 


OJ990415_ 


10.9819 


.C19 




usne iNo • 


45313 




Strand 










Start 


235 




End 


537 








Name 


OJ990415 10. 9819.C19.ol 


.gs 


Method 


GENSCAN 








Start 


235 




End 


537 , 








GI 


none 




Score 


.98 








Exons 


235. .537 














Seq. No. 


21722 




Seq. ID 


OJ990415_ 


10.9819 


.C20 




Gene No. 


45314 




Strand 


+ 








Start 


1 




End 


875 








Name 


OJ990415 10. 9819.C20.ol. 


.np 


Method 


AAT/NAP 







22019 



start 


1 


End 


875 




GI 


5902445 


Score 


607 




Exons 


1. .875 








GI Descrip. 


{AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


21722 


Seq. ID 


OJ990415_10. 9819 


.C20 


Gene No. 


45314 


Strand 


+ 




Start 


1 


End 


875 




Name 


OJ990415 10.9819.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


129 


End 


563 




GI 


none 


Score 


286 




Exons 


129. .563, 272. .541 








Seq. No. 


21722 


Seq. ID. 


OJ990415_10. 9819 


.C20 


Gene No. 


45314 


Strand 


+ 




Start 


1 


End 


875 




Name 


OJ990415 10.9819.C20.ol.gs 


Method 


GENSCAN 




Start 


144 


End 


517 




GI 


none 


Score 


.58 




Exons 


144. .356, 398. .517 








Seq. No. 


21722 


Seq. ID 


OJ990415_10.9819 


.C20 


Gene No. 


45314 


Strand 


+ 




Start 


1 


End 


875 




Name 


OJ990415 10.9819.C20.ol.ts 


Method 


TBLASTX : Soybean 




Start 


207 


End 


443 




GI 


none 


Score 


186 




Exons 


207. .443, 287. .433 








Seq. No. 


21722 


Seq. ID 


OJ990415_10 . 9819 


.C20 


Gene No. 


45314 


Strand 


+ 




Start 


1 


End 


875 




Name 


OJ990415 10.9819.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


231 


End 


654 




GI 


none 


Score 


314 




Exons 


231. .560, 271. .372, 278. .544, 


537. .650 


, 538. .654 




Seq. No. 


21723 


Seq. ID 


OJ990415_10.9819 


.C21 


Gene No. 


45315 


Strand 






Start 


141 


End 


1350 




Name 


OJ990415 10.9819.C21.ol.np 


Method 


AAT/NAP 




Start 


141 


End 


1350 




GI 


4680183 


Score 


179 




Exons 


141. .232, 844. .949, 1068. .1350 






GI Descrip. 


(AF111709) gag-pol protein [Oiryza sativa subsp. indica] 




Seq. No. 


21724 


Seq. ID 


OJ990415_10.9819 


.C22 


Gene No. 


45316 


Strand 


+ 




Start- 


38 


End 


163 




Name 


OJ990415 10.9819.C22.ol.gp 


Method 


AAT/GAP 




Start 


38 


End 


163 





GI 

Exons 

GI Descrip. 



Score 



166 



LIB3474-009-P1-K1-F11 
38. .163 

M455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



Seq. No. 



21724 



Seq. ID OJ990415_10. 9819.C22 



22020 



Gene No. 


45317 






Strand 


Start 


849 






End 


Name 


OJ990415 


10. 9819 .C22 . 


ol . gs 


Method 


Start 


849 






End 


GI 


none 






Score 


Exons 


849. . 887, 


1037 . . 1144, 


1901 . . 


1930 


Seq. No, 


21725 






Seq. ID 


Gene No. . 


45318 






Strand 


Start 


148 






End 


Name 


OJ990415_ 


10 . 9819 .C25 . 


ol.gs 


Method 


Start 


148 






End 


GI 


none 






Score 


Exons 


148. .254 








Seq. No. 


21726 






Seq. ID 


Gene No. 


45319 






Strand 


Start 


225 






End 


Name 


OJ990415 


10 . 9819. C27 . 


ol .gs 


Method 


Start 


225 






End 


GI 


none 






Score 


Exons 


225. .402 








Seq. No. 


21727 






Seq. ID 


Gene No. 


45320 






Strand 


Start 


232 






End 


Name 


OJ990415_ 


10. 9819. C29. 


ol.gs 


Method 


Start 


232 






End 


GI 


none 






Score 


Exons 


232 . . 475 








Seq. No. 


21727 






Seq. ID 


Gene No. 


45321 






Strand 


Start 


255 






T-> _J 

End 


Name 


OJ990415 


10.9819.C29. 


ol .np 


Method 


Start 


255 






End 


GI 


5852180 






Score 


Exons 


255. .629, 


676. .798 






GI Descrip. 


(AL117265) zhbOOOlO.l 


[Oryza 


sativa] 



+ 

1930 
GENSCAN 
1930 
.63 



OJ990415_10.9819.C25 
254 

GENSCAN 

254 

.88 



OJ990415_10.9819.C27 
+ 

402 

GENSCAN 

402 

.99 



OJ990415_10.9819.C29 
+ 

'475 

GENSCAN 

475 

.64 



OJ990415_10.9819.C29 
798 

AAT/NAP 

798 

271 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Ge'rie 'No. 

Start 

Name 

Start 

GI 

Exons 



21728 Seq. ID 

45322 Strand 

1 End 
OJ990415_10. 9819.C30.ol.np Method 

1 End 

5725435 Score 

1..59, 1312. .1428, 1546. .1665, 2071 



OJ990415_10. 9819.C30 

5847 
AAT/NAP 
5847 
142 

2231, 2447.. 2518, 



2639.-2743, 2862. .2928, 2963. .3109, 5741. .5847 
(AL109787) putative protein [Arabidopsis thaliana] 



21728 ' Seq. ID 

45322 Strand 

1 End 
OJ990415_10. 9819.C30.ol.gp Method 

555 End 

LIB3474-009-P1-K1-F11 Score 
555. .687 



OJ990415_10. 9819.C30 

5847 
AAT/GAP 
687 
228 



22021 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



•4455244/emb|CAB36743,-l| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



21728 
45322 
1 

OJ990415_10.9819.C30.o2.np 
4294 
6714341 
4294. .4514 

(AC016162) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 
thaliana] 



Seq. ID OJ990415_10.9819.C30 
Strand 

End 5847 

Method AAT/NAP 

End 4514 

Score 143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21729 
45323 
4138 

OJ990415_10.9819.C31.o2.gs 

4138 

none 



Seq. ID OJ990415_10.9819.C31 

Strand + 

End 5948 

Method GENSCAN 

End 5948 

Score .63 



4138. .4244, 4309. .4436, 5746. .5948 



Seq. No. 21729 

Gene No. 45324 

Start 17441 

Name OJ990415_10 . 9819.C31 .ol .gp 

Start 17441 

GI none 

Exons 17441. .17948, 20354.. 20583 



Seq. ID OJ990415_10.9819.C31 

Strand + 

End 20650 

Method AAT/GAP 

End 20583 

Score 1416 



Seq. No. 21729 

Gene No. 45324 

Start 17441 

Name OJ990415_10. 9819.C31.o6.gs 

Start 20348 

GI none 

Exons 20348. .20650 



Seq. ID OJ990415_10. 9819.C31 

Strand + 

End 20650 

Method GENSCAN 

End 20650 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21729 
45325 
25397 

OJ990415_10.9819.C31.o4.np 
25397 
6907087 



Seq. ID OJ990415_10. 9819.C31 
Strand + 

27112 
AAT/NAP 
27112 
908 



End 

Method 
End 
Score 

25397. .25765, 25811 26470, 27011.. 27112 

(AP001129) ESTs C72771 (E2215) , AU082313 (E22l5 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 21729 

Gene No. 45326 

Start 27572 

Name . OJ990415__10 . 9819 . C31 . o2 . gp 

Start 27572 

GI uC-osflcyp033a04bl 

Exons 27572. .27951 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. ID OJ990415_10. 9819.C31 

Strand + 

End 27951 

Method AAT/GAP 

End 27 951 

Score 633 



22022 



Seq. No. 21729 Seq. ID OJ9904 15_10 . 9819 . C31 

Gene No. . 45327 Strand + 

Start 31541 End 31819 

Name OJ990415_10.9819.C31 .o3.gp Method AAT/GAP 

Start 31541 End 31819 

GI 31877_1.R1084 Score 215 

Exons 31541. .31616, 31751.. 31819 

GI Descrip. ' 4521193/dbj | AB013450 : 1 1 AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene* 



Seq. No. 


21729 




Seq. ID 


OJ990415_10 


. 9819 . C31 


Gene No. 


45328 




Strand 


+ 




Start 


33082 




End 


34159 




Name 


OJ990415_10 . 9819.C31 


.08. gs 


Method 


GENSCAN 




Start 


33082 




End 


34159 




GI 


none 




Score 


.49 




Exons 


33082. .33221, 33273. 


. 33594, 


33995. .34159 




Seq. No. 


21729 




Seq. ID 


OJ990415_10 


.9819.C31 


Gene No. 


45329 




Strand 






Start 


222 




End 


2270 




Name 


OJ990415_10 . 9819 .C31 


. ol . gs 


Method 


GENSCAN 




Start 


222 




End 


1888 




GI 


none 




Score 


.71 




Exons 


222. .530, 851 . . 1081, 


1206. . 


1324, 1606. 


.1888 




Seq. No. 


21729 




Seq. ID 


OJ990415_10 


.9819.C31 


Gene No. 


45329 




Strand 






Start 


222 




End 


2270 




Name 


OJ990415 10.9819.C31 


.ol.np 


Method 


AAT/NAP 




Start 


311 




End 


2270 




GI 


4914384 




Score 


178 




Exons 


311.. 604, 931.. 1081, 


1200. . 


1317, 1599. 


.1812, 2186. 


.2270 


GI Descrip. 


{AC007167) putative 


GDSL-motif lipase/hydrolase [Arabidopsis 




thaliana] 










Seq. No. 


21729 




Seq. ID 


OJ990415_10 


.9819.C31 


Gene No. 


45330 




Strand 






Start 


7027 




End 


12663 




Name 


OJ990415 10.9819.C31 


. o3. gs 


Method 


GENSCAN 




Start 


7027 




End 


12663 




GI 


none 




Score 


.6 





Exons 7027. .7194, 8259. .8306, 8737. .8811, 9371. .9600, 12319 .. 12447 , 

12585.. 12663 



Seq. No. 21729 Seq. ID 

Gene No. 45330 Strand 

Start 7027 End 

Name OJ990415_10 . 9819 .C31 . o2 . np Method 

Start 8472 ' End 

GI 1091678 Score 

Exons 8472. .8531, 8828. . 10780 

GI Descrip. activator-like transposable element [Pennisetum glaucum] 



OJ990415_10.9819.C31 

12663 
AAT/NAP 
10780 
1252 



Seq. No. 
Gene No. 



21729 
45331 



Seq. ID 
Strand 



OJ990415 10.9819.C31 



22023 




start 


18844 


End 


19896 




Name 


OJ990415 10. 9819.C31 .oS.gs 


Method 


GENSCAN 




.Start 


18844 


End 


19896 




GI 


none 


Score 


. 75 




Exons 


18844.. 1937 3, 19605.. 19896 








Seq. No. 


21729 


Seq. ID 


OJ990415 


_10. 9819. C31 


Gene No. 


45332 


Strand 






Start 


27505 


End 


29449 




Name 


OJ990415 10.9819.C31.o5.np 


Method 


AAT/NAP 




Start 


27505 


End 


29449 




GI 


4680186 


Score 


309 




Exons 


27505. .27705, 29403.. 29449 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


21729 


Seq. ID 


OJ990415 


_10 . 9819. C31 


Gene No. 


45333 


Strand 






Start 


30839 


End 


32828 




Name 


OJ990415 10.9819.C31.o7.np 


Method 


AAT/NAP 




Start 


30839 


End 


32828 




GI 


6539570 


Score 


181 • 




Exons 


30839. .30864, 32359 .. 32422, 


32625. .32828 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


21729 


Seq. ID 


OJ990415 


_10. 9819.C31 


Gene No. 


45334 


Strand 






Start 


32957 


End 


33035 




Name 


OJ990415 10. 9819.C31.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


8889 


End 


10337 




GI 


none 


Score 


154 




Exons 


8889.. 8966, 8979.. 9047, 9060 


..9122, 9110. .9163, 


9383. .9604, 




9384.. 9608, 9385.. 9609, 9619 


..9765, 9762. .9896, 


9770. .9976, 




9783.. 9977, 9981.. 10022, 10029. . 10172, 


10075. .10173, 



10163. .10276, 10166. .10276, 10278.. 10337 



Seq. No. 


21729 


Seq. ID 


OJ990415_10 


. 9819. C31 


Gene No. 


45334 


Strand 






Start 


32957 


^ . End 


33035 




Name 


OJ990415 10.9819.C31.o2.tm 


Method 


TBLASTX: Maize 


Start 


10338 


End 


10543 




GI 


none 


Score 


141 




Exons 


10338. .10514, 10343. .10543, 


10346. .10525 




Seq. No. 


21729 


Seq. ID 


OJ990415_10 


9819..C31 


Gene No. 


45334 


Strand 






Start 


32957 


End 


33035 




Name 


OJ990415 10. 9819.C31.o8.np 


Method 


AAT/NAP 




Start 


32957 


End 


33035 




GI 


6630699 


Score 


75 




Exons 


32957. .33035 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi 1 6721536 Idbj | BAA89566.il 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


21730 


Seq. ID 


OJ990415_10 


9819. C32 


Gene No. 


45335 


Strand 


+ 




Start 


188 


End 


531 





22024 




Name 


OJ990415 10. 9819.C32 .ol 


.gs 


Method 


GENSCAN 


Start 


188 




End 


531 


GI 


none 




Score 


. 64 


Exons 


188. .396, 417. .531 








Seq. No. 


21730 




Seq. ID 


OJ990415 


Gene No. 


45336 




Strand 




Start 


1 




End 


540 


Name 


OJ990415 10.9819.C32.ol 


np 


Method 


AAT/NAP 


Start 


1 




End 


540 


GI 


6539570 




Score 


183 


Exons 


1..122, 325. .540 








GI Descrip. 


{AP000836) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 21731 Seq. ID 

Gene No. 45337 Strand 

Start 123 End 

Name OJ9904 15_10 .9819. C33 . ol . gs Method 

Start 123 End 

GI none Score 

Exons 123. .201 



OJ990415_10.9819.C33 
+ 

201 

GENSCAN 

201 

.75 



Seq. No. 21732 

Gene No. 45338 

Start ' 94 

Name OJ990415_10 . 9819 .C35 . ol . gs 

Start 94 

GI none 

Exons 94.. 298 



Seq. ID OJ990415_10.9819.C35 

Strand + 

End 298 

Method GENSCAN 

End 298 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21733 
45339 
1 

OJ990415_10 . 9819.. C37 . ol . np 
1 

1091678 
1..794 

activator-like transposable element [Pennisetum glaucum] 



Seq. ID OJ990415_10.9819.C37 

Strand + 

End 794 

Method AAT/NAP 

End 794 

Score 685 



21733 
45339 
1 

OJ990415_10.9819.C37.ol.tm 

200 

none 



200. .511, 205. .507, 209. .517, 270. .518, 509. .616, 517 
522. .641, 652. .699, 652. .699, 706. .783, 707. .793 



Seq. ID OJ990415_10.9819.C37 

Strand + 

End 794 

Method TBLASTX : Mai ze 

End 793 

Score 34 9 

642, 



Seq. No. 21734 Seq. ID 

Gene No. . 45340 Strand 

Start 106 End 

Name OJ990415_10 . 9819 . C38 . ol . gs Method 

Start 106 End 

GI none Score 

Exons 106.. 355 



OJ990415_10.9819.C38 
355 

GENSCAN 

355 

.68 



Seq. No. 



21735 



Seq. ID OJ990405_12.9819.C1 



22025 




Gene No . 


45341 




Strand 








Start . 


389 




End 


649 






Name 


OJ990405 12. 9819. CI. ol. 


gs 


Method 


GENSCAN 






Start 


389 




End 


634 






GI 


none 




Score 


.87 






Exons 


389. . 634 












Seq. No. 


21735 




Seq. ID 


OJ990405_12 


.9819 


.CI 


Gene No . 


45341 




Strand 








Start 


389 




End 


649 






Name 


OJ990405 12. 9819. CI. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


466 




End 


649 






GI 


none 




Score 


169 






Exons 


466. .636, 467. .649, 471 


. .638 










Seq. No. 


21736 




Seq. ID 


OJ990405_12 


. 9819 


.C2 


Gene No . 


45342 




Strand 


+ 






Start 


418 




End 


1063 






Name 


OJ990405 12. 9819.C2.ol. 


gs 


Method 


GENSCAN 






Start 


418 




End 


1063 






GI 


none 




Score 


. 62 






Exons 


418. .736, 930. .1063 












Seq. No. 


21736 




Seq. ID 


OJ990405_12 


. 9819 


.C2 


Gene No. 


45343 




Strand 


+ 






Start 


6370 




End 


7570 






Name 


OJ990405 12.9819.C2.o3. 


gs 


Method 


GENSCAN 






Start 


6370 




End 


7570 






GI 


none 




Score 


.9 






Exons 


6370. .6407, 7045. .7234, 


7553 


. .7570 








Seq. No. 


21736 




Seq, ID 


OJ990405_12 


.9819 


.C2 


Gene No. 


45344 




Strand 


+ 






Start 


8387 




End 


8991 






Name 


OJ990405 12.9819.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


8387 




End 


8991 






GI 


45206 1.R1084 




Score 


1142 






Exons 


8387. ,8991 












GI Descrip. 


• 4 4 69024 /emb | CAB38285 | 


3.0e- 


30 (AL035602) putative 


protein 




[Arabidopsis thaliana] ' 












Seq. No. 


21736 




Seq. ID 


OJ990405_12 


.9819 


.C2 


Gene No . 


45345 




Strand 








Start 


2663 




End 


3861 






Name 


OJ990405 12. 9819.C2.o2. 


gs 


Method 


GENSCAN 






Start 


2663 




End 


3861 






GI 


none 




Score 


.78 






Exons 


2663.. 2909, 2953.. 3140, 


3546 


..3626, 3799. .3861 






Seq. No. 


21736 




Seq. ID 


OJ990405_12 


.9819 


.C2 


Gene No. 


45346 




Strand 








Start 


8970 




End 


9935 






Name 


OJ990405 12.9819.C2.o4. 


gs 


Method 


GENSCAN 






Start 


8970 


End 


9790 






GI 


none 




Score 


.57 






Exons 


8970. .9287, 9387. .9533, 


9635 


. .9790 









22026 




Seq. No. 


-21736 








Seq. ID 


OJ990405_12. 9819 


.C2 


Gene No . 


45346 








Strand 






Start 


8970 








End 


9935 




Name 


OJ990405 12 


.9819. 


C2.o2. 


gp 


Method 


AAT/GAP 




Start 


9042 








End 


9303 




GI 


none 








Score 


392 




Exons 


9042... 9303 














Seq. No. 


21736 








Seq. ID 


OJ990405_12. 9819 


.C2 


Gene No. 


45346 








Strand 






Start 


8970 








End 


9935 




Name 


OJ990405 12 


.9819. 


C2.01. 


np 


Method 


AAT/NAP 




Start 


9096 








End 


9935 




GI 


6624711 








Score 


231 




Exons 


9096. .9167, 


9225. 


.9287, 


9387. 


.9533, 9635.. 9935 




GI Descrip. 


(AJ243961) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


21736 








Seq. ID 


OJ990405_12.9819 


.C2 


Gene No. 


45346 








Strand 






Start 


8970 








End 


9935 




Name 


OJ990405 12 


.9819. 


C2.01. 


tm 


Method 


TBLASTX: Maize 




Start 


9195 








End 


9889 




GI 


none 








Score 


88 




Exons 


9195. .9290, 


9229. 


.9291, 


9387. 


.9545, 9393.. 9536, 9632.. 9826, 




9743. -.9826, 


9818. 


.9889, 


9829. 


.9888 






Seq. No. 


21736 








Seq. ID 


OJ990405_12.9819 


.C2 


Gene No. 


45346 








Strand 






Start 


8970 








End 


9935 




Name 


OJ990405 12 


.9819. 


C2.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


9231 








End 


9888 




GI 


none 








Score 


43 




Exons 


9231. .9293, 


9384. 


.9545, 


9632. 


.9826, 9829.. 9888 





Seq. No. 21737 Seq. ID 

Gene No. 45347 Strand 

Start 250 End 

Name OJ9904 05_12 . 98 1 9 . C3 . ol . gs Method 

Start 250 End 

GI none Score 

Exons 250.. 539 



OJ990405_12.9819.C3 
+ 

539 

GENSCAN 

539 

.95 



Seq. No. 21737 

Gene. No. 45348 

Start 2901 

Name OJ990405_12 . 9819 .C3 .ol .np 

Start 2901 

GI 6069646 

Exons 2901.. 2975, 
GI Descrip. (AP000616) 



Seq. ID OJ990405_12.9819.C3 

Strand + 

End 7572 

Method AAT/NAP 

End 7572 

Score 302 

7259. .7572 

similar to putative reverse transcriptase 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAG F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 21737 Seq. ID OJ990405_12 . 9819 . C3 

Gene No. 45348 Strand + 

22027 




start 2901 End 7572 

Name OJ990405_12 . 9819.C3.o2 .gp ^ Method AAT/GAP 

Start 4766 End 4993 

GI 6547_1.R1084 Score 332, 

Exons 4766.. 4993 



GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 4.0e-52 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 


21737 








Seq. ID 


OJ990405_ 


12 . 


9819 -C3 


Gene No. 


45349 








Strand 


+ 






Start 


8108 








End 


8708 






Name 


OJ990405_12 . 


9819. 


C3.o3. 


gs 


Method 


GEN SCAN 






Start 


8108 








End 


8708 






GI 


none 








Score 


. 99 






Exons 


8108 . .8212, 


8304 . 


.8708 












Seq. No. 


21737 








Seq. ID 


OJ990405_ 


12 . 


9819-C3 


Gene No. 


45350 








Strand 








Start 


114 








End 


482 






Name 


OJ990405_12. 


9819. 


C3.01. 


gp 


Method 


AAT/GAP 






Start 


114 








End 


482. 






GI 


none 








Score 


730- 






Exons 


114 . . 482 
















Seq. No. 


21737 








Seq. ID 


OJ990405_ 


12. 


9819. C3 


Gene No. 


45351 








Strand 








Start 


1325 








End 


7611 






Name 


OJ990405_12. 


9819. 


C3.o2. 


gs 


Method 


GENSCAN 






Start 


1325 








End 


7611 






GI 


none 








Score 


.49 






Exons 


1325 . .1489, 


3631 . 


.3671, 


3707. 


.3785, 4893.. 5000, 


7368. .7508 




7597 . .7611 
















Seq. No. 


21737 








Seq. ID 


OJ990405_ 


12. 


9819. C3 


Gene No. 


45352 








Strand 








Start 


9357 








End 


10211 






Name 


OJ990405 12. 


9819 . 


C3.04. 


gs 


Method 


GENSCAN 






Start 


9357 








End 


10211 






GI 


none 








Score 


.57 






Exons 


9357 . . 9487, 


10148 


. .10211 










Seq. No. 


21738 








Seq. ID 


OJ990405_ 


12. 


9819-C4 


Gene No. 


45353 








Strand 


+ 






Start 


3424 








End 


6886 






Name 


OJ990405 12. 


9819. 


C4.01. 


gp 


-Method 


AAT/GAP 






Start 


3331 








End 


3654 






GI 


none 








Score 


636 






Exons 


3331. .3654 
















Seq. No. 


21738 








Seq. ID 


OJ990405_ 


12. 


9819-C4 


Gene No. 


45353 








Strand - 


+ 






Start 


3424 








End 


6886 






Name 


OJ990405 12. 


9819. 


C4.01. 


np 


Method 


AAT/NAP 






Start 


3421 








End 


6886 






GI 


4567279 








Score 


2504 






Exons 


3421. .5901, 


6774. 


.6886 













GI Descrip. {AC006841) putative protein kinase [Arabidopsis thaliana] 



22028 




Seq. No. 


21738 


Seq. ID 


OJ990405_12.9819. 


C4 


Gene No. 


45353 


Strand 


+ 




Start 


A O A 


■ End 


o ^ 

boo D 




Naitie 


r\ T a CI r\ A-€\c i o qoi o /^a «o «^ 

ojyyu4jfcib 1^ . yy ly . C4 . o^ . gs 


Method 


GENSCAN 




Start 




End 


6157 




GI 


none 


Score 


. yy 




Exons 


J4^4..oyD// oyoD.,Dlb/ 








Seq. No. 




Seq. ID 


OJ9yo4Uo iz.yyiy. 


C4 


Gene No. 


45353 


Strand 


+ 




Start 


3424 


End 


6886 




Name 


OJ990405 12.9819.C4 .o2.gp 


Method 


AAT/GAP 




otart 


5145 


End 


5581 




GI 


16916 1.R1084 


Score 


778 




Exons 


5145. .5581 








GI Descrip. 


M567279/gb|AAD23692.1|AC006841 20 l.Oe-60 (AC006841) putative 




serine/threonine protein kinase [Arabidopsis thaliana] * 




Seq. No. 


21738 


Seq. ID 


OJ990405_12. 9819. 


C4 


Gene No. 


'45354 


Strand 


+ 




Start 


8428 


End 


13540 




Name 


OJ990405 12.9819.C4.o3.gs 


Method 


GENSCAN 




Start 


8428 


End 


13047 




GI 


none 


Score 


■ .74 




Exons 


8428. .8682, 9813. .10568, 11152 .. 11200, 


11851. .12065, 






12706. .12806, 12954. .13047 








Seq. No. 


21738 


Seq. ID 


OJ990405_12.9819. 


C4 


Gene No. 


45354 


Strand 


+ 




o tart 


8428 


End 


13540 




Name 


OJ990405 12.9819.C4.o3.gp 


Method 


AAT/GAP 




Start 


8583 


End 


10109 






none 


Score 


835 




Exons 


8583.. 8739, 9813.. 10109 








Seq. No. 


21738 


Seq. ID 


OJ990405_12.9819. 


C4 


Gene No. 


45354 


Strand 


+ 




Start 


8428 


" End 


13540 




Name 


OJ990405 12.9819.C4 .o2.np 


Method 


AAT/NAP 




Start 


9927 


End 


13540 




GI 


2980798 


Score 


699 




Exons 


9927.. 10568, 10654 .. 10782, 


11152. .11200, 11851. .12065, 






12173. .12241, 12706. .12806, 


12954. .13047, 132 64. .13540 




GI Descrip. 


(AL022197) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


21738 


Seq. ID 


OJ990405_12. 9819. 


C4 


Gene No . 


45354 


Strand 


+ 




Start 


8428 


End 


13540 




Name 


OJ990405 12.9819.C4.o4.gp 


Method 


AAT/GAP 




Start 


10658 


End 


13316 




GI 


14682 1.R1D84 


Score 


1256 




Exons 


10658. .10782, 11152 .. 11200, 


11851. .12065, 12173. .12241, 






12706. .12806, 12954 .. 13047 , 


13264 . .13316 





GI Descrip. ' 2980798/emb | CAA18174 . 1 1 8.0e-78 {AL022197) putative protein 
[Arabidopsis thaliana] ' 



22029 




Seq. No. 


21738 








Seq. ID 


OJ990405_12 . 9819 


.C4 


Gene No. 


45355 








Strand 






Start 


2241 








End 


2531 




Name 


OJ990405 12, 


. 9819 . 


C4 . ol . 


gs 


Method 


GENSCAN 




Start 


2241 








End 


2531 




GI 


none 








Score 


. 41 




Exons 


2241 . . 2531 














Seq. No. 


21738 








Seq. ID 


OJ990405_12 . 9819 


.C4 


Gene No . . 


4d Job 








Strand 






Start 


4075 








End 


4845 




Name 


OJ990405 12. 


.9819. 


C4 .o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


4075 








End 


4674 




GI 


none 








Score 


73 




Exons 


4075. .4167, 


4249. 


.4530, 


4260. 


.4526, 4594. .4674 





Seq. No. 21738 

Gene No. 45356 

Start 4075 

Name OJ990405_12 . 9819 .C4 . o3 . 

Start 4086 

GI none 

Exons 4086.. 4505, 4090.. 4512, 
4548. .4592 

Seq. No. 21738 

Gene No. 45356 

Start 4075 

Name OJ990405_12 . 9819 .C4 . o2 . 

Start 4446 

GI none 

Exons 4446.. 4589, 4447.. 4695, 
4777. .4845 



Seq. ID OJ990405_12.9819.C4 
Strand 

End 4845 

tm Method TBLASTX: Maize 

End 4 602 

Score 535 
4488. .4535, 4489. .4548, 4507. .4602, 

Seq. ID OJ990405_12. 9819.C4 
Strand 

End 4845 

tc ■ Method TBLASTX: Cress 

End 4845 

Score 287 
4650. .4694, 4736. .4771, 4776. .4841, 



Seq. No. 21738 

Gene No. 45357 

Start 4918 

Name OJ990405_12 . 9819.C4 .ol . ts 
Start - 4918 

GI none 

Exons 4918.. 5805, 4938.. 4976, 5019., 5798 



Seq. ID OJ990405_12.9819.C4 
Strand 

End 5817 

Method TBLASTX : Soybean 

End 5805 

Score 1108 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



21738 Seq. ID 

45357 Strand 

4918 End 

OJ990405_12.9819.C4.ol.tm Method 

4936 End 

none Score 



OJ990405_12. 9819.C4 
5817 

TBLASTX: Maize 

5817 

455 



4936. 
5250. 



,5235, 4938. 
,5798 



,5234, 5170.. 5250, 5227., 5325, 5245.. 5817, 



Seq. No. 21738 Seq. ID 

Gene No. 45357 Strand 

Start 4918 End 

Name OJ9904 05_12 . 9819.C4 . ol , tc Method 

Start 4945 End 

GI none - Score 



OJ990405_12. 9819.C4 
5817 

TBLASTX: Cress 

5498 

117 



22030 




Exons 


4945. .5037, 


5034. 


.5498, 


5035. 


.54 87 






Seq. No. 


21738 








Seq. ID 


OJ990405_12.9819. 


C4 


Gene No. 


45357 








Strand 






Start 


4918 








End 


5817 • 




Name 


OJ990405 12 


.9819. 


C4.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


4981 








End 


5400 




GI 


none 








Score 


78 




Exons 


4981. .5037, 


5034. 


.5399, 


5035. 


.5400 






Seq. No. 


21738 








Seq. ID 


OJ990405_12.9819. 


C4 


Gene No. 


45357 








Strand 






Start 


4918 








End 


5817 




Name 


OJ990405 12 


.9819. 


C4 .o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5425 








End 


5817 




GI 


none 








Score 


149 




Exons 


5425. .5625, 


5436. 


.5549, 


5646. 


.5789, 5647.. 5817 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21738 
45357 
4918 

OJ990405_12. 
5499 



9819.C4.o3.tc 



none 

'"5499. .5795, 5500.. 5805 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_12.9819.C4 
5817 ' 

TBLASTX: Cress 

5805 

323 



Seq. No. 21738 

Gene No. 45358 

Start 9848 

Name 0 J990405_12 . 98 19 . C4 . o2 . tm 

Start 9848 

GI none 
Exons 



OJ990405 12. 9819. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9848.. 9883, 9849.. 9884, 9850.. 9885, 9891.. 10211, 9893.. 10429, 
9893. .10357, 10213 10458, 10284 .. 10358 , 10421 .. 10483, 
10484. .10573, 10485 10568 , 10653 .. 10757, 10653 10757 , 
10654.. 10758 



10758 

TBLASTX: Maize 

10758 

52 



Seq. No. 21738 

Gene No. 45359 

Start 11152 

Name OJ990405_12. 9819.C4 .o4 . tc 

Start 11152 

GI none 

Exons 11152. .11199, 11849 .. 12064 , 
12161. .12211 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_12.9819.C4 
13316 

TBLASTX: Cress 

12211 

67 



11850. .12077, 11865. .12068, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21738 
45359 
11152 

OJ990405_12. 9819.C4 .o4.tm 
11846 



none 
11846. 
12167, 
12714 . 
13000, 
13260. .13316 



.12064, 11849, 
.12247, 12172. 
.12815, 12951. 



Seq. ID OJ990405_12. 9819.C4 
Strand 

End 13316 
Method TBLASTX :Maize 
End 13316 
Score ' 200 
12064, 11850. .12068, 11853 12068 , 
12816, 12704. .12808, 
12996, 12999. .13046, 



,12243, 12703 
,12992, 12955 



.13053, 13227. .13313, 13237 13314 , 13258 .. 13314 , 



22031 



Seq. No. 21738 
Gene No. 45359 
Start 11152 

Name OJ990405_12 . 9819 .C4 . o2 . ts 

Start 11849 
GI none 
Exons 1184 9, 

12161, 

12958. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_12.9819.C4 
13316 

TBLASTX : Soybean 

13302 

235 



12064, 11850.. 12077, 11850 ,. 12068 , 12158 .. 12229, 
12247, 12172. .12243, 12703 .. 128 1 6, 12951 1304 6, 
13053, 13258.. 13302 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



21739 
45360 
415 

OJ990405_12. 9819.C7.ol.np 
415 

5734621 

415. .554, 642. .898, 936, .1196, 
2084. .2167, 2273. .2333, 2744. .2889, 
4218. .4306, 4966. .5021, 5155. .5235, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990405_12.9819.C7 
+ 



7129 
AAT/NAP 
6822 
2958 

1610. .1712, 1863, 
3351, .3467, 
5500. .5565, 



.1970, 

3573. .3658, 
5693. .5785, 



5886.. 5950, 6232.. 6367, 6679.. 6822 

(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transport er-7 
(U43892) [Oryza sativa] 



Seq. No, 21739 ~ Seq, ID 

Gene No, 45360 Strand 

Start 415 End 

Name OJ990405_12 . 9819 . C7 . ol . gs Method 

Start 425 End 

GI none Score 
Exons 



OJ990405_12.9819.C7 

+ 

7129 
GENSCAN 
6825 
.75 



425. .634, 642. .730, 936. .1196, 1610. .1712, 1863. .1970, 
2084. .2167, 2273. .2333, 2744. .2889, 3351. .3467, 3573. .3658, 
4218. .4306, 4966. .5021, 5155. .5235, 5500. .5565, 5693. .5785, 
5886. .5950, 6232. .6367, 6679. .6825 



Seq. No. 21739 Seq. ID OJ990405_12 . 9819 . C7 

Gene No. . 45360 Strand + 

Start 415 End 7129 

Name OJ990405_12 . 98 19 . C7 . ol . gp Method AAT/GAP 

Start 4250 End 6288 

GI LIB3433-040-P1-K1-C8 Score 785 

Exons 4250.. 4306, 4966.. 5021, 5155.. 5235, 5500.. 5565, 5693.. 5785, 

' , 5886.. 5950, 6232.. 6288 

GI Descrip. ' 5734621/dbj | BAA83352 . 1 | 2.0e-80 (AP000391) ESTs 

AU067992 (C11433) ,AU077424 (C11433) correspond to a region of the 
predicted gene.; Similar to ABC transporter-7 (U43892) [Oryza 
sativa] ' 



Seq. No. 21739 Seq, ID 

Gene No. 4 5360 Strand 

Start 415 End 

Name OJ9904 05_12 . 98 19 . C7 . o2 , gp Method 

Start 6660 End 

GI 12911_1.R1084 Score 

Exons 6660,. 7129 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 O.Oe+00 Oryza sativa genomic 



OJ990405_12.9819.C7 
+ 

7129 
AAT/GAP 
7129 
819 



22032 



DNA, chromosome 6, clone : P0538C01 * 



Seq. No. 21739 Seq. ID 

Gene No. 45361 Strand 

Start 7467 End 

Name OJ990405_12 . 9819.C7 .o3. gp Method 

Start 74 67 End 

GI 5004333 Score 

Exons 7467. .7899 

GI Descrip. 5734616/dbj | AP000391 . 1 | AP000391 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



OJ990405_12.9819.C7 
+ 

7899 
AAT/GAP 
7899 
790 



Seq. No. 21739 

Gene No. 45362 

Start 7352 

Name OJ990405_12 , 9819 . C7 . ol . tw 

Start 1151 

GI none 
Exons 



Seq. ID OJ990405_12. 9819.C7 
Strand 

End 7683 

Method TBLASTX : Wheat 

End 2335 

Score 68 



1151. .1195, 1153. .1194, 1599. .1715, 1604. .1726, 1827. .1910, 
1837. .1884, 1862. .1960, 1862 .. 1978, 2080 .. 2166, 2081. .2185, 
2081.. 2167, 2270.. 2335, 2272.. 2334 



Seq. No. 21739 
Gene No. 45362 
Start 7352 

Name ^ OJ990405_12 . 9819 . C7 . ol . ts 
Start 1640 
GI none 

Exons 1640.. 1708, 1641.. 1709, 1641. 

2081. ,2185, 2081. .2182, 2270. 
2744. ,2902, 2745. ,2894, 2745. 
3340., 3468, 3350., 3475, 3350. 
3557.. 3655, 4201., 4323, 4227. 



Seq. ID OJ990405_12.9819.C7 
Strand 

End 7683 

Method TBLASTX : Soybean 

End 5003 

Score 87 

.1709, 1853. .1984, 1860. .1970, 
.2332, 2272. .2334, 2741. .2842, 
.2915, 2746. .2895, 3334.-3468, 
.3469, 3354.. 3470, 3555.. 3656, 
.4307, 4956.. 5003 



Seq. No. 21739 

Gene No. 45362 

Start 7352 

Name OJ990405_12 . 9819 . C7 , o2 . tm 

Start 2.085 

GI ' none 
Exons 



Seq. ID OJ990405_12.9819-C7 

Strand ^ - 

End ^ 7683 

Method TBLASTX : Mai ze 

End 2846 

Score 84 



2085. .2168, 2085. .2165, 2086. ,2166, 2087. ,2185, 2270, ,2335, 
2272. ,2328, 2743. .2844, 2746.-2844, 2748. .2846 



Seq. No. 21739 
Gene No. 45362 
Start 7352 

Name OJ990405_12 . 9819 . 07 - ol - tm 

Start 2847 
GI none 

Exons 2847.-2894, 2848.. 2895, 3343. 

3351. .3473, 3355. .3480, 3555. 
3558. .3665, 3559. .3666, 4044. 
4217.-4291, 4218.-4292, 4219. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990405 12. 9819. C7 



7683 

TBLASTX: Maize 
4293 
73 

3468, 3350.. 3472, 3350. 
3659, 3557.. 3661, 3557. 
4112, 4208.. .4279, 4212, 
4293 



.3472, 
.3661, 
.4292, 



Seq. No, 
Gene No. 
Start 



21739 
45362 
7352 



Seq. ID 

Strand 

End 



OJ990405 12.9819.07 



7683 



22033 



Name 

Start 

GI 

Exons 



OJ990405 12.9819.C7,ol.tc 



Method TBLASTX : Cress 



4219 End 5924 

none Score 128 

4219. .4323, 4224. .4310, 4956. .5027, 4961. .5029, 5146. .5232, 

5155.. 5244, 5160.. 5237, 5499.. 5567, 5500.. 5568, 5680.. 5790, 

5690.. 5782, 5880.. 5924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



21739 
45362 
7352 

OJ990405_12. 

5163 

none 

5163. .5234, 



9819.C7.o2.ts 



5164. .5244, 5172. 



Seq. ID OJ990405_12.9819.C7 
Strand 

End 7683 

Method TBLASTX : Soybean 

End 5924 

Score 59 
.5237, 5499. .5567, 



5680.. 5790, 5690.. 5788, 5690.. 5797, 5849. .5923, 



5500. .5568, 
5880. .5924 



21739 Seq. ID 

45362 Strand 

7352 End 

OJ9904 05_12 . 98 1 9 . C7 . o2 . gs Method 

7352. End 

none Score 

7352. .7422, 7608. .7683 



OJ990405_12.9819.C7 

7683 
GENSCAN 
7683 
.81 



2174.0 
45363 
1 

OJ990405_12.9819.C8.ol.np 
1 

6403492 



OJ990405_12.9819.C8 
+ 



■Seq. ID 
Strand 

End 5027 
Method AAT/NAP 
End 34 68 

Score 1283 

1..120, 232. .317, 890. .915, 967. .1008, 1151. .1261, 1478. .1576, 
1701. .1823, 2024. .2086, 2160. .2224, 2311. .2420, 2502. .2616, 
2695. .2760, 3148. .3258, 3390. .3468 
GI Descrip. {AC010871) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21740 Seq. ID 

45363 Strand 
1 End 
OJ990405_12.9819.C8.ol.gp Method 
34 End 
53395_1.R1084 Score 
34. .110 

•5734616/dbj IAP000391.1IAP000391 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



OJ990405_12.9819.C8 
+ 

5027 
AAT/GAP 
110 
133 



21740 
45363 
1 

OJ990405_12.9819.C8.ol.gs 
92 

none 



Seq. ID OJ990405_12.9819.C8 

Strand + 

End 5027 

Method GENSCAN 

End 5027 

Score .86 



92. .120, 232. .317, 890. .1008, 1151. .1261, 1701. 
2024. .2086, 3171. .3258, 4101. .4211, 4621. .5027 



1823, 



Seq. No. 
Gene No. 
Start 



21740 
45363 
1 



Seq. ID OJ990405_12.9819.C8 
Strand + 
End 5027 



22034 



Name OJ990405_12 . 9819.C8 .o2 . gp Method AAT/GAP 

Start 884 End 2181 

GI uC-osflcyp086e04bl Score 949 

Exons 884. .1008, 1151. .1261, 1478. .1576, 1701. .1823, 2024. .2086, 

2160.. 2181 

GI Descrip. ' 5734 620/dbj | BAA83351 . 1 | 4.0e-17 (AP000391) ESTs 

AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] ' 



Seq. No. 21740 Seq. ID 

Gene No. 45363 Strand 

Start 1 End 

Name OJ990405_12 . 9819 . C8 . o3 . gp Method 

Start 2399 End 

GI 53223_1.R1084 Score 

Exons 2399.. 2420, 2502.. 2616, 2695.. 2760, 

3547. .4064 

GI Descrip. ' 5734 620/dbj | BAA83351 . 1 | l.Oe-20 (AP000391) ESTs 

AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa]* 



OJ990405_12.9819.C8 
+ 

5027 
AAT/GAP 
4064 
1656 

3148. .3258, 3390. .3456, 



Seq. No. 21740 
Gene No. 45364 

Start - 4668 

Name OJ990405_12 . 9819.C8 . o3. tm 

Start 34 
GI none 

Exons 34.. 135, 35.. 121, 230.. 319, 

889. .933 



Seq.' ID OJ990405_12.9819.C8 



Strand 
End 

Method 
End 
Score 
239. .322, 



7463 

TBLASTX: Maize 

933 

145 

888. .932, 888. .932, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21740 
45364 
4668 

OJ990405_12 

946 

none 

946. .1020, 
1464. .1577, 
1692. .1841, 
2022. .2087, 
2298. .2423, 
2486. .2620, 
3144. .3293, 
3391. .3456, 
3548. .3598, 
3794. .3862 



.9819.C8.ol.tm 



1127. , 
1468, 
1698, 
2023, 
2298, 
2693. 
3147. 
3539. 
354 9. 



1264, 

.1587, 

.1811, 

.2088, 

.2420, 

.2758, 

.3260, 

.3598, 

.3605, 



1146. 
1476 
1699 
2153 
2311 
2694 
3378 
3546 
3785 



Seq. ID 
Strand 
End 

Method 

End 

Score 
,1223, 1195. 
,.1577, 1477 
.1827, 2021 
.2224, 2157 
.2421, 2312 
.2759, 2695 
.3455, 3387 
.3596, 3547 
.3865, 3789 



OJ990405 12. 9819. C8 



7463 

TBLASTX: 
3867 
79 

1260, 
.1581, 
.2086, 
.2231, 
.2425, 
.2760, 
.3455, 
.3603, 
.3860, 



Maize 



1436. . 
1687. 
2022. 
2158, 
2479. 
3139. 
3388. 
3547. 
3793. 



1576, 

.1812, 

.2087, 

.2226, 

.2619, 

.3261, 

.3456, 

.3597, 

.3867, 



Seq. No. 21740 

Gene No. 45364 

Start 4 668 

Name OJ990405_12 . 9819 . C8 . ol . ts 

Start 1181 

GI none 

Exons 1181.. 1264, 1195.. 1257, 1464, 
1480.. 1584, 1692.. 1823, 2021, 



Seq. ID OJ990405_12.9819.C8 
Strand 

End 7463 

Method TBLASTX : Soybean 

End 2611 . 

Score 122 

.1577, 1477. .1587, 14 78. .157 6, 
.2086, 2050. .2082, 2157. .2231, 



2157.. 2225, 2306.. 2425, 2311.. 2421, 2479.. 2610, 2486.. 2611 



22035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21740 
45364 
4668 

OJ9904 05_12 . 98 1 9 . 08 . o2 . tw 

1481 

none 



Seq. ID OJ990405_12. 9819.C8 
Strand 

End 74 63 

Method TBLASTX : Wheat 

End 2410 

Score 139 



1481. ,1576, 1489. .1587, 1490. .1576, 1492. .1584, 1687. .1803, 

1692. .1841, 1698. .1811, 1699. .1827, 1971. .2090, 2021. .2086, 

2022.. 2087, 2023.. 2088, 2157.. 2231, 2159.. 2242, 2159.. 2224, 

2310.. 2408, 2310.. 2408, 2311.. 2409, 2312.. 2410. 



21740 
45364 
4668 

OJ990405_12.9819.C8.ol.tc 

2036 

none 

2036.. 2086, 2050.. 2085, 2153. 
2311. .2421, 2312. .2422, 2313. 
2501. .2647, 2693. .2758, 2695. 
3146. .3262, 3146. .3262, 3384. 
3521.. 3559, 3546.. 3587, 3547. 



Seq. ID OJ990405_12. 9819.C8 
Strand 

End 7 4 63 

Method TBLASTX : Cress 

End 3594 

Score 63 

.2248, 2157.. 2231, 2306.. 2425, 
.2438, 2479.. 2619, 2486.. 2620, 
.2760, 3145.. 3261, 3145.. 3261, 
.3416, 3387.. 3440, 3388.. 3456, 
.3594 



Seq. No. 21740 
Gene No. 45364 

Start 4 668 * 

Name OJ9904 05_12 . 98 19 . C8 . o2 . tm 

Start 4663 
GI none 

Exons 4663.. 4782, 4671.. 4874, 4674, 

4967. .5044, 4975. .5046, 5411, 
5689. .5820, 5693. .5821, 6107, 
6173.. 6415, 6176.. 6415 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4886, 4730 
.5593, 5425 



OJ990405 12. 9819. C8 



7463 

TBLASTX: Maize 
6415 
171 

4885, 4919. 
5679, 5494. 



.6139, 6109.. 6138, 6136, 



,5047, 
,5694, 
.6414, 



Seq. No. 21740 Seq. ID OJ990405_12 . 9819 . C8 

Gene No. 45364 Strand 

Start .4668 End 7463 

Name , OJ990405_12 . 98 19 . C8 . o2 . np Method AAT/NAP 

Start* ' 4 668 , • End 74 63 

GI 5734619 Score 1645 

Exons 4668. .4872, 4968. .5045, 5426. .5821, 6113. .6413, 7418. .7463 
GI Descrip. (AP000391) Similar to Arabidopsis thaliana BAG F15P23 (AF128392) 
[Oryza sativa] 



Seq. No. 


21740 








Seq. ID 


OJ990405_12. 9819 


.C8 


Gene No. 


45364 








Strand 






Start 


4668 








End 


7463 




Name 


OJ990405 12. 


.9819 


.C8.02. 


tc 


Method 


TBLASTX: Cress 




Start 


4668 








End 


5478 




GI 


none 








Score 


98 




Exons 


4668. .4874, 


4668 


. .4889, 


4973. 


.5044, 5425. .5478 




Seq. No. 


21740 








Seq. ID 


OJ990405_12. 9819 


.C8 


Gene No. 


45364 








Strand 






Start 


4668 








End 


7463 




Name 


OJ990405 12. 


.9819 


.C8 .o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4674 








End 


6601 





22036 



GI 

Exons 



none Score 116 

4674. .4859, 4674. .4889, 4917. .5045, 4967. .5044, 5411. .5599, 

5425.. 5601, 5695.. 5772, 5696.. 5773, 5773.. 5820, 5774.. 5821, 

6163.. 6417, 6203.. 6412, 6473.. 6601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21740 Seq. ID 

45364 Strand 

4 668 End 

OJ990405_12 . 98 19 . C8 . o4 . gp Method 

4790 End . 

LIB3434-035-P1-K1-C10 Score 



OJ990405_12.9819.C8 

7463 
AAT/GAP' 
5787 
971 



4790. .4872, 4968. .5045, 5426.-5787 

'5734619/dbj IBAA83350.il 3.0e-96 (AP000391) Similar to 
Arabidopsis thaliana BAG F15P23 {AF128392) [Oryza sativa] ' 



Seq. No. 


21740 








Seq. ID 


OJ990405_12.9819.C8 


Gene No. 


45364 








Strand 




Start 


4668 








End 


7463 


Name 


OJ990405 12. 


9819. 


C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4809 








End 


5596 


GI 


none 








Score 


87 


Exons 


4809. .4889, 


4917. 


.5045, 


4967. 


.5044, 5411.. 5596, 5425.. 5589 


Seq. No*. 


21740 








Seq. ID 


OJ990405_12.9819.C8 


Gene No. 


45364 








Strand 




Start 


4668 








End 


7463 


Name 


OJ990405 12. 


9819. 


C8.03. 


tc 


Method 


TBLASTX: Cress 


Start 


5542 








End 


6417 


GI 


none 








Score 


49 


Exons 


5542. .5601, 


5546. 


.5599, 


5608. 


.5685, 5689.. 5820, 5696.. 5821, 




6163. .6417, 


6194. 


.6415 








Seq. No. 


21740 








Seq. ID 


OJ990405_12.9819.C8 


Gene No. 


45364 








Strand 




Start 


4668 








End 


7463 


•Name 


OJ990405 12. 


9819. 


C8.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


5746 








End 


6417 


GI 


none 








Score 


73 


Exons 


5746. .5820, 


5750. 


.5821, 


6163. 


.6417, 6203.. 6415 


Seq. No. 


21741 








Seq. ID 


OJ990405_12.9819.C9 


Gene No. 


45365 








Strand 


+ 


Start 


1224 








End 


4553 


Name 


OJ990405 12. 


9819. 


09. ol. 


gs 


Method 


GENSCAN 


Start 


1224 






.End 


4553 


GI 


none 








Score 


.78 


Exons 


1224. .1318, 


1563. 


.1703, 


1866. 


.1901, 1972. .2041, 2796. .2973, 




2996. .3358, 


3485. 


.3637, 


3681. 


.3748, 4178. .4270, 4530. .4553 


Seq. No. 


21741 








Seq. ID 


OJ990405_12.9819.C9 


Gene No. 


45365 








Strand 


+ 


Start 


1224 








End 


4553 


Name 


OJ990405 12. 


9819. 


C9.02. 


gp 


Method 


AAT/GAP 


Start 


3515 








End 


3816 


GI 


LIB3433-022- 


Pl-Kl 


-El 




Score 


563 . 


Exons 


3515. .3816 













GI Descrip. ' 5734616/dbj | AP000391 . 1 | AP000391 l.Oe-158 Oryza sativa genomic 



22037 



DNA, chromosome 6, clone: P0538C01 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21741 
45366 
1 

OJ990405_12.9819.C9,ol.np 
1 

5734619 



Seq. ID OJ990405_12.9819.C9 
Strand 

End 3651 

Method AAT/NAP 

End 3651 

Score 1502 



1..34, 1129. .1339, 2989. .3651 

(AP000391) Similar to Arabidopsis thaliana BAG F15P23 {AF128392) 
[Oryza sativa] 



21741 Seq. ID 

45367 Strand 

5659 End 

OJ990405_12 . 9819 . 09 . o2 . tm Method 

1115 End 

none Score 

1115. .1339, 1140. .1340, 2983. .3018 



OJ990405_12.9819.C9 
6169 

TBLASTX: Maize 

3018 

234 



Seq. No. 21741 
Gene No. 45367 
Start 5659 

Name OJ9904 05_12 . 9819 . C9 . ol . ts 

Start - 1136 
GI none 

Exons 1136.. 1339, 1137.. 1340, 2983. 

3089. .3304 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3018, 2987. .3019, 3085. .3384, 



OJ990405_12.9819.C9 
6169 

TBLASTX : Soybean 

3384 

166 



Seq. No. 21741 

Gene No. 45367 

Start 5659 

Name OJ990405_12 . 9819.C9.ol. tc 

Start 1139 

GI none 

Exons 1139.. 1339, 1143.. 1340, 2983. 
3089. .3301 



Seq. ID OJ990405_12.9819.C9 
Strand 

End 6169 

Method TBLASTX : Cress 

End 34 68 

Score 166 

.3018, 2987. .3019, 3088. .3468, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



21741 
45367 
5659 

OJ990405_12.9819.C9.ol.tw 

1170 

none 

1170. .1340, 1172. .1339, 2983. 
3089. .3148 

21741 
45367 
5659 

OJ990405_12.9819.C9.ol.tm 

3091 

none 

3091.. 3399, 3092.. 3373 

21741 
45367 



OJ990405_12.9819.C9 
6169 

TBLASTX: Wheat 

3195 

117 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3018, 2987. .3016, 3085. .3195, 
OJ990405 12. 9819. C9 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 



6169 

TBLASTX: Maize 

3399 - 

224 



OJ990405 12. 9819. C9 



22038 



start 


5659 


End 


6169 


Name 


OJ990405_12 . 9819 .C9.o2 .qs 


Method 


GENSCAN 


Start 


5659 


End 


6096 


GI 


none 


Score 


. 64 


Exons 


5659. .5994, 6091. .6096 






Seq. No. 


21741 


Seq. ID 


OJ9904 05_12. 9819.C9 


Gene No. 


45367 


Strand 




Start 


5659-^ 


End 


6169 


Name 


OJ990405 12.9819.C9.o2.np 


Method 


AAT/NAP 


Start 


5684 


End 


6169 


GI 


5734618 


Score 


674 


Exons 


5684. .6169 






GI Descrip, 


(AP000391) Similar to Arabidopsis thaliana chromosome II BAG 




F5H14 qenomic sequence; unknown protein (AC006234) [Oryza 




sativa] 






Seq. No. 


21742 


Seq. ID 


OJ990405_12. 9819. CIO 


Gene No.. 


45368 


Strand 


+ 


Start 


7705 


End 


9880 


Name 


OJ990405 12.9819.C10:'o4.np 


Method 


AAT/NAP 


Start 


7705 


End 


9880 


GI 


6598840 


Score 


137 


Exons . • 


. 7705. .7771, 9379. .9880 






GI Descrip, 


(AC010795) putative transcriptional regulator [Arabidopsis 




thaliana] 






Seq. No. 


21742 


Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45368 


Strand 


+ 


Start 


7705 


End 


9880 


Name 


OJ990405 12.9819.C10.o3.gs 


Method 


GENSCAN 


Start 


8878 


End 


9834 


GI 


none 


Score 


.84 


Exons 


8878. .9834 






Seq. No. 


21742 


Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45369 


Strand 




Start 


1 


End 


453 


Name 


OJ990405 12.9819.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


453 


GI 


5734618 


Score 


656 


Exons 


1*. .453 







GI Descrip. (AP000391) Similar to Arabidopsis thaliana chromosome II BAG 
F5H14 genomic sequence; unknown protein (AC006234) [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 
Name 

Start ^ - 
GI V ■ 
Exons 

GI Descrip. 

Seq. No. 
Gene No. 



21742 Seq. ID 

45370 Strand 

2337 End 2735 
OJ990405_12. 9819.C10.o2.np Method AAT/NAP 

2337 End 2735 

5734617 Score 686 
2337. .2735 

(AP000391) hypothetical protein [Oryza sativa] 



OJ990405 12. 9819. CIO 



21742 
45371 



Seq. ID 
Strand 



OJ990405 12. 9819. CIO 



22039 



start 


4704 




End 


8420 


Name 


OJ990405_12. 9819.C10.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


61 




End 


24.3 


GI 


none 




Score 


111 


Exons 


61. .243, 122. .241 








Seq. No. 


21742 




Seq. ID 


OJ9904 05 12. 9819. CIO 


Gene No. 


45371 




Strand 




Start 


4704 




End* 


8420 


Name 


.OJ990405 12.9819.010.61. 


gp 


Method 


AAT/GAP 


Start 


4551 




End 


4857 


GI 


uC-osroM202016d07al 




Score 


565 


Exons 


4551. .4857 








GI Descrip. 


•1710401/sp|P49730|RIR2 


TOBAC 


2.0e-15 


RIBONUCLEOSIDE-DIPHOSPHATE 




REDUCTASE SMALL CHAIN (RIBONUCLEOTIDE 


REDUCTASE) (R2 SUBUNIT) 




>gi_1044 912_emb_CAA63194 


(X92443) ribonucleotide reductase R2 




[Nicotiana tabacum] ' 








Seq. No. 


21742 




Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45371 




Strand 




Start 


4704 




End 


8420 


Name 


OJ990405 12. 9819. CIO. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4704 




End 


5693 


GI 


none 




Score 


76 


Exons 


4704. .4772, 4704. .5690, 


4705. 


.5652, 5407.. 5601, 5619.. .5693 


Seq. No. 


21742 




Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45371 




Strand 




Start 


■ 4704 




End 


8420 


Name 


OJ990405 12. 98 19. CIO. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4704 




End 


5690 


GI 


none 




Score 


106 


Exons 


4704. .4745, 4744. .4926, 


4752. 


.4985, 4755. .5531, 4756. .5013, 




5068. .5301/ 5349. .5531, 


5359. 


.5538, 5538.. 5690, 5539.. 5649 


Seq. No. 


21742 




Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45371 




Strand 




Start 


4704 




End ■ 


8420 


Name 


OJ990405 12. 9819. CIO. o2. 


gs 


Method 


GENSCAN 


Start 


4704 




End 


8420 


GI 


none 




Score 


.6 


Exons 


4704. .5891, 6094. .6232, 


7617. 


.7713, 8099.. 8420 


Seq. No. 


21742 




Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45371 




Strand 




Start 


4704 




End 


8420 


Name 


OJ990405 12. 9819. CIO. o3. 


np 


Method 


AAT/NAP 


Start 


4707 




End 


5699 


GI 


1710401 




Score 


1367 


Exons 


4707. .5699 








GI Descrip. 


RIBONUCLEOSIDE-DIPHOSPHATE REDUCTASE SMALL CHAIN (RIBONUCLEOTIDE 




REDUCTASE) (R2 SUBUNIT) 


gi|1044912|emb 


ICAA63194 1 (X92443) 




ribonucleotide reductase 


R2 [Nicotiana 


tabacum] 


Seq. No. 


21742 




Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45371 




Strand 




Start 


4704 




End 


8420 



22040 



Name 


OJ990405_12 


.9819. CIO. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4746 






End 


5693 


GI 


none 






.Score 


255 


Exons 


4746. . 5486, 


4747 . . 5016, 


5071. 


.5226, 5106.. 5297, 5284.. 5445, 




5448. .5534, 


5449. .5538, 


5535. 


.5693, 5536.. 5646 


Seq. No. 


21742 






Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45371 






Strand 




Start 


4704 






End ry. 


-8420 


Name 


OJ990405_12 


. 9819. CIO .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


4866 






End 


5601 


GI 


none 






Score 


148 


Exons 


4866. . 4988, 


4866. . 5441, 


4867. 


.5442, 5103. .5444, .5392. .5601 


Seq. No. 


21742 






Seq. ID 


OJ990405_12. 9819. CIO 


Gene No. 


45371 






Strand 




Start 


4704 






End 


8420 


Name 


OJ990405 12 


.9819. CIO. o2. 


gp 


Method 


AAT/GAP 


Start 


5320 






End 


5806 


GI 


55172 1.R1084 




Score V 


906 


Exons 


5320. .5806 










GI Descrip. 


'1710401/sp 


IP49730IRIR2 


TOBAC 


3.0e-50 


RI BONUCLEOS I DE- DI PROS PHATE 




REDUCTASE SMALL CHAIN (RIBONUCLEOTIDE 


REDUCTASE) (R2 SUBUNIT) 




>gi_1044912 


_emb_CAA63194 


(X92443) ribonucleotide reductase R2 




[Nicotiana 


tabacum] ' 








Seq. No. 


21742 






Seq. ID 


OJ990405_12. 9819. CIO 


Gene No . 


45372 






Strand 




Start 


9502 






End 


. 9706 


Name 


OJ990405 12 


.9819. CIO. o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9502 






End 


9706 


GI 


none 






Score 


138 


Exons 


9502. .9630, 


9601. .9633, 


9619. 


.9705, 9620.. 9706 


Seq. No. 


21743 






Seq. ID 


OJ990405_12.9819.C11 


Gene No. 


45373 






Strand 


+ • 


Start 


1 






End 


887 


Name 


OJ990405 12 


.9819.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


827 


GI 


6598840 






Score 


496 


Exons 


1. .827 










GI Descrip.. 


(AC010795) 


putative transcriptional regulator [Arabidopsis 




thaliana] 










Seq. No. 


' 21743 






Seq. ID 


OJ990405_12.98'19.C11 


Gene No. 


45373 






Strand 


+ 


Start 


1 






End 


887 


Name 


OJ990405 12 


.9819.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


141 






End 


887 


GI 


none 






Score 


.61 


Exons 


141. .887 










Seq. No. 


21743 






Seq. ID 


OJ990405_12.9819.C11 


Gene No. 


45374 






Strand 




Start 


1955 






End 


3501 


Name 


OJ990405 12 


.9819.Cll.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


112 






End 


406 



22041 




GI 


none 






Score 


195 




Exons 


112.. 153, 197.. 298, 198. 


.329, 


207. .332, 


347. .406 




Seq. No. 


21743 






Seq. ID 


OJ990405_12.9819 


.Cll 


Gene No . 


45374 






Strand 






Start 


1955 






End 


3501 




Name 


OJ990405 12 


.9819.Cll.o2. 


gs 


Method 


GENSCAN 




Start 


1955 






End 


3341 




GI 


none 






Score 


.83 




Exons 


1955. .2077, 


2181. .2331, 


3223. 


.3341 






Seq. No. 


21743 






Seq. ID 


OJ990405_12.9819 


.Cll 


Gene No. 


45374 






Strand 






Start 


1955 






End 


3501 




Name 


OJ990405 12 


.9819.Cll.o2. 


np 


Method 


AAT/NAP 




Start 


3030 






End 


3501 




GI 


3600039 






Score 


574 




Exons 


3030. .3501 












GI Descrip. 


(AF080119) 


similar to Schizosaccharomyces pombe isp4 protein 




(GB:D14061) 


[Arabidopsis 


thaliana] 






Seq. No. 


21743 






Seq. ID 


OJ990405_12.9819 


.Cll 


Gene No . 


45374 






Strand * 






Start 


1955 






End 


3501 




Name 


OJ990405 12 


.9819.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3031 






End 


3467 




GI 


none 






Score 


129 




Exons 


3031. .3225, 


3042. .3467, 


3289. 


.3465 






Seq. No. 


21743 






Seq. ID 


OJ990405_12.9819 


.Cll 


Gene No. 


45374 






Strand 






Start 


1955 






End 


3501 




Name 


OJ990405 12 


.9819.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3037 






End 


3468 




GI 


none 






Score 


158 




Exons 


3037. .3180, 


3042. .3179, 


3180. 


.3305, 3181.. 3306, 3204.. 3308, 




3307. .3453, 


3309. .3452, 


3309. 


.3467, 3319. .3468 




Seq. No. 


21743 






Seq. ID 


OJ990405_12.9819 


.Cll 


Gene No . 


45374 






Strand 






Start 


1955 






End 


3501 




Name 


OJ990405 12 


.9819.Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3042 






End 


3452 




GI 


none 






Score 


271 




Exons 


3042. .3116, 


3111. .3452 










Seq. No. 


21744 






Seq. ID 


OJ990405 12.9819 


.C12 


Gene No . 


45375 






Strand 


+ 




Start 


3061 






End 


3509 




Name 


OJ990405 12 


.9819.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


3061 






End 


3509 




GI 


'287187 






Score 


639 




Exons 


3061, .3078, 


3152. .3509 










Seq. No. 


21744 






Seq. ID 


OJ990405_12.9819 


.C12 


Gene No. 


4537 6 






Strand 






Start 


1 






End 


4484 





22042 



Name 


OJ990405 12.9819.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4484 


GI 


3600039 


Score 


2093 


Exons 


1..82, 200. .382, 464. .719, 799. .1368, 2638. .2735, 2822.-3257 




3417. .3510, 4430. .4484 






GI Descrip. 


(AF080119) similar to Schizosaccharomyces pombe isp4 protein 




(GB:D14061) [Arabidopsis thaliana] 




Seq. No. 


21744 


Seq. ID 


OJ990405_12. 9819.C12 


Gene No. 


45376 


Strand 




Start 


1 


End 


4484 


Name 


OJ990405 12.9819.C12.ol.gs 


Method 


GENSCAN 


Start 


200 


End 


3484 


GI 


none 


Score 


.73 


Exons 


200. .382, 464. .752, 799. .1368 


, 2638. .2735, 2822. .3282, 




3391. .3484 






Seq. No. 


21744 


Seq. ID 


OJ990405_12.9819.C12 


Gene No. 


45377 


Strand 




Start 


5044 


End 


6988 


Name 


OJ990405 12.9819.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


32 


End 


1203 


GI 


none 


Score 


45 


Exons 


32. .85, 33. .83, 188. .349, 189 


..380, 191 


..385, 437. .544, 




464.. 718, 465.. 722, 795.-923, 


798.. 1025, 1029.. 1202, 1029.. 1 




1072.. 1203, 1159.. 1200 






Seq. No. 


21744 


Seq. ID 


OJ990405_12.9819.C12 


Gene No. 


45377 


Strand 




Start 


5044 


End 


6988 


Name 


OJ990405 12.9819.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


231 ~ 


End 


682 


GI 


<■ 

none 


Score 


128 


Exons 


231. .383, 231. .383, 233. .385, 


464. .682, 


465. .554, • 615. .680 


Seq. No. 


21744 


Seq. ID 


OJ990405_12-.9819.C12 


Gene No. 


45377 


Strand 




Start 


5044 


End 


6988 


Name 


OJ990405 12.9819.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


314 " 


End 


932 


GI 


none 


Score 


134 


Exons 


314. .385, 464. .718, 468. .722, 


798. .932 




Seq. No. 


.21744 


Seq. ID 


OJ990405_12.9819.C12 


Gene No. 


45377 


Strand 




Start 


5044 


End 


6988 


Name 


OJ990405 12.9819.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


891 


End 


1384 


GI . 


none 


Score 


105 


Exons 


891. .1034, 892. .1014, 1029. .1370, 1042. 


.1374, 1047.. 1376, 




1096. .1374, 1223. .1384 






Seq. No. 


21744 


Seq. ID 


OJ990405_12.9819.C12 


Gene No. 


45377 


Strand 




Start 


5044 


End 


6988 


Name 


OJ990405 12.9819.C12.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1203 


End 


1377 



22043 



GI none 

Exons 1203.. 1367, 1207.. 1377 

Seq. No. 21744 

Gene No. 45377 

Start ' 5044 

Name OJ990405_12 . 9819 .C12 . o2 . ts 

Start. 2637 

GI none 
Exons 



Score 



152 



Seq. ID OJ990405_12.9819.C12 
Strand 

End 6988 
Method TBLASTX : Soybean 
End 3302 
Score 100 

2637.. 2735, 2641.. 2736, 2648.. 2737, 2819.. 2926, 2921.. 2992, 
2925.-2987, 2951.. 2992, 3014.. 3133, 3125.. 3253, 3126.. 3302 



Seq. No. 


21744 








Seq. ID 


OJ990405_12. 9819.C12 


Gene No. 


45377 








Strand 




Start 


5044 








End 


6988 


Name 


OJ990405 12 


.9819. 


C12.02 


.tc 


Method 


TBLASTX: Cress 


Start 


2921 








End 


3253 


GI 


none 








Score 


75 


Exons 


2921. .3007, 


2922. 


.2981, 


3029. 


.3253, 3057.. 3242 


Seq. No. 


21744 








Seq. ID 


OJ990405_12.9819.C12 


Gene No. 


45377 








Strand 




Start 


5044 








End 


6988 


Name 


OJ990405 12 


.9819. 


C12.04 


.tm 


Method 


TBLASTX :M$ize 


Start 


2948 








^ End 


3299 s 


GI 


none 








Score 


56 


Exons 


2948. .2995, 


2949. 


.2996, 


3014. 


.3253, 3057.. 3299 


Seq. No. 


21744 








Seq. ID 


OJ990405_12.9819.C12 


Gene No. 


45377 








Strand 




Start 


5044 








End 


6988 


Name 


OJ990405 12 


.9819. 


C12.02 


. gs 


Method 


GENSCAN 


Start 


5044 








End 


6988 


GI 


none 








Score 


.79 


Exons 


5044. .5156, 


6191. 


.6272, 


6354. 


.6415, 6539. .6779, 6867. .6988 


Seq. No. 


21744 • 








Seq. ID 


OJ990405_12.9819.C12 


Gene No. 


45377 








Strand 




Start 


5044 








End 


6988 


Name 


OJ95^0405 12 


.9819. 


C12.03 


,tm 


Method 


TBLASTX: Maize 


Start 


5095 








End 


6972 


GI 


none 








Score 


80 


Expns 


5095. .5157, 


5096. 


.5158, 


6189. 


.6272, 6190.. 6276, 6244.. 6276, 




6335. .6403, 


6354. 


.6413, 


6355. 


.6414, 6388. .6414, 6513.'. 6632, 




6535. .6633, 


6543. 


.6632, 


6615. 


.6716, 6864. .6971, 6868. .6972^ 


Seq. No. 


21744 








Seq. ID 


OJ990405_12.9819.C12 


Gene No. 


45377 








Strand 




Start 


5044 








End 


6988 


Name 


OJ990405 12 


.9819. 


C12.04 


.ts 


Method 


TBLASTX: Soybean 


Start 


6204 








End 


6611 


GI 


none 








Score 


100 


Exons 


6204. .6269, 


6241. 


:6276, 


6354. 


.6413, 6355.. 6414, 6528.. 6611 


Seq. No. 


21745 








Seq. ID 


OJ990405 12.9819.C13 


Gene No. 


45378 








Strand 




Start 


776 








End 


903 



22044 



Name 


OJ990405 12 


. 9819. 


C13.ol.gs 


Method 


GENSCAN 


Start 


776 






End 


903 


GI 


none 






Score 


, 85 


Exons 


776. . 903 










Seq. No. 


21745 






Seq. ID 


OJ990405 


Gene No. 


45379 






Strand 




Start 


1 






End 


iob / 


Name 


OJ990405 12 


.9819. 


ei3.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


1567 


GI 


5852093 






Score 


59 


Exons 


1..29, 401. 


.490, 


1544. .1567 






GI Descrip. 


(AL117264) 


zwhlS. 


1 [Oryza sativa] 





Seq. No. 


21746 


Seq. ID 


OJ990405_12.9819.C14 


Gene No. 


45380 


Strand 


+ 


Start 


3760 


End 


17840 


Name 


OJ990405 12.9819.C14.ol.np 


Method 


AAT/NAP- 


Start 


3760 


End 


5967 


GI 


1899175 


Score 


672 


Exons 


3760. .3802, 4374. .4481, 5058 


..5583, 5671. .5967 


GI Descrip. 


{U90262) calciiim-dependent calmodulin- 


independent protein k 




CDPK [Cucurbita pepo] 






Seq. No. • 


21746- 


Seq. ID 


OJ990405_12.9819.G14 


Gene No. 


45380 


Strand 


+ 


Start 


3760 


End 


17840 


Name 


OJ990405 12.9819.C14.o2.np 


Method 


AAT/NAP 


Start 


4315 


End 


17840 


GI 


5734709 


Score 


92 


Exons 


4315. .4508, 4651. .4686, 7839 


..8128, 17537. .17840 


GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein kinase doma 




[Arabidopsis thaliana] 






Seq. No. 


21746 


Seq. ID 


OJ990405_12.9819.C14 


Gene No. 


45380 


Strand 


+ 


Start 


3760 


End 


17840 


Name 


OJ990405 12.9819.C14.ol.gp 


Method 


AAT/GAP 


Start 


4373 


End 


4824 


GI 


none 


Score 


801 


Exons 


4373. .4824 






Seq. No. 


21746 


Seq. ID 


OJ990405_12.9819.C14 


Gene No. 


45380 


Strand 


+ 


Start 


3760 


End 


17840 


Name 


OJ990405 12.9819.C14.o2.gp 


Method 


AAT/GAP 


Start 


5060 


End 


5508 


GI 


uC-osflM202066e05bl 


Score 


874 


Exons 


5060. .5508 






GI Descrip. 


'3320104/emb|CAA07481| 3.0e- 


39 (AJ007366) calcium-dependent 




protein kinase [Zea mays] ' 






Seq. No. 


21746 


Seq. ID 


OJ990405_12.9819.C14 


Gene No. 


45380 


Strand 


+ 


Start 


3760 


End 


17840 


Name 


OJ990405 12.9819.C14.o2.gs 


Method 


GENSCAN 


Start 


7881 


End 


16834 



22045 



GI 

Exons 



none 



Score 



,16 



7881. .7952, 8032. .8128, 8217. .8391, 8463. .8568, 8600. .8748, 
10015. .10147, 10875. .10992, 11199 .. 11279, 11402 .. 114 66, 
12167. .12223, 12697 .. 12768 , 12890 .. 13135, 13748 .. 13851, 
13951.'. 14043, 14178. .14208, 1424 1 .. 14348 , 14516 .. 14 634 , 
15158. .15295, 15372 .. 15457, 15981 .. 16085, 16252 16380, 
16701. .16834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21746 
45381 
588 

OJ990405_12 . 9819.C14 .ol .gs 
588 
none 



End 

Method 
End 
Score 

588. .743, 3989. .4055, 4378. .5066, 5097. .5580, 6582. .6895, 
6963. .7205 



Seq. ID OJ990405_12.9819.C14 
Strand 

7455 
GENSCAN 
7205 
.48 



Seq. No. 21746 Seq. ID 

Gene No. 45381 Strand 

Start 588 End 

Name OJ990405_12 . 9819. C14 .o3 . gp Method 

Start"":' 664 6 End 

GI none Score 

Exons 6646.. 7455 



OJ990405_12.9819.C14 

7455 
AAT/GAP 
7455 
1541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



■21746 
45382 
17570 

OJ990405_12.9819.C14.ol.ts 

5034 

none 

5034. .5585, 5082. .5354, 5411. 
5870. .5962 

21746 
45382 
17570 

OJ990405_12.98i9.C14 .ol.tc 

5058 . 

none 



Seq. ID OJ990405_12.9819.C14 
Strand 

End 17806 

Method TBLASTX : Soybean 

End 5996 

Score 451 

.5584, 5654. .5818, 5670. .5996, 



Seq. ID OJ990405_12.9819.C14 



Strand 
End 

Method 

End 

Score 



17806 

TBLASTX: Cress 

5984* 

440 



5058. .5582, 5111. .5218, 5282. .5365, 5411. .5560, 5678. .5962, 
5688. .5966, 5700. .5984, 5803. .5979 



S^q. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 



21746 Seq. ID 

45382 Strand 

17570 End 

OJ990405_12 .9819. C14 . ol . tm Method 

5117 End 

none Score 



OJ990405_12.9819.C14 
17806 

TBLASTX: Maize 

5984 

454 



5117. .5218, 5118. .5585, 5133. .5354, 5282. .5365, 5411. .5563, 
5448. .5564, 5464. .5571, 5651. .5809, 5670. .5966, 5706. .5984 



Seq. No. 
Gene No. 
Start 
Name 
Start 



21746 Seq. ID 

45382 Strand 

17570 End 

OJ990405_12 . 9819 . C14 . o2 . tw Method 

5253 End 



OJ990405_12.9819.C14 
17806 

TBLASTX: Wheat 
5525 



22046 




GI 


none 








Score 


274 


Exons 


5253. .5525, 


5262 


. .5354, 


5273. 


.5365, 5420.. 5524 


Seq. No. 


21746 








Seq. ID 


OJ990405_12. 9819.014 


Gene No. 


. 45382 








Strand 




Start 


17570 








End 


17806 


Name 


OJ990405_12 


. 9819 


.C14 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5532 








End 


5966 


GI 


' none 








Score 


56 


Exons 


5532. .5585, 


5669 


. . 5725, 


5670. 


.5966, 5750.. 5818, 5870.. 5965 


Seq. No. 


21746 








Seq. ID 


OJ990405_12. 9819.014 


Gene No. 


45382 








Strand 




Start 


17570 








End 


17806 


Name 


OJ990405 12 


.9819 


.014. o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6552 








End 


7205 


GI 


none 








Score 


49 


Exons 


6552. .6581, 


6588 


. . 6734, 


6590. 


.6736, 6738. .6755, 6755. .6829, 




6756. . 6830, 


6854 


. . 6898, 


6855. 


.6920, 7034. .7126, 7038. .7124, 




7059. .7169, 


7115 


. . 7204, 


7128. 


.7205 




Seq. No. 


21746 








Seq. ID 


OJ990405_12. 9819.014 


Gene No. 


45382 








Strand 




Start 


17570 








End 


17806 


Name 


OJ990405_12 


.981.9 


.C14.04 


.tm 


Method 


TBLASTX:Maize ■ 


Start 


7916 








End 


8326 


GI 


none 








Score 


56 


Exons 


7916. .7951, 


7917 


. .7952, 


8029. 


.8100, 8034. .8102, 8145. .8252, 




8215. .8256, 


8218 


:\ 8301, 


8219. 


.8326 




Seq. No. 


21746 








Seq. ID 


OJ990405_12. 9819.014 


Gene No. 


45382 








Strand 




Start 


17570 








End 


17806 


Name 


OJ990405__12 


.9819 


.014. o2 


tc 


Method 


TBLASTX tOress 


Start y^^' 


7917 








End 


8520 


GI 


none 








Score 


50 


Exons 


7917. .7955, 


8029 


. . 8067, 


8212. 


.8295, 8216.. 8395, 8228.. 8395, 




8463. . 8504, 


8464 


. . 8520 








Seq. No. 


21746 








Seq. ID 


OJ990405_12. 9819.014 


Gene No. 


45382 








Strand 




Start 


17570 








End 


17806 


Name 


OJ990405 12 


. 9819 


.014.02 


ts 


Method 


TBLASTX : Soybean 


Start 


8218 








End 


8568 


GI 


,^none 








Score 


253 


Exons 


8218. . 8301, 


8219 


. .8395, 


8464 . 


.8568 




Seq. No. 


21746 








Seq. ID 


OJ990405__12. 9819.014 


Gene No. 


45382 








Strand 




Start 


17570 








End 


17806 


Name 


OJ990405 12 


.9819 


.014. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8542 








End 


13059 


GI 


none 








Score 


38 


Exons 


8542. .8568, 


8647 


. .8757, 


8648. 


.8743, 8667. .8747, 10014. .1010 



10015. .10104, 10883. .10984, 10890 .. 10994 , 108 90 .. 10991 , 
11198. .11278, 11199. .11273, 11200 .. 11277 , 1138 6 .. 11475, 
11402. .11473, 12164. .12226, 12165 .. 12224 , 12166 .. 12228 , 



22047 



12166. .12225, 12691 12768 , 12697 .. 127 68 , 12698 .. 12769, 
12699. .12779, 12732 12779, 12875 .. 13057 , 12886 .. 13053, 
12888. .13058, 12889.. 13059 



Seq. No. 21746 

Gene No. 45382 

Start 17570 

Name OJ990405_12 . 9819 .C14 . o3 . gs 

Start 17570 

GI none 

Exons 17570. .17806 



Seq. ID OJ990405_12.9819.C14 
Strand 

End 17806 

Method GENSCAN 

End 17806 

Score .55 



Seq. No. 21747 

Gene No. 45383 

Start 245 

Name OJ990405_12 . 9819.C15 .ol . gs 

Start 245 

GI none 

Exons 245.. 331, 1615.. 1935 



Seq. ID OJ990405_12.9819.C15 



Strand 
End 

Method 

End 

Score 



+ 

1935 
GENSCAN 
1935 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21748 
45384 
588 

OJ9904 05_12 .9819. C16 . ol . gs 

588 

none 



Seq. ID OJ990405_12.9819.C16 
Strand 

End 8156 

Method GENSCAN 

End 8156 

Score .76 



588. .745, 751. .945, 2661. .2817, 2891. .3193, 5274. .5447, 
5536. .5610, 6073. .6147, 6242. .6449, 7331. .7409, 8037. .8156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21748 
45384 
588 

OJ990405_12.9819.C16.ol.gp 
1004 

LIB3433-026-P1-K1-C1 
1004. .1178 

•5852170/emb|AL117265.1|OST17804 l.Oe-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID OJ990405_12.9819.C16 
Strand 

End 8156 

Method AAT/GAP 

End 1178 

Score 233 



21748 
45384 
588 

OJ990405_12.9819.C16.ol.np 

1558 

6063554 



Seq. ID OJ990405_12. 9819.C16 
Strand 

End 8156 

Method AAT/NAP 

End 3111 

Score 153 



1558. .1729, 2784. .2836, 2921. .3111 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



21748 
45384 
588 

OJ990405_12.9819.C16.o2.gp 
4846 

12948 1.R1084 



Seq. ID OJ990405_12.9819.C16 
Strand 

End 8156 

Method AAT/GAP 

End 7435 

Score 2080 



4846. .5171, 5274. .5447, 5536. .561-0, 5702. .5782, 5901. .5975, 



22048 




6073. .6147, 6242. .6449, 7331. .7435 
GI Descrip. ' 5734 616/dbj I AP000391 . 1 1 AP000391 5.0e-95 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


21748 








Seq. ID 


OJ990405_12.9819.C16 


Gene No. 


45384 








Strand 




Start 


588 








End 


8156 


Name 


OJ990405_12 


. 9819. 


C16.02 


. tw 


Method 


TBLASTX: Wheat 


Start 


5053 








End 


5403 


GI 


none 








Score 


58 


Exons 


5053. .5172, 


5112. 


. 5174, 


5114. 


.5173, 5271.. 5402, 5278.. 5400, 




5278. .5403 












Seq. No. 


21748 








Seq. ID 


OJ990405_12.9819.C16 


Gene No. 


45384 








Strand 




Start 


588 








End 


8156 


Name 


OJ990405 12 


. 9819. 


C16.02 


. ts 


Method 


TBLASTX: Soybean 


Start 


5145 








End 


5453 


GI 


- none 








Score 


40 


Exons 


5145. .5174, 


5146. 


. 5172, 


5268. 


.5396, 5271.. 5453, 5275.. 5445 


Seq. No. 


21748 








Seq. ID 


OJ990405_12.9819.C16 


Gene No. 


45384 








Strand 




Start. 


588 








End 


8156 


Name 


OJ990405 12 


.9819. 


C16..02 


. np 


Method 


AAT/NAP 


Start 


5232 








End 


6436 


GI 


3386621 








Score 


699 


Exons 


5232. .5454, 


5543. 


.5610, 


5702. 


.5782, 5901.. 5975, 6073. .6147, 




6242. .6436 












GI Descrip. 


{AC004665) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


21748 








Seq. ID 


OJ990405_12.9819.C16 


Gene No. 


45384 








Strand 




Start 


588 








End 


8156 


Name 


OJ990405_12 


.9819. 


C16.01 


.tm 


Method 


TBLASTX: Maize 


Start 


5271 








End 


6433 


GI 


none 








Score 


191 


Exons 


5271. .5453, 


5278. 


.5448, 


5537. 


.5608, 5541.. 5609, 5685.-5783, 




5694. .5783, 


5699. 


.5785, 


5901. 


.5954, 5901.. 5978, 5902.. 5976, 




6073. .6156, 


6074. 


.6148, 


6078. 


.6149, 6242. .6433, 6243. .6389 


Seq. No. 


21748 








Seq. ID 


OJ990405_12. 9819,016 


Gene No. 


45384 








Strand 




Start 


588 








End 


8156 


Name 


OJ990405 12 


.9819. 


C16.02 


.tc 


Method 


TBLASTX: Cress 


Start 


5271 








End 


5450 


GI 


none 








Score 


164 


Exons 


5271 . . 5450, 


5272. 


.5448 








Seq. No. 


21748 








Seq. ID 


OJ990405_12. 9819.C16 


Gene No. 


45384 








Strand 




Start- 


588 








End 


8156 


Name 


OJ990405 12 


.9819. 


C16.01 


. tw 


Method 


TBLASTX: Wheat 


Start 


5406 








End 


6284 


GI 


none 








Score 


50 


Exons 


5406. .5453, 


5407. 


.5448, 


5519. 


.5656, 5541. .5609, 5694. .5783, 




5699. .5785, 


5702. 


.5785, 


5901. 


.5978, 5902.. 5976, 5903.. 5977, 



22049 





6073. .6156, 


6074. 


.6148, 


'6075. 


.6149, 6242.. 6283, 6243.-6284 


Seq. No. 


21748 








Seq. ID OJ990405_12.9819.C16 


Gene No. 


45384 








Strand 




588 

>J o u 








Fnd 8 1 5fi 


Name 


OJ990405 12 


.9819. 


C16.01 


.tc 


Method TBLASTX : Cress 


Start 


5699 








End 64 36 


GI 


none 








Score 83 


Exons 


5699. .5785, 


5899. 


.5976, 


5901. 


.5978, 6073.. 6156, 6074.. 6154, 




6242. . 6415, 


6242. 


.6436 






Seq. No. 


21748 








Seq. ID OJ990405_12.9819.C16 


Gene No. 


45384 








Strand 


Start 


588 








End 8156 


Name 


OJ990405 12 


.9819. 


C16.01 


.ts 


Method TBLASTX : Soybean 


Start 


5699 








End 6433 


GI 


none 








Score 7 6 


Exons 


5699. .5785, 


5901. 


.5978, 


5908. 


.5976, 6073. .6156, 6074. .6154, 




6242. . 6433, 


6243. 


.6389, 


6364. 


.6432 


Seq. No. 


21749 








Seq. ID OJ990405_12.9819.C17 


Gene No. 


45385 








Strand + 


Start 


881 








End 1055 


Name 


OJ990405 12 


.9819. 


C17.01 


. np 


Method ,.^-..AAT/NAP 


Start 


881 








End "1055 


GI 


5734621 








Score 145 


Exons 


881. .1055 











GI Descrip. (AP000391) ESTs AU067992 (C11433 ) , AU077424 (C11433 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 





(U43892) [Oryza sativa] 










Seq. No. 


21750 




Seq. ID 


OJ990405_ 


_12.9819.C19 


Gene No. 


45386 




Strand 


+ 




Start 


5133 




End 


7519 




Name 


OJ990405 12.9819.C19.o2 


.gs 


Method 


GENSCAN 




Start 


5133 




End 


7253 




GI 


none 




Score 


.84 




Exons 


5133.. 5390, 6094.. 6306, 


6886. 


.7039, 7192.. 7253 




Seq. No. 


21750 




Seq. ID 


OJ990405_ 


_12.9819.C19 


Gene No. 


45386 




Strand 


+ 




Start 


5133 




End 


7519 




Name 


OJ990405 12..9819.C19.02 


.np 


Method 


AAT/NAP 




Start • 


5133 




End 


7519 . 




GI 


5734621 




Score 


1100 




Exons 


5133.. 5390, 6094.. 6306, 


6853. 


.7039, 7192.. 7248, 


7467. .7519 


GI Descrip. 


(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond 




a region of the predicted gene.; Similar to ABC 


transporter- 




(U43892) [Oryza sativa] 










Seq. No. 


21750 




Seq. ID 


OJ990405_ 


_12.9819.C19 


Gene No. 


45386 




Strand 


+ 




Start 


5133 




End 


7519 ' 




Name 


OJ990405 12.9819.C19.ol 


gp 


Method 


AAT/GAP 




Start 


5241 




End 


7029 




GI 


99213 1.R1084 




Score 


1032 




Exons 


5241.. 5390, 6094,. 6306, 


6853. 


.7029 







22050 



GI Descrip. ' 5734 621/cibj I BAA83352 . 1 1 5.0e-77 (AP000391) ESTs 

AU067992(C11433) ,AU077424 (C11433) correspond to a region of the 
predicted gene.; Similar to ABC transporter-7 {U43892) [Oryza 
sativa] * 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21750 Seq. ID 

45387 Strand 

1 End 

OJ990405_12 . 9819 . C19 . ol . np Method 

1 End 

6911869 Score 



OJ990405_12. 9819.C19 

3100 
AAT/NAP 
3100 
360 



1..128, 1517. .1621, 1966. .2057, 2748. .2846, 2971. .3100 
(AL138655) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



21751 
45388 
137 

OJ990405_12. 9819. 020. ol.gp 
137 

12948_1.R1084 
137.. 224, 316.. 390 

•5734616/dbj IAP000391.1IAP000391 5.0e-95 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



OJ990405 
+ 

390 

AAT/GAP 

390 

249 



12.9819.C20 



21751 Seq. ID 

45389 Strand 

316 End 
OJ990405_12 . 9819 . C20 . ol . gs Method 

316 End 

none Score 
316. .390 



OJ990405_12.9819.C20 
+ 

390 

GENSCAN 

390 

.59 



Seq. No. 21752 Seq. ID OJ990405_12 . 9819 .C21 

Gene No. 45390 Strand + 

Start 454 End 589 

Name OJ990405_12 . 9819 . C21 . ol . gp Method AAT/GAP 

Start 454 End 510 

GI LIB3433-040-P1-K1-C8 Score 91 

Exons 454.. 510 

GI Descrip. * 5734621/dbj | BAA83352 . 1 1 2.0e-80 (AP000391) ESTs 

AU067992 (C11433) , AU077424 (C11433) correspond to a region of the 
predicted gene.; Similar to ABC transporter-7 (U43892) [Oryza 
sativa] ' 



Seq. No. 21752' Seq. ID 

Gene No. 45390 Strand 

Start 454 End 

Name OJ990405_12 . 9819 . C21 .ol . gs Method 

Start 454 End 

GI none Score 

Exons 454.. 589 



OJ990405_12.9819-C21 
+ 

589 

GENSCAN 

589 

.83 



Seq. No. 21753 Seq. ID 

Gene No. 45391 Strand 

Start 1 End 

Name OJ990405_12 . 9819 . C22 . ol . np Method 

Start 1 End 



OJ990405_12.9819.C22 
863 

AAT/NAP 
863 



22051 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6403492 Score 296 

1..217, 304. .413, 495. .863 

(AC010871) unknown protein [Arabidopsis thaliana] 



21753 
45391 
1 

OJ990405_12. 9819.C22.ol.tm 

291 

none 



Seq. ID OJ990405_12.9819.C22 

Strand + 

End 863 

Method TBLASTX: Maize 

End 613 

Score 130 



291. .416, 304. .414, 305. .418, 472. .612, 479. .613 

21753 Seq. ID OJ990405_12 . 9819 . C22 

45391 Strand + 

1 End 8 63 

OJ990405_12. 9819.C22.ol.tc Method TBLASTX : Cress 

299 End 640 

none Score 17 6 

299. .418, . 304. .414, 305. .415, 306. .431, 472. .612, 479. .613, 
49.4.. 640 . 



Seq. No.-- 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



' 21753 ■ ; - - 
45391 
1 

OJ990405_12.9819.C22.ol.ts 

299 

none 



Seq. ID .OJ990405_12.9819,C22 
Strand + 
End 863 

Method TBLASTX : Soybean 
End 604 
Score 17 4 



299. .418, 304. .414, 472. .603, 479. .604, 494. .604 



21753 
45391 
1 

OJ990405_12.9819.C22.ol.gp 
392 

53223_1.R1084 
392. .413, 495. .609 

' 5734 620/dbj IBAA83351.il l.Oe-20 (AP000391) ESTs 

AU077435 (C12539) ,C26534 (C12539) correspond to a region of the 

predicted gene..; hypothetical protein [Oryza sativa] ' 



Seq. ID OJ990405_12.9819.C22 

Strand + 

End 863 

Method AAT/GAP 

End 609 

Score 220 



Seq. No. 


21754 


Seq. ID 


OJ99040 


Gene No. 


45392 


Strand 


+ 


Start 


336 


End 


517 


Name 


OJ990405 12.9819,C23.ol.gs 


Method 


GENSCAN 


Start 


■ .336 


End 


517 


GI 


none 


Score 


.89 


Exons 


336. .517 






Seq. No. 


21755 


Seq. ID 


OJ99030 


Gene No. 


45393 


Strand 




Start 


331 


End 


762 


Name 


OJ990305 04.9819.C2.ol.np 


Method 


AAT/NAP 


Start 


331 


End 


762 


GI 


4680203 


Score 


279 


Exons 


331. .762 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghiim -bicolor] 



22052 




Seq. No. 


21755 


Seq, ID 


OJ990305_04 


.9819 


.C2 




45393 


Strand 








start 


331 


End 


762 






Name 


OJ990305 04.9819.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


419 


End 


739 






GI 


none 


Score 


107 






Exons 


419. .475, 496. .540, 549. .653, 


550. .657, 


676. .735, 


677. . 


739 


Seq. No. 


21756 


Seq. ID 


OJ990305_04 


,9819 


.C4 


f^fanp Mo 


45394 


Strand 


- 






Start 


7 62 


End 


2712 






Name 


OJ990305 04.9819.C4.ol.gs 


Method 


GENSCAN 






Start 


7 62 


End 


2653 






GI 


none 


Score 


.5 






Exons 


762. .800, 2235.-2297, 2471. .2653 








Seq. No. 


21756 


Seq. ID 


OJ990305_04 


.9819 


.C4 


Gene No. 


45394 


Strand 


— 






Start 


762 


End 


2712 






Name 


OJ990305 04.9819.C4.ol.np 


Method 


AAT/NAP . 






Start 


1031 ■ . ' • ■ 


. Ehd^ V 


2712 




\M 


GI 


.6539588- 


Score 


■2i20 






Exons 


1031.. 1055, 2397.. 2712 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


satiya] 






Seq. No. 


9 1 7 c 7 
Z 1 / D / 


oeq. lu 


OJ990305_04 


,9819 


.C6 




45395 


Strand 


- 






Start 


46 


End 


577 






Name 


OJ990305 04.9819.C6.ol.gs 


Method . 


GENSCAN 






Start 


46 


End 


577 






GI 


none 


Score 


.44 






Exons 


46. .577 










Seq. No. 


21758 


Seq. ID 


OJ990305_04 


,9819 


.C7 


f^pne No 


45396 


Strand 


+ 






Start 


827 


End 


1144 






Name 


OJ990305 04.9819.C7.ol.gs 


Method 


GENSCAN 






Start 


827 


End 


1144 






GI 


none 


Score 


. 5 






Exons 


827. .978, 1093. .1144 










Seq. No. 


21758 


Seq. ID 


OJ990305_04 


,9819 


.C7 


(^pnp No 


45397 


Strand 


- 






Start 


1408 


End 


1694 






Name 


OJ990305 04.9819.C7,o2.gs 


Method 


GENSCAN 






Start 


1408 


End 


1694 






GI 


none 


Score 


.86 






Exons 


1408.. 1559, 1601. ,1694 










Seq. No. 


21759 


Seq. ID 


OJ990305_04 


,9819 


.CIO 


Gene No. 


45398 


Strand 


+ 






Start 


2906 


End 


3029 






Name 


OJ990305 04.9819,C10,ol.gs 


Method 


GENSCAN 






Start 


2906 


End 


3029 






GI 


none 


Score 


.69 






Exons 


2906. .3029 











22053 



Seq. No. 


21759 




Seq. ID 


OJ990305 


Gene No. 


45399 




Strand 




o L. ax u 






End 


2796 


Name 


OJ990305 04 


. 9819. CIO. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2796 


GI 


5852093 




Score 


56 


Exons 


1..34, 1305 


..1411, 2745. .2796 






GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 




Seq. No. 


21760 




Qorr T n 
ocq . LU 


OJ990305 




4 S4 nn 

*i u t \J \J 




Strand 




Start 


1281 




End 


1493 


Name 


OJ990305 04 


.9819.Cll.ol.gs 


Method 


GENSCAN 


Start 


1281 




End 


1493 


GI 


none 




Score 


.41 


Exons 


1281. .1493 








Seq. No. 


21761 




Seq. ID 


OJ990305 


Gene No. 


45401 




Strand 




Start. 


1 




End 


691 


Name - '-'j-* " 


OJ9903O5 04 


.98 19, 013. ol.np 


Method' 


AAT/NAP ■ 


Start 


1 




End ' 


691 


GI 


3645899" 




Score 


271 


Exons 


1. .691 








GI Descrip. 


(U68408) 5' 


end not determined experimentally [ 


Seq. No. 


21761 




Seq. ID 


OJ990305 




*i J *i U X 




Strand 




Start 


1 




End 


691 


Name 


OJ990305 04 


,9819.C13.ol.gs 


Method 


GENSCAN 


Start 


44 




End 


688 


GI 


none 




Score 


.63 


Exons 


44. . 688 








Seq. No. 


21762 




Seq. ID 


OJ990305 


Gen^ No. 


45402 




Strand 




Start 


1 




End 


333 


Name 


OJ990305 04 


. 9819. C15. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


333 


GI 


6539585 




Score 


92 


Exons 


1..25, 157. 


.333 






GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


21762 




Seq. ID 


OJ990305 


Gene No. 


45403 




Strand 




Start 


4 64 




End 


574 


Name 


OJ990305 04 


.9819.C15.o2.np 


Method 


AAT/NAP 


Start 


464 




End 


574 


GI 


6539588 




Score 


70 


Exons 


464. .574 








GI Descrip. 


(AP.0.00837) 


hypothetical prq.tein [Oryza 


sativa] 


Seq, No. 


21763 




Seq. ID 


OJ990305_ 


Gene No. 


45404 




Strand 


+ 


Start 


144 




End 


764 


Name 


OJ990305 04 


.9819.ei7.ol-.tc 


Method 


TBLASTX:( 


Start 


132 




End 


442 



22054 




GI 


none 


Score 


45 




Exons 


132. .191/ 145. .390, 167. .442 








Seq. No. 


21763 


Seq. ID 


OJ990305_04 . 9819 


.C17 


Gene No. 


45404 


Strand 


+ 




Start 


144 


End 


764 




Name 


OJ990305 04.9819.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


143 


End 


442 




GI 


none . ' 


Score 


45 




Exons 


143. .190, 144. .191/ 166. .420/ 


167. .442 






Seq. No. 


21763 


Seq. ID 


OJ990305_04 . 9819 


.C17 


Gene No. 


45404 


Strand 


+ 




Start 


144 


End 


764 




Name 


OJ990305 04.9819.C17.ol.np 


Method 


AAT/NAP 




Start 


144 


End 


764 




GI 


6016726 


Score 


' 277 




Exons 


144. .444/ 723. .764 








GI Descrip. 


(AC009325) unknown protein [Arabidopsis thaliana] 






gi| 60917131 gb|AAF03425. 11 AC010797 1 {AC010797) unknown 


prot 




[Arabidopsis thaliana] ; 








Seq. No. 


21763 


Seq. ID 


OJ990305_04.9819 


.C17 


Gene No. 


45404 


Strand 


+ 




Start 


144 


End 


764 




Name 


OJ990305 04.9819.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


167 


End 


442 




GI 


none 


Score 


282 




Exons 


167. .442/ 178. .411 








Seq. No. 


21763 


Seq. ID 


OJ990305_04.9819 


.C17 


Gene No. 


45404 


Strand 


+ 




Start 


144 


End 


764 




Name 


OJ990305 04.9819.C17.ol.gs 


Method 


GENSCAN 




Start 


245 


End 


444 




GI 


none 


Score '■• 


.86 




Exons 


245. .444 








Seq. No. 


21764 


Seq. ID 


OJ990305_04.9819 


.C19 


Gene No. 


45405 


Strand 


+ 




Start 


212 


End 


208 9 




Name 


OJ990305 04.9819.C19.ol.gs 


Method 


GENSCAN 




Start 


212 


End 


2089 




GI 


none 


Score 


.52 




Exons 


-212. .275, 281. .323, 1047. .1071/ 1979.. 


2089 




Seq. No. 


21765 


Seq. ID 


OJ990305_04. 9819 


.021 


Gene No . 


45406 


Strand 






Start 


66 


End 


399 




Name 


OJ990305 04.9819.C21.ol.gs 


Method 


GENSCAN 




Start 


66 


End - 


399 




GI 


none 


Score 


.5 




Exons 


66. .139, 192. .399 








Seq. No. 


. 21766 


Seq. ID 


OJ990305_04.-9819 


.C22 


Gene No. 


45407 


Strand 


+ 




Start 


1123 


End 


1249 





22055 



Name 


OJ990305 04 .9819.022. ol.gs 


Method 


GENSOAN 


Start 


1123 


End 


1249 


GI 


none 


Score 


.54 


Exons 


1123. .1249 






Seq. No. 


21767 


Seq. ID 


OJ990305_04. 9819. 025 


C^pnp Wo 


45408 


Strand 




Start 


219 , 


End 


2188 


Name 


OJ990305 04 .9819.025. ol.gs 


Method 


GENSOAN 


Start 


219 


End 


2188 


GI 


none 


Score 


.98 


Exons 


219. .277, 1919. .2057, 2096.. 


2188 




Seq. No. 


21768 


Seq. ID 


OJ990305_04 .9819.026 


C^f^ne No 


45409 


Strand 


+ 


Start 


370 


End 


2792 


Name 


OJ990305 04. 9819. 026. ol.gs 


Method 


GENSOAN 


Start 


370 


End 


1904 


GI 


none 


Score 


.84 


Exons 


370,-646, 1587.. 1904 






Seq. No. 


- 1. ' - - - ■ . - 

21768 


Seq'. ID 


OJ990305_04.9819*.C26 


Gene No. 


45409 


Strand 


+ 


Start 


370 


End 


2792 


Name 


OJ990305 04 . 9819X26. ol.gp 


Method 


AAT/GAP 


Start 


1220 


End 


1283 


GI 


2312838 


Score 


79 


Exons 


1220. .1283 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene. 


intron 1, 


partial sequence 


Seq. No. 


21768 


Seq. ID 


OJ990305_04. 9819.026 


Gene No. 


45409 


Strand 


+ 


Start 


370 


End 


2792 


Name 


OJ990305 04.9819.026.o2.np 


Method 


AAT/NAP 


Start 


1579 


End 


2792 


GI 


4902849 


Score 


207 


Exons 


1579.. 1863, 2764.. 2792 






GI Descrip. 


(AJ006940) phosphoribosyl pyrophosphate synthase [Spinacia 




oleracea] 






Seq. No. 


21768 


Seq. ID 


OJ990305_04. 9819.026 


Gene No . 


45409 


Strand 


+ 


Start 


370 


End 


2792 


Name 


OJ990305 04.9819.C26.ol.tc 


Method 


TBLASTX: Cress 


Start 


1637 


End 


1856 


GI 


none 


Score 


143 


Exons 


1637.. 1771, 1653.. 1766, 1769 


..1855, 1770.. 1856 


Seq. No. 


21768 


Seq. ID 


OJ990305_04. 9819.026 


Gene No. 


45409 


Strand 


+ 


Start 


370 


End 


2792 


Name 


OJ990305 04.98r9.026.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1655 


End 


1856 


GI 


none 


Score 


152 


Exons 


1655.. 1771, 1656.. 1766, 1769 


. .1855, 1770. .1856 



22056 



Seq. No. 


21769 




Seq. ID 


OJ990305_04 . 9819. C27 


Gene No. 


45410 




Strand 


+ 


Start 


780 




End 


893 


Name 


OJ990305 


04.9819.C27.ol.gs 


Method 


GENSCAN 


Start 


780 




End 


893 


GI 


none 




Score 


.43 


Exons 


780. .893 








Seq. No. 


21770 




Seq. ID 


OJ990305_04 . 9819. C29 


Gene No. 


45411 




Strand 


+ 


Start 


789 




End 


2051 


Name 


OJ990305 


04.9819.C29.ol.gs 


Method 


GENSCAN 


Start 


789 




End 


2051 


GI 


none 




Score 


. 65 


Exons 


789. .891, 


1136.. 1181, 1710.. 2051 




Seq. No. 


21771 




Seq. ID 


OJ990305_04 . 9819. C30 


Gene No. 


45412 




Strand 


+ 


Start 


1 




End 


1857 


Name 


OJ990305 


04.9819.C30.ol.np . 


Method 


AAT/NAP 


Start 


.1 




.End 


1857 


GI 


4512666 




Score 


443 


Exons 


1..34, 348. .704, 790. .948, 1084. .1200, 


1267.. 1472, 1815.. 1857 


GI Descrip. 


(AC006931) putative RNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


21771 




Seq. ID 


OJ990305 04 9819 C30 


Gene No. 


*1 J T X ^ 




Strand 


+ 


Start 


1 




End 


1857 


Name 


OJ990305 


04.9819.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


283 




End 


870 


GI 


none 




Score 


189 


Exons 


283.-447, 


291. .446, 409. .564, 


412. .564, 


417. .569, 567. .701, 




569. .703, 


570. .686, 572. .703, 


613. .711, 


787. .870, 796. .864 


Seq. No. 


21771 




Seq. ID 


OJ990305_04 .9819.030 


Gene No. 


45412 




Strand 


+ 


Starr^' ■ 


1 




End 


1857 


Name 


OJ990305 


04 .9819.C30.ol.gs 


Method 


GENSCAN . 


Start 


286 




End 


1415 


GI ■ 


none 




Score 


.76 


Exons 


286. .704, 


790. .948, 1267. .1415 




Seq. No. 


21771 




Seq. ID 


OJ990305_04.9819.C30 


Gene No. 


45412 




Strand 


+ 


Start 


1 




End 


1857 


Name 


OJ990305 


04.9819.C30.ol.tc 


Method 


TBLASTX: Cress 


Start 


339 




End 


1386 


GI 


none 




Score 


121 


Exons 


339. .455, 


376. .507, 382. .492, 


608. .703, 


609. .686, 781. .951, 




787. .948, 


1081.. 1206, 1264.. 1386 




Seq. No*. 


21771 




Seq.. ID 


OJ990305_04.9819.C30 


Gene No. 


45412 




Strand 


+ 


Start 


1 




End 


1857 


Name 


OJ990305 


04.9819.C30.ol.ts 


Method 


TBLASTX : Soybean 


Start 


847 




End 


1413 


GI 


none 




Score 


126 



22057 



Exons 



847. ,948, 848. .949, 1068. .1199, 1069. .1206, 1264. .1413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21771 
45412 
1 

OJ990305_04 . 98 19 . C30 . o2 . tm 

875 

none 



Seq. ID OJ990305_04 .9819.C30 

Strand + 

End 1857 

Method TBLASTX : Mai ze 

End 1420 

Score 95 



875. .949, 877. .948, 927. .953, 1077. .1205, 1078. .1206, 
1081.. 1209, 1264.. 1413, 1264.. 14.10, 1265.. 1420 



21772 
45413 
1 

OJ990305_04. 9819. 031. ol.np 

-1 

2443329 



Seq. ID OJ990305_04.9819.C31 

Strand + 

End 2273 

Method AAT/NAP 

End 2273 

Score 510 



1..27, 261. .352, 380. .684, 1026. .1656, 1755. .1839, 1937. .2005, 
2226. .2273 

(D86122) Mei2-like protein [Arabidopsis thaliana] 



21772 
45413 
1 

OJ990305_04 . 9819 . 031 . o3 . tm 
73 

none 



Seq. ID OJ990305_04. 9819. 031 

Strand + 

End 2273 

Method TBLASTX : Mai ze 

End 400 

Score 122 



73. .168, 75. .167, 78. .170, 244. .399, 245. .400 



Seq. No. 21772 

Gene No. 45413 

Start 1 

Name OJ990305_04 . 9819 .031 . ol . gs 

Start 212 

GI none 

-Exons 212.. 698, 1001.. 1566 



Seq. ID OJ990305_04. 9819. 031 

Strand + 

End 2273 

Method GENSOAN 

End 1566 ' 

Score .62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21772 
45413 
1 

OJ990305_04 . 9819 . 031 . ol . gp 
372 

35138_1.R1084 
372. .698, 1001. .1264 

•5091496/dbj IAB023482.2IAB023482 2.0e-55 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



Seq. ID OJ990305_04 . 9819.031 

Strand + 

End 2273 

Method AAT/GAP 

End 1264 

Score 1142 



21772 
45413 
1 

. OJ990305_04. 9819. 031. ol.tc 
455 
none 



Seq. ID OJ990305_04. 9819.031 

Strand ' + 

End 2273 

Method -TBLASTX: Ores s 

End 2026 

Score 7 6 



455. .598, 1051. .1149, 1216. .1377, 1221. .1343, 1444. .1500, 
1568. .1657, 1568. .1669, 1750. .1839, 1752. .1838, 1765. .1839, 
1930. .1998, 1931. .2005, 1931. .2026 



22058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21772 
45413 
1 

OJ990305_04 . 9819 . C31 . o2 . tm 

477 

none 

477. .689, 479. .688, 556. .690 



21772 
45413 
1 

OJ990305_ 
1237 
none 

1237. .1455, 
1449. .1562, 
1565. .1657, 
1931. .2026 



04.9819.C31.ol.tm 



1239. .1445, 
1449. .1562, 
1750. .1839, 



1243. 
1450. 
1752. 



Seq. ID OJ990305_04.9819.C31 
Strand 
End 

Method 
End 
Score 



+ 

2273 

TBLASTX: Maize 

690 

301 



Seq. ID OJ990305_04.9819.C31 

Strand + 

End 2273 

Method TBLASTX: Maize 

End 2026 

Score 315 
.1452, 1245.. 1463, 1447, 



.1563, 
.1838, 



1562. 
1756, 



,1660, 
,1839, 



1564. 
1931. 



, 1533, 
.1653, 
,2005, 



Seq. No. 21772 Seq. ID 

Gene No. 45413 Strand 

Start - 1' End 

Name OJ990305_04 . 9819 .C31 . ol . tw Method 

Start . 1282 End 

GI none Score 

Exons .1282.. 1398, 1311.. 1397, 1444.. 1491, 1501.. 1551, 1565.. 1657, 
i621..1674 



OJ990305_04.9819.C31 
+ 

2273 

TBLASTX: Wheat 
1674 
100 



Seq. No. 21772 

Gene No. 45413 

Start 1 

Name OJ990305_04 . 9819.C31 . o2 

Start 1514 

GI 2427568 

Exons 1514.. 1656, 1755.. 1839, 

GI Descrip. 24 43329/dbj | BAA22374 | 4 
[Arabidopsis thaliana] 

Seq. No. 21772 

Gene No. 45413 

Start 1 

Name OJ990305_04 . 9819 . C31 . ol 

Start 1519 

GI none 

Exons 1519.. 1560, 1562.. 1657, 
1765. .1839, 1930. .2001, 



Seq. ID OJ990305_04. 9819.C31 

Strand + 

End 2273 

.gp Method AAT/GAP 

End 2005 

Score 513 
1937.. 2005 . 

.Oe-52 (D86122) Mei2-like protein 



Seq. ID OJ990305_04. 9819.C31 

Strand + 

End 2273 
.ts Method TBLASTX: Soybean 

End 2007 

Score 44 
1565.. 1669, 1750.. 1839, 1752.. 1838, 
1931.. 2005, 1935.. 2006, 1936.. 2007 



Seq. No. 21773 Seq. ID 

Gene No. 45414 Strand 

Start 12 End 

Name OJ990305_04 . 98 19 . C32 . ol . gp Method 

Start 12 End 

GI 10774_1.R1084 Score 

Exons 12. .49, 483.. 1279 

GI Descrip. ' 24 43329/dbj | BAA22374 | 5.0e-63 (D86122) Mei2-like protein 
[Arabidopsis thaliana] ' 



OJ990305_04 . 9819. C32 
+ 

1279 
AAT/GAP 
1279 
1549 



22059 




Seq. No. 


21773 




Seq. ID 


OJ990305_04.9819 


.C32 




*x ^ *1 X «J 




strand 






Start 


452 




End 


2831 




Name 


OJ990305 


04.9819.C32 


.ol.gs Method 


GENSCAN 




Start 


452 




End 


2831 




GI 


none 




Score 


.47 




Exons 


452. .493, 


888. .1006, 


2139.. 2653, 2665.. 


2831 




Seq. No. 


21773 




Seq. ID 


OJ990305_04.9819 


.032 


Gene No. 


45415 




Strand 


- 




Start 


452 




End 


2831 




Name 


OJ990305 


04.9819.C32 


.ol.tm Method 


TBLASTX: Maize 




Start 


455 




End 


1189 




GI 


none 




Score 


141 




Exons 


455. .631, 


479. .631, 


480. .632, 484. .633, 


650. .688, 758.. 


790, 




760. .846, 


784. .804, 


856. .924, 858. -.923, 


897. .926, 914.. 


952, 



921. .956, 922. .957, 964. .1002, 968. .1003, 969. .1001, 970. .1014, 
1051. .1077, 1052. .1078, 1060. .1173, 1064. .1189, 1085. .1168 



Seq. No. 


21774 












Seq. ID 


OJ990305_ 


04 


.9819. 


C33 


Gene No. 


45416 












Strand 


+ 








Start 


180 












End 


416 








Name 


OJ990305 


04 


.9819 


.C33 


.ol 


.gp 


Method 


AAT/GAP 








Start 


180 












End 


416 








GI 


none 












Score 


451 








Exons 
























Seq. No. 


21774 












Seq. ID 


OJ990305_ 


04 


.9819. 


C33 


Gene No. 


45416 












Strand 


+ 








Start 


180 












End 


416 








Name 


OJ990305 


04 


.9819 


.C33 


.ol 


.gs 


Method 


GENSCAN 








Start 


315 












End 


416 








GI 


none 












Score 


.87 








Exons 


315. .416 






















Seq. No. 


21775 












Seq. ID 


OJ990305_ 


04 


.9819. 


C34 


Gene No. 


45417 












Strand 


+ 








Start 


253 












End 


500 








Name 


OJ990305 


04 


.9819 


.C34 


.ol 


.gp 


Method 


AAT/GAP 








Start 


253 ' 












End 


500 








GI 


none 












Score 


436 








Exons 


253. .500 






















Seq. No. 


21775 












Seq. ID 


OJ990305_ 


04 


.9819. 


C34 


Gene No. 


45417 












Strand 


+ 








Start 


253 












End 


500 








Name 


OJ990305 


04 


.9819 


.C34 


.ol 


.gs 


Method 


GENSCAN 








Start 


388 












End 


489 








GI 


none 












Score 


.93 








Exons 


388. .489 






















Seq. No. 


21776 












Seq. ID 


OJ990305_ 


04 


.9819. 


C37 


Gene No. 


45418 












Strand 










Start 


3707 












End 


4267 








Name 


OJ990305 


04 


.9819 


.C37 


.o2 


.gs 


Method 


GENSCAN 








Start 


3707 












End 


4267 








GI 


none 












Score 


.79 









22060 



Exons 



3707. .4267 



Seq. No. 


21777 




Seq, ID 


QJ990305_04.9819 


.038 


Gene No. 


45419 




Strand 


+ 




Start 


1151 




End 


1320 




Name 


OJ990305 04.9819.C38.ol 


.gs 


Method 


GENSCAN 




Start 


1151 




End 


1320 




GI 


none 




Score 


.46 




Exons 


1151. .1320 










Seq. No. 


21777 




Seq. ID 


OJ990305_04.9819 


.C38 


Gene No. 


45420 




Strand 


- 




Start 


2440 




End 


4424 




Name 


OJ990305 04.9819.C38.o2 


.gs 


Method 


GENSCAN 




Start 


2440 




End 


4424 




GI 


none 




Score 


.72 




Exons 


2440.. 2656, 4405,. 4424 












21778 








. w J J 


Gene No. 


45421 




Strand 






Start 


1 




End 


2223 




Name 


OJ990305 04.9819;C39,ol 


.rip 


Method 


AAT/NAP- 




Start 


1 




End 


2223 




GI 


4680203 




Score 


905 




Exons 


1..948, 2170.. 2223 










GI Descrip. 


(AF114171) TNP2-like protein. 


[Sorghum 


bicolor] 




Seq. No. 


21778 




Seq. ID 


OJ990305_04.9819 


.C39 


Gene No. 


45421 




" Strand 


- 




Start 


1 




End 


2223 




Name 


OJ990305 04.9819.C39.ol 


.gs 


Method 


GENSCAN 




Start 


140 




End 


948 




GI 


none 




Score 


.67 




Exons 


140.. 565, 589.. 727, 827 


. .948 








Seq. No. 


21778 




Seq. ID 


OJ990305_04.9819 


.C39 


Gene No. 


45421 




Strand 


- 




Start 


1 




End 


2223 




Name 


OJ990305 04,9819.C39.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


188 




End 


475 




GI 


none 




Score 


100 




Exons 


188, .475, 261. ,437 










Seq. No. 


21778 




Seq. ID 


OJ990305_04.9819 


.C39 


Gene No. 


45421 




Strand 






Start * 


1 




End 


2223 




Name 


OJ990305 04.9819.C39.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


239 




End 


595 




GI 


none 




Score 


213 




Exons 


239. .508, 246. .500, 247 


. .507, 


491. .595, 505. .570 




Seq, No. 


21779 




Seq, ID 


OJ990305_04.9819 


.C41 


Gene No. 


45422 




Strand 


+ 




Start 


1 




End 


1306 




Name 


OJ990305 04.9819.C41.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


1270 




GI 


3152568 




Score 


1005 





22061 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..1270 

{AC002986) Similar to hypothetical protein product gb|Z97337 
from A. thaliana. EST gb|H76597 comes from this gene. 
[Arabidopsis thaliana] 



21779 Seq. ID 

45422 Strand 

1 End 
OJ990305_04.9819.C41.ol.gs Method 

77 End 

none Score 
77. .1306 



OJ990305_04 
+ 

1306 
GENSCAN 
1306 
.9 



9819. C41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21779 
45423 
1211 

OJ990305_04.9819.C41.ol.ts 
59 

none 



Seq. ID OJ990305_04.9819.C41 
Strand 

End 1722 

Method TBLASTX : Soybean 

End 529 

Score 278 



59. .322, 61. .321, 330. .467, 362. .529, 368. .523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21779 
45423 
1211 

OJ990305_04.9819.C41.ol.tm 

107 

none 



Seq. ID OJ990305_04. 981.9. C41 
Strand 

End - 1722 

Method TBLASTX: Maize 

End 1556 

Score 167 



107. .235, 116. .232, 236. .1306, 240. .584, 241. .1317, 242. .1306, 
930. .1316, 1383. .1406, 1389. .1409, 1479. .1514, 1539. .1556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21779 
45423 
1211 

OJ990305;^04 . 98 1 9 . 04 1 . ol . tc 

113 

none 



Seq. ID OJ990305_04. 9819.041 
Strand 

End 1722 

Method TBLASTX: Ores s 

End 757 

Score 221 



113. .322, 115. .321, 236. .361, 322. .399, 362. .580, 487. .579, 
598. .756, 599. .757 



21779 
45423 
1211 

OJ990305_04 .9819.041.o2.ts 

698 

none 

698. .955, 700. .954 ' 



Seq. ID OJ990305_04. 9819.041 
Strand 

End 1722 

Method TBLASTX : Soybean 

End • 955 

Score 318 



Seq. No. 21779 

Gene No. 45423 

Start 1211 

Name OJ990305_04 . 98 19 . 04 1 . ol . tw 

Start 1072 

GI none 

Exons 1072.. 1284, 1073.. 1288 



Seq. ID OJ990305_04. 9819.041 
Strand 

End 1722 

Method TBLASTX : Wheat 

End 1288 

Score 225 



Seq. No. 
Gene No. 



21779 
45423 



Seq. ID OJ990305_04. 9819.041 
Strand 



22062 




start 


1211 


End 


1722 






Name 


OJ990305 04.9819.C41.ol.gp 


Method 


AAT/GAP 






Start 


1211 


End 


1722 






GI 


none 


Score 


919 






Exons 


1211. .1722' 










Seq. No. 


21780 


Seq. ID 


OJ990305_04 


.9819. 


C42 




*t J *j ^ *i 










Start 


536 


End 


676 






Name 


OJ990305 04.9819.C42.ol.gs 


Method 


GENSCAN 






Start 


536 


End 


676 






GI 


none 


Score 


.73 






Exons 


536. .676 










Seq. No. 


21781 


Seq. ID 


OJ9'90305_04 


.9819. 


C45 




4 S4 9 S 










Start 


182 


End 


439 






Name 


OJ990305 04.9819.C45.ol.gs 


Method 


GENSCAN 






Start 


182 


End 


439 






GI 


none 


Score 


.97 






Exons 


182. .439 










Seq. No. 


21781 


Seq. ID 


OJ990305_04 


.9819. 


C45 


Gene No. 


45425 


Strand 


+ 






Start 


182 


End 


439 






Name 


OJ990305 04.9819.C45.ol.np 


Method 


AAT/NAP 






Start 


185 


End 


436 






GI 


2459437 


Score 


177 






Exons 


185. .436 










GI Descrip. 


{AC002332) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21782 


Seq. ID 


OJ990305_04 


.9819. 


C46 


Gene No. 


45426 


Strand 


+ 






Start 


1 


End 


2721 






Name 


OJ990305 04.9819.C46.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1853 






GI 


1402890 


Score 


729 






Exons 


1..21, 1089. .1853 










GI Descrip. 


(X98130) unknown [Arabidopsis 


thaliana] 








Seq. No. 


21782 


Seq. ID 


OJ990305_04 


.9819. 


C4 6 




45426 


Strand 


+ 






start 


1 


End 


2721 






Name 


OJ990305 04. 9819.C46.ol.gp 


Method 


AAT/GAP 






start 


702 


End 


1063 






GI 


none 


Score 


420 






Exons 


702. .751, 876. .1063 










Seq. No. 


21782 


Seq. ID 


OJ990305_04 


9819. 


C46 




45426 


Strand 


+ 






Start 


1 


End 


2721 






Name 


OJ990305 04.9819.C46.ol.gs 


Method 


GENSCAN 






Start 


855 


End 


2718 






GI 


none 


Score 


.61 






Exons 


855.. 2129, 2216.. 2304, 2601.. 


2718 








Seq. No. 


21782 


Seq. ID 


OJ990305_04 


9819. 


C46 



22063 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



45426 Strand 

1 End 

OJ990305_04.9819.C4 6.o2.ts Method 

1071 End 

none Score 



+ 

2721 

TBLASTX: Soybean 

1335 

131 



1071.. 1205, 1097. .1204, 1155.. 1334, 1189. .1335, 1189.. 1326, 
1191.. 1334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21782 
45426 
1 

OJ990305_04 , 98 19 . C4 6 . o2 . tm 

1239 

none 



Seq. ID OJ990305_04.9819.C46 

Strand + 

End 2721 

Method TBLASTX : Maize 

End 1502 

Score 454 



1239. .1502, 1240. .1494, 1242. .1502 

21782 Seq. ID- OJ990305_04 . 9819. C4 6 

45426 Strand + 

1 End 2721 

0 J990305_04 . 9819 . 04 6 . o2 . gp Method AAT/GAP 

1283 End 1824 

LIB3477-007-.P1-K1-E7 • Score 1036 

1283. .1824 

'1402890/emb|CAA66822 I l.Oe-56 (X98130) unknown [Arabidopsis 
thaliana] * 



21782 
45426 
1 

OJ990305_04.9819.C4 6.ol.ts 

1335 

none 



Seq. ID OJ990305_04.9819.C46 

Strand + 

End 2721 

Method TBLASTX : Soybean 

End 2721 

Score 410 



1335. .1655, 1335. .1595, 1337. .1657, 1649. .1858, 1650. .1862, 
1729. .1866, 2213. .2311, 2214. .2294, 2221. .2310, 2602. .2721, 
2613. .2711 



Seq. No. 21782 
Gene No. • 45426 
Start 1 

Name OJ990305_04 . 98 19 . C46 . ol . tm 

Start 1503 
GI none 

Exons 1503.. 1649, 1505.. 1666, 1506 

1650.. 1793, 1730.. 1966, 1773.. 1973, 1782.. 1979, 1783 
1783. .1980, 1974. .2090, 1976. .2131, 1977. .2132, 2203 
2213.. 2305, 2214.. 2300, 2215.. 2304, 2596.. 2718, 2604 
2605. .2718 



Seq. ID OJ990305_04. 9819.C46 
Strand + 

2721 

TBLASTX: Maize 
2718 
171 



End 

Method 

End 

Score 



.1667, 1628. .1780, 1641, 



.1787, 
.1974, 
.2301, 
.2714, 



Seq. No. 21783 

Gene No. 45427 

Start 1165 

Name OJ990305_04 . 9819 . 047 . ol . gp 

Start 1165 

GI 31452_1.R1084 

Exons 1165.. 1223 

GI Descrip. ' 2244855/emb j OAB10277 . 1 | 5, 
[Arabidopsis thaliana] ' 



Seq. ID OJ990305_04.9819.C47 

Strand + 

End 1223 

Method ' AAT/GAP 

End 1223 

Score 79 

Oe-09 (Z97337) hypothetical protein 



22064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21784 Seq. ID 

45428 Strand 
1 End 
OJ990305_04 . 9819 . 048 . o2 . np Method 
1 End 
3152568 Score 
1..36, 260. .1462 

(AC002986) Similar to hypothetical protein product gb|Z97337 
from A. thaliana. EST gb|H76597 comes from this gene. 
[Arabidopsis thaliana] 



OJ990305_04 .9819.C48 
+ 

1462 
AAT/NAP 
1462 
553 



21784 
45428 
1 

OJ990305_04 .9819.C48.ol.np 
251 

2244855 
251. .916, 968. .1462 

(Z97337) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990305_04.9819.C48 
Strand + 

1462 
AAT/NAP 
1462 
462 



End 

Method 

End 

Score 



21784 Seq. ID 

45428 Strand 

1 * End 
OJ990305_04 . 98 19 . C4 8 . ol . gp Method 

260 End 

31452_1.R1084 Score 
260. .823 

'2244855/emb|CAB10277.1| 5.0e-09 (Z97337) hypothetical protein 
[Arabidopsis thaliana] * 



OJ990305_04..9819.C48 
+ 

1462 
AAT/GAP 
823 
1047 



21784 
45428 
1 

OJ990305_04 . 98 1 9 . C4 8 . o2 . tm 
289 
none 

289. .384, 302. .364, 328. .396, 328. .456, 357, 
395.. 499, 395.. 499, 396... 500, 396.. 503, 421, 
470. .550, 473. .559, 505. .558, 505. .549, 507, 



Seq. ID OJ990305_04.9819.C48 
Strand + 

1462 

TBLASTX: Maize 
560 



End 

Method 
End 
Score 



98 



,398, 391. .465, 
,465, 425. .496, 
,560 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 



21784 
45428 
1 

OJ990305_04 . 98 19 . C4 8 . ol . tm 

859 

none 



Seq. ID OJ990305_04.9819.C48 



Strand 
End 

Method 

End 

Score 



+ 

1462 

TBLASTX^rMaize 

1434 

73 



859. .948, 938. .1051, 950. .1027, 959. .1186, 983. .1186, 993. 
997. .1203, 1126. .1434, 1206. .1433 



1199, 



21784 
45428 
1 

OJ990305_04.9819.C48.ol.ts 

1048 

none 



Seq. ID OJ990305_04.9819.C48 

Strand + 

End 14 62 

Method TBLASTX : Soybean 

End 14 61 

Score 307 



1048. .1359, 1049. .1186, 1050. .1358, 1359. .1448, 1399. .1461" 



22065 




Seq. No. 


21784 




Seq. ID 


OJ990305_04.9819 


.C48 


Gene No. 


45428 




Strand 


+ 




Start 


1 




End 


1462 




Name 


OJ990305_04 . 9819.C48 .ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1150 




End 


1461 




GI 


none 




Score 


206 




Exons 


1150. .1359, 1152. .1358, 


1273. 


.1398, 1359. .1460, 1399. .1461 


Seq. No. 


21785 




Seq. ID 


OJ990305_04.9819 


.C50 


Gene No. 


45429 




Strand 


+ 




Start 


1 




End 


837 




Name 


OJ990305 04.9819.C50.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


837 




GI 


4680203 




Score 


838 




Exons 


1. .837 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


21785 




Seq. ID 


OJ990305_04.9819 


.C50 


Gene No. 


45429 




Strand 


+ 




Start 


1 




End 


837 




Name 


OJ990305 04.9819;C50.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


169 ~ 




End 


438 




GI . 


none 




Score 


222 




Exons 


169. .438, 192. .425 










Seq. No. 


21785 




Seq. ID 


OJ990305_04.9819 


.C50 


Gene No. 


45429 




Strand 


+ 




Start 


1 




End 


837 




Name' 


OJ990305 04 . 9819.C50.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


177 




End 


519 




GI 


none 




Score 


306 




Exons 


177.. 230, 178.. 519, 270 


. .323, 


369. .515 






Seq. No. 


21785 




Seq. ID 


OJ990305_04.9819 


.C50 


Gene No. 


45429 




Strand 


+ 




Start 


1 




End 


837 




Name 


OJ990305 04.9819.C50.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


178 




End ' 


566 




GI 


none 




Score 


69 




Exons 


178.. 267, 190.. 267, 283 


. .564, 


306. .566 






Seq. No. 


21785 




Seq. ID 


OJ990305_04.9819 


.C50 


Gene No. 


45429 




Strand 


+ 




Start 


1 




End 


837 




Name 


OJ990305 04 .9819.C50.ol 


. gs 


Method 


GEN SCAN 




Start 


265 


End 


624 




GI 


none 




Score 


.5 




Exons 


265. .624 










Seq. No. 


21785 




Seq. ID- 


OJ990305_04.9819 


.C50 


Gene No. 


45429 




Strand 


+ 




Start 


1 




End 


837 




Name 


OJ990305 ■04.9819.C50.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


307 




End 


729 




GI 


none 




Score 


67 




Exons 


307.. 363, 307.. 351, 315 


. .359, 


360. .461, 


361. .465, 469. .567, 



22066 



474. .566, 480. .569, 547. .729, 570. .728 



Seq. No. 21786 Seq. ID OJ990305_04 . 9819 .C51 

Gene No. 454 30 Strand + 

Start 1 End 2075 

Name OJ990305_04 . 9819.C51.ol.np Method AAT/NAP 

Start 1 End 1393 

GI 2281094 Score 186 

Exons 1..352, 1370.. 1393 

GI Descrip. (AC002333) putative molybdopterin synthase large subunit 

[Arabidopsis thaliana] gi I 4469121 1 emb | CAB38428 | (AJ133519) 
molybdopterin synthase large subunit [Arabidopsis thaliana] 
gi I 6899949 I emb I CAB71291.il (AJ271728) molybdopterin synthase, 
large subunit [Arabidopsis thaliana] 



Seq. No. 21786 

Gene No. 45430 

Start 1 

Name OJ990305_04 . 9819 . C51 . ol . gs 

Start 4 

GI none 

Exons 4.. 337, 2068.. 2075 ■ ■ 



Seq. ID OJ990305_04 .9819.C51 

Strand + 

End 2075 

Method GENSCAN 

End 2075 

Score .43 



Seq. No. 21787 Seq. ID 

Gene No. 45431 Strand 

Start 144 End 

Name OJ990305_04 .9819. C52 . ol . gs Method 

Start 144 End 

GI none Score 

Exons 144.. 329 



OJ99p305_04.9819.C52 
+ 

329 

GENSCAN 

329 

.74 



Seq. No. 


21788 


Seq. ID 


OJ990305_ 


04 .9819 


-C53 


Gene No. 


45432 


Strand 


+ 






Start 


112 


End 


1117 






Name 


OJ990305 04..9819.C53.O1. 


gs Method 


GENSCAN 






Start 


112 


End 


1117 






GI 


none 


Score 


.53 






Exons 


112. .242, 551. .716, 1094 


. .1117 








Seq. No. 


21788 


Seq. ID 


OJ990305_ 


04.9819 


.C53 


Gene No. 


45433 


Strand 








Start 


2928 


End 


4055 






Name 


OJ990305 04.9819.C53.o2. 


gs Method 


GENSCAN 






Start 


2928 


End 


4055 






GI 


none 


Score 


.53 






Exons 


2928.. 3047, 3087.. 3269, 


4026. .4055 








Seq. No. 


21789 


Seq. ID 


OJ990305_ 


04.9819 


-C54 


Gene No. 


45434 


Strand 








Start 


1 


End 


260 






Name 


OJ990305 04.9819.C54.ol. 


np Method 


AAT/NAP 






Start 


1 . . 


End 


260 






GI 


5042448 


Score 


165 






Exons 


1. .260 










GI Descrip. 


(AC007789) putative ORFO 


protein of RIRE8B gypsy 


-type 





retrotransposon [Oryza sativa] 



22067 




Seq. No. 


21790 




Seq. ID 


OJ990305_04. 9819 


.C55 




*a J 4 J J 










Start 


3684 




End 


4434 




Name 


OJ990305 04.9819.C55.ol 


.gs 


Method 


GENSCAN 




Start 


3684 




End 


4434 




GI 


none 




Score 


.74 




Exons 


3684.-3753, 4107. .4273, 


4306. 


.4434 






. ■ 

Seq. No. 


21790 




Seq. ID 


OJ990305_04.9819 


.C55 


Gene No. 


45435 




Strand 


+ 




Start 


3684 




End 


4434 




Name 


OJ990305 04.9819.C55.ol 


.gp 


Method 


AAT/GAP 




Start 


4181 




End 


4273 




GI 


31452 1.R1084 




Score 


140 




Exons 


4181. .4273 










GI Descrip. 


'2244855/emb|CAB10277.1| 5 . Oe 


-09 (Z97337) hypothetical ] 


protein 




[Arabidopsis thaliana] ' 










Seq. No. 


21791 




Seq. ID 


OJ990305_04.9819 


.C56 




45436 




Strand 






Start 






End 


3775 




Name 


OJ990305 04.9819.C56.ol 


. gs 


Method 


GENSCAN 




Start 


1152 




End 


3775- 




GI 


none 




Score 


.89 




Exons 


1152.. 1779, 1862.. 3016, 


3122. 


.3375, 3601. .3775 




Seq. No. 


21791 




Seq. ID 


OJ990305_04. 9819 


.C56 


Gene No. 


45436 




Strand 






Start 






End 


3775 




Name 


OJ990305 04.9819.C56.ol 


. np 


Method 


AAT/NAP 




Start 


1170 




End 


3766 




GI 


4063770 




Score 


1876 




Exons 


1170. -.1780, 1860. .3016, 


3122. 


.3766 






GI Descrip. 


(AB004 906) transposase 


[Ipomoea purpurea] 




Seq. No. 


21791 




Seq. ID 


OJ990305_04.9819 


.C56 


rZono Mo 


45436 




Strand 






Start 


1152 




End 


3775 




Name 


OJ990305 04.9819.C56.o2 


. tm 


.Method 


TBLASTXrMaize 




Start' 


1242 




End 


1559 




GI 


none 




Score 


74 




Exons 


1242.. 1559, 1243.. 1401 










Seq. No.. 


21791 - 




Seq. ID 


OJ990305_04. 9819 


.C56 


f^OTI o Mo 


45436 




Strand 






Start 


1152 




End 


3775 




Name 


OJ990305 04.9819.C56.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2212 




End 


2607 




GI 


none 




Score 


81 




Exons 


2212.. 2289, 2299.. 2607, 


2440. 


.2577 






Seq. No. 


21792 




Seq. ID 


OJ990305_04.9819 


.C57 


Gene No. 


45437 




Strand 






Start 


20 




End 


252 




Name 


OJ990305 04.9819.C57.ol 


. gs 


Method 


GENSCAN 




Start 


20 




End 


252 




GI 


none 




Score 


.6 





22068 



Exons 20.. 252 



Seq. No. 


21793 






Seq. ID 


OJ990305 


_04 


.9819 


.C59 


Gene No. 


45438 






Strand 


- 








Start 


972 






End 


1128 








Name 


OJ990305 04 


.9819.C59.ol 


.gs 


Method 


GENSCAN 








Start 


972 






End 


1128 








GI 


none 






Score 


.4 








Exons 


972..t^ll28 
















Seq. No. 


21794 






Seq. ID 


OJ990305 


_04 


.9819 


.C60 


Gene No. 


45439 






Strand 










Start 


4336 






End 


6728 








Name 


OJ990305 04 


.9819.C60.o2 


.gs 


Method 


GENSCAN 








Start 


4336 






End 


6728 








GI 


none 






Score 


.44 








Exons 


4336. .4508, 


5063. .5200, 


6662. 


.6728 











Seq. No. 


21795 


Seq. ID 


OJ990305_04 


.9819.C62 


Gene No. 


45440 


Strand 






Start 


160 . 


End 


582 




Name 


OJ990365 04.9819.C62.ol 


. gs Method 


GENSCAN 




Start 


160 


End 


582 




GI 


none 


Score 


.71 




Exons 


160. .295, 491. .582 








Seq. No. 


21796 


Seq. ID 


OJ990305_04 


.9819.C63 


Gene No. 


45441 


Strand 


+ 




Start 


1098 


End 


3364 




Name 


OJ990305 04.9819.C63.ol 


. gs Method 


GENSCAN 




Start 


1098 


End 


3364 




GI 


none 


Score 


.4 




Exons 


1098. .1345, 2923. .3048, 


3145. .3364 






Seq. No. 


21796 


Seq. ID 


OJ990305_04 


.9819. C63 


Gene No. 


45441 


Strand 


+ 




Start 


1098 


End 


3364 




Name 


OJ990305 04.9819.C63.ol 


. np Method 


AAT/NAP 




Start 


1768 


End 


1854 




GI 


6630699 


Score 


88 




Exons 


1768. .1854 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 6721536 Idbj IBAA89566 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


21797 


Seq. ID 


OJ990305_04 


.9819.C65 


Gene No. 


45442 


Strand 


+ 




Start 


870 


End 


1255 




Name 


OJ990305 04.9819.C65.ol 


. np Method 


AAT/NAP 




Start 


870 


End 


1255 




GI 


141279 


Score 


115 * 




Exons 


870. .1010, 1171. .1255 









GI Descrip. HYPOTHETICAL PROLINE-RICH PROTEIN gi | 84493 I pir | | A34043 

hypothetical proline-rich protein 1 - polychaete (Owenia 
fusiformis ) (fragment) 



Seq. No, 



21797 



Seq. ID OJ990305_04.9819.C65 



22069 





•4 J *1 *4 ^ 
















Start 


870 








End 


1255 






Name 


OJ990305 04 


.9819.C65 


.ol. 


gs 


Method 


GENSCAN 






Start 


1014 








End 


1220 






GI 


none 








Score 


.4 






Exons 


1014. .1220 
















Seq. No. 


21798 








Seq. ID 


OJ990305_04 


.9819. 


C66 




*S J *4 1 J 
















Start 


70 








End 


227 






Name 


OJ990305 04 


.9819.C66 


.ol. 


gs 


Method 


GENSCAN 






Start 


70 








End 


227 






GI 


none 








Score 


.72 






Exons 


70. .227 
















Seq. No. 


21798 








Seq. ID 


OJ990305_04 


.9819. 


C66 




4 S44 4 
















Start 


68 








End 


537 






Name 


OJ990305 04 


.9819.C66 


.ol. 


gp 


Method 


AAT/GAP 






Start 


68 








End 


537 






GI 


none 








Score 


853 






Exons 


68. .537 
















Seq. No. 


21798 








Seq. . ID 


OJ990305_04 


.9819. 


C66 


Gene No. 


45445 








Strand 








O Ldl- u 


1585 










1708 






Name 


OJ990305 -04 


.9819.C66 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


37 








End 


303 






GI 


none 








Score 


80 






Exons 


37, .117, 68 


..124, 69 


. .125, 


134. .238, 


140. .232, 195 


. .239, 






277. ,303, 280, .303 














Seq. No. 


21798 








Seq. ID 


OJ990305_04 


.9819. 


C66 




45445 








Of rand 








Start 


1585 








End 


1708 






Name 


OJ990305 04 


.9819.C66 


.o2. 


gs 


Method 


GENSCAN 






Start 


1585 








End 


1708 






GI 


none 








Score 


. 93 






Exons 


1585. .1708 
















Seq. No. 


21799 








Seq. ID 


OJ990305_04 


.9819. 


C67 


fZt^n^ Mo 


45446 








c-j- r;^ nH 








Start 


243 








End 


842 






Name 


OJ990305 04 


.9819.C67 


.ol. 


gs 


Method 


GENSCAN 






Start 


243 








End 


842 






GI 


none 








Score 


.51 






Exons 


243. .261, 739. .842 














Seq. No. 


21800 








Seq. ID 


OJ990305_04 


.981-9. 


C68 


fl^na Mo 


45447 








O L. J. dl lU 








Start 


255 








End 


426 






Name 


OJ990305 04 


.9819.C68 


.ol. 


gs 


Method 


GENSCAN 






Start 


255 








End 


426 






GI 


none 








Score 


.92 






Exons 


255. .426 
















Seq. No. 


21801 








Seq. ID 


OJ990305_03 


.9819. 


C2 



22070 





AC. A AO 








Start 


182 


End 


2880 




Name 


OJ990305 03. 9819.C2.ol.gs 


Method 


GENSCAN 




Start 


182 


End 


2880 




GI 


none 


Score 


.58 




Exons 


182.. 250, 286.-383, 566.. 


610, 633.. 764 


, 2741.. 2880 




Seq. No. 


21802 


Seq. ID 


OJ990305_03.9819. 


C3 


vjene wo . 




O L. I. dilU 






Start 


343 


End 


803 




Name 


OJ990305 03.9819.C3.ol.gs 


Method 


GENSCAN 




Start 


343 


End 


803 




GI 


none 


Score 


.47 




Exons 


343.. 437, 673.. 803 








Seq. No. 


21803 


Seq. ID 


OJ990305_03.9819. 


04 


uene ino . 


HD*±DKJ 








Start 


134 


End 


1574 




Name 


OJ990305 03.9819.C4.ol.gs 


Method 


GENSCAN 




Start 


134 


End 


1574 




GI 


none 


Score 


.52 




Exons 


134.. 1154, 1160.. 1574- 








Seq. No, 


21804 


Seq. ID 


OJ990305_6"3.9819. 


C5 


Gene No . 






J. 




Start 


405 


End 


2315 




Name 


OJ990305 03.9819.C5.ol.gs 


Method 


GENSCAN 




Start 


405 


End 


2315 




GI 


none 


Score 


.75 




Exons 


405.. 598, 904.. 1305, 1555 


..1674, 2081. 


.2315 




Seq. No. 


21804 


Seq. ID 


OJ990305_03.9819. 


C5 


bene ino . 




Strand 


+ 




Start 


405 


End 


2315 




Name 


OJ990305 03.-9819.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


405 


End 


1287 




GI 


none 


Score 


277 




Exons 


405. .599, 428. .598, 911.. 


1099, 913.. 1074, 1198.. 1287, 1202 


Seq. No. 


21804 


Seq. ID 


OJ990305_03.9819. 


05 


Gene No. 


45451 


Strand 


+ 




Start 


405 


End 


2315 




Name 


OJ990305 03. 9819.C5.ol.np 


Method 


AAT/NAP 




Start 


405 


End 


1294 




GI 


2129771 


Score 


544 




Exons 


405. .598, 904. .1294 








GI Descrip. 


xyloglucan endotransglycosylase-related protein XTR-6 - 





Seq. No. 
Gene No. 
Start 
Name 
Start 



Arabidopsis thaliana gi 11244758 {U43488) xyloglucan 
endotransglycosylase-related protein [Arabidopsis thaliana] 
gi|4539299|emb|CAB39602.1| 
4-beta-D-glucanase- (XTR-6) 

21804 
45451 
405 

OJ990365_03. 9819.C5.ol.tm 
405 



■(AL049480) xyloglucan endo-1, 
[Arabidopsis thaliana] 

Seq. ID OJ990305_03. 9819.05 

Strand + 

End 2315 ■ 

Method TBLASTX : Mai ze 

End 1285 



22071 




GI 


none 


Score 


283 




Exons 


405. .599, 428. .595, 


911.. 1099, 913.. 1074, 1202.. 1285 




Seq. No. 


21804 


Seq. ID 


OJ990305_03.9819. 


C5 






Strand 


+ 




Start 


405 


End 


2315 




Name 


OJ990305 03. 9819. C5 


. ol.tc Method 


TBLASTX: Cress 




Start 


411 


End 


1288 




GI 


none 


Score 


274 




Exons 


41-1--. .599, 428.. 598, 


911.. 1093, 913.. 1074, 1202. .1288 




Seq. No. 


21805 


Oct • J.U 




C6 






C-f- -r- -a riH 

O Li anci 






Start 


172 


CillO 


AQ^ 




Name 


OJ990305 03. 9819. C6 


>oi*^s irieunoa 






Start. 


172 




AQ^ 

4 y ± 




GI 


none 


Score 


o 
. o 




Exons 


172. .344, 485. .491 








Seq. No. 


21806 


Seq. ID 


OJ990305_03.9819. 


C7 


oene ino . 


4 c 4 c o 


Strand 






Start 


684 


End ■ 


847 




Name 


OJ990305 03. 9819. C7 


ol.gs Method 


GENSCAN 




Start 


684 • 


End 


847 




GI ■ 


none 


Score 


.49 




Exons 


684. .847 








Seq. No. 


21807 


Seq. ID 


OJ990305_03.9819. 


C8 


Gene No. 


45454 


Strand 


+ 




Start 


1 


End • 


766 




Name 


OJ990305 03. 9819. C8 


ol.np Method 


AAT/NAP 




Start 


1 


End 


766 




GI 


4680179 


Score 


453 




Exons 


1..228, 262. .766 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


subsp. indica] 





OJ990305_03.9819,C8 
+ 

766 

GENSCAN 

340 

.67 



OJ990305_03.98.L9.C8 
+ 

766 

TBLASTX: Maize 

606 

187 



OJ990305_03.9819.C8 
+ 

766 

TBLASTX: Wheat 
657 



Seq. No. 21807 Seq. ID 

Gene No. 45454 Strand 

Start.:-. 1 End 

Name ' OJ990305_03. 9819.C8 .ol .gs Method 

Start 130 End 

GI none Score 

Exons 130.. 340 

Seq. No. 21807 Seq. ID 

Gene No. 45454 Strand 

Start 1 End 

Name OJ990305_03 . 98 19 . C8 . ol . tm Method 

Start 283 End 

GI none Score 

Exons 283.. 606 



Seq. No. 21807 Seq. ID 

Gene No. 45454 Strand 

Start 1 End 

Name OJ990305__03 . 98 19 . C8 . ol . tw Method 

Start 289 End 



22072 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none Score 

289. .498, 345. .497, 543. .656, 544. .657 

21808 Seq. ID 

45455 Strand 
772 End 
OJ990305_03 . 9819 . C9 . ol . gs Method 
772 End 
none Score 

772. .856, 1261. .1322 



164 



OJ990305_03.9819.C9 
+ 

1322 
GENSCAN 
1322 
.42 



OJ990305 03. 9819. C9 



21808 Seq. ID _ 

45456 Strand 

1366 End 2610 

OJ990305_03 . 981 9 . C9 . ol . np Method AAT/NAP 

1366 End 2610 

5777617 Score 76 
1366. .1469, 2548. .2610 

{AJ245900) CAA30375.1 protein [Oryza sativa] 

21808 Seq. ID OJ990305_03 . 9819 . C9 

45456 Strand 

1366 End 2610 

OJ990305_03. 9819.C9.ol.gp.t. /- Method AAT/GAP. 

2416 " End 2610 

5005380 Score 342 

2416.. 2610 

1890577/emb|CAA63663| 2.0e-20 (X93175) xyloglucan 

endotransglycosylase (XET) [Hordeiom vulgare] 



21808 
45456 
1366 

OJ990305_03.9819.C9.ol.tm 

2439 

none 

2439. .2579, 2440. .2574 

21808 
45456 
1366 

OJ990305_03. 9819.C9.o2.gs 

2440 

none 

2440. .2550 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990305_03.9819.C9 
2610 

TBLASTX: Maize 

2579 

179 



OJ990305_03.9819.C9 

2610 
GENSCAN 
2550 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



21808 Seq. ID OJ990305_03 . 98 19 . C9 

45456 Strand 

1366 End 2610 

OJ990305_03. 9819.C9.o2.np Method AAT/NAP 

2443 End 2610 

1890577 Score 223 

2443. .2610 

(X93175) xyloglucan endotransglycosylase (XET) [Hordeum vulgare] 



21809 
45457 



Seq. ID OJ990305_03. 9819. CIO 
Strand + 



22073 




start 


940 


End 


3178 




Name 


OJ990305 03.9819.C10.o2.gs 


Method 


GENSCAN 




Start 


940 


End 


3178 




GI 


none 


Score 


.58 




Exons 


940.. 985, 1081.. 1168, 1222.. 1406, 2580. 


.2861, 3147. .3178 


Seq. No. 


^ J. 0 U ^ 


Corr T D 
Dc;^ . J. U 








fl O 4 0 / 


Q4- r-3 r»H 

OL.ra.nCJ. 






Start 






"^1 7ft 




Name 






A AT /HAP 




Start 


1415 


End 


2187 




GI 


4107141 


Score 


1239 




Exons 


1415. .1447, 1470. .2187 








Seq. No. 


21809 


Seq. ID 


OJ990305_03.9819 




Gene No. 


45458 


Strand 








1 


End 


632 




Name 


OJ990305 03.9819.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


632 




GI 


1890577 


Score 


566 




Exons 


1. .237, 372. .632 








GI Descrip. 


(X93175) xyloglucan endotransglycosylase (XET) [Hordeum 


vuxyare j 


Seq. No. 


O 1 Q A Q 


Seq. /i-D • 


OJ990305_03.9819 


. X u 


Gene No . 


4d4oo 


S^and 






Start 


1 


End 


632 




Name 


OJ990305_03. 9819. CIO. ol.gs 


Method 


GENSCAN 




Start 


lU 


End 


632 




GI 


none 


Score 


. 67 




Exons 


10. .237, 372. .632 








Seq. No. 


21809 


Seq. ID 


OJ990305_03.9819 


PI n 

. V-* X u 




45459 


Strand 






Start 


2669 


End 


2968 




Name 


OJ990305 03.9819.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


45 


End 


569 




GI 


none 


Score 


137 




Exons 


45. .98, 94. .243, 95. .226, 369 


..569, 379. .486 




Seq. No. 


21809 


Seq. ID 


OJ990305_03.9819 


PI n 

. ^ X u 


osns iNo . 


45459 


Strand 






Start 


2669 


End 


2968 




Name 


OJ990305 03.9819.C10.o2.ts 


Method 


TBLASTX : Soybean 




Start 


45 


End 


240 




GI 


none 


Score 


140 




Exons 


45. .98, 89. .226, 94. .237, 100 


. .240 






Seq. No. 


21809 


Seq. ID 


OJ990305_03.9819 


.CIO 


oene ino . 


45459 


Strand 






Start 


2669 


End 


2968 




Name 


OJ990305 03.9819.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


163 


End 


612 




GI 


none 


Score 


76 




Exons 


163.. 243, 163. .24.3, 366. .599, 


373. .495, 


411 . .584, 550.. 


612 


Seq. No. 


21809 


Seq, ID 


OJ990305_03. 9819 


.CIO 


Gene No. 


45459 


Strand 







22074 




start 


2669 




End 


2968 


Name 


OJ990305 03. 9819. CIO. ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


352 




End 


635 


GI 


none 




Score 


136 


Exons 


352.. 522, 369.. 635, 382 


. .495, 


417. .584 




Seq. No. 


21809 




Seq. ID 


OJ990305_03.9819 


Gene No. 


45459 




Strand 




Start 


2669 




End* 


2968 


Name 


OJ990305 03. 9819. CIO. o2 


.gp 


Method 


AAT/GAP 


Start 


2669 




End 


2968 


GI 


2280891 




Score 


536 


Exons 


2669. .2968 









Seq. No. 21810 Seq. ID 

Gene No. 45460 Strand 

Start 29 End 

Name OJ990305_03 . 9819 . Cll . ol . gs Method 

Start 29 End 

GI none. Score 

Exon^ 29.. 139 



OJ990305_03. 9819. Cll 
+ 

139 

GENSCAN 
139 



Seq. No. 21811 Seq. ID 

Gene No. 45461 ■ . . Strand 

Start Ill End 

Name OJ990305_03. 9819.C12 .ol .gs Method 

Start 111 End 

GI none Score 

^Exons 111.. 150, 192.. 350 



OJ990305_03.9819.C12 
+ 

350 

GENSCAN 

350 

.52 



Seq. No. 21812 Seq. ID OJ990305_03 . 98 19 . C13 

Gene No. 454 62 Strand + 

Start 1 End 1035 

Name OJ990305_03 . 9819 . C13 . ol . gp Method AAT/GAP 

Start 1 " ^ End 369 

GI LIB3431-049-P1-N1-A8 Score 434 

Exons 1..174, 265.. 369 

GI Descrip. • 1890577/emb | CAA63663 | 2.0e-20 (X93175) xyloglucan 

' endotransglycosylase (XET) [Hordeum vulgare]*-' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21812 Seq. ID OJ990305_03 . 98 19 . C13 

45462 Strand + 

1 End 1035 

OJ990305_03 . 98 19 . C13 . ol . np Method AAT/NAP 

1 • - :• ■ End ;J-D35 

563235 Score '%69 

1..174, 265. .458, 902. .1035 

(U15964) xyloglucan endo-transglycosylase homolog; similar to 
Triticum aestivum endo-xyloglucan transferase, PIR Accession 
Number E49539 [Zea mays] gi 1563927 (U15781) xyloglucan 
'endo-transglycosylase homolog [Zea mays] 

gi 1 1097378 Iprf I I 2113418A xyloglucan endotransglycosylase homolog 
[Zea mays] 



Seq. No. 
Gene No. 
Start 



21812 
45462 
1 



Seq. ID OJ990305_03.9819.C13 
Strand + 
End ' 1035 



22075 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



0 J990305_03 . 98 19 . C13 . ol . tm Method TBLASTX : Mai ze 
5 End 1007 

none Score 87 

5. .64, 17. ,94, 33. .134, 33. .173, 34. .177, 250. .462, 295. .351, 
300.. 452, 418. .456, 902. .931, 903. .938, 959. .1006, 960. .1007 



21812 
45462 
1 

OJ990305_03.9819.C13.ol.tc 
33 

none 



Seq. ID OJ990305_03,9819.C13 

Strand + 

End 1035 

Method TBLASTX : Cress 

End 1007 

Score 214 



33. .173, 34. .180, 265. .459, 300. .446, 909. .950, 957. .1007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



21812 
45462 
1 

OJ990305_03. 9819. 013. ol.ts 
33 

none 



Seq. ID OJ990305_03.9819.C13 

Strand + 

End 1035 

Method TBLASTX : Soybean 

End 1007 

Score 225 



33. .179, 34. .180, 265. .462, 300. .446, 903. .947, 905, .946, 
.956.. 1006, 957.. 1007 



21812 
45462 
1 

OJ990305_03.9819.C13.ol.gs 
66 

none 

66. .204, 277, ,458, 902. .1014 



Seq. ID OJ990305_03.9819.C13 

Strand + 

End 1035 

Method GENSCAN 

End 1014 

Score .77 



21813 
45463 
579 

OJ990305_03.9819.C14.ol,np 
579 

4680186 
579.. 779 

(AF111709,) unknown [Oryza sativa subsp. -indica] 



Seq. ID OJ990305_03.9819.C14 

Strand + 

End 77 9 

Method AAT/NAP * 

End 77 9 

Score 333 



Seq, ID OJ990305_03.9819.C14 

Strand 

End 712 

Method AAT/GAP 

End ' ,712 ■ 

Score 651 



21813 
45464 
331 

OJ990305_03.9819.C14.ol.gp 
331 

uC-osflcyp033a04bl 
331. .712 

' 6016845/dbj I AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 21814 
Gene No. • 4 54 6.5 

Start 1 

Name OJ990305__03.9819.C15.ol,np 

Start 1 

GI 4544372 

Exons 1..30, 736.. 1553 



Seq. ID OJ990305_03.9819.C15 

Strand + 

End 1553 

Method AAT/NAP 

End 1553 

Score 363 



22076 




GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


21814 




Seq. ID 


OJ990305_03,9819 


.C15 


Gene No. 


45465 




Strand 


+ 




Start 


1 




End 


. i553 




Name 


OJ990305 03.9819.C15.ol 


. gs 


Method 


GENSCAN 




Start 


198 




End 


1468 




GI 


none 




Score 


.6 . ' 




Exons 












Seq. No. 


21814 




Seq. ID 


OJ990305_03.9819 


.C15 


Gene No. 


■ 45465 




Strand 


+ 




Start 


1 




End 


1553 




Name 


OJ990305 03.9819.C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


737 




End 


1102 




GI 


none 




Score 


195 




Exons 


737. .1102 










beq. NO. 


21814 




Seq. ID 


OJ990305 03.9819 


.C15 


Gene No. 


45465 




Strand 


+ 




Start 


1 




End 


1553 




Name 


OJ990305 03.9819.C15.o2 


.np 


Method 


AAT/NAP 




Start 


743 




End 


1553 




GI 


•629693 




Score 


361 




Exons 


743. ,1553 










GI Descrip. 


probable integrase - common 


tobacco (fragment) 






gi 1 530742 | emb | CAA56791 | 


(X80830) integrase [Nicotiana tabacum] 


Seq. No. 


21814 




Seq. ID 


OJ990305_03.9819 


.C15 


Gene No. 


45465 




Strand 


+ 




Start 


1 




End 


1553 




Name 


OJ990305 03.9819.C15.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1139 




End 


1540 ■ 




GI 


none 




Score 


221 




Exons 


1139. .1540, 1339. .1512 










Seq. No. 


21814 




Seq. ^ID 


OJ990305_03.9819 


.015 


Gene No. - . 


45465. . 




Strand 


•+ • ' ■ . 




Start 


1 




End 


1553 




Name 


OJ990305 03.9819.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1322 




End 


1552 




GI 


none 




Score 


215 




Exons 


1322, .1552, 1324. ,1494 










Seq. No. 


21815 




Seq. ID 


OJ990305_03.9819 


.C16 


Gene No. 


45466 




Strand 






Start 


50 ^ 




End 


737 




Name 


OJ990305 03.9819.C16.ol 


.gs 


Method 


GENSCAN 




Start 


50 




End 


638 




GI 


none 




Score 


.59 




Exons 


50, ,240, 297, ,638 










Seq. No. 


21815 




Seq. ID 


OJ990305_03.9819 


.C16 


Gene No. 


45466 




Strand 


+ 




Start 


50 




End 


737 




Name 


OJ990305 03,9819,C16.ol 


. np - 


Method 


AAT/NAP 





22077 



start 315 End 737 

GI 6721562 Score 482 

Exons 315. .737 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 I dbj t BAA90373.il (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21816 Seq. ID 

45467 Strand 

1 End 

OJ990305_03.9819.C17.ol.np Method 

1 End 

6498441 Score 



OJ990305_03.9819.C17 
+ 

2079 
AAT/NAP 
2079 
2037 



1..502, 833.. 1296, 1360. .1733, 1917.. 2079 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


^ 21816 




Seq. ID 


OJ990305_03.9819 


.017 


Gene No, 


45467 




Strand 


+ 




Start 


1 




End 


2079 




Name 


OJ990305 03 


9819.C17.ol.gs 


.Method 


GENSOAN 




Start 


49 




End 


1359 




GI 


none 




Score 


.78 




Exons 


49. .1359 










Seq. No. 


21816 




Seq. ID 


OJ990305_03. 9819 


.017 


Gene No. 


45467 




Strand 


+ 




Start ■ 


1 




End 


2079 




Name 


OJ990305 03 


9819.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


717 




End 


1203 




GI 


none 




Score 


408 




Exons 


717. .890, 718. .1203, 912.. 


1172, 982.. 


1176 




Seq. No. 


21816 




Seq. ID 


OJ990305_03.9819 


.017 


Gene No. 


45467 




Strand 


+ 




Start 


I. - 




End 


2079 • 




Name 


OJ990305 03 


9819. 017. ol.tw 


Method 


TBLASTX: Wheat 




Start 


1367 




End 


1830 




GI 


none 




Score 


205 




Exons 


1367. .1810, 


1368.. 1823, 1369.. 1830, 1369.. 1824 




Seq. No. 


2181-6 




Seq. ID 


OJ990305_03.9819 


.017 


Gene No. 


45467 




Strand 


+ 




Start 


1 




End 


2079 




Name 


OJ990305 03 


9819. 017. ol.ts 


Method 


TBLASTX : Soybean 




Start 


1408 




End 


- 1773 




GI 


none 




Score 


118 




Exons 


1408. .1632, 


1639. .1773 








Seq. No. 


21816 




Seq. ID 


OJ990305_03.9819 


.017 


Gene No. 


45467 




Strand 


+ 




Start 


1 




End 


2079 




Name 


OJ990305 03, 


9819. 017. o2.gs 


Method 


GENSOAN 




Start 


1423 




End 


1977 





22078 




GI 


none 




Score 


.97 


Exons 


1423. .1977 








Seq. No. 


21816 




Seq. ID 


OJ990305_03.9819.C17 


Gene no. 


A CA an 
4o4 o / 




Strand 


+ 


Start 


1 




End 


2079 


Name 


OJ990305 03.9819.C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1498 




End 


1854 


GI 


none 




• Score 


389 


Exons 


1498. .1854, 1533. .1844, 


1549. .1854 




Seq. No. 


21816 




Seq. ID 


OJ990305_03.9819.C17 


Gene No. 


/I C /I C7 




Strand 


+ 


Start 


1 




tna 


2079 


Name 


OJ990305 03.9819.C17.o3 


.tw 


Metnoa 


TBLASTX: Wheat 


Start 


1831 




bna 


1998 


GI 


none 




Score 


174 


Exons 


1831.. 1998, 1839.. 1997 








Seq. No. 


21817 




Seq. ID 


OJ990305 03.9819.C18 


Gene No. 


* 45468 




Strand 


- 


Start 


430 




Lna 


1054 


Name 


OJ990305 03.9819.C18.ol 


.gp 


Method 




Start 


430 




hna 


1054 


GI 


15803 1.R1084 




Score 


1161 


Exons 


430. .1054 








GI Descrip- 


'3004558 l.Oe-42 {AC003673) 


peroxidase 


ATP22a [Arabidopsis 




thaliana] ' 








Seq. No. 


21817 




Seq. ID 


OJ990305_03;9819.C18 


Gene No. 


45468 




o Tirana 




Start 


430 




hna 


1054 


Name 


OJ990305 03.9819.C18.ol 


.gs 


Method 


GENSCAN 


Start 


653 




bna 


979 


GI 


none 




Score 


.78 


Exons 


653. .979 








Seq. No. 


21817 




Seq. ID 


OJ990305_03. 9819. C18 


Gene No./ 


45468 




Strand \ 






430 




End 


±UD4 


Name 


OJ990305 03.9819.C18.ol 


.np 


Method 


AAT/NAP 


Start 


656 




End 


1054 


GI 


1620369 




Score 


264 


Exons 


656. .1054 








GI Descrip. 


(Y08781J peroxidase ATP22a 


[Arabidopsis 


thaliana] 


Seq. No. 


21817 




Seq. ID 


OJ990305_03.9819.C18 


Gene No. 


45468 




Strand 




Start . 


430 




End 




Name 


OJ990305 03.9819.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


668 




End 


1053 


GI • 


none 




Score 


302 


Exons 


668. .700, 678. .986, 698 


..985, 933. .1022 


, 1027.. 1053, 1027.. 1050, 




1028.. 1051 








Seq. No. 


- 21817 




Seq. ID 


OJ990305_03.9819.C18 


Gene No. 


45468 




Strand 





22079 




start 


430 


End 


1054 




Name 


OJ990305 03.9819.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


689 


End 


985 




GI 


none 


Score 


166 




Exons 


689. .985, 708. .911 








Seq. No. 


21817 


Seq. ID 


OJ990305_03.9819. 


018 


Gene No. 




Strand 






Start 


430 


End 


1054 




Name 


OJ990305 03.9819.C18.ol.ts 


Method 


TBLASTX: Soybean 




Start 


704 


End 


985 




GI 


none 


Score 


135 




Exons 


704. .985, 705. .905 








Seq. No. 


21818 


Seq. ID 


OJ990305_03.9819. 


O20 


Gene No. 


45469 


Strand 


+ 




start 


1 


End 


14 bo 




Name 


OJ990305 03.9819.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1468 




GI 


5852093 


Score 


87 




Exons 


1..102, 1362. .1468 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


21819 


Seq. ID 


OJ990305_03.9819. 


021 


.Gene No. 


45470 


Strand 


+ 




Start 


1 


End 


1478 




Name 


OJ990305 03.9819.C21.ol.np 


Method 


AAT/NAP 




b Lart 


1 


End 


1478 




GI 


5441880 • 


Score 


765 




Exons 


1..401, 905. .1478 








GI Descrip. 


(AP000367) EST 028952(062945) 


corresponds to a region of 


the 




predicted gene.; Similar to maize transposon MuDR mudrA 


prot 




(AO003981) [Oryza sativa] 








Seq. No. 


21819 


Seq. ID 


OJ990305_03.9819. 


021 


Gene No . 


45470 


Strand 


+ 




Start 


1 


End 


1478 




Name 


OJ990305 03.9819.021.ol.gs 


Method 


GENSOAN 




Start 


.324 


End 


1055 




GI 


none 


Score 


.81 




Exons 


324.. 521, 905.. 1055 








Seq. No. 


21820 


Seq. ID 


OJ990305_03.9819. 


022 


Gene No. 


45471 


Strand 






o rar u 


1 


End 


859 




Name 


OJ990305 03.9819.022.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


859 




GI 


5042447 


Score 


621 




Exons 


1. .859 








GI Descrip. 


{AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


21820 


Seq. ID 


OJ990305_03.9819. 


022 


Gene No. 


45471 


Strand 






Start 


1 


End 


859 




Name 


OJ990305 03. 9819.022. ol.tm 


Method 


TBLASTX: Maize 




Start 


83 


End 


385 




GI 


none 


Score 


95 





22080 



Exons 



83.-385, 255, .371 



Seq. No. 21820 Seq. ID 

Gene No. 45471 Strand 

Start 1 End 

Name OJ990305_03 . 98 19 . C22 . ol . tw Method 

Start 266 End 

GI none Score 

Exons 266.-628, 267.. 596, 464.. 613 



OJ990305_03.9819-C22 
859 

TBLASTX: Wheat 

628 

136 



Seq- No- 21821 Seq, ID OJ990305_03 . 9819 . C23 

Gene No. 45472 Strand 

Start 1 End 1659 

Name OJ990305_03 . 9819 . C23 . ol . np Method AAT/NAP 

Start 1 End 1659 

GI 3004558 Score 266 

Exons 1..260, 1368.. 1565, 1639.. 1659 

GI Descrip. (AC003673) peroxidase (ATP22a) [Arabidopsis thaliana] 





Seq. No. 


21821 




Seq. ID 


OJ990305_03.9819.C23 




Gene No. 


45472 




Strand 






Start 


1 




End 


1659 




Name 


OJ990305 03.9819. 


C23.ol.tc 


Method 


TBLASTX: Cress 


3 


Start 


93 




End 


1565 




GI 


none 




Score 


142 




Exons 


93. .257, 94. .258, 


1356. .1502, 


1518. .1565 


: 1 


Seq. No. 


21821 




Seq. ID 


OJ990305_03.9819.C23 




Gene No. 


45472 




Strand 






Start 


1 




End 


1659 


II 


Name 


OJ990305 03.9819. 


C23.ol.gp 


Method 


AAT/GAP 




Start 


95 




End 


217 




GI 


15803 1.R1084 




Score 


210 


=3 


Exons 


95. .217 










GI Descrip. 


•3004558 l.Oe-42 


(AC003673) peroxidase 


ATP22a [Arabidopsis 






. thaliana] * 










Seq. No. 


21821 




Seq. ID 


OJ990305_03.9819.C23 


^£ 


Gene No. 


45472 




Strand 






Start- 


1 




*End 


1659 




Name 


OJ990305 03.9819. 


C23.ol.gs 


Method 


GENSCAN 




Start 


95 




End 


1559 




GI 


none 




Score 


.88 




Exons 


95. .260, 610. .653, 968. .1055, 


1368. .1559 



Seq. No. 21821 Seq. ID OJ990305_03 . 9819 . C23 

Gene No. 45472 Strand 

Start 1 End 1659 

Name " OJ990305_03 . 9819 . C23 . o2 . gp Method AAT/GAP 

Start 1446 End 1559 

GI 33840_1.R1084;,. Score 181 

Exons 1446.. 1559 

GI Descrip. ' 154 6706/emb | CAA67361 | 7.0e-17 (X98855) peroxidase ATP8a 

[Arabidopsis thaliana] >gi_5730127_emb_CAB524 61 . 1_ {AL109796) 
peroxidase ATP8a [Arabidopsis thaliana] * 



Seq. No. 



21822 



Seq, ID OJ990305_03. 9819.C24 



22081 




Gene No. 




ocranQ 


+ 




Start 


371 


End 


573 




Name 


OJ990305 03.9819.C24 .ol.gs 


Method 


GENSCAN 




Start 


371 


End 


573 




GI 


none 


Score 


.84 




Exons 


371. .573 








Seq. No. 


21822 


Seq. ID 


OJ990305_03. 


9819. C24 


Gene No. 




o rrana 






Start 


1467 


End 


2233 




Name 


OJ990305 03.9819.C24.o2.gs 


Method 


GENSCAN 




Start 


1467 


End 


2233 




GI 


none 


Score 


.77 




Exons 


1467.. 1631, 2036.. 2233 








Seq. No. 


21823 


Seq. ID 


OJ990305_03. 


9819. C25 


Gene No . 




o trana 


+ 




Start 


255 


End 


3871 




Name 


OJ990305 03. 9819. C25. ol.gs 


Method 


GENSCAN 




Start 


255 


End 


3871 




GI 


none 


Score 


.57 




Exons 


255.. 416, 1305.. 1496, 2998.. 


3158, 3316. 


.3.632, 3712. 


.3871 


Seq. No. 


21823 


• Seq. ID 


OJ990305_03. 


9819. C25 


_ _ XT _ 

Gene No. 


AZi AH C 


Strand 






Start 


4717 


End 


8604 




Name 


OJ990305 03.9819.C25.o2.gs 


Method 


GENSCAN 




Start 


4717 


End 


8604 




GI 


none 


Score 


.74 




Exons 


4717.. 4928, 5137.. 5423, 5711 


..5849, 6330. .6420, 8501. .8604 


Seq. No. 


21823 


Seq. ID 


OJ990305_03. 


9819. C25 


Gene No. 


45476 


Strand 






■Start 


4717 


End 


8604 




Name 


OJ990305 03.9819.C25.ol.gp 


Method 


AAT/GAP 




Start 


8086 


End 


8240 




GI 


3106672 


Score 


203 




Exons 


8086. .8240 








GI Descrip. 


5734616/cibj IAP000391.1IAP000391 7.0e-48 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 






Seq. No. 


21824 


Seq. ID 


OJ990305_03. 


9819. C26 


Gene No. 


45477 


Strand 


+ 




Start 


706 


End 


860 




Name 


OJ990305 03.9819.C26.ol.gp 


Method 


AAT/GAP 




Start 


706 


End 


860 




GI 


7406 1.R1084 


Score 


207 




Exons 


706. .860 








GI Descrip. 


•»1122315/emb|CAA63901| 7.0e- 


10 {X94191) 


heat shock 


protein 1 




[Pennisetum glauciam] ' 








Seq. No. 


21825 


Seq. ID 


OJ990305_03. 


9819. C27 


Gene No. 


45478 


Strand 






Start 


1 ' 


End 


265 




Name 


OJ990305 03.9819.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


265 




GI 


5922634 


Score 


92 





22082 




Exons 1..94, 166.. 265 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi|6016867|dbj |BAA85210,1I (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


21825 








Seq. ID 


OJ990305_ 


03. 


9819 


.C27 


Gene No. 


45479 








Strand 










Start 


2136 








End 


3366 








Name 


OJ990305 03 


.9819. 


C27.02. 


np 


Method 


AAT/NAP 








Start 


2136 








End 


3366 


















Score 


87 








Exons 


2136. .2219, 


3282. 


.3366 














GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


21826 








beq. iu 




uo . 


Q Q 1 Q 

y o 1 y 




Gene No. 


45480 








btrana 










Start 


1330 








bna 


1 A an 








Name 


OJ990305 03 


.9819. 


C28.01. 


gs 


Method 


GENSCAN 








b tar L 










End 


1467 








GI 


none 








Score 


. Do 








Exons 


1330. .1467 


















Seq. No. 


21827 








beq. lu 


uj y y uouo 


n "5 
Uo . 


y o 1 y 


. y 


Gene No. 


45481 








b urana 


+ 








Start 


1344 








Lna 


on r\ A 








Name 


OJ990305_03 


.9819. 


C29.01. 


gp 


Method 


AAT/GAP 








o car L 


1 "3 / ^ 








End 


2704 








GI 


none 








Score 


1 T 

1 bo J 








Exons 


1344. .1779, 


o o 
















Seq. No. 


21828 








beq, iu 


UJ y y uouo 


Uo . 


Q O 1 Q 

yy ly 




Gene No. 


45482 








btrano 


+ 








Start 


970 








hna 


1 n tr Q 








Name 


OJ990305_03 


.9819. 


CoO . Ol . 


gs 


Method 


T7* XT O O 7\ XT 

GENSCAN 








o tar u 


y / u 








End 


1058 








GI 


none 








Score 


■.9 








Exons 


970. .1058 . 


















Seq. No. 


21829 








. Seq. ID 


OJ990305_ 


03. 


9819 


.C31 


Gene No. 


45483 








' Strand 


+ 








Start 


1407 








End 


1893 








Name 


OJ990305 03 


.9819. 


C31.01. 


gs 


Method 


GENSCAN 








Start 


1407 








End 


1893 








GI 


none 








Score 


.76 








Exons 


1407. .1463, 


1657. 


.1893 














Seq. No. 


21830 








Seq. ID 


OJ990305_ 


03. 


9819 


.C32 


Gene No. 


45484 








Strand 










Start 


63 








End 


754 








Name 


OJ990305 03 


.9819. 


C32.01. 


gp 


Method 


AAT/GAP 








Start"^, - , , 


63 






End 


697 








GI 


15803 1.R1084 






Score 


1171' 








Exons 


63. .697 



















GI Descrip. '3004558 l.Oe-42 (AC003673) peroxidase ATP22a [Arabidopsis 
thaliana] ' 

Seq. No. 21830 Seq. ID OJ990305_03 . 98 19 . C32 



22083 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



45484 Strand 

63 End 

OJ990305_03 .9819 . C32 . ol . tc Method 

281 End 

none ^Score ■ 



754 

TBLASTX: Cress 

694 

149 



281. .343, 335. .628, 336. .593, 646. .693, 662. .694 



Seq. No. 21830 Seq. ID 

Gene No. .45484 Strand 

Start 63 End 

Name OJ990305_03 . 9819 . C32 . ol . gs Method 

Start 284 End 

GI none Score 

Exons 284.. 610 



OJ990305_03.9819.C32 
754 

GENSCAN 
610 
. 65 



Seq. No. 


21830 




Seq. ID 


OJ990305_03.9819 


.C32 


Gene No. 


45484 




Strand 






Start 


63 




End 


754 




Name 


OJ990305 


03.9819.C32.ol.np 


Method 


AAT/NAP 




Start 


287 




End 


754 




GI 


.1620369 




Score 


319 




Exons 


287. .754 










GI Descrip. 


(Y08781) 


peroxidase ATP22a 


[Arabidopsis 


t ha liana] 




Seq. No. 


21830 ' 




Seq. ID 


OJ99b305_03.98r9 


.C32 


Gene No. 


45484 




Strand 






Start 


63 




End 


754 




Name 


OJ990305 


03.9819.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


299 




End 


699 




GI 


none 




Score 


338 




Exons 


299. .331, 


309. .617, 329. .616, 434. .619, 


564. .620, 626.. 


694, 



627. .695, 634. .693, 646. .699 



Seq. No. 21830 Seq. ID 

Gene No. 45484 Strand 

Start 63 End 

Name OJ990305_03 . 9819 . C32 . ol . ts Method 

Start 335 End 

GI hone ' Score 

Exons 335.. 616, 336.. 617 



OJ990305_03.9819.C32 
754 

TBLASTX : Soybean 

617 

173 



Seq. No. 21831 

Gene No. 45485 

Start 71 

Name OJ990305_03 . 9819 .C33 . ol . gs 

Start 71 

GI none 

Exons 71.. 373, 609.. 692, 771.. 1057 



Seq. ID OJ990305_03. 9819.C33 

Strand + 

End 1057 

Method GENSCAN 

End 1057 

Score • .97 



Seq. No. 21832 

Gene No. 45486 

Start .'830 

Name OJ990305_03 . 98 19 . C36 . ol . tm 

Start 800 

GI none 
Exons 



Seq. ID OJ990305_03.9819.C36 



Strand 
End 

Method 

End 

Score 



+ 

2838 

TBLASTX: Maize 

2387 

215 



800. .1045, 802. .1047, 919. .1059, 1172. .1372, 1177. .1368, 
1274. .1369, 1299. .1373, 1302. .1382, 2275. .2343, 2276. .2386, 



22084 



2277. .2387 



Seq. No. 


21832 




Seq. ID 


OJ990305_03.9819.C36 


Gene No. 


45486 




Strand 


+ 


Start 


830 




End 


2838 


Name 


OJ990305 03.9819.C36.ol 


.gs 


Method 


GENSCAN 


Start 


830 




End 


2436 


GI 


none 




Score 


.99 


Exons 


830. .1138, 1178. .1375, 


2277. 


.2436 




Seq. No. 


21832 




Seq. ID 


OJ990305_03. 9819.C36 


Gene No. 


45486 




Strand 


+ 


oL.aru 


830 




End 


^ 0 J 0 


Name 


OJ990305 03.9819.C36.ol 


.np 


Method 


AAT/NAP 


Start 


830 




End 


2838 


GI 


1546706 




Score 


404 


Exons 


830. .1048, 1178. .1375, 


2277. 


.2838 




GI Descrip. 


(X98855) peroxidase ATP8a [Arabidopsis 


thaliana] 




gi 1 5730127 lamb ICAB524 61 


.11 (AL109796) 


peroxidase ATP8a 




[Arabidopsis thaliana] 








Seq. No. 


21832 




Seq. ID 


OJ990305_03.9819.C36 


Gene No. 


45486 




Strand 


+ 


Start 


830 




End 


2838 


Name 


OJ990305 03.9819.C36.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


854 




End 


2438 


GI 


none 




Score 


160 


Exons 


854. .1048, 1172. .1222, 


1238. 


.1369, 1246. .1368, 2268. .2345, 




2270.. 2344, 2349.. 2438, 


2351 


. .2437 




beq. NO. 


21832 




Seq. ID 


OJ990305_03.9819.C36 


Gene No. 


45486 




Strand 


+ 


Start 


830 




End 


2838 


Name 


OJ990305 03.9819.C36.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


899 




End 


2438 


GI 


none 




.Score 


133 


Exons 


899.. 1048, 1172. .1219, 


1211. 


.1369, 1237.. 1362, 2277,. 2345, 




2348. .2437, 2349. .2438, 


2367 


. .2438 




Seq. No. 


21832 




Seq. ID 


OJ990305_03.9819.C36 


Gene No. 


45486 




Strand 


+ 


Start 


830 




End 


2838 


Name 


OJ990305 03.9819.C36.ol 


.gp 


Method 


AAT/GAP 


Start 


971 




End 


2438 . 


GI 


uC-osflM202054gl0bl 




Score 


806 


Exons 


971. .1048, 1178. .1375, 


2277. 


.2438 





GI Descrip. ' 154 6706/emb | CAA67361 | 3.0e-45 (X98855) peroxidase ATP8a 



[Arabidopsis thaliana] >gi_5730127_emb_CAB524 61 . 
peroxidase ATP8a [Arabidopsis thaliana] ' 



(AL109796) 



Seq. No. 21833 Seq. ID 

*Gene No. 45487 Strand 

Start 164 End 

Name OJ990305_03 . 9819 . C37 . ol . gs Method 

Start 164 End 

GI none Score 

Exons 164.. 315 



OJ990305_03. 9819.C37 
+ 

315 

GENSCAN 
315 
. 85 



22085 



Seq, No. 21834 Seq. ID OJ990305_03 . 9819 . C38 

Gene No. 45488 Strand + 

Start 1 End 1325 

Name OJ990305_03 . 9819 .C38 .ol . np Method AAT/NAP 

Start 1 End 1322 

GI 6498441 Score 1269 

Exons 1..947, 1041.. 1322 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 21834 Seq. ID 

Gene No. 45488 Strand 

Start 1 End 

Name OJ990305_03 . 9819 .C38 . ol . gs Method 

Start 554 End 

GI none Score 

Exons 554 . . 1325 



OJ990305_03.9819.C38 
+ 

1325 
GENSCAN 
1325 
. 92 



Seq. No. 21834 Seq. ID 

Gene No. 45489 Strand 

Start 1484 ' End 

Name OJ996305_03 . 9819. C38 . ol . gp Method 

Start 1484 ' End 

GI 2428323 Score 

Exons 1484.. 1945 

GI Descrip. '5803242/dbj | AP000399 . 1 1 AP000399 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



OJ990305_03.9819.C38 
+ 

1945 . 
AAT/GAP 
1945 
846 



Seq. No. 


21834 






Seq. ID 


OJ990305_03.9819 


.C38 


Gene No. 


45490 






Strand 






Start 


1953 






End 


2629 




Name 


OJ990305 03.9819.C38 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


480 






End 


728 




GI 


none 






Score 


11-3 




Exons 


480. .617, 615. .728 












Seq. No. 


21834 






Seq. ID 


OJ990305_03.9819 


.C38 


Gene No. 


45490 






Strand 






Start 


1953 






End 


2629 




Name 


OJ990305 03.9819.C38 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


546 






End 


911 




GI 


none 






Score 


306 




Exons 


546. .905, 548. .676, 


645 


. .911 








Seq. No. 


21834 






Seq. ID 


OJ990305_03.9819 


.C38 


Gene No. 


45490 






Strand 






Start 


1953 






End 


2629 




Name 


OJ990305 03.9819.C38 


.o2 


.gs 


Method 


GENSCAN 




Start 


1953 






End 


2497 




GI . 


none 






Score 


.93 




Exons 


1953. .2497 












Seq. No. 


21834 






Seq. ID 


OJ990305_03.9819 


.C38 


Gene No. 


45490 






Strand 






Start 


1953 






End 


2629 





22086 



Name 


OJ990305 '03.9819.C38.o2 


. np Method 


AAT/NAP 


Start 


1956 


End 


2629 


GI 


5803259 


Score 


1000 


Exons . 


1956. .2629 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21835 


Seq. ID 


OJ990305 


Gene No. 


45491 


Strand 




O CaJ. t. 


X 






Name 


OJ990305 03.9819.C*39'.ol 


. np Method 


AAT/NAP 


start 


1 


End 


1147 


GI 


5803259 


Score 


1336 


Exons 


1. .1147 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21836 


Seq. ID 


OJ990305 


Gene No. 


45492 


Strand 


+ 


Start 


1 


End 


1139 


Name 


OJ990305 03.9819.C40.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


1139 


GI 


5441880 


Score 


1408 


Exons 


1. .912/ 1117. .1139 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



21836 
45492 
1 

OJ990305_03.9819.C40.ol.tm 

468 

none 



Seq. ID OJ990305_03.9819.C40 

Strand + 

End 1139 

Method TBLASTX: Maize 

End 1064 

Score 93 



468. .596, 476. .574, 630.. 929, 647. .868, 993. .1064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ990305_03'.9819.C40 

Strand + 

End 1139 

Method AAT/GAP 

End 942- 

Score 841 



21836 
45492 
1 

OJ990305_03.9819.C40.ol.gp 
511 

5701669 
511. .942 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC00398I) [Oryza sativa] 



21836 
45492 
1 

OJ990305_03. 9819.C40.ol.tw 

762 

none 



Seq. ID OJ990305_03. 9819.C40 

Strand + 

End 1139 

Method TBLASTX : Wheat 

End ... 1082 

Score ' '204 



762. .968, 762. .956, 962. .1081, 966. .1082 



21837 
45493 
1 

OJ990305 03.9819.C42.ol.np 



Seq. ID OJ990305_03. 9819.C42 
Strand 

End 632 

Method AAT/NAP 



22087 




start 1 End 632 

GI 2117624 Score 365 

Exons 1..80, 225.. 632 

GI Descrip. peroxidase (EC 1.11.1.7) 2 - alfalfa gi | 971564 | emb I CAA62228 | 
(X90695) peroxidase2 [Medicago sativa] 



Seq. No. 21837 Seq. ID 

Gene No. 45493 Strand 

Start 1 End 

Name OJ990305_03 . 9819 . C42 . ol . gs Method 

Start 15 End 

GI none Score 

Exons 15.. 159, 225.. 632 



OJ990305_03.9819.C42 
632 

GENSCAN 

632 

.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21837 Seq. ID 

45494 Strand 

28 69 End 
OJ990305_03 . 98 1 9 . C42 . ol . tm Method 

3 End 

none Score 

3. .80, 17..82, 225. .614, 226. .615 



OJ990305_03.9819.C42 
4992 

TBLASTX: Maize 

615 

91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21837 
45494- 
2869 

OJ990305_03.9819.C42.ol.tw 
12 

none 



Seq. ID OJ990305_03. 9819.C42 
Strand 
End 

Method 
End 
Score 



4992 

TBLASTX: Wheat 

590 

62 



12. .80, 13. .90, 225. .287, 230. .292, 357. .590, 400. .447, 499. .549 



Seq. No. 


21837 




Seq. ID 


OJ990305_03.9819. 


C42 


Gene No. 


45494 




Strand 






Start 


2869 




End 


4992 




Name 


OJ990305 03. 


.9819.C42.ol.tc 


Method 


TBLASTX: Cress 




Start 


13 




End 


608 




GI 


none 




Score 


65 




Exons 


13. .81, 24., 


.80, 225.-368, 226 


..366, 378. .608, 409. .585 




Seq. No. 


21837 




Seq. ID 


OJ990305_03.9819. 


C42 


Gene No. 


45494 




Strand 






Start 


2869 




End 


4992 




Name 


OJ990305 03, 


.9819.C42.ol.ts 


Method 


TBLASTX : Soybean 




Start 


24 




End 


632 




GI 


none 




Score 


125 




Exons 


24. .80, 225. 


, .401, 232. .402, 393. . 632, 


409. .537 




Seq. No. 


21837 




Seq. ID 


OJ990305_03.9819. 


C42 


Gene No. 


45494 




Strand 






Start 


2869 




End 


4992 




Name 


OJ990305 03. 


,9819.C42.o2.gs 


Method 


GENSCAN 




Start 


2869 




End 


4992 




GI 


none 




Score 


.71 




Exons 


2869. .2874, 


3798.. 3939, 4946. 


.4992 






Seq. No. 


21838 . 




Seq. ID 


OJ990305 03.9819. 


C44 


Gene No. 


45495 




Strand 


+ 




Start 


599 




End 


752 





22088 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990305_03 . 9819 . C4 4 . ol . np Method AAT/NAP 
599 End 752 

5803259 Score 220 

599. .752 

(AP000399) hypothetical protein [Oryza sativa] 



21838 
45496 
554 

OJ990305_03.9819.C44.ol.gs 

554 

none 

554. .690 



Seq. ID OJ990305_03.9819.C44 
Strand 

End 690 

Method GENSCAN 

End 690 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21839 
45497 
83 

OJ990305_03.9819.C4 6.ol.gs 
83 

none 

83.. 191, 664.. 713 



Seq. ID OJ990305_03.9819.C46 
Strand 

End 713 

Method GENSCAN 

End 713 

Score .8 



21840 
45498 

1 * 

OJ990305_03. 9819. 047. ol.gp 
1 

1517_1.R1084 
1..118, 266. .725 

•5852170/emb|AL117265.1|OST17804 l.Oe-50 Oryza sativa 
indica(GLA4) genomic DNA/ chromosome 4, BAC clone : tl7804 ' 



Seq. ID OJ990305_03.9819.C47 

Strand • + 

End 725 

Method AAT/GAP 

End 725 

Score 1108 



21840 
45498 
1 

OJ990305_03.9819.C47.ol.np 
1 

4538920 
1. .118, 266.-454 

(AL049483) nitrogen fixation "like protein [Ar^abidopsis thaliana] 



Seq. ID OJ990305_03.9819.C47 

Strand + 

End 725 

Method AAT/NAP 

End 454 

Score 336 



21840 
45498 
1 

OJ990305_03.9819.C47.ol.ts 
1 

none 



Seq. ID OJ990305_03.9819.C47 

Strand + 

End 725 

Method TBLASTX : Soybean . 

End 456 

Score 153 



1..90, 2. .127, 263. .448, 263. .424, 265. .456 



21840 ' 
45498 
1 ' 

OJ990305_03.9819.C47.o2.tw 
1 

none 



Seq. ID OJ990305_03.9819.C47 

Strand .+ 

End 725 

Method TBLASTX : Wheat 

End 456 

Score 128 



1..87, 2. .136, 256. .456, 257. .448, 265. .456 



22089 




Seq. No. 


- 21840 








Seq. ID 


OJ990305_03. 


9819. 


C47 


Gene No. 


A c A no 

454 98 








Strand 


+ 






Start 


1 








End 


725 






Name 


OJ990305 03. 


9819. 


C47.01 


.gs 


Method 


GENSCAN 






Start 


11 








End 


457 ' 






GI 


none 








Score 


.98 






Exons 


11. .118, 266 


.457 












Seq. No. 


21840 








Seq. ID 


OJ990305 03. 


9819. 


C47 


Gene No. 


45498 








Strand 


■ + 






Start 


1 








End 


725 






Name 


OJ990305 03. 


ft O 1 ft 

9819 . 


C47.01 


.tc 


Method 


TBLASTX: Cress 




Start 


26 








End 


507 






GI 


none 








Score 


43 






Exons 


26. .70, 74.. 


136, 


263. .478, 263. .475, 265. .507 






Seq. No. 


21840 








Seq. ID 


OJ990305_03. 


9819. 


C47 


Gene No. 


45499 








Strand ' 








Start 


1489 








End 


1741 






Name 


OJ990305 03. 


9819 . 


C47 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1489 








End 


1741 






GI 


none • 








Score 


286 






Exons 


1489. .1740, 


1492 . 


. 1740., 


1496 . 


. 1741 








Seq. No. 


21841 








Seq. ID 


OJ990305_03. 


9819.. 


C48 


Gene No. 


45500 








Strand 


_ 






Start 


15 








End 


1066 






Name 


OJ990305 03. 


9819 . 


C48 . ol . 


.gs 


Method 


GENSCAN 






Start 


15 








End 


1066 






GI 


none 








Score 


. 69 






Exons 


15. .1066 
















Seq. No. 


21842 








Seq. ID 


OJ990305_03. 


9819. 


C49 


Gene No. 


45501 








Strand 


+ 






Start 


1060 








End 


2203 






Name 


OJ990305 03. 


9819 . 


C49.01, 


. gs 


1 its 


GENSCAN 






Start 


1060 








End 


2203 






GI 


none 








Score 


.9 






Exons 


.1060. .1183, 


1280 . 


.1500, 


1817. 


.2203 








Seq. No. 


21842 








Seq. ID 


OJ990305_03. 


9819. 


C49 


Gene No. 


45502 








Strand 








Start 


2651 








End 


2857 






Name 


OJ990305. 03. 


9819. 


C49.02. 


.gs 


Method 


GENSCAN 






Start 


2651 








End 


2857 






GI 


none 








Score 


.66 






Exons 


2651. .2857, 
















Seq. No. 


21843 








Seq. ID 


OJ990305_03. 


9819. 


C50 


Gene No. 


45503 








Strand 


+ 






Start 


94 








End 


2074 






Name 


OJ990305 03. 


9819. 


C50.O1, 


.gs 


Method 


GENSCAN 






Start 


94 








End 


2074 






GI 


none 








Score 


.51 






Exons 


94.. 993, 1090.. 2074 












Seq. No. 


21844 








Seq. ID 


,OJ990305_03. 


9819. 


C51 



22090 



Gene No. 45504 Strand + 

Start 80 End 657 

Name OJ990305_03. 9819.C51 .ol .gs Method GENSCAN 

Start 80 End 657 

GI none Score . 68 

Exons 80.. 370, 638.. 657 



Seq. No. 21844 Seq. ID 

Gene No. 45505 Strand 

Start 1148 End 

Name OJ990305_03. 9819.C51.o2.gs Method 

Start 1148 End 

GI none Score 

Exons 1148.. 1297 



OJ990305_03.9819.C51 

1297 
GENSCAN 
1297 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21845 Seq. ID 

45506 Strand 

136 End 
OJ990305_03 . 98 19 . C52 . ol . gs Method 

136 End 

none , Score 

136.. 191, 1646.. 1868, 2051. .2202 

21845 Seq. ID 

^45507 Strand 

3069 End 
OJ990305_03. 9819.C52.o2.gs Method 

3069 End 

none Score 
3069. .3719 



OJ990305_03.9819.C52 
+ 

2202 
GENSCAN 
2202 
.79 



OJ990305_03.9819.C52 
+ 

3719 
GENSCAN 
3719 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21845 
45508 
3697 

OJ990305_03.9819.C52.ol.tm 

3016 

none 



Seq. ID OJ990305_03.9819.C52 
Strand 
End 

Method 
End 
Score 



+ 

4023 

TBLASTX: Maize 

3386 

114 



3016. .3165, 3054. .3185, 3111. .3386, 3196.. 3375 



21845 
45508 
3697 

OJ990305_03 . 98 19 . C52 . o2 . tm 

3628 

none 

3628.. 3690, 3629.. 3697, 3700. 
3705.. 3869, 3723.. 3869 

21845 
45508 
3697 

OJ990305_03.9819.C52.ol.gp • 

3697 

none 

3697. .4023 



Seq. ID OJ990305_03.9819.C52 

Strand + 

End 4 023 

Method TBLASTX : Maize 

End 3869 

Score 81' 

.3867, 3704. .3763, 3704. .3868, 



Seq. ID OJ990305_03. 9819.C52 

Strand + 

End 4023 

Method 7VAT/GAP 

End 4023* 

Score 617 



Seq. No. 



21846 



Seq. ID OJ990305_03.9819.C53 



22091 



Gene No. 45509 Strand 

Start 1 End 

Name OJ990305_03 . 9819 .C53 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..2259 

GI Descrip, (AF111709) polyprotein [Oryza 

Seq. No. 21846 * Seq. ID 

Gene No. 45509 Strand 

Start 1 End 

Name OJ990305_03 . 9819 . C53 . o3 . tw Method 

Start 69 End 

GI none Score 

Exons 69. .434, 72. .440, 79. .441 



2259 
AAT/NAP 
2259 
3158 



sativa subsp. indica] 



OJ990305_03.9819.C53 
2259 

TBLASTX: Wheat 

441 

213 



Seq. No. 21846 Seq. ID 

Gene No. 45509 Strand 

Start 1 End 

Name OJ990305_03 . 98 19 . C53 . o2 . tm Method 

Start 162 End 

GI none Score 

Exons 162.. 470, 165.;482, 220. .471 



OJ990305_03.9819.C53 
2259 

TBLASTX: Maize 

482 

177 



Seq. No. 21846 ' Seq. ID 

Gene No. 45509 Strand 

Start 1 End 

Name OJ990305_03 . 9819 . C53 . ol . gs Method 

Start 357 End 

GI none Score 

Exons 357.. 2093 



OJ99030:5_03.9819.C53 

2259 
GENSCAN 
2093 
.89 



Seq. No. 21846 Seq. ID 

Gene No. 45509 Strand 

Start 1 End 

Name OJ990305_03 . 9819 . C53 . o2 . ts Method 

Start 398 End 

GI none Score 

Exons .398.. 580, 399.. 659, 400.. 654 



OJ990305_03.9819.C53 
2259 

TBLASTX: Soybean 

659 

150 



Seq. No. 21846 Seq. ID 

Gene No. 45509 Strand 

Start 1 End 

Name OJ990305_03 . 9819 . C53 . ol . to Method 

Start 423 End 

GI none Score 

Exons 423. .566, 424. .564, 567. .740 



OJ990305_03.9819.C53 
2259 

TBLASTX: Cress 

740 

85 



Seq. No. 21846 

Gene No. 45509 

Start 1 

Name OJ990305_03 . 9819 . C53 . ol . tw 

Start 447 

GI none 

Exons 447.. 1025, 448.. 1014 

Seq. No. 21846 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990305_03.9819.C53 
2259 

TBLASTX: Wheat 

1025 

330 



Seq. ID OJ990305_03.9819.C53 



22092 




Gene No." - 45509 

Start 1 

Name OJ990305_03 . 9819.C53.o4 . tm . 

Start 483 

GI none 

Exons 483.. 797, 484.. 687, 633.. 773 

Seq. No. 21846 

Gene No. 45509 

Start 1 

Name OJ990305_03 .9819. C53 . ol . tm 

Start 1005 

GI none 

Exons 1005.. 1367, 1014.. 1367, 1018 

Seq. No. 21846 

Gene No. 45509 

Start 1 

Name OJ990305_03 .9819. C53 . o2 . tw 

Start 1026 

GI none 

Exons 1026.. 1439, 1027.. 1407, 2057 

Seq. No. 2i846 

Gene No. 45509 

Start 1 

Name OJ990305_03 . 9819.C53.o3. ts 

Start 1188 

GI none 

Exons 1188.. 1433, 1189.. 1416 

Seq. No. 21846 

Gene No. 45509 

Start 1 

Name OJ990305_03 . 9819.C53 .o3 . tm 

Start 1404 

GI none 

Exons 1404.. 1718, 1447.. 1497, 1525 

Seq. No. 21846 

Gene No. 45509 

Start 1 

Name OJ990305_03 . 9819 . C53 . o5 . tw 

Start 1440 

GI none 

Exons 1440.. 1688, 1446.. 1691, 1456 

Seq. No. 21846 

Gene No. 45509 

Start 1 

Name OJ990305_03 .9819. C53 . ol . ts 

Start ,1455 

GI none 

Exons 1455.. 1727, 1455.. 1814, 1456 
1818. .1850, 1819. .1848 

Seq. No. 21846 




Strand 








End 


2259 






Method 


TBLASTX: 


Maize 




End 


797 






Score 


96 






Seq. ID 


OJ990305 


_03.9819 


.C53 


Strand 








End 


2259 






Method 


TBLASTX: 


Maize 




End 


1368 






Score 


181 






1368 








Seq. ID 


OJ990305 


_03.9819 


.C53 


Strand 








End 


2259 






Method 


TBLASTX: 


Wheat 




End 


2119 






Score 


358 






2119 








Seq. ID 


OJ990305 


_03.9819 


.C53 


Strand 








End 


2259 






Method 


TBLASTX: 


Soybean 




End 


1433 






Score 


89 






Seq. ID 


OJ990305 


_03.9819 


.C53 


Strand 








End 


2259 






Method 


TBLASTX: 


Maize 




End 


1904 






Score 


50 






1578, 1725. .1904, 


1750. .1896 


Seq. ID 


OJ990305 


_03.9819 


.C53 


Strand 








End 


2259 






Method 


TBLASTX: 


Wheat 




End 


1692 






Score 


133 






1692 








Seq. ID 


OJ990305 


_03.9819 


.C53 


Strand 








End 


2259 






Method 


■ TBLASTX: 


Soybean 




End 


1850 ■ 






Score 


117 






1746, 1774.. 1812, 


1781. .1813, 


Seq. ID 


OJ990305 


_03. 9819- 


.C53 



22093 



Gene No. 45509 

Start 1 

Name OJ990305_03. 9819.C53.o4 .tw 

Start 1694 

GI none 

Exons 1694., 1882, 1695 
1921.. 2001, 1983 



Strand 
End 

Method 

End 

Score 



2259 

TBLASTX: Wheat 

2054 

65 



1811, 1711. .1905, 1716. .1913, 1917. .2000, 
2054 



Seq. No. 21846 Seq. ID 

Gene No. 45509 Strand 

Start 1 End 

Name OJ990305_03 . 9819. C53 . o2 . tc Method 

Start 1827 End 

GI none Score 

Exons 1827.. 2144 



OJ990305_03.9819.C53 
2259 

TBLASTX: Cress 

2144 

180 



Seq. No. 21846 Seq. ID 

Gene No. 45509 Strand 

Start ' 1 End 

Name OJ990305_03 . 9819 . C53 . o5 . tm Method 

Start 1972 End 

GI none Score 

Exons 1972.. 2202, 1974.. 2165 



OJ990305_03.9819.C53 
2259 

TBLASTX: Maize 

2202 

152 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21847 Seq. ID OJ990305_03 , 9819 . C55 - 

45510 Strand + 

1439 End 2494 

OJ990305_03. 9819.C55.ol.np Method AAT/NAP 

1439 End 2494 

4580469 Score 331 

1439. .1953, 2101. .2342, 2370. .2494 

(AC006081) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 21847 

Gene No. 45511 

Start 2962 

Name OJ990305_03 . 9819 . C55 . ol , tm 

Start 1556 

GI none 
Exons 



Seq. ID OJ990305_03,9819.C55 



Strand 
End 

Method 

End 

Score 



3102 

TBLASTX: Maize 

1933 

86 



1556. .1633, 1562. .1609, 1701. ,1769, 1732. .1911, 1796. .1933 



Seq. No. 


21847 








Seq. ID 


OJ990305_03.9819 


.C55 


Gene No. 


45511 








Strand 






Start 


2962 








End 


3102 




Name 


OJ990305 03. 


9819 


.C55.01 


.tc 


Method 


TBLASTX: Cress 




Start 


1711 








End 


1933 




GI 


none 








Score 


289 




Exons 


1711. .1911, 


1712 


.1933 










Seq. No. 


21847 








Seq. ID 


OJ990305_03.9819 


,C55 


Gene No. 


45511 








Strand 






Start 


2962 








End 


3102 




Name 


OJ990305 03. 


9819 


C55.01 


. ts 


Method 


TBLASTX : Soybean 




Start 


1712 








End 


1957 




GI 


none 








Score 


349 




Exons 


1712. .1933, 


1714 


.1911, 


1715. 


.1957 







22094 



Seq. No. 21847 , Seq. ID 

Gene No. 45511 Strand 

Start 2962 End 

Name OJ990305_03 .9819. C55 . o2 . gs Method 

Start 2962 End 

GI none Score 

Exons 2962.. 3102 



OJ990305_03. 9819.C55 

3102 
GENSCAN 
3102 
.4 



Seq. No. 21848 Seq. ID OJ990305_03 . 9819 . C57 

Gene No. 45512 Strand + 

Start 158 End 1260 

Name OJ990305_03. 9819.C57.ol.np Method AAT/NAP 

Start 158 End 1260 

GI 4586576 Score 256 

Exons 158.. 503, 1165.. 1260. 

GI Descrip. (AB024992) multidrug resistance protein [Cicer arietinum] 



Seq. No. 21848 

Gene No. 45512 

Start 158 

Name OJ990305_03. 9819.C57.ol .gs 

Start 173 

GI none 

Exons 173.. 500 . . 



Seq. ID OJ990305_03.9819.C57 

Strand + 

End 1260 

Method GENSCAN 

End 500 

-Score .87 



Seq. No. 21848 

Gene No. 45512 

Start 158 

Name OJ990305_03 . 9819. C57 . ol , 

Start 205 

GI none 

Exons 205.. 267, 206.. 286, 227, 

Seq. No. 21848 

Gene No. 45512 

Start 158 

Name OJ990305_03 . 9819 . C57 . ol , 

Start 281 

GI none 

Exons 281.. 496, 331.. 504, 353, 

Seq. No. 21849 

Gene No. 45513 

Start 261 

Name OJ990305_03 . 9819 . C58 . ol . 

Start 261 

GI none 

Exons 261.. 653 



tm 



Seq. ID OJ990305_03. 9819.C57 

Strand + 

End 1260 

Method TBLASTX : Mai ze 

End 504 

' Score 66 



.502, 331. .504, 353. .502 

Seq. ID OJ990305_03. 9819.C57 



Strand 
End 

ts Method 
End 
Score 

.502 



gs 



+ 

1260 

TBLASTX : Soybean 

504 

183 



Seq. ID OJ990305_03. 9819.C5E 
Strand 

"End 653 

Method GENSCAN 

End 653 

Score .59 



Seq. No. 21850 Seq. ID 

Gene No. ■ 45514 Strand 

Start 23 End 

Name OJ990305_03 . 98 19 . C59 . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 221, 278.. 294 



OJ990305_03. 9819.C59 
+ 

294 

GENSCAN 

294 

.62 



22095 



Seq. No. 


21851 








Seq. ID 


OJ990305_03. 9819 


C60 


Gene Np. 


45515 








Strand 


+ 




Start 


120 








End 


684 




Name 


OJ990305 


03.9819.060 


.ol 


. gp 


Method 


AAT/GAP 




Start 


120 








- End 


684 




GI 


4107141 








Score 


1007 




Exons' 


120. .684 














Seq. No. 


21852 


- 






Seq. ID 


OJ990305_03. 9819. 


061 


Gene No. 


45516 








Strand 


+ 




Start 


123 








End 


111 




Name 


OJ990305 


03. 9819.061 


.ol 


. gs 


Method 


GENSOAN 




Start 


123 








End 


422 




GI 


none 








Score 


.9 




Exons 


123. .422 














Seq. No. 


21852 








Seq. ID 


OJ990305 03.9819, 


061 


Gene No. 


45516 








Strand 


+ 




Start 


123 








End 


777 




Name 


OJ990305 


03.9819.061 


.ol 


. np 


Method 


AAT/NAP 




Start 


135 








End 


777 




GI 


3901012 








Score 


143 




Exons 


135. .428, 


662. .777 












GI Descrip. 


(AJ130885 


) xyloglucan enSotransglycosylase 1 [Fagus sylvatica 


Seq. No. 


21852 








Seq. ID 


OJ990305_03.9819. 


061 


Gene No. 


45516 








Strand 


+ 




Start 


123 








End 


777 




Name 


OJ990305 


03.9819.061 


.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


224 








End 


579 




GI 


none 








Score 


201 




Exons 


224. .271, 


225. .428, 


335 


. .412, 


541. .579 






Seq. No. 


21852 








Seq. ID 


OJ990305_03.9819. 


061 


Gene No. 


45516 








Strand 


+ 




.Start 


123 








End 


777 




Name 


OJ990305 


03. 9819.061 


.ol 


.tc 


Method 


TBLASTX :Oress 




Start 


225 








End 


428 




GI* 


none 








Score 


187 




Exons 


225. .428, 


335. .412 












Seq. No. 


21852 








Seq. ID 


OJ990305_03.9819. 


061 


Gene No. 


45516 








Strand 


+ 




Start 


123 








End 


777 




Name 


OJ990305 


03.9819.061 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


225 








End 


428 




GI 


none 








Score 


194 




Exons 


225. .428 














Seq. No. 


21853 








Seq. ID 


OJ990305_03.9819. 


062 


Gene No. 


45517 








Strand 


+ 




Start 


47 








End 


282 




Name 


OJ990305 


03.9819.062 


.ol 


. gs 


Method 


GENSOAN 




Start 


47 








End 


282 




GI 


none 








Score 


.52 




Exons 


47. .282 















22096 



Seq. No. 


21853 


Seq. ID 


OJ990305_03.9819. 


C62 


Gene No. 


45518 


Strand 






Start 


694 


End 


1042 




Name 


OJ990305 03.9819.C62.ol.np 


Method 


AAT/NAP 




Start 


577 


End 


930 




GI 


2459439 


Score 


146 




Exons 


577. .930 








GI Descrip. 


{AC002332) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21853 


Seq. ID 


OJ990305_03.9819. 




Gene No. 


45518 


Strand 






Start 


694 


End 


1042 




Name 


OJ990305 03. 9819 .C62 . o2 . gs 


Method 


GENSCAN 




Start 


694 


End 


1042 




GI 


none 


Score 


.96 




Exons 


694 . . 835, 867 . . 1042 








Seq. No. 


21853 


Seq. ID 


OJ990305_03.9819. 


C62 


Gene No. 


45518 


Strand 






Start 


694 


End 


1042 




Name 


OJ990305 03.9819.C62.ol.gp 


Method 


AAT/GAP 




Start 


746 


End 


930 




GI 


LIB343^3-04 3-Pl-Kl-E5 


Score 


211 




Exons 


74 6. .^9'30 








GI Descrip. 


'2982434/emb|CAA18242.1| 9. 


, Oe-58 {AL022224) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


21853 


Seq. ID 


OJ990305_03.9819. 


C62 


Gene No. 


45519 


Strand 






Start 


3177 


End 


4665 




Name 


OJ990305 03.9819.C62.ol.tc 


Method 


TBLASTX: Cress 




Start 


3174 


End 


4641 




GI 


none 


Score 


58 





Exons 



3174. .3212, 3213. .3428, 3504 .. 3566, 364 6 .. 3738 , 3647. .3739, 
3739. .3807, 3740. .3808, 4234. .4401, 4271. .4399, 4411. .4641, 
4439. .4564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21853 
45519 
3177 

OJ990305_03.9819.C62.o3.gs 

3177 

none 

3177.. 3553, 3648.. 3813 



21853 
45519 
3177 

OJ990305_03. 9819.C62.o2.np 
3183 
2117624 



Seq. ID OJ990305_03.9819.C62 
Strand 

End 4665 

Method GENSCAN 

End 3813 

Score .88 



Seq. ID OJ990305_03.9819.C62 
Strand 

4665 
AAT/NAP 
4665 
640 



End 

Method 
End 
Score 

3183.. 3553, 3648.. 3807, 4258.. 4665 

peroxidase (EC 1.11.1.7) 2 - alfalfa gi | 97 15 64 | emb | CAA62228 | 
(X90695) peroxidase2 [Medicago sativa] 



Seq. No. 



21853 



Seq. ID OJ990305_03.9819.C62 



22097 




Gene No. 


45519 








Strand 






Start 


3177 








End 


4665 




Name 


OJ990305 03 


.9819 


.C62.02 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


3192 








End 


3581 




GI 


none 








Score 


66 




Exons 


3192. .3257, 


3192 


. . 3449, 


3196. 


.3354, 3504.. 3581 




Seq. No. 


21853 








Seq. ID 


OJ990305 


_03.9819.C62 


Gene No. 


'45519 








Strand 






Start 


3177 








End 


4665 




Name 


OJ990305 03 


. 9819 


.C62.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3213 








End 


3735 




GI 


none 








Score 


105 




Exons 


3213. .3428, 


3214 


. .3426, 


3492. 


.3596, 3646.. 3735 




Seq. No. 


21853 








Seq. ID 


OJ990305 


03. 9819. C62 


Gene No. 


45519 








Strand 






Start 


3177 








End 


4665 




Name 


OJ990305 03 


. 9819 


.C62.01 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3650 








End 


4632 




GI 


none 








Score 


36 




Exons 


3650. . 3754, 


3739 


. . 3807, 


3740. 


.3817, 4258. .4320, 


4260 . .4322, 




4390. .4632, 


4433 


. .4480, 


4465. 


.4596 






Seq. No; 


21853 ' • 








Seq. ID 


OJ990305 


_03.9819.C62 


Gene No. 


45519 








Strand 






Start 


3177 








End 


4665 




Name 


OJ990305 03 


. 9819 


.062. ol 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


3701 ~ 








End 


4647 




GI 


none 








Score 


123 




Exons 


3701. .3808, 


3703 


. .3807, 


4258 . 


.4647, 4259. .4570, 


4462 . . 4596 


Seq. No. 


21853 








Seq. ID 


OJ990305 


03. 9819. C62 


Gene No. 


45519 








Strand 






Start 


3177 








End 


4665 




Name 


OJ990305 03 


. 9819 


.C62.01 


ts - 


Method 


TBLASTX: 


Soybean 


Start 


3751 








End 


4665 




GI 


none 








Score 


62 




Exons 


3751. .3807, 


3752 


. . 3805, 


4258 . 


.4434, 4271. .4435, 


4426. .4665, 




4439. .4570 














Seq. No. 


21853 








Seq. ID 


OJ990305 


_03. 9819.C62 


Gene No . 


45519 








-Strand 






Start 


3177 








End 


4665 




Name 


OJ990305 03 


. 9819 


.062 .o4 


as 


Method 


GENSOAN 




Start 


4183 ~ 








End 


4665 




GI 


none 








Score 


.92 




Exons 


4183. 4665 














Seq. No. 


21854 








Seq. ID 


OJ990305 


_03. 9819.063 


Gene No. 


45520 








Strand 


+ 




Start 


505 








End 


1750 




Name 


OJ990305 03 


.9819 


.063. ol. 


np 


Method 


AAT/NAP 




Start 


505 








End 


1750 




GI 


6721543 








Score 


124 





Exons 505.. 635, 1688.. 1750 

GI Descrip. {AP001073) hypothetical protein [Oryza sativa] 



22098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21854 
45520 
505 

OJ990305_03.9819.C63.ol.gp 
519 

7406_1.R1084 
519. .848, 883, .957 

•1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



Seq. ID OJ990305_03.9819.C63 

Strand + 

End 1750 

Method AAT/GAP 

End 957 

Score 57 9 



21854 
45521 
435 

OJ990305_03.9819.C63.ol.gs 

435 

none 



Seq. ID OJ990305_03.9819.C63 
Strand 

End 2357 

Method GENSCAN 

End 2280 

Score . 58 



435. .581, 1572. .1689, 1694. .1741, 1805. .1936, 2183. .2280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990305_03.9819.C63 
Strand 

End 2357 

Method AAT/GAP 

End 1353 

Score 836 



21854 
45521 
435 

OJ990305_03.9819.C63.o2.gp 
900 

LIB3431-045-P1-N1-A10 
900.. 1353 

•5441876/dbj IAP000367.1 IAP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



21854 
45521 
435 

OJ990305_03. 9819.C63.o2.np 

1457 

5441880 



Seq. ID OJ990305_03.9819.C63 
Strand 

End 2357 

Method AAT/NAP 

End 2357 

Score 68 6 



1457. .1689, 1805. .1936, 2183. .2357 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ990305_03. 9819.C64 
Strand 

End 942 

Method AAT/NAP 

End 704 

Score '911 



21855 
45522 
1 

OJ990305_03.9819.C64.ol.np 
1 

5441880 
1..329, 406. .704 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
{AC003981) [Oryza sativa] 



21855 
45522 
1 

OJ990305_03.9819.C64.ol.gs 
71 

none 



Seq. ID OJ990305_03.9819.C64 

Strand ' - 

End 942 

Method GENSCAN 

End 942 

Score .87 



22099 



Exons 



71. .329, 406. .704, 796. .942 



Seq. No. 21855 Seq. ID OJ990305_03 . 9819 . C64 

Gene No. 45522 Strand 

Start 1 ' End 942 

Name OJ990305_03. 9819.C64 .ol .gp Method AAT/GAP 

Start 79 End 578 

GI LIB3475-007-P1-K1-G8 Score 801 

Exons 79.-329, 406.. 578 

GI Descrip. ' 5441880/dbj t BAA82378 . 1 1 .5 . Oe-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. {AC003981) [Oryza sativa] ' 



Seq. No. 


21856 




Seq. ID 


OJ990305 


_03.9819 


.C65 


Gene No. 


45523 




Strand 


+ 






Start 


1 




End 


3398 






Name 


OJ990305 03. 9819. 065. o2. 


np 


Method 


AAT/NAP 






Start 


1 




End 


3398 






GI 


4206306 




Score 


661 






Exons 


1..76, 1894. .3398 












GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


21856 




Seq. ID 


OJ990305 


_03-.9819 


.C65 


Gene No. 


45523 




Strand 


+ • 






Start 


1 




End 


3398 " 






Name 


OJ990305 03.9819.C65.o2. 


gp 


Method 


AAT/GAP 






Start 


799 




-End 


1181 






GI 


uC-osflcyp033a04bl 




Score 


700 






Exons 


799. .1181 












GI Descrip. 


'6016845/dbj |AP000570.1| 


AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 * 








Seq. No. 


21856 




Seq. ID 


OJ990305 


_03.9819 


.C65 


Gene No. 


45524 




Strand 








Start 


732 




End 


3398 






Name 


OJ990305 03.9819.C65.ol. 


np 


Method 


T^T/NAP 






Start 


732 




End 


3398 






GI 


4680186 




Score 


358 






Exons 


732.. 932, 1771.. 1824., 3360.. 


3398 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


21856 




Seq, ID 


OJ990305 


_03. 9819 


.C65 


Gene No. 


45524 




Strand 








Start 


732 




End 


3398 






Name 


OJ99'0305 .03 . 9819 . C65 . o2 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1316 




End 


2692 






GI 


none 




Score 


51 






Exons 


1316. .1360, 1475. .1519, 


2357 


..2692, 2374. .2484 






Seq. No. 


21856 




Seq. ID 


OJ990305 


_03.9819 


.C65 


Gene No. 


45524 




Strand 








Start 


732 




End 


3398 






Name 


OJ990305 03.9819.'C65.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1950 




End 


2356 






GI , 


none 




. Score 


66 






Exons 


1950.. 2006, 1955.. 1996, 


1985 


..2173, 2001. .2198, 


2002. .2202, 




2009.. 2152, 2013.. 2201, 


2219 


. .2356 









22100 




Seq. No. 


21856 






Seq. ID 


OJ990305_03. 9819. 


C65 


Gene No. 


45524 






Strand 






Start 


732 






End 


3398 




Name 


OJ990305 03 


.9819.C65.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2004 






End 


2215 




GI 


none 






Score 


251 




Exons 


2004. .2198, 


2009. .2152, 


2012. 


.2215 






Seq. No. 


21856 






Seq. ID 


OJ990305_03. 9819. 


C65 


Gene No. 


45524 






Strand 






Start 


732 






End 


3398 




Name 


OJ990305 03 


.9819.C65.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


2225 






End 


2686 




GI 


none 






Score 


516 




Exons 


2225. .2686, 


2225. .2614, 


2560. 


.2685 






Seq. No. 


21856 






Seq. ID 


OJ990305_03. 9819. 


C65 


Gene No. 


45524 






Strand 






Start 


732 






End 


3398 




Name 


OJ990305 03 


.9819.C65.ol, 


.ts 


Method 


TBLASTX: Soybean 




Start 


2372 






End 


2842 




GI 


none 






Score 


222 




Exons 


2372. .2653-, 


2410. .2484, 


2654. 


.2842, 2698. .2829 




Seq. No. 


21856 






Seq. ID 


.OJ990305_03. 9819. 


C65 


Gene No. 


45524 






Strand 






Start 


732 






End 


3398 




Name 


OJ990305 03 


.9819.C65.o2, 


.ts 


Method 


TBLASTX: Soybean 




Start 


2992 






End 


3330 




GI 


none 






Score 


135 




Exons 


2992. .3144, 


2993. .3130, 


3152. 


.3235, 3162.. 3215, 3250.. 3330, 




3266. .3301 












Seq. No. 


21857 






Seq. ID 


OJ990305_03.9819. 


C66 


Gene No. 


45525 






Strand 






Start 


690 






End 


1131 




Name 


OJ990305 03 


.9819.C66.ol. 


. gs 


Method 


GENSCAN 




Start 


690 






^ End 


1131 




GI 


none 






Score 


.79 




Exons 


690. .861, 961. .1131 










Seq. No. 


21857 






Seq. ID 


OJ990305_03. 9819. 


C66 


Gene No. 


45526 






Strand 






Start 


1078 






End 


1186 




Name 


OJ990305 03 


. 9819.C66.ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


463 






End 


711 




GI 


none 






Score 


56 




Exons 


463. .711, 577. .711 










Seq. No. 


21857 






Seq. ID 


OJ990305_03. 9819. 


C66 


Gene No. 


45526 






Strand 






Start 


1078 






End 


1186 




Name • 


OJ990305 03 


. 9819.C66.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


^ 484 






End 


861 




GI 


none 






Score 


205 




Exons 


484. .861 













22101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21857 Seq. ID 

45526 Strand 

1078 End 
OJ990305_03 . 9819 . C66 . o2 . np Method 

1078 End 

5042454 Score 
1078. .1186 

{AC007789) putative polyprotein [Oryza sativa] 



OJ990305_03.9819.C66 

1186 
AAT/NAP 
1186 
84 



21858 Seq. ID OJ990305_03 . 9819 . C69 

45527 Strand + 

1 End 701 

OJ990305_03 . 9819 . C69 . ol . np Method 7VAT/NAP 

1 End 701 

2126090 Score 1100 

1. .701 

transposase (insertion sequence ISIO) - Escherichia coli 
gi|455676|bbs|140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, ISlOL/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia coli] 
gil 6634720|gb|AAF19728.1|AC012463_2 {AC012463) T2E6.2 
[Arabidopsis thaliana] 



21858 Seq. ID 

45527 Strand 

1 End 
OJ990305_03.9819.C69.ol.gs Method 

24 End 

none Score 
24. .669 



OJ99O305_03.9819.C69 
+ 

701 

GENSCAN 

669 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21859 
45528 
21 

OJ990205 
21 

none 

21. .478.; 



04.9819.C3.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990205_04.9819.C3 
723 

GENSCAN 

478 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21859 Seq. ID OJ990205_04 . 98 19 . C3 

45528 Strand 

21 End 723 

OJ990205_04 . 9819 . C3 . ol . np Method AAT/NAP 

48 - -fed" ' 723 

418604 Score 1035 

48. .723 

HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



Seq. No. 21860 - Seq. ID 

Gene No. 45529 Strand 

Start 196 End 

Name OJ990205_04 . 9819 . C4 . ol . gs Method 

Start 196 End 

GI none Score 

Exons 196.. 301, 424.. 515 



OJ990205_04.9819.C4 
+ 

515 

GENSCAN 

515 

.82 



22102 




Seq. No. 


21861 


Seq. ID 


OJ990205 04. 9819. Cd 


Gene No. 


45530 


Strand 




Start 


616 


End 


712 


Name 


OJ990205 04.9819.C5.ol.gs 


Method 


GENSCAN 


Start 


616 


End 


712 


GI 


none 


Score 


.95 


Exons 


616. .712 






Seq. No. 


21861 


Seq. ID 


OJ990205_04.9819.C5 


Gene No. 


45531 


Strand 




Start 


910 


End 


1141 


Name 


OJ990205 04.9819.C5.ol.np 


Method 


AAT/NAP 


Start 


910 


End 


1141 


GI 


4680191 


Score 


45 


Exons 


910. .985, 1076. .1141 






GI Descrip. 


(AF111710) putative myb-related protein [Oryza sativa subsp 




indica] 







Seq. No. 21862 Seq. ID 

Gene No. 45532 Strand 

Start 7 End 

Name OJ990205_04 . 9819 . C8 . ol . gs Method 

Start 7 ' End 

GI none Score 

Exons 7.. 528, 558.. 692 



OJ990205_04 . 9819. C8 
692 

GENSCAN 
692 

.57 ; : 



Seq. No. 21863 Seq, ID 

Gene No. 45533 Strand 

Start 865 End 

Name OJ990205_04 . 9819 . C9 . ol . gs Method 

Start 865 End 

GI none Score 

Exons 865... 962 



OJ990205_04.9819.C9 
962 

GENSCAN 

962 

.67 



Seq. No. 21864 Seq. ID 

Gene No. 45534 Strand 

Start 230 End 

Name OJ990205_04 . 9819 . Cll . ol . gs Method 

Start 230 End 

GI none Score 

Exons 230.. 385 



OJ990205_04 . 9819.C11 
385 

GENSCAN 

385 

.96 



Seq. No. 21865 - Seq. ID 

Gene No. 45535 Strand 

Start 684 End 

Name OJ990205_04 . 98 19 . C13 . ol . gs Method 

Start 684 End 

GI none Score 
Exons " 684 . .749 



OJ990205_04.9819.C13 
+ 

749 

GENSCAN 

749 

.46 



Seq. No. 21865 Seq. ID 

Gene No. 45536 Strand 

Start 1 End 

Name OJ990205_04 . 9819 . C13 . ol . np Method 

Start 1 End 

GI 267056 Score 



OJ990205_04.9819.C13 
719 

AAT/NAP 

719 

106 



22103 



Exons l.,71, 222.. 250, 625.. 719 

GI Descrip. SUCROSE SYNTHASE 1 (SUCROSE-UDP GLUCOSYLTRANSFERASE 1) 

gi|100710|pir| IS25526 sucrose synthase (EC 2.4.1.13) - rice 
gi|20374|emb|CAA78747| {Z15028) sucrose synthase [Oryza sativa] 



Seq. No. 


21866 








Seq. ID 


OJ990205_ 


04.9819 


.C15 


Gene No. 


45537 








Strand 


+ 






Start 


4 98 








End 


3530 






Name 


OJ990205 04.9819.C15. 


ol.gs 


Method 


GENSCAN 






Start 


498 








End 


3530 






GI 


none 








Score 


.72 






Exons 


498. .660, 2983 


. .3098, 


3112. 


.3369, 3408. 


.3530 






Seq. No. 


21866 








Seq. ID 


OJ990205 


04.9819 


.C15 


Gene No. 


45538 








Strand 


+ 






Start 


11987 








End 


57365 






Name 


OJ990205 04.9819.C15. 


o4 . gs 


Method 


GENSCAN 






Start 


11987 








End 


21132 






GI 


none 








Score 


.65 






Exons 


11987. . 


12065, 


12899. . 


13028, 


13116. .13262, 13287. 


.13358, 






13627. . 


13698, 


13778. . 


13849, 


14607. .14678, 14779. 


.14850, 






15003. . 


15074, 


15319. . 


15390, 


15471. .15542, 15694. 


. 15765, 






15998. . 


16069, 


16147. . 


16218, 


16308. .16376, 16461. 


.16532, 






16619. . 


16692, 


16780. . 


16908, 


17085. .17432, 17617. 


.17990, 






18487. . 


18831, 


20845. . 


21132 










Seq. No. 


21866 








Seq. ID 


OJ990205__ 


04. 9819 


.C15 


Gene No. 


45538 








Strand 


+ 






Start 


11987 








End 


57365 






Name 


OJ990205 04.9819.C15. 


ol . np 


Method 


AAT/NAP 






Start 


12820 








End 


18852 






GI 


1345132 






Score 


2920 






Exons 


12820. . 


13028, 


13116. . 


13187, 


13287. .13358, 13444. 


.13515, 






13627.. 


13698, 


13778. . 


13849, 


14134. .14205, 14288. 


.14359, 






14445. . 


14513, 


14607. . 


14678, 


14779. .14850, 15003. 


.15074, 






15156. . 


15227, 


15319. . 


15390, 


15471. .15542, 15694. 


.15765, 






15846. . 


15917, 


15998. . 


16069, 


16147. .1621 


8, 16308. 


.16376, 






16461. . 


16532, ' 


16619. . 


16692, 


16780. . 169C 


8, 17085. 


.17432, 






17620. . 


17990, 


18487. . 


18852 











GI Descrip. (U47029) ERECTA [Arabidopsis thaliana] gi | 1389566 | dbj | BAA11869 | 
(D83257) receptor protein kinase [Arabidopsis thaliana] 
gi I 3075386 I gb I AAC14518.il (AC004484) putative receptor-like 
protein kinase, ERECTA [Arabidopsis thaliana] 



Seq. No. 


21866 




Seq. ID 


OJ990205 


_04 


98 L9 


C15. 


Gene No. 


45538 




Strand 


+ 








Start 


11987 




End 


57365 








Name 


OJ990205 04.9819.C15 


. o2 . gp 


Method 


AAT/GAP 








Start 


18911 


End 


19330 








GI 


4714180 




Score 


584 








Exons 


18911. .19138, 19224. 


.19330 












Seq. No. 


21866 




Seq. ID 


OJ990205 


_04 


9819 


C15 


Gene No. 


45538 




Strand 










Start 


11987 




End • 


57365 








Name 


OJ990205 04.9819.C15 


. o2 .np 


Method 


AAT/NAP 








Start 


20778 




End 


.57365 









22104 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6175155 Score 135 

20778. .20989, 25375 .. 25556, 35780 .. 35945, 4 1759 4 1947 , 

57338. .57365 

{AC010796) putative protein kinase [Arabidopsis thaliana] 



21866 
45538 
119.87 

•OJ990205_04. 9819.C15.o7.gs 
45429 
none 



Seq. ID OJ990205_04.9819.C15 

Strand + 

End 57365 

Method GENSCAN 

End 49971 

Score .72 



45429. .45988, 4 6429 .. 4 6535, 48841 .. 49016, 4 9118 .. 4 9290, 
49309. .49530, 49620.. 49971 



Seq. ID OJ990205_04.9819.C15 

Strand + 

End 57365 

Method AAT/GAP 

End , 50047 

Score 70 



21866 
45538 
11987 

OJ990205_04 . 9819 .C15 . o7 . gp 
49991 

uC-osflM202097dl0bl 
49991. .50047 

M062935/dbj IAB003495.1IAB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds ' . 



Seq. No. 


21866 




Seq. ID 


OJ990205 


04.9819 


.C15 


Gene No. 


45538 




Strand 


+ 






Start 


11987 




End 


57365 






Name 


OJ990205 04.9819.C15 


o8 .gs 


Method 


GENSCAN 






Start 


51134 




End 


55567 






GI 


none 




Score 


.75 






Exons 


51134. .51592, 51975. 


52212, 


53660. .53989, 54010. 


.54101, 






54127. .54368, 55137. 


55320, 


55406. .55567 






Seq. No. 


21866 




Seq. ID 


OJ990205_ 


04.9819 


.C15 


Gene No. 


45538 




Strand 


+ 






Start 


11987 




End 


57365 






Name 


OJ990205 04.9819.C15 


o8 .gp 


Method 


AAT/GAP 






Start 


51558 . 




End 


52165 






GI 


none 




Score 


372 






Exons 


" 51558. .51592, 51975. 


52165 










Seq. No. 


21866 




Seq. ID 


OJ990205_ 


04.9819 


.C15 


Gene No. 


45538 




Strand 


+ 






Start 


11987 




End 


57365 






Name 


• OJ990205 04.9819.C15 


o9 . gp 


Method 


AAT/GAP 






Start 


52363 




End 


53883 






GI 


569991 




Score 


624 






Exons 


52363. .52470, 53660. 


53883 










Seq. No. 


21866 




Seq. ID 


OJ990205_ 


04.9819 


.C15 


Gene No. 


45539 




Strand 


+ 






Start 


62954 




End 


66497 






Name 


OJ990205 04.9819.C15 


olO . gs 


Method 


GENSCAN 






Start 


62954 




End 


66497 






GI 


none 




Score 


.77 






Exons 


62954. .63038, 63386. 


63432, 


64080. .64565, 64669. 


. 64804, 






64903. .65039, 65787. 


66497 











22105 



Seq. No. 


21866 


Seq. ID 


OJ990205_ 


04.9819.C15 


Gene No. 


45539 


Strand 


+ 




Start 


62954 


End 


66497 




Name 


OJ990205 04.9819.C15.o4.np 


Method 


AAT/NAP 




Start 


63022 


End 


66394 




GI 


4585873 


Score 


886 




Exons 


63022. .63128, 64235 .. 64565, 


64669. .64804, 64903. 


.65039, 




65838. .66394 








GI Descrip. 


{AC005850) Putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


21866 


Seq. ID 


OJ990205_ 


04.9819.C15 


Gene No. 


45540 


Strand 


+ 




Start 


67417 


End 


69396 




Name 


OJ990205 04. 9819.C15.o5.np 


Method 


AAT/NAP 




Start 


67200 


End 


69396 




GI 


5001454 


Score 


49 




Exons 


67200. .67243, 69136.. 69396 








GI Descrip. 


(AC007730) putative non-LTR 


retrolelement reverse transcript 




[Arabidopsis thaliana] 








Seq. No. 


21866 . - 


Seq. ID 


OJ990205_ 


04 . 9819. C15 


Gene No. 


45540 


Strand 


+ 




Start 


67417 


End 


69396 




Name 


OJ990205 04.9819.C15.oll.gs 


Method 


' GENSCAN 




Start 


67417 


End 


67957 




GI 


none 


Score 


.71 




Exons 


67417. .67618, 67659. . 67957 








Seq. No. 


21866 


Seq. ID 


OJ990205_ 


04. 9819.C15 


Gene No. 


45541 


Strand 


+ 




Start 


75136 


End 


83078 




Name 


OJ990205 04. 9819.C15.ol3.gs 


Method 


GENSCAN 




Start 


75136 


End 


80630 




GI 


none 


Score 


.7 




Exons 


75136. .75237, 75328 754 43, 


75460. .75880, 76109. 


.76204, 




76274. .76423, 78433 .. 78587 , 


78928. .79267, 79332. 


.79611, 




80162. .80291, 80381. .80630 








Seq. No. 


21866 


Seq. ID 


OJ990205_ 


_04.9819.C15 


Gene No. 


45541 


Strand 


+ 




Start 


75136 


End 


83078 




Name 


OJ990205 04. 9819.C15.o6.np 


Method 


AAT/NAP 




Start 


■ 77,739 


End 


83078 




GI 


283008 


Score 


660 




Exons 


77739. .77833, 78208 .. 78336, 


78433. .78587, 78669. 


.78883, 




79239. .79638, 80015 .. 80258 , 


83038. .83078 




GI Descrip. 


sucrose synthase (EC 2.4.1. 


L3). - rice 


gi 1 20366 | emb | CAA4 6017 | 




(X64770) sucrose synthase [Oryza sativa] 




Seq. No. 


21866 


Seq. ID 


OJ990205_ 


04.9819.C15 


Gene No. 


45542 


Strand 


+ 




Start 


84599 


End 


86723 




Name 


OJ990205 04. 9819.C15.ol5.gs 


Method 


GENSCAN 




Start 


84599 


End 


86723 




GI 


none 


Score 


.5 




Exons 


84599. .84779, 84851 .. 85013, 


85027. .85179, 85783. 


.85865, 



22106 



86632. .86723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21866 
45543 
4866 

OJ990205_04.9819.C15.o2.gs 
4866 
none 

4866.. 5022, 5330.. 5340 

21866 
45544 
7364 

OJ990205_04,9819.C15.o3.gs 
7364 
none 

7364.. 7465, 9470.. 9630, 9639.-9843 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990205_04.9819.C15 

5340 
GENSCAN 
5340 
.78 



OJ990205_04.9819.C15 

9843 
GENSCAN 
9843 
.43 



21866 
45545 
22060 

OJ990205_04.9819.C15.o5.gs 

22060 

none 



Seq. ID OJ990205_04.9819.C15 



Strand 
End 

Method 

End 

Score 



25563 
GENSCAN 
25563 
.89 



22060. .22227, 22313 .: 22389, 23388 .. 23677 , 25310.. 25563 



21866 
45546 
27734 

OJ990205_04 . 9819 . C15 . o6 . gs 
27734 
none 
27734. . 
32923. . 
34332. 
37276. 
40164. . 
41215. . 
43816. . 



.27805, 27975. 

.32959, 33120. 

.34542, 34642. 

.37334, 38541. 

,40244, 40375. 

,41261, 41777. 

,43873, 44149, 



28018, 
33188, 
34993, 
38642, 
40531, 
41867, 
44297 



Seq. ID OJ990205_04.9819.C15 
Strand 

End 44297 

Method GENSCAN 

End 44297 

Score . 63 
32628. .32679, 32758 .. 32832 , 
33602. .33704, 33823 .. 33898 , 
35737. .35779, 35854 .. 36042 , 
39394. .39511, 39957 .. 40064 , 
40617. .40734, 40894 .. 40948 , 
43188. .43273, 43292 .. 43403, 



Seq. No. 21866 

Gene No. 45546 

Start 27734 

Name OJ9902Q5_04 . 9819 . C15 . o4 . gp 

Start 32054 

GI none 

Exons 32054 
32923 



Seq. ID OJ990205_04.9819.C15 
Strand 

End 44297 

Method AAT/GAP 

•End 32961 

Score 774 

32283, 32481. .32525, 32628 .. 3267 9, 32758 .. 32832 , 
32961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21866 Seq. ID 

45546 Strand 

27734 End 

OJ990205_04 .9819. C15 . o5 . gp Method 

33608 End 

none Score 



OJ990205_04.9819.C15 

44297 
AAT/GAP 
36017 
2397 



33608. .33704, 33823.-33898, 34332 .. 34542 , 34 642 .. 35251, 
35737. .36017 



22107 



Seq. No. 


21866 






Seq. ID 


OJ990205_ 


04.9819. 


Gene No. 


45546 






Strand 






Start 


27734 






End 


44297 




Name 


OJ990205 04. 9819. CIS. 


o6 . gp 


Method 


AAT/GAP 




Start 


37596 






.End 


37693 




GI 


uC-osflcyp022c06b2 




Score 


151 




Exons 


37596. . 


37693 










GI Descrip. 


'5042437/gb|AC007789, 


1IAC007789 8.0e- 


25 Oryza sativa BAG 




genomic sequence, complete 


sequence ' 






Seq. No. 


21866 






Seq. ID 


OJ990205_ 


04 .9819. 


Gene No. 


45546 






Strand 






Start 


27734 






End 


44297 




Name 


OJ990205 04.9819.C15. 


o3.np 


Method 


AAT/NAP 




Start 


39147 






End 


40984 




GI 


6683811 




Score 


638 




Exons 


39147. . 


39223, 39957.. 


40064, 


40164. .40244, 40375. 


. 40531, 




40617. . 


40734, 40894.. 


40984 








GI Descrip. 


{AF187062) UMP/CMP kinase a 


[Oryza sativa] 




Seq. No. 


21866 






Seq. ID 


OJ990205_ 


04.9819. 


Gene No. 


45547 






Strand 






Start 


54417 






End 


54578 




Name 


OJ990205 04.9819.C15. 


olO.gp 


Method 


AAT/GAP 




Start 


54417 






End 


54578 




GI 


none 






Score 


288 




Exons 


54417. . 


54578 










Seq. No. 


21866 






Seq. ID 


OJ990205_ 


04 .9819. 


Gene No. 


45548 






Strand 






Start 


57976 






End 


62079 




Name 


OJ990205 04.9819.C15. 


o9.gs 


Method 


GENSCAN 




Start 


57976 






End 


62079 




GI 


none 






Score 


.62 




Exons 


57976. . 


58068, 58498.. 


58698, 


58835. .58954, 60600. 


.60646, 




61983. . 


62079 










Seq. No. 


21866 






Seq. ID 


OJ990205_ 


04.9819. 


Gene No. 


45549 






Strand 






Start 


71990 






End 


74493 




Name 


OJ990205 04.9819.C15. 


ol2.gs 


Method 


GENSCAN 




Start 


71990 




End 


74493 




GI ' 


none 






Score 


.46 




Exons 


71990-. : 


72619, 72663.-. 


72855, 


72866. .73600, 73887. 


.73963, 




74422. . 


74493 










Seq. No. 


21866 






Seq. ID 


OJ990205_ 


04. 9819. ( 


Gene No. 


45550 






Strand 






Start 


82694 






End 


83791 




Name 


OJ990205 04. 9819. CIS. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


12850 






End 


66023 




GI 


none 






Score 


101 




Exons 


12850. . 


12960, 12970.. 


13029, 


13144. .13188, 13173. 


.13379, 




13288. . 


13359, 13288.. 


13359, 


13444. .13509, 13445. 


.13516, 




13445. . 


13501, 13627.. 


13713, 


13628. .13720, 13778. 


.13846, 




13778. . 


13849, 13779.. 


13850, 


13779. .13850, 14135. 


.14239, 



22108 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



14141. 


.14221, 


14152. 


.14238, 


14250. 


.14366, 


14277. 


.14360, 


14279. 


.14359, 


14289. 


.14360, 


14356. 


.14394, 


14445. 


.14507, 


14446. 


.14514, 


14446. 


.14502, 


14469. 


.14513, 


14595. 


.14675, 


14601. 


.14663, 


14608. 


.14679, 


14779. 


.14853, 


14780. 


.14851, 


15003. 


.15059, 


15004. 


.15075, 


15148. 


.15228, 


15180. 


.15230, 


15305. 


.15391, 


15308. 


.15391, 


15319. 


.15393, 


15472. 


.15540, 


15477. 


.15563, 


15483. 


.15512, 


15725. 


.15766, 


15847. 


.15894, 


15999, 


.16070, 


16148. 


.16219, 


16294. 


.16377, 


16449. 


.16532, 


16456. 


. 16530, 


16617 . 


. 16676, 


16778-. 


. 16906, 


16784 . 


. 16906, 


16803. 


.16922, 


17070. 


.17432, 


17084. 


.17431,. 


17098. 


.17433, 


17099. 


.17452, 


17610. 


.17993, 


17612. 


.17653, 


17705. 


.17983, 


17720. 


.17995, 


18483. 


.18641, 


18486. 


.18635, 


18487. 


.18705, 


18493. 


.18684, 


18718. 


.18747, 


18784. 


.18855, 


18798. 


. 18854, 


64914. 


.65000, 


64977. 


.65039, 


65898. 


.66023 






21866 








Seq. 


ID OJ990205_ 


04.9819 



45550 
82694 

OJ990205_04.9819.C15.o5.ts 

13631 

none 

13631. .13720, 14250. .14366, 
14780. .14851, 15003. .15074, 
15148. .15228, 15160 .. 15219, 
15319. .15390, 15472. .15537, 
15999. .16070, 16002 .. 16061, 
16294. .16377, 16317 .. 16367 , 
16464. .16532 



Strand 
End 

Method 
End 
Score 
14458. .14511, 



15004. 
15180. 
15480. 
16142. 
16432. 



83791 

TBLASTX : Soybean 
16532 
66 

14779. .14853, 
15075, 15016. .15084, 
15230, 15308. .15391, 
i5545, 15841. . 15897, 
16210, 16148. .16219, 
16530, 16463. .16531, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21866 
45550 
82694 

OJ990205_04.98 

14438 

none 

14438. .14512, 
14595. .14675, 
14625. .14708, 
14782. .14853, 
15003. .15074, 
15149. .15229, 
15319. .15396, 
15694. .15762, 
15847. .15888 



19.C15.o3.tm 



14444. 
14602. 
14768. 
14791. 
15004. 
15157. 
15454 . 
15696. 



14512, 
14655, 
14833, 
14820, 
15075, 
15237, 
15540, 
15761, 



Seq. I 
Strand 
End 

Method 

End 

Score 

14446. .1 

14605 

14779 

14983 

15009 

15180 

15471 

15703 



D OJ990205 04.9819.C15 



83791 
TBLASTX 
15888 
69 

4514, 14469 
4664, 14608 
4853, 14780 
5075, 14998 
5065, 15148 
5206, 15308 
5563, 15471 
5765, 15844 



Maize 



. . 14513, 
. . 14679, 
. . 14851, 
. .15072v 
. .15228, 
. .15388, 
. .15563, 
. .15888, 



Seq. No. 21866 
Gene No. 45550 
Start 82694 

Name OJ990205_04 . 9819. C15, 

Start 15891 
GI none 

Exons 15891. . 15917, 15999.. 

16148. .16219, 16294.. 

16456. .16530, 16461.. 

16618. .16692, ^6619.. 

16786,-16908, 17079.. 

17084. .17359, 17345. . 



ol.tm 



16070, 
16377, 
16535, 
16693, 
17354, 
17434, 



Seq. ID OJ990205_04. 9819. 015 
Strand 

End 83791 

Method TBLASTX : Mai ze 

End 66026 

Score 98 
16016. .16069, 16144. .16227, 
16308, ,16388, 16449, . 16532, 
16616, ,16681, 16617. .16691, 
16769. .16912, 16778. .16903, 
17082. .17354, 17083. .17358, 
17353. .17433, 17578 .. 17988 , 



22109 




17619. .17993, 
18487. .18699, 
65835. .65876, 



17705. .17989, 
18488. .18700, 
65898. .66026, 



18486. .18662, 
64917. . 65000, 
65915. .65998, 




18486. .18713, 
64977. . 65039, 
65982. . 66026 



Seq. No. 21866 
Gene No. 45550 
Start 82694 

Name OJ990205_04 . 9819 . C15 . ol . ts 

Start 17070 
GI none 
Exons 17070, 

17610. 

64977. 



,17432, 17071. 
,17969, 17612. 
,65036, 65898. 



.17433, 
.17650, 
.66026 



Seq. ID 
Strand 
End 

Method 
End 
. Score 
17072 
17705 



OJ990205 04.9819.C15 



83791 

TBLASTX: Soybean 
66026 
191 

17434, 17096. .17434, 
17971, 64917. .65000, 



Seq. No. 21866 
Gene No. 45550 
Start 82694 

Name OJ990205_04 . 9819 . C15 . o2 . tw 

Start 17324 

GI none 

Exons 17324. .17416, 17640 .. 17723, 64422 .. 64 4 81 , 64425 

64427. .64507, 644 97 64562, 64505 .. 64564 , 64669 
64692. .64805, 64 692 . .64802, 64693 
64904. .65011 



Seq. ID OJ990205_04.9819.C15 
Strand 

83791 

TBLASTX: Wheat 
65012 
63 



End 

Method 

End 

Score 



64806, 64902, 



, 64493, 
,64692, 
,65012, 



Seq. No. 21866 Seq. ID 

Gene No. 45550 Strand 

Start 82694 End 

Name OJ990205_04 . 9819 .C15 .ol . tw Method 

Start 17763 End 

GI none Score 

Exons 17763. .17804, 17823 .. 17966, 17843 .. 17950, 65826 
65837. .65998, .65952 .. 66137 



OJ990205 04.9819.C15 



83791 

TBLASTX: Wheat 
66230 
41 

66230, 



Seq. No. 21866 

Gene No. 45550 

Start 82694 

Name OJ990205_04 . 98 1 9 . C15 . o3 . t s 

Start 18486 

GI none 

Exons 18486. .18635, 184 87 .. 18678 , 18787.. 18855 



Seq. ID OJ990205_04.9819.C15 
Strand 

End 83791 

Method TBLASTX : Soybean 

End 18855 

Score 250 



Seq. No. 21866 
Gene No. 45550 
Start 82694 

Name OJ990205_04 . 9819.C15.o9. tm 

Start 31872 
GI none 
Exons 31872, 
32010, 
32192, 
32627. 
32762, 



.31907, 
.32063, 
.32281, 
,32680, 
,32833, 
33119. .33187, 
33587. .33700, 
33824. .33898, 



31935, 
32117. 
32199. 
32629. 
32920. 
33119. 
33588. 
34326. 



31985, 
32164, 
32285, 
32679, 
32964, 
33208, 
33704, 
34379, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
31939. .31986, 



OJ990205 04.9819.C15 



32126. 
32480. 
32756. 
32924 . 
33120. 
33619. 
34332. 



.32158, 
.32524, 
.32833, 
.32965, 
,33191, 
,33714, 
,34373 



83791 

TBLASTX: Maize 
34379 
40 

32004. .32039, 
32178. .32282, 
32480. .32542, 
32758. .32838, 
32924. .32965, 
33585. .33728, 
33822. .33899, 



22110 



Seq. No. 


21866 








Seq. ID 


OJ990205 


_04.9819 


.C15 


Gene No. 


45550 








Strand 








otart 


82694 








End 


83791 






Name 


OJ990205 04.9819.C15 


.06. tm 


Method 


TBLASTX: 


Maize 




Start 


34756 








End 


35163 






GI 


none 








Score 


39 






Exons 


34756. 


.34791, 


34767. 


.34790, 


34787. .35137, 34796 


. .35011, 






34797. 


.35153, 


34797. 


.35153, 


34798. .35163, 34948 


. .35163 




Seq. No. 


21866 








Seq. ID 


OJ990205 


_04 .9819 


.015 


Gene No. 


45550 








Strand 








Start 


82694 








End 


83791 






Name 


OJ990205 04. 9€ 


19.C15 


.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


39141 








End 


40957 






GI 


none 








Score 


72 






Exons 


39141. 


.39224, 


39166. 


. jy^izo , 


39167. .39226, 39170 


. . oy^iz D, 






39954. 


.40067, 


39958. 


.40065, 


40128. .40238, 40162 


. .40242, 






40168. 


.40245, 


40370. 


.40531, 


40375. .40533, 40393 


. .40530, 






40395. 


.40532, 


40412. 


.40534, 


40616. .40708, 40617 


. .40736, 






40617. 


.40739, 


40618. 


.40737, 


40863. .40940, 40885 


. .40944, 






40892. 


.40957, 


40893. 


.40949 










Seq. No. 


21866 








Seq. ID 


OJ990205 


_04 .9819 


,C15 


Gene No. 


45550 








Strand 








Start 


82694 








End 


83791 






Name 


OJ9902 


05 04.9819.C15 


. o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


39954 








End 


40736 






GI 


none 








Score 


94 






Exons 


39954. 


.40067, 


39958. 


.40065, 


40142. .40228, 40163 


. .40225, 






40164. 


.40238, 


40165. 


.40245, 


40376. .405 


31, 40393 


. .40530, 






4 U Di b . 


.40708, 


40617. 


.40736, 


40659. .407 


33 






Seq. No. 


21866 








Seq. ID 


OJ990205 


_04.9819 


.C15 


Gene No. 


45550 








Strand 








o Lam 


82694 








End 


83791 






Name 


OJ9902 


05 04.9819.C15 


. o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


39954 








End 


40434 






GI 


none 








Score 


141 






Exons 


39954. 


.40067, 


39958. 


.40065, 


40128. .402 


38, 40158 


. .40235, 






40168. 


.40245, 


40376. 


.40426, 


40393. .404 


34 






Seq. No. 


21866 








Seq. ID 


OJ990205 


_04.9819 


.C15 


Gene No. 


45550 








Strand 








btar L 


82694 








End- 


83791 






Name 


OJ9902 


05 04.9819.C15 


.06. ts 


Method • 


•TBLASTX: 


Soybean 




Start 


40179 








End 


40736 






GI 


none 








Score 


66 






Exons 


40179. 


.40238, 


40183. 


.40239, 


40376. .40531, 40393 


. .40530, 






40616. 


.40708, 


40617. 


.40736, 


40626. .40736 






Seq. No. 


21866 








Seq. ID 


OJ990205 


_04.9819 


.C15 


Gene No. 


45550 








Strand 








Start 


82694 








End 


83791 






Name 


OJ9902 


05 04.9819.C15 


.o7.ts 


Method 


TBLASTX: 


Soybean 




Start 


45574 








End 


52031 






GI 


none 








Score 


179 






Exons 


45574. 


.45774, 


45600. 


.45767, 


45916. .45975, 45985 


. .46044, 





22111 



51125. .51238, 51248 5134 9, 51320 51490, 51473 .. 51532, 
51963. .52031 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21866 
45550 
82694 

OJ990205_04.9819.C15.o7.tm 

45580 

none 

45580. .45840, 45603. 
51149. .51247, 51218. 
51350. .51397, 51401. 



.45770, 
.51241, 
.51487, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

45922 

51242 



OJ990205 04.9819.C15 



83791 

TBLASTX: Maize 
51547 
214 

45990, 51145. .51225, 
51346, 51265. .51345, 



51404. .51484, 51479. .51547 



Seq. No. 21866 Seq. ID 

Gene No. 45550 Strand 

Start 82694 End 

Name OJ990205_04 .9819. C15 . o5 . tc Method 

Start 4 6298 End 

GI none ' Score 

Exons 46298. .46345, 4 634 6 .. 4 6534 , 51969 52211, 51977 52207, 
52297. .52395 



OJ990205_04.9819.C15 
83791 

TBLASTX: Cress 
52395 
55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21866 Seq. ID 

45550 Strand 

82694 ' End 
OJ990205_04 . 9819 . C15 . o8 . tm Method 
49247- End 
none Score 



OJ990205_04.9819.C15 
83791 

TBLASTX: Maize 

54246 

53 



49247. .49291, 4 9247 .. 4 9288, 49255 49293, 49354 49491, 
49358. .49486, 4 9401 .. 4 9502, 49617 .. 49766, 49618 49767, 
53798. .53851, 53891 .. 54001, 54093 54245, 54097. .54246 



Seq. No. 21866 
Gene No. 45550 
Start 82694 

Name OJ990205_04 . 9819 . C15 . o2 . ts 

Start 64335 
GI none 

Exons 64335. .64493, 64367 .. 64492, 

64669. .64782, 64671 .. 64805, 
65838. .65894, 66060 .. 66272, 



Seq. ID OJ990205_04.9819.C15 
Strand 

End 837 91 

Method TBLASTX : Soybean 

End 66305 

Score .192 
644 97. . 64 562, 64511 64564 , 
64 672. .64 803, 65837. .658 96, 
66270. . 66305 



Seq. No. 21866 

Gene No. 45550 

Start 82694 

Name OJ990205_04 . 9819 . C15 . o2 . tc 

Start 64353 

GI none 

Exons 64353. .64478, 64 364 .. 64 477, 
64 671. .64802, 64 672. .64 803, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

64511 

65838 



OJ990205 04.9819.C15 



83791 

TBLASTX: Cress 
66257 
133 

64564, 64512. .64562, 
65894, 66060. .66257 



Seq. No. 21866, Seq. ID 

Gene No. 45550 Strand 

Start . 82694 End 

Name OJ990205_04 . 9819 . C15 . o4 . tm Method 

Start 64409 End 

GI none Score 



OJ990205_04 . 9819.C15 
83791 

TBLASTX: Maize 

64805 

182 



22112 




Exons 


64409. 


.64564, 


64413. 


.64562, 


64 668. .64 805, 64 6&9 


. .64803 




Seq. No. 


21866 








Seq. IP 


OJ990205 


_04.9819. 


C15 




45550 








C-t- v=i -nH 

0 urano 








Start 


82694 








bna 


83791 






Name 


OJ990205 04.9819.C15 


,olO. tm 


Method 


TBLASTX: Maize 




Start 


66033 








bna 


66275 






GI 


none 








Score 


212 






Exons 


66033. 


.66275,. 


66060. 


.66272 










Seq. No. 


21866 








Seq. ID 


OJ990205 


_04.9819. 


C15 




45550 








Strand 








Start 


82694 








End 


83791 






Name 


OJ990205 04.9819.C15 


.oil. tm 


Method 


TBLASTX:! 


yiaize 




Start 


69204 








End 


69578 






GI 


none 








Score 


123 






Exons 


69204. 


. 69320, 


69205. 


.69318, 


69311. .69448, 69513 


. .69578 




Seq. No. 


21866 








Seq. ID 


OJ990205 


_04 .9819. 


C15 


Gene No. 


45550 








Strand 








Start 


82694 








End 


83791 






Name 


OJ990205 04.9819.C15 


.o2. tm 


Method 


TBLASTX:! 


Maize' 




Start 


77715 








End 


80435 






GI 


none 








Score 


98 






Exons 


77715. 


.77834, 


77723. 


.77836, 


77726. .77830, 77739 


. .7-7834, 






78201. 


.78266, 


78206. 


. / o ^ / X , 


78206. .78271, 78269 


. .78331, 






• 78270. 


.78332, 


78271. 


.78336, 


78412. .78474, 78433 


. .78474, 






78475. 


.78588, 


78475. 


.78588, 


78628. .78846, 78680 


. .78766, 






78754. 


.78852, 


80014. 


.80124, 


80022. .80123, 80159 


. .80221, 






80160. 


.80198, 


80202. 


.80231, 


80203. .80232, 80222 


. .80290, 






80235. 


.80282, 


80378. 


.80428, 


80379. .80435 






Seq. No. 


21866 








Seq. ID 


OJ990205 


_04.9819. 


C15 


Gene No. 


45550 








Strand 








Start 


82694 








End 


83791 






Name 


OJ990205 04.9819.C15 


. o3 • tw 


Method 


TBLASTX: Wheat 




Start 


77729 








End 


78587 






GI 


none 








Score 


71 






Exons 


77729. 


.77827, 


77729. 


.77836, 


77733. .77834, 78206 


. .78271, 






78206. 


.78271, 


78270. 


.78332, 


78271. .78336, 78412 


. .78474, 






78431. 


.78475, 


78444. 


.78587, 


78475.-78582, 78476 


. .78583 




Seq. No. 


21866 








Seq. ID 


OJ990205 


_04 .9819. 


C15 


Gene No. 


45550 








Strand 








Start 


82694 








End 


83791 






Name 


OJ990205 04.9819.C15 


. o4 . ts 


Method 


TBLASTX:; 


Soybean 




Start 


78200 








End 


80435 






GI 


none 








Score 


78 






Exons 


78200. 


.78322, 


78205. 


. / 0 Z D / , 


78379. .78 


453, 78432 


. .78467, 






78433. 


.78474, 


78451. 


.78585, 


78475. .78. 


585, 78674 


. .78721, 






78679. 


.78720, 


78718. 


.78753, 


78754. .78; 


852, 78759 


. .78836, 






80014, 


.80082, 


80089. 


.80124, 


80159. .80224, 80182 


. .80232, 






80208. 


.80231, 


80235. 


.80291, 


80236. .80286, 80379 


. .80435, 






80380. 


.80427 














Seq. No. 


21866 








Seq. ID 


OJ990205 


_04 .9819. 


C15 


Gene No. 


45550 








Strand 









22113 




start 


82694 




End 


83791 




Name 


OJ990205 04.9819.C15. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


78409 




End 


78873 




GI 


none 




Score 


65 




Exons 


78409. .78474, 78444.. 


78584, 


78475. .78585, 78682 78753, 






78683. .78754, 78754.. 


78873, 


78759. .78851 




Seq. No. 


21866 




beq. lu 




.C15 


Gene No. 


45550 




Strand 






Start 


82694 




End 


83791 




Name 


OJ990205 04.9819.C15. 


ol4 .gs 


Method 


GENSCAN 




Start 


82694 




Lna 






GI 


none 




Score 


Q "3 




Exons 


82694. .82812, 83157.. 


83613 








Seq. No. 


21866 




Seq. ID 


ojyyuzUo U4 . yoiy 


.C15 


Gene No. 


/I c c c n 
45boU 




btrana 






Start 


82694 




End 


83791 




Name 


OJ990205 04.9819.C15. 


ol2 . gp 


Method 


AAT/GAP 




Start 


83183 




bno 


Q "3 "7 Q 1 

o J / y i 




GI 


none 




Score 


iuy 4 




Exons 


83183. .83791 










Seq. No.' 


21867 




Seq. ID 


OJyyC)2U5 04.yyiy 


.C16 


Gene No. 


45551 




Strand 


+ 




Start ' • 


134 




End 


1 A A O 




Name 


OJ990205 04.9819.C16. 


ol . gs 


Method 


GENSCAN 




Start 


134 




End ■ 


1448 




GI 


none 




Score 


.59 




Exons 


134. .189, 1402. .1448 










Seq. No. 


21867 




Seq. ID 


OJ990205_04.9819 


.C16 


Gene No. 


45552 




Strand 


+ 




Start 


5591 




End 


5776 




Name 


OJ990205 04.9819.C16. 


ol.gp 


Method 


AAT/GAP 




Start 


5591 




End 


5776 ' 




GI 


3106638 




Score 


331 




Exons 


5591. .5776 










GI Descrip. 


5257255/dbj IAP000364. 


1IAP000364 4.0e- 


18 Oryza sativa genomic 


^- 


DNA, chromosome 8, clone : P0026F07 






Seq. No. 


21867 




. Seq. ID 


OJ990205_04.9819 


.C16 


Gene No. 


45553 




Strand 






Start 


2762 




End 


6387 




Name 


OJ990205 04.9819.C16. 


o2 . gs 


Method 


GENSCAN 




Start 


2762 




End 


6387 




GI 


none 




Score 


.54 




Exons 


2762.. 2939, 5959.. 6126, 6323 


. .6387 






Seq. No. 


21868 




Seq. ID 


OJ990205_04.9819 


.C26 


Gene No. 


45554 




St rand 






Start 


268 




End 


451 




Name 


OJ990205 04.9819.C26. 


ol . gs 


Method 


GENSCAN 




Start 


268 




End 


451 




GI 


none 




Score 


. 62 




Exons 


268. .451 











22114 




Seq. No. 


21869 






Seq. ID 


OJ990205_04.9819 


.C29 


Gene No. 


45555 






Strand 






Start 


449 






End 


513 




Name 


OJ990205 


04.9819.C29.ol 


.gs 


Method 


GENSCAN 




Start 


449 






End 


513 




GI 


none 






Score 


.9 




Exons 


449. .513 












Seq. No. 


21870 






Seq. ID 


OJ990205_04 .9819 


.C31 


Gene No. 


45556 






Strand 






Start 


253 






End 


611 




Name 


OJ990205 


04.9819.C31.ol 


.gs 


Method 


GENSCAN 




Start 


253 






End 


602 




GI 


none 






Score 


.8 




Exons 


253. .389, 


488. .602 










Seq. No. 


21870 






Seq. ID 


OJ990205_04.9819 


.C31 


Gene No. 


45556 






Strand 






Start 


253 






End 


611 




Name 


6^990205 


04.9819.C31.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


256 






End 


611 




GI 


none 






Score 


83 




Exons 


256. .375, 


257.. 370, 489 


. .611, 


4 90. .609 






Seq. No. 


21870 






Seq. ID 


OJ990205_04.9819 


.C31 


Gene No.- 


45556 






Strand 






Start 


253 






End 


611 




Name 


OJ990205 


04.9819.C31.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


256 






End 


611 




GI 


none 






Score 


132 




Exons 


256. .381, 


257.. 382, 487 


. .609, 


489. . 611 






Seq. No. 


21870 






Seq. ID 


OJ990205_04.9819 


.C31 


Gene No. 


45556 






Strand 






Start 


253 






End 


611 




Name 


OJ990205 


04.9819.C31.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


256 






End 


611 




GI 


none 






Score 


145 




Exons 


25'6. .381, 


257.. 382, 487 


. .609, 


489. .611 






Seq. No. 


21870 






Seq. ID 


OJ990205_04.9819 


.C31 


Gene No. 


45556 






Strand 






Start 


253 






End 


611 




Name 


OJ990205 


04.9819.C31.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


280 






End 


600 




GI 


none 






Score 


129 




Exons 


280. .390, 


281. ,388, 485 


. .583, 


486. .599, 


487. .600, 490.. 


600 


Seq. No. 


21871 






Seq. ID 


OJ990205_04.9819 


.C32 


Gene No. 


45557- 






Strand 


+ 




Start 


62 






End 


391 




Name 


OJ990205 


04.9819.C32.ol 


.gs 


Method 


GENSCAN 




Start 


62 






End 


391 




GI 


none 






Score 


. 95 




Exons 


62. .138, 


224. .391 










Seq. No. 


21872 






Seq. ID 


OJ990205_04.9819 


.C33 



22115 



Gene No. 45558 

Start 519 

Name OJ.990205_04 . 9819 . C33 . ol . tm 

Start 499 

GI none 

Exons 499. .570, 516. 

609. .659 



Strand 
End 

Method 

End 

Score 



659 

TBLASTX: Maize 

659 

94 



605, 516, .605, 517. .606, 583. .657, 594. .659, 



Seq. No. 


21872 








Seq. ID 


OJ990205_04 . 9819. 


.033 




*4 J J J O 








Strand 






Start 


519 








End 


659 




Name 


OJ990205 


04. 9819. 033 


.ol. 


gs 


Method 


GENSOAN 




Start 


519 








End 


655 




GI 


none 








Score 


.99 




Exons 


519. .655 














Seq. No. 


21872 








Seq. ID 


OJ990205_04 . 9819 


,033 




*4 J *J J O 








Strand 






Start 


519 








End 


659 




Name 


OJ990205 


04,9819.033 


.ol. 


tc 


Method 


TBLASTX :Oress 




Start 


522 








End 


650 




GI 


none 








Score 


140 




Exons 


522. .647, 


523. .648, 


528. 


, .650 








Seq. No. 


21872 , 








Seq. ID 


OJ990205_0^4'. 9819 


,033 




*i J O w) O 








Strand 






Start 


519 








End 


659 




Name 


OJ990205 


04.9819.033 


.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


522 








End 


648 




GI 


none 








Score 


145 




Exons 


522. .647, 


523. .648 












Seq. No. 


21872 








Seq. ID 


OJ990205_04 . 9819 


.033 




*i J J J O 








Strand 






Start 


519 








End 


659 




Name 


OJ990205 


04.9819.033 


.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


546 








End 


656 




GI 


none 








Score 


129 




Exons 


546. .656, 


-547. .654 












Seq. No. 


21873 








Seq. ID 


OJ990205_04 . 9819 


.041 


Gene No. 


45559 








Strand 


+ 




Start . 


866 








End 


941 




Name 


OJ990205 


04.9819.041 


.ol, 


.gs 


Method 


GENSOAN 




Start 


866 








End 


941 




GI 


none 








Score 


.43 




Exons 


866. .941 














Seq. No. 


21874 








Seq. ID 


OJ990205_04.9819 


.042 


Gene No. 


45560 








Strand 


+ 




Start. ^ 


706 








End 


1342 




Name". 


• ' OJ990205 


04 .'9819 . 042 


.ol. 


•ts 


Method 


TBLASTX : Soybean~^ 




Start 


703 








"End 


942 




GI 


none 








Score 


213 





Exons 703.. 942 



Seq. No. 21874 Seq. ID OJ990205_04 . 9819 . 042 

22116 



Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



45560 Strand + 

706 End 1342 

OJ990205_04 . 9819 . C42 . ol . gs . Method GENSCAN 

706 End 1296 

none Score .88 
706.. 1089, 1220.. 1296 



21874 
45560 
706 

OJ990205_04.9819.C42.ol.tm 
856 
none 

856. .972, 856. .972, 934 
1053.. 1091, 1215. .1337, 



Seq. ID 
Strand 
End 

Method 
End 

Score 120 
.1086, 983.. 1090, 1008. 
1216. .1341, 1219. .1341, 



OJ990205_04.9819.C42 
+ 

1342 

TBLASTX: Maize 
1342 



1091, 
1220. 



.1342 



21874 Seq. ID 

45560 Strand 
706 End 
OJ990205_04 . 9819 . C42 . ol . gp Method 
973 End 
none Score 
973.. 1089, 1220.. 1342 

21875 Seq.' ID 

45561 Strand 
158 End 
OJ990205_04 . 9819 . C43. ol . gs Method 
158 . End 
none Score 
158. .277, 635. .772 

21876 Seq. ID 

45562 Strand 
87 . End 
OJ990205_04 . 9819 . C44 . ol . gs Method 
87 End 
none Score 
87... 379 



OJ990205_04 .9819.C42 
+ 

1342 
AAT/GAP 
1342 
412 



aj990205_04.9819.C43 
772 

GENSCAN 

772 

.81 



OJ990205_04.9819.C44 
379 

GENSCAN 

379 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



21877 Seq. ID OJ990205_04 . 98 19 . C4 8 

45563 Strand + 

1 End 727 

OJ990205_04.9819.C48.ol.np Method AAT/NAP 

1 End 727 

2829923 Score 215 

1..128, 351. .727 

{AC002291) Similar to uridylyl transferases [Arabidopsis 
thaliana] 



21877 . , Seq. JD 

45563 . . '.Strand 

1 End 
OJ990205_04 . 9819 . C48 . ol . tc Method 

388 End 

none Score 
388. .600, 389. .649 



OJ990205_04.9819.C48 
727 

TBLASTX: Cress 

649 

265 



22117 



Seq. No. 21877 Seq. ID 

Gene No. 45563 Strand 

Start 1 End 

Name OJ990205_04.9819.C48.ol.tm Method 

Start 394 End 

GI none Score 

Exons 394.. 597, 398,. 655, 521.. 619 



OJ990205_04 .9819.C48 
+ 

727 

TBLASTX: Maize 

655 

206 



Seq. No. 21877 Seq. ID 

Gene No. 45563 Strand 

Start 1 End 

Name OJ990205_04 . 9819 . C48 . ol . ts Method 

Start 395 End 

GI none Score 

Exons 395.. 649 



OJ990205_04.9819.C48 
+ 

727 

TBLASTX : Soybean 

649 

235 



Seq. No. 21877 Seq. ID 

Gene No. 45563 Strand 

Start 1 End 

Name ■ OJ990205_04 . 9819 . C48 . ol . gs Method 

Start 407 End 

GI none Score 

Exons 4 07.. 600 



OJ990205_04.9819.C48 
+ 

727 

GENSCAN 

600 

.81 



Seq. No. 21878 

Gene No. 45564 

Start 205 

Name OJ990205_04 . 9819 . 04 9 . ol , 

Start 205 

GI none 

Exons 205.. 428, 473.. 571 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990205_04.9819.C49 
571 

GENSCAN 

571 

.49 



Seq. No. 21879 
Gene No. 45565 
Start 20 

Name OJ990205_04 .9819. C50 . ol . np 

Start 20 

GI 267056 

Exons 20.. 251, 348.. 502, 

GI Descrip. SUCROSE SYNTHASE 1 

gi|100710|pir| |S2552 
gi|20374 |emb|CAA7874 



Seq. ID OJ990205_04.9819.C50 
Strand + 
End 850 
Method AAT/NAP 
End 850 
Score 392 

84. .850 

SUCROSE-UDP GLUCOSYLTRANSFERASE 1) 
6 sucrose synthase (EC 2.4.1.13) - rice 
7 1 (Z15028) sucrose synthase [Oryza sativa] 



OJ990205 04.9819.C50 



Seq. No. 21879 Seq. ID 

Gene No.' 45566 Strand 

Start 270 End 

Name OJ990205_04 . 9819 . C50 . ol . tw Method 

Start 165 End 

GI none Score 

Exons 165. .254., 186 251, 327 .. 389, 34 6 .. 390,. 359 .. 502, 390. .497, 

" 391. .498 - ■ . 



770 

TBLASTX: Wheat 

502 

79 



Seq. No. 21879 

Gene No. 45566 

Start 270 

Name OJ990205 04 . 9819 . C50 . ol . tm 



Seq. ID OJ990205_04.9819.C50 

Strand 

End 770 

Method TBLASTX:Maize . 



22118 



start 


185 


End 


767 




GI 


none 


Score 


81 




Exons 


185. .247, 186. .251, 186. .254, 


327. .389, 


348. .389, 359.. 


502, 




390.. 503, 390.. 503, 391.. 504, 


594. .668, 


595.. 681, 595.. 


666, 




669. .767, 669. .761 








Seq. No. 


21879 


Seq. ID 


OJ990205_04.9819 


.C50 


fipne No 


45566 


Strand 






Start 


270 


End 


770 




Name 


OJ990205 04.9819.C50.ol.gs 


Method 


GENSCAN 




Start 


270 


End 


755 




GI 


none 


Score 


.42 




Exons 


270. .412, 587. .755 








Seq. No. 


21879 


Seq. ID 


OJ990205_04.9819 


.C50 




45566 


Strand 






Start 


270 


End 


770 




Name 


OJ990205 04.9819.C50.ol.tc 


Method 


TBLASTX: Cress 




Start 


324 


End 


767 




GI 


none 


Score 


65 




Exons 


324. .389, 359. .499, 390. .500, 


598. .669, 


669. .767, 674.. 


766 


Seq. No. 


21879 


Seq. ID 


OJ990205_04 .9819 


.C50 


\j die \y . 


45566 


Strand 






Start 


270 


End 


770 




Name 


OJ990205 04.9819.C50.ol.ts • 


Method 


TBLASTX : Soybean 




Start 


348 


End 


770 




GI 


none 


Score 


55 




Exons 


348. .389, 365. .499, 390. .503, 


393. .503, 


595.. 681, 66'9.. 


770 


Seq. No. 


21880 


Seq. ID 


OJ990205_04 .9819 


.C51 


Gene No. 


45567 


Strand 


+ 




Start 


1 


End 


565 




Name 


OJ990205 04.9819.C51.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


562 . 




GI 


137940 


Score 


975 




Exons 


1. .562 








GI Descrip. 


REPLICATION PROTEIN 15 gi | 75892 | pir | | 0RBP15 replication 


protein 




15 - phage phi-80 gi | 14807 | emb | CAA31474 


1 (X13065) gene 


15 (AA 1 




- 302) [Bacteriophage phi-80] 








Seq. No. 


21880 


Seq. ID 


OJ990205_04 .9819 


.C51 


Gene No 


45567 


Strand 


+ 




Start 


1 


End 


565 




Name 


OJ990205 04.9819.C51.ol.gs 


Method 


GENSCAN 




Start 


75 


End 


565 




GI 


none 


Score 


.92 




Exons 


75. .565 








Seq. No. 


21880 


Seq. ID 


OJ990205_04.9819 


.C51 


Gene No. 


45568 


Strand 


+ 




Start 


562 


End 


648 




Name 


OJ990205 04.9819.C51.o2.np 


Method 


AAT/NAP 




Start 


562 


End 


648 




GI 


75894 


Score 


148 




Exons 


562. . 648 








GI Descrip, 


replication protein 14 - phage phi-80 







22119 














Qorr T Pi 
ocq . X U 




r*^9 


Gene No. 


45569 








Strand 






Start 


560 








End 


662 




Name 


OJ990205 


_04.9819.C52 


.ol 


.gs 


Method . 


GENSCAN 




Start 


560 








End 


662 




GI 


none 








Score 


.53 




Exons 


560. .662 
















01 QQO 

xooz 








oeq . X U 




. CDfl 


Gene No. 


45570 








Strand 






Start 


331 








End 


642 




Name 


OJ990205 


_04.9819.C54 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


283 








End 


550 




GI 


none 








Score 


270 




Exons 


283. .534, 


293. .532, 


293 


. .550 










^ X o o ^ 








oeq . X U 




A 


Gene No. 


45570 








Strand 






Start 


331 








End 


642 




Name 


OJ990205 


_04.9819.C54 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


302 








End 


556 




GI 


none 








Score 


135 




Exons 


302. .556, 


310. .531 








V 




C Q rr Ur\ 
O C CJ . IN O . 


91 ftR9 
^ xo o z 








oeq. xjj 


ujyyu^uo u4.yoxy 


. ft 


Gene No. 


45570 








Strand 






Start 


331 








End 


642 




Name 


OJ990205 


04.9819.C54 


.ol 


.gs* - 


Method 


GENSCAN • 




Start 


331 








End 


642 




GI 


none 








Score 


.42 




Exons 


331. .528, 


628. .642 












Seq. No. 


21883 








Seq. ID 


OJ990205_04.9819 


..C55 


die IN \J . 


45571 








Strand 


-j- 




start 


174 








End 


303 




Name 


OJ990205 


04.9819.C55 


.ol 


.np 


Method 


AAT/NAP 




start 


174 








End 


303 




GI 


6006367 








Score 


51 




Exons 


174. .303 














GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 




O tr q . IN O . 


21884 








Seq. ID 


ATQQnonc; A/l QQIQ 


.Coo 


Gene No. 


45572 








Strand 






Start 


236 








End 


462 




Name 


OJ990205 


04.9819.C56 


.ol 


.gs 


Method 


GENSCAN 




Start 


236 








End 


462 




GI 


none 








Score 


. 9 




Exons 


236. .338, 


404. .462 












Seq. No. 


21885 . 








Se'q. ID 


OJ990205_04 . 9819 


.C57 


Gene No. 


45573 








Strand 






Start 


411 








End 


532 




Name 


OJ990205 


04.9819.C57 


.ol 


gs 


Method 


GENSCAN 




Start 


411 








End 


532 




GI 


none 








Score 


.55 





Exons 411.. 532 

22120 




Seq. No. 21886 Seq. ID OJ990205_04 . 9819 .C59 

Gene No. 45574 Strand + 

Start 1 End 731 

Name OJ990205_04 . 9819.C59.ol.np Method AAT/NAP 

Start 1 End 731 

GI 1345132 Score 64 

Exons 1..98, 165.. 238, 318.. 388, 673.. 731 

GI Descrip. (U47029) ERECTA [Arabidopsis thaliana] gi | 1389566 | dbj | BAA118 69 | 
(D83257) receptor protein kinase [Arabidopsis thaliana] 
gi|3075386|gb|AAC14518.1| (AC004484) putative receptor-like 
protein kinase, ERECTA [Arabidopsis thaliana] 



Seq. No. 


21886 


Seq. ID 


OJ990205_ 


04 


.9819 


.C59 


Gene No. 


45574 


Strand 


+ 








Start 


1 


End 


731 








Name 


OJ990205 04.9819.C59.ol.gs 


Method 


GENSCAN 








Start 


106 


End 


271 










none 


Score 


. 67 








Exons 


106. .271 












Seq. No. 


21887 


Seq. ID 


OJ990205_ 


_04 


.9819 


.C60 


Gene No. 


45575 


Strand 


+ 








Start 


457 


End 


537 








Name 


OJ99.0205 04.9819.C60.ol.gs 


Method 


GENSCAN 








Start 


457 


End 


537 








GI 


none 


Score 


.94 










457. .537 












Seq. No. 


21888 


Seq. ID 


OJ990205_ 


04 


.9819 


.C61 


Gene No. 


45576 


Strand 










Start 


1 


End 


1410 








Name 


OJ990205 04.9819.C61.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1410 








GI 


' 4234846 


Score 


264 








Exons 


1..50, 999;. 1410 












GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 








Seq. No. 


21889 


Seq. ID 


OJ990205_ 


04 


.9819 


.C6.2 


Gene No. 


45577 


Strand 


+ 








Start 


1 


•End 


4707 








Name 


^OJ990205 04.9819.C62.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1423 








GI 


4234846 


Score 


428 








'Exons 


1..678, 1372. -.1423 












GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 








Seq. No. 


21889 


Seq. ID 


OJ990205_ 


04 


.9819 


.C62 


Gene No. 


45577 


Strand • 


+ 








Start 


1 


End 


4707 








Name 


OJ990205 0'4..9819.C62.ol.gs 


Method 


GENSCAN 








Start 


99< ' 


End 


4707 








GI 


none 


Score 


.84 








Exons" 


99. .284, 2334. .2425, 2541. . 


2710, 4149. 


.4707 








Seq. No. 


21889 


Seq. ID 


OJ990205_ 


04 


.9819 


-C62 


Gene No. 


45577 


Strand 


+ 









22121 




start 1 End 4707 

Name OJ990205_04 . 9819 . C62 . ol . gp Method AAT/GAP 

Start 2319 End 2910 

GI 16974_1,R1084 Score 834 

Exons 2319.. 2425, 2541.. 2910 



GI Descrip. '4097585 9.0e-13 (U64925) NTGP4 [Nicotiana tabacum] * 



Seq. No. 21889 Seq. ID 

Gene No. 45577 Strand 

Start ■ 1 End 

Name OJ990205_04 . 9819.C62 .o2 .gp Method 

Start 3907 End 

GI none Score 

Exons 3907.. 4250 



OJ990205_04 .9819.C62 
+ 

4707 
AAT/GAP 
4250 
618 



Seq. No. 


21889 


Seq. ID 


OJ990205_04.9819. 


C62 


Gene No. 


45578 


Strand 






Start 


1698 


End 


2229 




Name 


OJ990205 04.9819.C62.o2.np 


Method 


AAT/NAP 




Start 


1698 


End 


2229 




GI 


2792151 


Score 


197 




Exons 


1698.. 1828, 1913. .2229 








GI Descrip. 


(Y16182) hypothetical protein 


[Oryza 


sativa] 




Seq. No. 


21889 


Seq. ID 


OJ990205_04 .9819. 


C62 


Gene No. 


45579 


Strand 






Start 


4231 


End 


14484 




Name 


OJ990205 04.9819.C62.o3.tm 


Method 


TBLASTX: Maize 




Start 


65 


End 


664 




GI 


none 


Score 


165 




Exons 


65. .199, 78. .209, 197. .259, 307. .402, 


312. .395, 502. .594 






508. .588, 510. .620, 598. .657, 


598. .657, 599. .664 





Seq. No.. 


21889 






Gene No. 


45579 






Start 


4231 






Name 


OJ990205 04 


.9819 


.062. o3 


Start 


2327 . 






GI 


none 






Exons 


2327. .2428, 


2332 


. .2427, 


Seq. No. 


21889 






Gene No. 


45579 






Start 


4231 






Name 


OJ990205 04 


.9819 


C62.06 


Start 


2327 






GI 


none 






Exons 


2327. .2428, 


2332 


.2427, 




2540. .2710, 


2646 


.2714 


Seq. No. 


21889 






Gene* No. 


45579 






Start 


4231 






Name 


OJ990205 04 


.9819 


C62.03 


Start 


4231 






GI 


* 4481948 






Exons 


4231. .4683, 


5431 


.5584, 



Seq. ID OJ990205_04 .9819.C62 
Strand 

End 14484 

.tc Method TBLASTX: Cress 

End 2711 

Score 139 
2350. .2433, 2534. .2695, 2646. .2711 

Seq. ID OJ990205_04 .9819.C62 
Strand 

End .14484 

.tm Method TBLASTX : Maize 

End 2714 

Score 166 
2333.-2428, 2344. .2448, 2540, .2701, 



Seq. ID OJ9902q5_04 .9819,C62 
Strand 

End 14484 

.np Method AAT/NAP 

End 6830 

Score 292 
5662. .5979, 6307. .6830 



22122 




GI Descrip. {AL035637) hypothetical protein [Schizosaccharomyces pombe] 



Seq. No. 


21889 








Seq. ID 


OJ990205_04.9819.C62 


Gene No. 


45579 








Strand 




Start 


4231 








End 


14484 


Name 


-OJ990205 04 


.9819 


.C62.01. 


tm 


Method 


TBLASTX: Maize 


Start 


4331 








End 


4690 


GI 


none 








Score 


443 


Exons 


4331. .4678, 


4333 


. .4689, 


4456. 


.4689, 4535.. 4690 


Seq. No. 


21889 








Seq. ID 


OJ990205_04. 9819. 062 




45579 








Strand 




Start 


4231 








End 


14484 


Name 


OJ990205 04 


. 9819 


.062. o2. 


gs 


Method 


GENSCAN 


Start 


5632 








End 


14235 


GI 


none 








Score 


.77 


Exons 


5632. .5979, 


6307 


. .6518, 


6674. 


.6797, 6853.. 6931, 8433.. 8707, 




8848. .8934, 


9780 


. .9971, 


10480 


. .10633, 


10923. .10999, 




11430. .11475, 11963. .12049, 124 4 9 .. 12595, 13838.. 14235 


oeq • iNu • 


■ 21889 








Seq. ID 


OJ990205_04. 9819. 062 


Gene No. 


*1 J J / -7 








Strand 




Start 


4 Z O J. 








End . . 


14484 


Name'. 










- Method 


• TBLASTX :Oress-'- 


Start ' 


R ft R 4 ' ~~ 








* End ■ ' 


6838 ■ . ■ '/■:•- *•■ 


GI 


iiUilc 








Score 


88 


Exons 


Rftt=i4 RQft^ 


•^ft sft 


. DyoVf 




.6516, 6314.. 6439, 6653.. 6730, 




D/flD. .DOjO 












Seq. No. 


21889 








Seq. ID 


OJ990205_04. 9819. 062 


Gene No. 


45579 








Strand 




Start 


4231 








End 


14484 


Name 


OJ990205 04 


.9819 


C62.03. 


ts 


.Method 


TBLASTX : Soybean 


Start 


6307 








End . 


6519 


GI 


none 








Score 


113 


Exons 


6307. .6516, 


6308 


.6439, 


6400. 


.6519 




Qorr TvJo 
. INU . 


21889 








Seq. ID 


pJ990205_04. 9819. 062 


Gene No. 


45579 








Strand 




Start 


4231 








End 


14484 


Name 


OJ990205 04 


.9819 


C62.05. 


tm 


Method 


TBLASTX: Maize 


Start 


6338 








End 


6697 


GI 


none 








Score 


140 


Exons 


6338. . 6451, 


6340 


.6516, 


6341. 


.6547, 6400. .6519, 6477. .6548, 




6623. .6697, 


6626 


.6670, 


6654. 


.6695 




Seq. No. 


21889 








Seq. ID 


OJ990205_04 .9819.062 


OClXc INO ■ 


45579 








Strand 




Start 


4231 








End 


• 14484 


Name 


OJ990205 04 


.9819. 


C62.02. 


tm 


Method 


TBLASTX: Maize 


Start 


8402 








End 


9899. 


GI 


none 








Score 


" 384 • 


Exons 


8402. .8713, 


8412, 


.8708, 


8450. 


.8731, 88 


43. .8935, 8847. .8936, 




8847. .8933, 


8848. 


.8934, 


9383. 


.9445, 9388. .9450, 9762. .9899, 




9768. .9896 












Seq. No. 


21889 








Seq. ID 


OJ990205_04. 9819.062 



22123 




Gene No. 


45579 




Strand 




O I. Ct i. L. 


*i ^ J A. 




End 


14484 


Name 


OJ990205 04 


.9819.C62.o4.np 


. Method 


AAT/NAP 


Start 


8417 




End 


8756 


GI 


5881778 




Score 


183 


Exons 


8417. .8756 








GI Descrip. 


{AL117386) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21889 




Seq. ID 


OJ990205_04.9819.C62 


Gene No. 


45579 




Strand 




Start 


4231 




End 


14484 


Name 


OJ990205 04 


.9819.C62.o2.ts 


Method 


TBLASTX : Soybean 


Start 


8429 




End 


9858 


GI 


none 




Score 


188 


Exons 


8429. .8713, 


8454. .8708, 8471 


..8710, 9382.. 9450, 9768.. 9851, 




9774. .9851, 


9790. .9858 







Seq. No. 21889 

Gene No. 45579 

Start 4231 

Name OJ990205_04 . 9819 .C62 . o4 . to 

Start 8465 

GI none 
Exons 



Seq. ID OJ990205_04.9819.C62 
Strand 
End 

Method 
End 
Score 



14484 

TBLASTX: Cress 

8681 

108 



846.5. _.8560,_ 84 66../; ,854 8553.. 8681, 8573.. 8680 



Seq. No. 


21889 


Seq. ID 


OJ990205_04. 9819.C62 


Gene No. 


45579 


Strand 




Start 


4231 


End 


14484 


Name 


OJ990205 04.9819.C62.o3.gp 


Method 


AAT/GAP 


Start 


8513 


End 


10568 


GI 


27880 1.R1084 


Score 


908 


Exons 


8513. .8707, 8848. .8934, 9385. .9444, 9780. .9848, 10480. .10568 


GI Descrip. 


'5881778/emb|CAB55696.1| 9. 


Oe-13 (AL117386) putative protein 




[Arabidopsis thaliana] * 






Seq. No. 


21889 


Seq. ID 


OJ990205_04. 9819.C62 


Gene No. 


45579 


Strand 




Start 


4231 


End 


14484 


Name 


OJ990205 04. 9819.C62.o5.np 


Method 


AAT/NAP 


Start 


10471 


End 


14112 


GI 


5881779 


Score 


540 


Exons 


10471. .10633, 10923. .10999, 


11430. .11475, 12449. .12595, 




13838. .14112 






GI Descrip. 


(AL117386) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21889 


Seq. ID 


OJ990205_04. 9819-C62 


Gene No. 


45579 


Strand 




Start 


4231 


End 


14484 


Name 


OJ990205 04.9819.C62.o7.tm 


Method 


TBLASTX: Maize 


Start 


10477 


End 


12049 


GI 


none 


Score 


202 


Exons 


.10477. .10632, 10482. .10634, 


10482. .10640, 10908. >i.lOOO, ' 




10922. .11011, 10922. .11002, 


11428. .11472, ■ 114 30. ; 114 68, 




11430. .11474, 11431. .11472, 


11984. .12049, 11989. . 12048, 




11990. .12049 







Seq. No. 21889 ' Seq. ID OJ990205_04 . 9819 . C62 

22124 



Gene No. 45579 

Start 4231 

Name • OJ990205_04 . 9819.C62 .o4 .gp 

Start 11944 

GI 20855_1.R1084 

Exons 11944 . .12049, 1244 9 .. 12595, 

GI Descrip. ' 5881779/emb | CAB55697 . 1 | 2. 

[Arabidopsis thaliana] ' 



Strand 

End 14484 
Method AAT/GAP 
End 14484 
Score 1352 
13838. .14256, 14376.. 14484 
Oe-43 (AL117386) putative protein 



Seq. No. 


21889 




Seq. ID 


OJ990205_04. 9819. 


C62 


rffi A. XI 

tjene ino. 


4 C C 7 Q 




Strand 






Start 


4231 




End 


14484 




Name 


OJ990205 04.9819.C62 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12472 




End 


14073 




GI 


none 




Score 


62 




Exons 


12472. .12528, 12473. 


.12529, 


12532. .12594, 12543 .. 12596, 






13828. .13926, 13832. 


.14071, 


13843. .14073 




oeq. NO. 


91 ft ft Q 
z loo y 




Seq. ID 


OJ990205_04.9819. 




Gene No. 


45579 




Strand 






Start 


4231 




End 


14484 




Name 


OJ990205 04.9819.C62 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


12541. 




End" 


14073 




GI' . 


. .none' 




Score 


"144 ■ 




Exons" 


12'5'41. .12-603, -13832. 


.14041, 


13846.. 14073 ' 




oeq. INO . 


91 ft ft Q 

4t J. O O J? 




Seq. ID 


OJ990205_04.9819. 




Gene No. 


45579 




Strand 






Start 


4231 




End 


14484 




Name 


OJ990205 04.9819.C62 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


12544 




End 


14163 




GI 


none 




Score 


309 




Exons 


- 12544. . 12594, 13829. 


.14158, 


13843. .14073, 14131. .14163 




Seq. No. 


21890 




Seq. ID 


OJ990205_04.9819. 


C63 


Gene No . 


/I c; t: Q n 




Strand 


+ 




Start 


312 




End 


446 




Name 


OJ990205 04.9819.C63 


. ol . gs 


Method 


GENSCAN 




Start 


312 




End 


446 




GI 


none 




Score 


.49 




Exons 


312. .446 










Seq. No. 


21891 




Seq. ID 


OJ990205_04.9819. 


C64 


Gene No. 


45581 




■'* .Strand 


+ 




Start 


451 




End 


4229 




Name 


OJ990205 04.9819.C64 


.ol.gs 


Method 


GENSCAN 




Start 


451 




End 


4135 




GI 


none 




Score 


.79 




Exons 


451. .472, 903. .1186, 


1718. . 


1839, 1933. 


.2255, 3046. .3470, 






3698. .4135 










Seq. No. 


• 21891 




Seq. ID 


OJ990205_04. 9819. 


C64 


Gene No. 


45581 




Strand 


+ 




Start 


451 




End 


4229 




Name 


OJ990205 04.9819.C64 


. o2 . np 


Method 


AAT/NAP 




Start 


1001 




End 


4229 




GI 


2462826 




Score 


1049 





22125 



Exons 


1001. .1186, 




3228, .3470, 


GI Descrip. 


(AF000657) 


Seq. No. 


21891 


Gene No. 


45582 


Start 


1 


Naitie 


OJ990205 04 


Start 


1 


GI 


6580645 


Exons 


1..38, 374. 


GI Descrip. 


(AL133469) 




coelicolor 


Seq. No. 


21891 


Gene No. 


45583 


Start 


1714 


Name 


OJ990205 04 


Start 


1714 


GI 


none 


Exons 


1714. .1839, 




1931. .2158, 


Seq. No. 


21891 


Gene No ' 


45583 


Start 


1714 


Name 


OJ990205 04 


Start 


1771 


GI 


none 


Exons 


1771. .1839, 


Seq. No. 


21891 


Gene No . 


45584 


Start 


2237 


Name 


OJ990205 04 


Start 


2237 


GI 


none 


Exons 


2237. .2377, 


Seq. No. 


21891 


Gene No . 


45585 


Start 


2880 


Name 


OJ990205 04 


Start 


2880 


GI 


none 


Exons 


2880. i2924, 


Seq. No. 


21891 


Gene No 


45585 


Start 


2880 


Name 


OJ990205 04 


Start . ' 


2994 


GI 


none 


Exons 


2994. .3158, 


Seq. No. 


21891 


Gene No. 


45585 



Seq. ID OJ990205_04. 9819.C64 
Strand 

End 1297 

Method AAT/NAP 

End 1297 

Score 99 



Seq. ID OJ990205_04.9819.C64 
Strand 

End 2335 

Method TBLASTX : Mai ze 

End 2271 

Score 107 



•Seq. ID. OJ9?0205_04. 9819.C64 
Strand ■ * ' ■ 

End 2335 

19.C64.ol.ts Method TBLASTX: Soybean 

End 2335 

Score 79 

1771. .1839, 1772. .1840, 1925. .2260, 1931. .2335, 2041. .2322 

Seq. ID OJ990205_04.9819.C64 
Strand 

End 2924 

19.C64.o2.tc Method TBLASTX : Cress 

End 2924 

Score 109 

2237.. 2377, 2660.. 2851, 2661.. 2852, 2803.. 2862, 2880.. 2924 

Seq. ID OJ990205_04. 9819-C64 
Strand 

End 4081 

19.C64 .o3.ts Method TBLASTX : Soybean 

End 3158 

Score 53 

2880. .2924, 2979. .3158, 2993. .3067, 2995. .3078, 3021. .3086 

Seq. ID OJ990205_04. 9819.C64 
Strand 

End 4081 

19.C64.ol.tc Method TBLASTX : Cress 

• End 3389 

Score 145 



Seq. ID OJ990205_04. 9819.C64 
Strand 



22126 




start 


2880 








End 


4081 


Name 


OJ990205 04. 


9819. 


C64 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3179 








End 


3473 


GI 


none 








Score 


196 


Exons 


3179. .3406, 


3189. 


.3416, 


3194 


..3418, 3418. .3471, 3420. .3473 


Seq. No. 


21891 








Seq. ID 


OJ990205_;04.9819.C64 


Gene No. 


.45585 








Strand 














End 


4081 


Name 


OJ990205 04, 


9819. 


C64 .o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3261 








End 


4081 


GI 


none 








Score 


262 


Exons 


3261. .3476, 


3263. 


.3424, 


3704 


..3790, 3707. .3838, 3715. .3828, 




3887. .4081 












Seq. No. 


21891 








Seq. ID 


OJ990205_04.9819.C64 












Strand 




Start 


2880 








End 


4081 


Name 


OJ990205 04. 


9819. 


C64.03 


.tm 


Method 


TBLASTX: Maize 


Start 


3695 








End 


4081 


GI 


none 








Score 


173 


Exons 


3695. .3901, 


3695. 


.3778, 


3697 


..3852, 3866. .4036, 4022. .4081 


Seq. No. r ,-:/ 


• 213.92 








Seq. ID 


OJ990205,wi)4.. 9819.065 


Gene No . ■ t ' ' 


45586 








Strand 


+ 


Start 


78 








End 


2784 


V* dilLC 


OJ990205 04. 


9819. 


C65.01 


.np 


Method 


AAT/NAP 


Start 


78 








End 


1976 


GI 


2462826 








Score 


577 


Exons 


78.-269, 348 


. .575 


, 675. 


.991, 


1181. .1370, 1481. .1509, 1537. .1635, 




1684. .1976 












GI Descrip. 


(AF000657) unknown protein [Arabidopsis thaliana] 


Seq. No. 


21892 








Seq. ID 


OJ990205_04. 9819.C65 


Gene No. 


45586 








Strand 


+ 


q-|- a yf- 


78 








End 


2784 


Name 


OJ990205 04. 


9819. 


C65.01 


.gs 


Method 


GENSCAN 


Start 


99 








End 


2784 


GI 


none 








Score 


.54 


Exons 


99. .269, 348 


. .575 


, 675. 


.872, 


1067. .1111, 1252. .1325, 1481. .1951, 




2396. .2687, 


2716. 


.2784 








Seq. No. 


21892 








Seq. ID 


OJ990205_04. 9819.C65 




45586 








Strand 


+ 


Start 


78 








End 


2784- 


Name 


OJ990205 04. 


9819. 


C65.01 


.gp 


Method 


AAT/GAP 


Start 


1679 








End 


1917 


GI 


4968583 








Score 


474 


Exons 


1679. .i917 












Seq. No. 


21892 








Seq. ID 


OJ990205_04. 9819.C65 


Gene No . . 


45587 








Strand 




Start 


2113 








End 


3694 


Name 


OJ990205 04. 


9819. 


C65.03 


. tc 


Method 


TBLASTX: Cress 


Start 


78 








End 


521 


GI 


none 








Score 


146 


Exons 


78. .227, 87. 


.263, 


345. .521, 


350. .463 





22127 






91 ftQ9 

Z J. 0 -7^ 






Seq. ID 






Gene No. 


45587 






Strand 






Start 


2113 






End 


3694 




Name 


OJ990205 04 


.9819.C65.ol 


. ts 


Method 


TBLASTX ; Soybean 




Start 


84 






End 


901 




GI 


none 






Score 


152 




Exons 


84. .227, 84 


..272, 347.. 


550, 647.. 901, 


672. .893 




Seq. No. 


21892 






Seq. ID 


O*J990205_04.9819 


.C65 




45587 






Strand 






Start 


2113 






End 


3694 




Name 


OJ990205 04 


.9819.C65.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


180 






End 


577 




GI 


none 






Score 


64 




Exons 


180. .269, 181. .261, 348 


. . fiy 1, 


349. .483, 350. .490, 351.. 


491, 




471. .575, 487. .576, 494 


■^7 1 


518. .577 






Seq. No. 


21892 






Seq. ID 


OJ990205_04.9819 


.C65 


Gene No. 


45587 






Strand 






o tar t. 


2113 






End 


3694 




Name 


OJ990205 04 


.9819.C65.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


653 






End • 


1751 




GI 


none... 






Score 


254 , • 




Exons 


:>653..910, 669.. 920, 671 


Qi n 


1030; .1077, 1037. .1090, 






1038. .i061. 


1043. .1084, 


1 1 7 R 
± J. / o .- 


■.1357> 1179.. 1370/ 1180. 11326, 




1472. .1627, 


1478. .1630, 


1 47 Q 


.1634, 1685. .1750, 1686. .1751 


oeq . iNO . 


21892 






Seq. ID 


OJ990205_04.9819 


.C65 


Gene No. 


45587 






Strand 






Start 


2113 






End 


3694 




Name 


OJ990205 04 


.9819.C65.ol 




Method 


TBLASTX: Cress 




Start 


1521 






End . 


1967 




GI 


none 






Score 


63 




Exons 


1521. .1631, 


1695. .1967 










o c q • IN O . 


21892 






Seq. ID 


OJ990205_04.9819 


.C65 


Gene No . 


45587 






Strand 






Start 


2113 






End 


3694 




Name 


OJ990205 04 


.9819.C65.ol 




Method 


TBLASTX: Wheat 




Start 


1667 






End 


1928 




GI 


none 






Score 


117 




Exons 


1667. .1828, 


1668. .1916, 


1 if? Q 


.1921, 1689. .1928 




06q . LNO . 


21892 






Seq. ID 


OJ990205_04.9819 


.C65 


Gene No. 


45587 






Strand 






Start 


2113 






End 


3694 




Name 


OJ990205 04 


.9819.C65.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1689 






End 


1964 




GI 


none 






Score 


257 




Exons 


1689. .1964 












Seq. No. 


21892 






Seq. ID 


OJ990205_04.9819 


.C65 


Gene No. 


45587 






Strand 






Start 


2113 






End 


3694 




Name 


OJ990205 04 


.9819.C65.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1754 






End 


1967 





22128 




GI 


. none 








Score 


276 


Exons 


'1754, .1957, 


1755. 


.1967, 


1782. 


.1967 




Seq. No. 


21892 








Seq. ID 


OJ990205_04.9819.C65 




45587 








^t rsnd 




Start 


2113 








End 


3694 


Name 


OJ990205 04. 


9819. 


C65.02 


.gp 


Method 


AAT/GAP 


Start 


2113 








End 


3694^ 


GI 


none 








Score 


2157 


Exons 


2113. .2747, 


3163. 


.3694 








Seq. No. 


21892 








Seq. ID . 


OJ990205_04 . 9819.C65 


Gene No. 


45587 








Strand 




Start 


2113 








End 


3694 


Name 




J O X ^ • 






Method 


TBLASTX: Maize 


Start 


2512 








End 


3576 


GI 


none 








Score 


69 


Exons 


2512. .2664, 


2526. 


.2672, 


2589. 


.2750, 2590. .2748, 3163. .3333, 




3164. .3298, 


3397. 


.3420, 


3397. 


.3429, 3423. .3449, 3511. .3576, 




3518. .3550 












Seq. No. 


21892 








Seq. ID 


OJ990205_04.9819.C65 


Gene No. 


45587 








Strand 




O Lol. U 










End. 


3694 - 


Name 


'•bJ990205 04. 


9819. 


C65.03 


..ts 


-Method 


T§LASTX : Soybean 


Start 


2529 








End 


3333 


GI 


none 








Score 


38 


Exons 


2529. .2672, 


2530. 


.2571, 


2547. 


.2750, 2590. .2667, 3163. .3237, 




3164. .3223, 


3223. 


.3333, 


3233. 


.3298 




Seq. No. 


21892 








Seq. ID 


OJ990205_04.9819.C65 


VJCIIC IN (J. 


*i J O O / 








Strand 




Start 


2113 








End 


3694 


Name 


OJ990205 04. 


9819. 


C65.02 


.to 


Method 


TBLASTX: Cress 


Start 


2643 








End 


3333 


GI 


none 








Score 


65 


Exons 


2643. .2750, 


3163. 


.3237, 


3164. 


.3223, 3226.. 3333, 3227.. 3298 


Seq. No. 


21892 








Seq. ID 


OJ990205_04.9819.C65 




1 J o / ,i ■ 








Strand 




Start 


2113 








End 


3694 


Name 


OJ990205 04. 


9819. 


C65.02 


.gs 


Method 


GENSCAN 


Start 


2896 








End 


354 6 


GI 


none 








Score 


.96 


Exons 


2896. .2919, 


3163. 


.3546 








Seq. No. 


21893 








Seq. ID 


OJ990205_04.9819.C66 




4 ^Rft ft 

4 J O O O 








Strand 




start 


525 








End 


622 


Name 


OJ990205 04. 


9819. 


C66.01 


.gs 


Method 


GENSCAN 


Start 


525 








End 


622 


GI 


none 








Score 


.76 


Exons 


525. .622 












Seq. No. 


21894 








Seq. ID ■ 


OJ990205_04 , 9819. C67 


Gene No. 


45589 








Strand 




Start 


156 








End 


773 



22129 



Name 


OJ990205 04.9819.C67.ol.gs 


Method 


GENSCAN 




Start 


156 


End 


773 




GI 


none 


Score 


.84 




Exons 


156.. 332, 415. .773 








Seq. No. 


21894 


Seq. ID 


OJ990205_04.9819. 


C67 




45589 


St* r;ind 

I. X. Cll l\Ji 






Start 


156 


End 


773 




Name 


OJ990205 04.9819.C67.ol.ts 


Method 


TBLASTX : Soybean 




Start 


410 


End 


. 634 




GI 


none 


Score 


115 




Exons 


410.. 622, 418.*. 633, 434.. 634 








Seq. No. 


21894 


Seq. ID 


OJ990205_04.9819. 


C67 




*4 J J O 








Start 


156 


End 


773 




Name 


OJ990205 04.9819.C67.ol.tm 


Method 


TBLASTX: Maize 




Start 


434 


End 


661 




GI 


none 


Score 


230 




Exons 


434. .661, 436. .660 








Seq. No. 


■ 21895 


Seq. ID 


OJ990205_04.9819. 


C68 




*4 j j J yj . 


04- -r^i nH 






Start 


298 - 


End 


487 




Name 


6J990205 04". 9819.C68:ol.g5 


Method 


■'GENSCAN 




Start^ 


•298 


End 


487 




GI 


none 


Score 


.76 




Exons 


298. .487 








Seq. No. 


21896 


Seq. ID 


OJ990205_04.9819. 


C69 


Gene No. 


45591 


Strand 


+ 




Start 


1 


End 


869 




Name 


OJ990205 04.9819.C69.ol.np 


Method 


AAT/NAP 




Start 


1 


End . 


869 




GI 


2829923 


Score 


208 




Exons 


1..42, 151. .218, 652. .869 








GI Descrip. 


(AC002291) Similar to uridylyl transferases [Arabidopsis 




thaliana] 








Seq. No. 


21896 


Seq. ID 


OJ990'205_04.9819. 


C69 




45591 


Strand 


+ 




Start 


1 


End 


869 




Name 


OJ990205 04. 9819.C69.ol.gs 


Method 


GENSCAN 




Start 




End ' • - 


834 




Gr "..^ 


' none - ' . ■ 


Score 


;.JB9-- 




Exons 


' 36. .42''; 151. .218, 652. .834 








Seq. No. 


21897 


Seq. ID 


OJ990205_04.9819. 


C70 


Gene No. 


45592 


Strand 






Start 


1 


End 


961 




Name 


OJ990205 04.98i9.C70.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


• 961 




GI 


2829923 


Score 


245 




Exons 


1..33, 342. .443, 649. .816, 846. .961 







GI Descrip." (AC002291) Similar to uridylyl transferases [Arabidopsis 
■ thaliana] 



22130 




Seq. No. 


21897 




Seq. ID 


OJ990205_04.9819. 


C70 


Gene No . 


45592 




Strand 






Start 


1 




End 


961 




Name 


OJ990205 04 .9819.070. ol 


.gs 


Method 


GENSCAN 




Start 


336 




End 


912 




GI 


none 




Score 


.74 




Exons 


336. .443, 649. .912 










Seq. No. 


21897. 




Seq. ID 


OJ990205_04. 9819. 


C70 


Gene No. 


45592 




Strand 






Start 


1 




End 


961 




Name 


OJ990205 04.9819.C70.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


342 




End 


814 




GI 


none 




Score 


134 




Exons 


342. .398, 649. .813, 665, 


. .814 








Seq. No. 


21897 




Seq. ID 


OJ990205_04.9819. 


C70 


Gene No . 


45592 




Strand 






Start 


1 




End 


961 




Name 


OJ990205 04.9819.C70.ol, 


.tw 


Method 


TBLASTX: Wheat ' 




Start 


342 




End 


840 




GI 


none 




Score 


48 




Exons 


342. .389, 343. .402, 644, 


. .817, 


670. .840 






Seq. No.- 


21897 




Seq. ID 


OJ990205_04.9819. 


C70 


Gene No. 


45592 




Strand 






Start 


1 




End 


961 




Name 


OJ990205 04.9819.C70.ol, 


.ts 


Method 


TBLASTX: Soybean 




Start 


679 




End 


939 




GI 


none 




Score 


140 




Exons 


679. .825, 683. .826, 880. 


. .939 








Seq. No. 


21898 




Seq. ID 


OJ990205_04. 9819. 


C74 


Gene No. 


45593 




Strand 


-f 




Start 


544 




End 


594 




Name 


OJ990205 04.9819.C74.ol, 


. gs 


Method 


GENSCAN 




Start 


544 




End 


594 




GI 


none 




Score 


. 96 




Exons 


544. .594 










Seq. No. 


21899 




Seq. ID 


OJ990205_04. 9819. 


C75 


Gene No . 


45594 




Strand 






Start 


397 




End 


557 




Name 


OJ990205 04.9819.C75.ol, 


,tm 


Method- 


TBLASTX: Maize 




Start ■ 


3^4- 




End ■ 


557' • 




GI 


none 




Score 


202 




Exons 


394. .549, 398. .550, 399. 


, .551, 


399. .557 






Seq. No. 


21899 




Seq. ID 


OJ990205_04.9819. 


C75 


Gene No. 


45594 




Strand 






Start 


397 




End 


557 




Name 


OJ990205 04.9819.C75.ol. 


gp 


Method 


AAT/GAP 




Start 


397 




End 


485 




GI 


27880 1.R1084 




Score 


161 





Exons 397.. 485 

GI Descrip. ' 5881778/emb | CAB55696 . 1 | 9.0e-13 {AL117386) putative protein 
[Arabidopsis thaliana] * 

22131 
















Gene No. 


45594 






Strand 




Start 


397 






End 


557 


Name 


OJ990205 


04. 


9819.C75.ol.gs 


Method 


GENSCAN 


Start 


397 






End 


550 


GI 


none 






Score 


.74 


Exons 


397. .550 










O c Cj^ • IN U . 












Gene No. 


45595 






Strand 




Start 


96 






End 


543 


Name 


OJ990205 


04. 


9819.C76.ol.tm 


Method 


TBLASTX: Maize 


Start 


75 






End 


509 


GI 


none 






Score 


112 


Exons 


75. .284, 


75. 


.191, 144. .284, 


145. .285, 


154. .258, 324. .509 


O • IN U . 








. XL/ 


n.TQQn9nS 04 QRIQ P7fi 

\JkJ ;7-/U^VJJ U*4 . jO 1 \J 


Gene No. 


45595 






Strand 




Start 


96 






End 


543 


Name 


OJ990205 


04. 


9819.C76.ol.tw 


Method 


TBLASTX: Wheat 


Start 


75 






End 


543 


GI 


none 






Score 


63 


Exons 


75. .251,--. 


145 


..252, 168.. 284, 


168. .284, 


-285.. 542, 307. ..543 




9 1 Q n n 






Seq. ID 


OJ990205_04 .9819.C76 


Gene No. 


45595 






Strand 




Start 


96 






End 


543 


Name 


OJ990205 


04. 


9819.C76.ol.ts 


Method 


TBLASTX : Soybean 


Start 


75 






End 


528 


GI 


none 






Score 


83 


Exons 


75. .245, 


87. 


.242, 88. .243, 165. .275, 288. .527, 400. .528 




91 Qnn 






Seq. ID 


OJ990205_04 .9819.C7 6 


Gene No. 


45595 






Strand 




Start 


96 . 






End 


543 


Name 


OJ99'0205 


04. 


9819.C76.ol.gs 


Method 


GENSCAN 


Start 


96 






End 


518 


GI 


none 






Score 


.44 


Exons 


96. .337, 


416 


. .518 






o C ^ • IN • 


91 QDO 






Seq. ID 


OJ990205_04 .9819.C76 


Gene No. 


45595 






Strand 




Start . 


■ 96 , 






End 


543 • 


Name 


OJ9902d5 


04-; 


9819X76. pi. tc 


Method 


TBLASTX: Cress 


Start 


108 






End 


536 


GI 


none 






Score 


64 


Exons 


108. .215, 


126. .401, 135. .284 


, 145. .369 


, 420. .530, 438. .536 


Seq. No. 


21901 






Seq. ID 


OJ990205_04.9819.C77 


Gene No.. 


45596 






Strand 




Start 


296 






End ^ 


4704 


Name 


OJ990205 


04. 


9819.C77.ol.gs 


Method 


GENSCAN 


Start 


296 






End 


3653 


GI 


none 






Score 


.58 


Exons 


296. .436, 


560. .632, 1019. .1123, 1921.. 


1984, 2846.. 3012, 



3103.. 3407, 3525., 3653 



22132 



Seq. No. 21901 

Gene No. 45596 

Start 296 

Name OJ990205_04 . 9819 . C77 . ol . tc 

Start 2826 

GI none 
Exons 



Seq. ID OJ990205_04.9819.C77 



Strand 
End 

Method 

End 

Score 



+ 

4704 

TBLASTX: Cress 

3320 

143 



2826.. 3020, 2870.. 2980, 3105.. 3143, 3123.. 3140, 3156.. 3320, 
3173. .3319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI . ' 
Exons 



21901 Seq. ID 

45596 Strand 

296 End 

OJ990205_04 . 9819 . C77 . ol . np Method 

2847 End 

2780192 Score 



OJ990205_04.9819.C77 
+ 

4704 
AAT/NAP 
4704 
219 



2847. .3012, 3103. .3321, 3490. .3599,. 4601. .4704 

(AJ222713) unnamed protein product [Arabidopsis thaliana] 



21901 
45596 
296 

OJ990205_04.9819.C77.ol.tm 
2861 
"none 

2861. .2980, 2862. .3020, 2874, 
3156.. 3326, 3167.. 3325 



Seq. ID OJ990205_04.9819.C77 

Strand + 

End 4704 

Method ' TBLASTX: Maize 

End 3326 . 

Score 119 ■ 

.3008, 3123.. 3167, 3125., 3139, 



Seq. No. 21901 

Gene No. 45596 

Start 296 

Name OJ990205_04 . 9819.C77 .ol . ts 

Start 2868 

GI none 
Exons 



Seq. ID OJ990205_04.9819.C77 

Strand + 

End 4704 

Method TBLASTX : Soybean 

End 3668 

Score 212 



2868. .3Q20, 2870. ,3016, 3095. .3208, 3102. .3227, 3213. .3326, 
"3224. .3328, 3525., 3560, 3591.. 3668 



Seq. No. 21902 

Gene No, 45597 

...Start 13554 

Name OJ990205_04 . 9819 . C78 . o2 . gs 

Start 13554 

GI none 

..Exons. • 13554 . .14027, 14201.. 14287 

Seq. No, 21902 

Gene No. 45598 

Start 14890 

Name OJ990205_04 , 9819 . C78 . o2 . gp 

Start 14863 

GI' none 

Exons 14863.. 15386 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ990205_04.9819,C78 
+ 

14287 
GENSCAN 
14287 
.76 



OJ990205_04.9819,C78 
+ 

17121 
AAT/GAP 
15386 
910 



Seq. No, 21902 Seq. ID OJ990205_04. 

Gene No, 45598 Strand + 

Start 14890 End 17121 

Name OJ990205_04 , 981-9 , C78 . o3 . gs Method GENSCAN 



9819. C78 



22133 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14890 End 16647 

none Score . 67 

14890. .15017, 15144. .15267, 15696 ... 15766, 15952 16065, 

16131. .16233, 16307. .16352, 16580.. 16647 



21902 
45598 
14890 

OJ990205_04.9819.C78.ol.np 

15995 

2829923 



Seq. ID OJ990205_04.9819.C78 

Strand + 

End 17121 

Method AAT/NAP 

End 17121 

Score 281 



15995. .16065, 16188 16233, 16357 16471 , 16580 16651, 
17022. .17121 

(AC002291) Similar to uridyl yl transferases [Arabidopsis 
thaliana] 



Seq. No. 21902 

Gene No. 45599 

Start 2567 

Name OJ990205_04 . 9819.C78 .ol .gs 

Start 2567 

GI none 
Exons 



Seq. ID OJ990205_04 . 9819.C78 
Strand 

End 12656 

Method GENSCAN 

End 12656 

Score .49 



2567. .2777, 6623. .6708, 7384. .7470, 8095. .8157, 10619 10684 , 
11193. .11396, 11902. .12014, 124 10 12581 , 12639.. 12656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



21902 
45600 
16013 

OJ990205_04.9819.C78.ol.tc 

16013 

none 

16013. .16063, 16189. .16236, 
16575. .16649, 16579.. 16650 



Seq". ID 

Strand 

End 

Method 

End 

Score 



OJ990205_04.9819.C78 
16650 

TBLASTX: Cress 

16650 

89 



16356. .16469, 16357 .. 16470, 



21902 
45600 
16013 

OJ990205_04 .9819.C78.ol.ts 
16034 ' 
none 

16034. .16066, 16186 .. 16236, 16338 
16575. .16643, 16579. .16644 



Seq. ID OJ990205_04.9819.C78 
Strand 

End 16650 

Method TBLASTX : Soybean 

End - 16644 

Score 52 

16469, 16357. . 16470, 



Seq. .No. 21903 . . Seq. ID OJ990205_04 . 9819.C79 

Gene No..: 45601 . Strand ' + 

Start 1 End 601 

Name OJ990205_04 . 9819 . C79 . ol . np Method AAT/NAP 

Start 1 End 601 

GI 2829923 Score 264 

Exons 1..131, 233.. 462, 496.. 601 

GI Descrip. (AC002291) Similar to uridylyl transferases [Arabidopsis 
thaliana] 



Seq. No. 21903 Seq. ID 

Gene No. 4 5602 Strand 

Start , 161 End 

Name OJ990205_04 . 9819 . C7 9 . ol . gs Method 



OJ990205_04.9819.C79 
872 

GENSCAN 



22134 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



161 
none 

161. .592, 615. .665 



End 665 
Score . 55 



OJ990205 04.9819.C79 



21903 Seq. ID 

45602 Strand 

161 End 872 

OJ990205_04.9819.C79.ol.gp Method AAT/GAP 

365 End 872 

36648_1.R1084 Score 740 
365. .872 

'58067/emb|X52325|ARBLSKP 2.0e-13 pBluescript SK(+) 

phagemid excised from lambda ZAP' 



vector DNA, 



Seq. No. 


21903 




Seq. ID 


OJ990205_04. 9819.C79 


Gene No. 


45603 




Strand 


- 


Start 


1569 




End 


3876 


Name 


OJ990205 04 9819 C79 o2 


. tc 


Me*t hod 


TBLASTX : Cress 


Start 


226 




End 


4 62 


GI 


none 




Score 


291 


Exons 


226. .462, 230. .460 








Seq. No. 


21903 




Seq. ID 


OJ990205_04.9819.C79 


Gene No,. 


45603 




Strand . 


- 


Start ' " 


1569 - ' 




End 


387 6 


Name 


OJ990205 04.9819.C79.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


230 




End 


414 


GI 


none 




Score 


217 


Exons 


230. .412, 232. .414, 257 


. .397 






Seq. No. 


21903 




Seq. ID 


OJ99Q205_04.9819.C79 


Gene No. 


45603 




Strand 




Start 


1569 




End 


3876 


Name 


OJ990205 04.9819.C79.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


230 




End 


405 


GI 


none 




Score 


263 


Exons 


230. .403, 230. .403, 232 


. .405 






Seq. No. 


21903 




Seq. ID 


OJ990205_04.9819.C79 


Gene No. 


45603 




Strand 




Start 


1569 




End 


3876 


Name 


OJ990205 04.9819.C79.o2 


.np • 


Method 


AAT/NAP 


Start 


1434 




End 


3561 


GI 


2829925 




Score 


.966 


Exons ' ' 


1434.. 1511, 1605.. 1730, 


2083.' 


.2261, 2343.. 2501, 2592.. 2721, 




2864. .3017, 3i29..3214, 


3331. 


.3384, 3475. .3561 


GI Descrip. 


(AC002291) Similar to dnaj-like protein, . gp | Y11969 | 2230757 



[Arabidopsis thaliana] 



Seq. No. 21903 

Gene No. 45603 

. Start 1569 

Name OJ990205_04 . 9819'. C79 . o2 

Start 1569 

GI none 

Exons 1569.. 1730, 1836.. 1916, 
2864. .3017, 3129. .3240, 



Seq. ID OJ990205_04. 9819.C79 
Strand 

End 387 6 

.gs Method GENSCAN 

End 387 6 

Score .78 
2083.. 2282, 2343.. 2501, 2592.. 2721, 
3475.. 3653, 3761.. 3876 



22135 




Seq. No. 


21903 








Seq. ID 


OJ990205 


_04 . 9819.079 


Gene No. 


45603 








Strand 






Start 


1569 








End 


3876 




Name 


OJ990205 04 


.9819 


C79.01 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1836 








End 


3556 




GI 


none 








Score 


68 




Exons 


1836. .1916, 


1837 


.1917, 


2080. 


.2262, 2081.. 2263, 


2339. .2497, 




2341. .2505, 


2596 


.2718, 


2910. 


.3023, 2939.. 3016, 


3129. .3245, 




3131. .3214, 


3319 


.3390, 


3323. 


.3385, 3470.. 3556, 


3475. .3555 


Seq. No. 


21903 








Seq. ID 


OJ990205 


_04 . 9819.079 


Gene No . 


45603 








Strand 






Start 


1569 








End 


3876 




Name 


OJ990205 04 


. 9819 


C79.01 


. tc 


Method 


TBLASTX: 


Oress 


Start 


2059 








End 


3020 




GI 


none 








Score 


77 




Exons 


2059. . 2181, 


2075 


.2314, 


2080. 


.2262, ' 2339. .2503, 


2341. .2505, 




2599. .2724, 


2636 


.2725, 


2864 . 


.3019, 2876.. 3010, 


2907. .3020 


Seq. No. 


21903 








Seq. ID 


OJ990205 


04 . 9819.079 


Gene No. 


45603 








Strand 






Start 


1569 








End 


3876 




Name 


- 'OJ990205 04 


.9819 


C7 9.02 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2080 








End 


2503 




GI 


none 








Score 


60 




Exons 


2080. .2211, 


2081 


.2239, 


2339. 


.2503, 2341. .2502, 


2375. .2503 


Seq. No. 


21903 








Seq. ID 


OJ990205 


_04. 9819. 079 


Gene No. 


45603 








Strand 






Start 


1569 








End 


3876 




Name 


OJ990205 04 


. 9819 


C79.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2159 








End 


2724 




GI 


none 








Score 


148 




Exons 


2159. .2263, 


2160 


.2258, 


2339. 


.2500, 2341. .2517, 


2593. .2724, 




2636. .2719 














Seq. No. 


21903 








Seq. ID 


OJ990205 


_04 . 9819.079 


Gene No . 


45603 








Strand 






Start 


1569 








End 


3876 




Name 


OJ990205 04 


. 9819, 


079. o2 


. tm 


Method 


, TBLASTX: 


Maize 


Start 


2966 








End 


3556 




GI 


none 








. Score 


88 




Exons ... 


_2966. .30.19, 


2967 . 


.3020, 


3128. 


.3214, 3142. .3231, 


3319. .3390, 




3326. . 3385, 


3475. 


."3555, 


3476. 


.3556 






Seq. No, 


21903 








Seq. ID 


OJ990205 


_04 . 9819-079 


Gene No . 


45603 








Strand 






Start 


1569 








End 


3876 




Name 


OJ990205 04 


.9819. 


079. o3 


.tc 


Method 


TBLASTX: 


Oress 


Start 


3131 








End 


3607 




GI 


'none 








Score 


57 * 




Exons 


3131. .3214, 


3134. 


.3217, 


3319. 


.3390, 3323.-3376, 


3470. .3607, 




3475. .3555 














Seq. ^No. 


21903 








Seq. ID 


OJ990205 


_04. 9819.079 


Gene No. 


45603 








Strand 







22136 



start 


1569 








Name 


OJ990205 04. 


9819. 


C79.01 


.tw 


Start 


.3140 








GI 


none 








Exons 


3140. .3214, 


3147. 


.3206, 


3320. 




3467. .3499, 


3475. 


.3555, 


3476. 


Seq. No. 


21904 








Gene No. 


45604 








Start 


2275 








Name 


OJ990205 04. 


9819. 


C80.O2 


.gs 


Start 


2275 








GI 


none 








Exons 


2275. .2787, 


3123. 


.3362, 


3714. 


Seq. No. 


21904 








Gene No. 


45604 








Start 


2275 " ' 








Name 


OJ990205 04. 


9819. 


C80.O1 


. tm 


Start 


2328 








GI 


none 








Exons 


2328. .2426, 


2457. 


.2618, 


2461. 




2684. .2734, 


3175. 


.3363, 


3186. 


Seq. No. 


21904 








Gene No. 


45604 








Start 


2275 








Name 


OJ990205 04. 


9819. 


C80.O1 


.np 


Start 


- 2332 








GI 


3688193 








Exons 


2332. .2698, 


3166. 


.3362, 


3506. 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 387 6 

Method TBLASTX : Wheat 

End 3555 

Score 51 



Seq. ID OJ990205_04.9819.C80 
Strand 

End 4 62 6 

Method GENSCAN 

End 4508 

Score .85 



Seq. ID OJ990205_04.9819.C80 
Strand 
End 

Method 
End 
Score 



4626 

TBLASTX: Maize 

3614 

150 



Seq.' '"'Id:^ 

Strand 

End 

Method 

End 

Score 



OJ990205_04 . 9819. C80 

4626 
AAT/NAP 
4626 
437 



113, 3714. .3773, 4433. .4626 
(AJ010091) MAP3K alpha 1 protein kinase [Brassica napus] 



21904 Seq. ID 

45604 Strand 

2275 End 

OJ990205_04.9819.C80.ol.ts Method 

2472 End 

none Score 



OJ990205_04.9819.C80 
4 626 

TBLASTX : Soybean. 

4517 

130 



2472.. 2558, 3165.. 3362, 3169.. 3363, 3503.. 3595, 3504.. 3614, 



3508. .3615, 3508. .3615, 3711, 
4434. .4517 



.3785, 3712. .3786, 4424. .4516, 



S.eq. ;Nb. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



■219.04 - . . • ' . 
'45604 
2275 

OJ990205_04.9819.C80.ol.gp 
3303 

LIB3474-005-P1-K1-G2. 

3303.. 3362, 3506.. 3613, 3714, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3773, 4433. .4511 



OJ990.2p5_04.9819.C80 

4626 
AAT/GAP 
4511 
554 



•3688193/emb|CAA08995.1| 5.0e-42 (AJ010091) MAP3K alpha 1 
protein kinase [Brassica napus] * 



21905 
45605 
1 

OJ990205_04.9819.C81.ol.np 



Seq. ID OJ990205_04.9819.C81 
Strand 

End 2688 

Method AAT/NAP 



22137 



start 1 End 2688 

GI 3688191 Score 164 

Exons 1..63, 382.. 444, 585.. 672, 1175.. 1368, 2659.. 2688 

GI Descrip. (AJ010090) MAP3K alpha protein kinase [Arabidopsis thaliana] 



Seq. No. 


21905 


Seq. ID 


OJ990205_04.9819. 


C81 


Gene No. 


45605 


Strand 






Start 


1 


End 


2688 




Name 


OJ990205 04.9819.C81.ol.gs 


Method 


GENSCAN 




Start 


382 


End' 


1675 




GI 


none 


Score 


.41 




Exons 


382. .444, 642. .672, 1175.. 


1675 






Seq. No. 


21906 


Seq. ID 


OJ990205_04.9819. 


C82 


Gene No. 


45606 


Strand 






Start 


3742 


End 


6344 




Name 


OJ990205 04 .9819.C82.ol.np 


Method 


AAT/NAP 




Start 


3742- 


End 


6344 




GI 


3540195 


Score 


171 




Exons 


3742.. 3858, 6069.. 6344 








GI Descrip. 


(AC004260) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


21906 


Seq. ID 


OJ990205_04.9819. 


C82 


Gene No. 


45606. 


Strand 






Start 


3742 ' 


'End " ■ 


634V • • ^ 




Name 


OJ990205 64.9819.C82.ol.tm 


Method 


TBLASTX: Maize 




Start 


6072 • 


End 


6258 




GI 


none 


Score 


89 




Exons 


6072.. 6257, 6109.. 6258 









Seq. No. 21906 Seq. ID 

Gene No. 45606 Strand 

Start 3742 End 

Name OJ990205_04 . 9819 . C82 . ol . ts Method 

Start 6072 End 

GI none Score 

Exons 6072.. 6128, 6138.. 6257 



OJ990205_04.9819.C82 
6344 

TBLASTX : Soybean 

6257 

143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI/ 

Exons 



21907 . Seq. ID 

45607 Strand 

143 End 
OJ990205_04 .9819.C83.ol.gs Method 

143 End 

. none • / ' Score 

143.. 350, 914. .1117, 4728. -.4860, 5728. 



OJ990205_04. 9819.C83 

5837 
GENSCAN 
5837 
.69 
.5837- 



Seq. No. 

Gene No. 

Start . 

Name 

Start 

GI\ 

Exons 



21908 Seq. ID 

45608 Strand 

365 End 
OJ990205_04 . 9819 . C84 . ol . gs Method 

365 End 

none Score 

365.. 572, 1553.. 1703, 1770.. 2121 



OJ990205_04.9819.C84 

2121 
GENSCAN 
2121 
.43 - 



Seq. No. 21909 Seq. ID OJ990205_04 . 9819 . C85 

Gene No. 45609 Strand + 

Start 1078 End 7340 



22138 




Name 


OJ990205 04 


.9819. 


C85.01, 


.gs 


Method 


GENSCAN 


Start 


1078 








End 


7340 


GI 


none 








Score 


.59 


Exons' 


1078. .1193, 


2609. 


.2778, 


3050. 


.3164, 3437. .3566, 4643. .4739, 




5581. .5636, 


6575. 


.6668, 


7261. 


.7340 




Seq. No. 


21909 








Seq. ID 


OJ990205_04.9819.C85 












Strand 


+ 


.Start 


1078 








.End 


7340 


Name 


OJ990205 04 


.9819. 


C85.01, 


■ gp 


Method 


AAT/GAP 


Start 


2983 








End 


5507 


GI 


none 








Score 


870 


Exons 


2983. .3164, 


3437. 


.3566, 


4643. 


.4731, 5452.. 5507 


Seq. No. 


21909 








Seq. ID 


OJ990205_04.9819.C85 


Gene No. 


45610 








Strand 


+ 


Start 


7271 








End 


7508 


Name 


OJ990205 04 


.9819. 


C85.01, 


. tw 


Method 


TBLASTX: Wheat 




4 676 








End 


7502 


GI 


none 








Score 


77 


Exons 


4676. .4732, 


4681. 


.4737, 


4681. 


.4731, 5432. .5518, 5443. .5508, 




5579. .5635, 


5579. 


.5638, 


5580. 


.5639, 5580.. 5639, 6574.. 6672, 




6575. .6730, 


7247. 


.7339, 


7247. 


.7339, 7248. .7340, 7267. .7341, 




726:9... 7340, 


7270. 


.7350, 


744 6. 


.7502,' 7457. .7501 


Seq. No. 


21909 








Seq. ID 


OJ990205_04 .9819.C85 


Gene No. 


45610 








Strand 


+ 


Start 


7271 








End 


7508 


Name 


OJ990205 04 


.9819. 


C85.02. 


.gp 


Method 


AAT/GAP 


Start 


7271 








End 


7508 


GI 


16974 1.R1084 






Score 


153 


Exons 


7271. .7340, 


7458. 


.7508 








GI Descrip. 


'4097585 9. 


Oe-13 


{U64925) NTGP4 [Nicotiana tabacum] ' 


Seq. No. 


21910 








Seq. ID 


OJ990205_04.9819.C86 


Gene No. 


45611 








Strand 




Start 


1 








End 


1658 


Name 


OJ990205- 04 


.9819. 


C86-.01. 


.np 


Method 


AAT/NAP 


Start 


1 








End ' 


1658 


GI 


4234846 . 








Score 


741 


Exons 


1. .1658 












GI Descrip. 


{AF082130) 


gag-pol polyprotei 


n [Zea mays] 


Seq . - No . * 


21910 . 








Seq. ID 


.OJ9-90205_04 .9819.C86 


Gene No. 


'45611 








Strand 




Start 


1 








End 


1658 


Name 


OJ990205 04 


.9819. 


C86.01. 


,tm 


Method 


TBLASTX: Maize 


Start 


559 








End 


1570 


GI 


none 








Score 


76 


Exons 


559.. 624, 566.. 625, 585. 


, .626, 


603. .710, 


629. .721, 635. .715, 




821.. 916, 828.. 911, 902. 


, .964, 


936... 965, 


977. .1039, 1027. .Ill 




1027. .1110, 


1031. 


.1351, 


1037. 


.1354, 1038. .1355, 1349. .1444, 




1356. .1466, 


1356. 


.1451, 


1453. 


.1569, 1454. .1570 


Seq. No. 


21910 








Seq. ID 


OJ990205_04 .9819.C86 


Gene No. 


45611 








Strand 




Start ■ 


1 








End 


1658 



22139 



Name 


OJ990205 04.9819.C86.ol.gs 


Method 


GENSCAN 




Start 


860 


End 


1602 




GI 


none 


Score 


.92 




Exons 


860.. 1137, 1512.. 1602 








Seq. No. 


21911 


Seq. ID 


OJ990205_04.9819. 


C89 


Gene No. 


45612 


Strand 






Start 


1 


End 


723 




Name 


OJ990205 04.9819.C89.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


723. 




GI 


2829923 


Score 


190 




Exons 


1..53, 265.-379, 503. .547, 671. .723 






GI Descrip. 


(AC002291) Similar to uridylyl transferases [Arabidopsis 




thaliana] 








Seq. No. 


21911 


Seq. ID 


OJ990205_04.9819. 


C89 


Gene No . 


45612 


Strand 


- 




start 


1 


End 


723 




Name 


OJ990205 04.9819.C89.ol.gs 


Method 


GENSCAN 




Start 


4l> U J 




60S 




GI 


none 


Score 


.64 




Exons 


265. .379, 503. .605 








Seq. .No. 


21911 


Seq. ID 


OJ990205_04.9819. 


C89 


Gene No . 


-45612 


Strand 






Start 


1 


End 


723 




Name 


OJ990205 04.9819.C89.ol.tc 


Method 


TBLASTX: Cress 




Start 


266 


End 


721 




GI , 


none 


Score 


125 




Exons 


266.. 379, 267.. 380, 500.. 547, 


662. .721 






Seq. No. 


21911 


Seq. ID 


OJ990205_04 .9819. 


C89 


Gene No . 


45612 


Strand 


- 




Start 


1 


End 


723 . 




Name 


OJ990205 04.9819.C89.ol.ts 


Method 


TBLASTX : Soybean 




Start 


? fi fi - ' 

£. \J \J 


FnH 






GI 


none 


Score 


103 




Exons 


266. .379, 267. .398, 500. .550, 


662. .700 






Seq. No. 


21912 


Seq. ID 


OJ990305_08.9819. 


C3 


Gene No . 


45613 


Strand 


+ 




Start 


55 


End 


405 




Name 


OJ990305 08.9819.C3.ol.gs 


Method 


GENSCAN 




Start 


55 


End 


405 




GI • 


none 


Score 


.64 * ■ 




Exons 


55. .69, 268. .405 








Seq. No. 


21913 


Seq. ID 


OJ990305_08.9819. 


C4 


Gene No 


45614 


Strand 


+ 




Start 


276 


End 


2810 




Name 


OJ990305 08.9819.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


270 


End 


657 




GI 


none 


Score 


351 




Exons 


270. .656, 281. .643, 453. .653, 


502. .654, 


505. . 657 




Seq. No. 


21913 


Seq. ID 


OJ990305 08.9819. 


C4 


Gene No. 


.45614 


Strand 







22140 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



276 



End 

Method 
End 
Score 



2810 
AAT/NAP 
2810 
4418 



OJ990305_08 . 9819. C4 .ol .np 
276 

6539553 
276.. 2810 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | {AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. No. 


21913 








Seq. ID 


OJ990305_08.9819 


.C4 


Gene No. 


45614 








Strand 


+ 




Start 


276 








End 


2810 




Name 


OJ990305 08 


.9819 


.C4.02. 


tm 


Method 


TBLASTX: Maize 




Start' 


405 








End 


716 




GI 


none 








Score 


357 




Exons 


405. .716, 413. .643, 456 


i. .713 








Seq. No. 


21913 








Seq. ID 


OJ990305_08.9819 


.C4 


Gene No. 


45614 








Strand 


+ 




Start 


27 6 








End 


2810 




Name 


OJ990305 08 


.9819 


.C4.01. 


tm 


Method 


TBLASTX: Maize 




Start 


1217 








End 


1539 




GI 


none 








Score 


268 




Exons 


1217. .1471, 


1224 


. .1538, 


1244 . 


.1537,, 1372.. 1539 




Seq. No. 


21913 








Seq. ID 


OJ990305_08.9819 


.C4 


Gene No. 


45614 








Strand 


+ 




Start 


276 








End 


2810 




Name 


OJ990305 08 


.9819 


.C4.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


1566 








End 


1952 




GI 


none 








Score 


88 




Exons 


1566. .1721, 


1704 


. .1952 










Seq. No. 


21913 








Seq. ID 


OJ990305_08.9819 


.C4 


Gene No. 


45614 








Strand 


+ 




Start 


276 








End 


2810 




Name 


OJ990305' 08 


.9819 


.C4.03. 


tm 


Method 


TBLASTX: Maize 




Start 


1740 








End 


2174 




GI 


none 








Score 


303 




Exons 


1740. .2174, 


1949 


. .2149 










Seq. No. 


21913 








Seq. ID 


OJ990305_08.9819 


.C4 


Gene No. 


■ 45614 








Strand 


+ 




Start 


276 








End 


2810 ' 




Name 


OJ990305 08 


.9819 


.C4.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


1818 








End 


2009 




GI 


none 








Score 


275 




Exons 


1818. .2009, 


1818 


. .2009 










Seq. No. 


21913 








Seq. ID 


OJ990305_08.9819 


.C4 


Gene No. 


45614 








Strand 


+ 




Start 


276 








End 


2810 




Name 


OJ990305 08 


.9819 


.C4.01. 


ts 


Method 


TBLASTX: Soybean 




Start 


1962 








End 


2360 




GI 


none 








Score 


197 




Exons 


1962. .2186, 


1970 


. .2140, 


2187. 


.2360, 2195. .2233 





22141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990305_08,9819.C4 

Strand + 

End 2810 

Method TBLASTX : Cress 

End 2384 

Score 112 



Seq. ID OJ990305_08.9819.C4 

Strand + 

End 2810 

Method TBLASTX : Wheat 

End 27 65 

Score 634 



21913 
45614 
276 

OJ990305_68.9819.C4 .ol.tc 
1995 
none 

1995. .2177, 2190. .2384 

21913 
45614 
276 

OJ990305_08 . 98 19 . C4 . ol . tw 
2010 
none 

2010.. 2474, 2018. .2497, 2518. .2748, 2526. .2765, 2548. .2745, 
2606. .2764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.-No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



21914 
45615 
5389 

OJ990305_08.9819.C7.o2.np 

5389 

5852180 



Seq. ID OJ990305_08.9819.C7 

Strand + 

End 7073 

Method AAT/NAP 

End 7073 

'Score 575 



5389.. 5448, 6429.. 6547, 6597.. 707:3 
(AL117265) zhbOOOlO.i [Oryza sativa] 



21914 
45616 
1 

OJ990305_08.9819.C7.ol.np 
1 

4680203 
1..799 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID pJ990305_08.9819.C7 
Strand 

End 1583 

Method AAT/NAP 

End 7 99 

Score 406 



21914 
45616 
1 

OJ990305_08 . 9819 .C7 . ol . gs 

143 

none 



Seq. ID OJ990305_08.9819.C7 
Strand 

End 1583 

Method GENSCAN • 

End 1583 

Score .48 



143. .799, 1086. .1144, 1217. .1330, 1562. .1583 



21914 
45617 
5297 

OJ990305_08.9819.C7.ol.ts 
59 

none 

59.. 322, 60.. 320 

21914 
45617 
5297 

OJ990305_08.9819.C7.ol.tw 
77 



Seq. ID OJ990305_08.9819.C7 
Strand 

End 567 9 

Method TBLASTX : Soybean 

End 322 

Score 112 



Seq. ID OJ990305_08.9819.C7 
Strand 

End 567 9 

Method TBLASTX : Wheat 

End 340 



22142 




GI 


none 


Score 


101 






Exons 


77. .340, 77. .340 










Seq. No. 


21914 


Seq. ID 


OJ990305 


_08.9819. 


C7 


Gene No. 


45617 


Strand 


- 






Start 


5297 


End 


5679 






Name 


OJ990305 08.9819.C7.ol.gp 


Method 


AAT /GAP 






Start 


5297 


End 


5679 






GI 


uC-osflcyp033a04bl 


Score 


700 






Exons 


5297. .5679 










GI Descrip. 


*6016845/dbj | AP000570. 1 | AP000570 3.0e- 


59 Oryza 


sativa genoi 




DNA, chromosome 1, clone : P0711E10 * 








Seq. No. 


21915 


Seq. ID 


OJ990305 


_08. 9819. 


C8 




45618 


Strand 


+ 






Start 


77 


End 


319 






Name 


OJ990305 08.9819.C8.ol.gs 


Method 


GENSCAN 






Start 


77 


End 


319 






GI 


none 


Score 


.98 






Exons 


77. .319 










Seq. No. 


21915 


Seq. ID 


OJ990305 


_08.9819. 


C8 


Gene No. 


45619 


Strand 


+ 






Start 


3379 , . 


End 


4122 






Name 


OJ990305' 08:9819. C8.o2.np 


Method 


AAT/NAP 






Start 


3379 


End ■ 


. 4122 






GI 


5295951 


Score 


177 






Exons 


3379.. 3782, 3986.. 4122 










GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene 




partial cds . (U23857 ) [Oryza 


sativa] 








Seq. No. 


21915 


Seq. ID 


OJ990305 


_08.9819. 


C8 


Gene No. 


45620 


Strand 


+ 






Start 


10959 


End 


14349 






Name 


OJ990305 08.9819.C8.o3.np 


Method 


AAT/NAP 






Start 


10959 


End 


14349 






GI 


4680182 


Score 


1219 






Exons 


10959. .11809, 11864. .12036, 


12106. .12515, 12590 


. .13097, 






14326.. 14349 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


21915 


Seq. ID 


OJ990305_ 


_08.9819. 


C8 


Gene No. 


45621 


Strand 


+ 






Start 


15964 


End 


19134 






Name 


OJ990305 08.9819.C8.o7.gs 


Method 


GENSCAN 






Start 


15964 


End 


19134 






GI 


none 


Score 


.54 






Exons 


15964. .16020, 17134 .. 17265, 


17590. . 17775, 17954 


. .18264, 






18967. .19046, 19103.. 19134 










Seq. No. 


21915 


Seq. ID 


OJ990305 


_08. 9819. 


C8 


Gene No. 


45622 


Strand 








Start 


'33 


End 


13017 






Name 


OJ990305 08.9819.C8.ol.np 


Method 


AAT/NAP 






Start 


33 


End 


13017 






GI 


5852180 


Score 


200 






Exons 


33. .137, 567.. 836, 1887.. 1973, 12943.. 


13017 







22143 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 21915 Seq. ID 

Gene No. 45622 Strand 

Start 33 End 

Name OJ9'90305_08 . 9819 . C8 . o2 . gs Method 

Start 527 End 

GI none Score 

Exons 527.. 751, 1024 .. 1155. • . 



OJ990305_08.9819.C8 

13017 
GENSCAN 
1155 
.99 



Seq. No. '21915 Seq. ID OJ990305_08 . 98 19 . C8 

Gene No. 45622 Strand 

Start 33 End 13017 

Name OJ990305_08 . 9819 . C8 . ol . gp Method AAT/GAP 

Start 1048 End 1119 

GI .uC-osroM202024h08al Score 86 

Exons • 1048. .1119 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 ' 



Seq. No. 21915 Seq. ID OJ990305__08 . 9819 . C8 

Gene No. 45622 Strand 

Start 33 End 13017 

Name OJ990305_08 . 9819 . C8 . o2 . gp Method AAT/GAP 

Start • 1260. End 1786 ' 

GI uC-osflM202048cl2bl Score 899 

Exons 1260.. 1786 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 


21915 


Seq. ID 


OJ990305_08.9819 


.C8 


Gene No. 


45622 


Strand 






Start 


33 


End 


13017 




Name 


OJ990305 08.9819.C8.o3.gs 


Method 


GENSCAN 




Start 


3483 


End 


3860 




GI 


none 


Score 


.91 




Exons 


3483.. 3656, 3729.. 3860 








Seq. No. 


21915 


Seq. ID 


OJ990305_08.9819 


.C8 


Gene No. 


45622 


Strand 






Start 


33 


End 


13017 




Name 


OJ990305 08.9819.C8.o4 .gs 


Method 


GENSCAN 




Start 


4623 


. End 


4988 




GI 


none • . 


Score 


.54 




Exons 


4623.. 4988 








Seq. No. 


21915 


Seq. ID 


OJ990305_08.9819 


.08 


Gene No. 


45623 


Strand 






Start 


14965 


End 


15288 




Name 


OJ990305 08.9819.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


11040 


-End ■ 


11480 




GI 


none 


Score 


57 




Exons' 


■ 1104-0. .11156, 11208.. 11480 








Seq. No. 


21915 


Seq. ID 


OJ990305__08.9819 


.08 


Gene No. 


45623 


Strand 






Start 


14965 


End 


15288 





22144 




Name 


OJ990305 08.9819.C8.o6.gs 


Method 


GENSCAN 




Start 


14965 


End 


15288 




GI 


none 


Score 


.72 




Exons 


14965. .15079, 15191.. 15288 








Seq . No , 


21916 


Seq. ID 


OJ990305_08.9819. 


C9 


Gene No. 


45624 


Strand 






Start 


691 


End 


6248 




Name 


OJ990305 08.9819.C9.ol.gs 


Method 


GENSCAN 




Start 


691 


End 


6248 




GI 


none 


Score 


.69 




Exons 


691.. 1977, 2023.. 3788, 3997 


..4207, 4286. .4858, 4897. .5072, 




5361. .5444, 5495. .6248 








Seq. No. 


21916 


Seq. ID 


OJ990305_08.9819. 


C9 


Gene No. 


45624 


Strand 






Start 


691 


End 


6248 




Name 


OJ990305 08.9819.C9.ol.np 


Method 


AAT/NAP 




Start 


694 


End 


5193 




GI 


4680179 


Score 


5371 




Exons 


694, .4075, 4109. .5193 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No., 


21916 


Seq. ID 


OJ990305_08.9819. 


C9 


riprifa No 










Start 


691 


End 


6248 




Name 


OJ990305 08.9819.C9.o6.tw 


Method 


TBLASTX: Wheat 




Start 


739 


End 


1072 




GI 


none 


Score 


128 




Exons 


739. .1071, 760. .1068, 803.. 


1072 






Seq. No. 


21916 


Seq. ID 


OJ990305_08.9819. 


C9 


Gpnp No 


45624 


Strand 






Start 


691 


End • 


6248 




Name 


OJ990305 08.9819.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


919 


End 


1518 




GI 


none 


Score 


261 




Exons 


919. .1359, 935. .1357, 1357. 


.1518, 1364 


..1510, 1396. .1515 


Seq. No. 


21916 


Seq. ID 


OJ990305_08.9819. 


C9 


Gene No 


45624 


Strand 






Start 


691 


End 


6248 




Name 


OJ990305 08.9819.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1072 , 


. End 


1698 




GI 


none 


Score 


290 




Exons 


1072. .1698, 1073. .1642 








Seq. No. 


21916 


Seq. ID 


OJ990305_08.9819. 


C9 


Gene No 


45624 


Strand 






Start 


691 


End 


6248 




Name 


OJ990305 08. 9819.C9.o4:rfemr 


Method 


TBLASTX: Maize 




Start 


1567 


End 


1858 




GI 


none 


Score 


208 




Exons 


1567. .1857, 1571. .1858 








Seq. No. 


21916 


Seq. ID 


OJ990305_08.9819. 


C9 


Gene No. 


45624 


Strand 







22145 




start 


691 








End 


6248 




Name 


OJ990305_08 


. 9819 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1657 








End 


1917 




GI 


none 








Score 


153 




Exons 


1657 . . 1917, 


1658 


. . 1912 










Seq. No. 


21916 








Seq. ID 


OJ990305_08.9819 


.C9 


Gene No. 


45624 








Strand 






Start 


691 








End 


6248 




Name 


OJ990305 08 


. 9819 


.C9.01. 


tc 


Method 


TBLASTX: Cress 




Start 


1681 








End 


1998 




GI 


none 








Score 


85 




Exons 


1681. .1824, 


1682 


. .1822, 


1825. 


.1998 






Seq. No. 


21916 








Seq. ID 


OJ990305_08.9819 


.C9 


Gene No. 


45624 








Strand 






Start 


691 








End 


6248 




Name 


OJ990305 08 


.9819,.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1705 








End 


2272 




GI 


none 








Score 


331 




Exons 


1705. .2241, 


1706 


. .2272 










Seq. No. 


21916 








Seq. ID 


OJ990305_08. 9819 


.C9 


Gene No. 


45624 








Strand - 






'Start 


691 








End 


6248 




Name 


OJ990305 08 


. 9819 


,C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2263 








End 


2626 




GI 


none 








Score 


168 




Exons 


2263. .2625, 


2272 


. .2625, 


2276. 


.2626 






Seq. No. 


21916 








Seq. ID 


OJ990305_08. 9819 


.C9 


Gene No . 


45624 








Strand 






Start 


691 








End 


6248 




Name 


OJ990305 08 


.9819 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2275 








End 


2697 




GI 


none 








Score 


365 




Exons 


2275. .2697, 


2276 


. .2665 










Seq. No. 


21916 








Seq. ID 


OJ990305_08 . 9819 


.C9 


Gene No. 


45624 








Strand 






Start 


691 








End 


6248 




Name 


OJ990305 08 


.9819 


.C9.03. 


ts 


Method 


TBLASTX : Soybean 




Start , 


2446 








End 


2691 




GI 


none 








Score 


94 




Exons 


2446. .2691, 


2447 


. .2674 










Seq. No. 


21916 








Seq. ID 


OJ990305_08.9819 


.C9 


Gene No . 


45624 








Strand 






Start 


691 








End 


6248 




Name 


OJ990305 08 


.9819 


.C9.03. 


tm 


Method 


TBLASTX: Maize 




Start , 


2662 








End 


3162 




GI' 


none 








Score 


50 




Exons 


2662. .2976, 


2705 


. .2755, 


2792. 


.2836, 2983.. 3162, 3008.. 3154 


Seq. No. 


21916 








Seq. ID 


OJ990305_08.9819 


.C9 


Gene No. 


45624. 








Strand 






Start ■ 


691 








End 


6248 





22146 



Name 

Start 

GI 

Exons 



OJ990305_08 . 98 19 . C9 . o5 . tw Method 
2698 End 
none Score 
2698.. 3000, 2714.. 2998, 2892.. 2999 



TBLASTX: Wheat 

3000 

267 



Seq. No. 21916 

Gene No. 45624 

Start 691 

Name OJ990305_08 . 9819 . C9 . ol . ts 

Start 2713 

GI none 

Exons 2713.. 3072, 2714.. 3004, 3032. 



Seq. ID OJ990305_08.9819.C9 
Strand 

End 624 8 

Method TBLASTX : Soybean 

End 3108 

Score 184 
.3070, 3076.. 3108 



Seq. No, 21916 

Gene No. 45624 

Start 691 

Name OJ990305_08 . 9819 . C9 . o4 . tw 

Start 3049 

GI none 

Exons 3049.. 3426, 3052.. 3417, 3092, 



Seq. ID OJ990305_08.9819.C9 
Strand 

End 624 8 

Method TBLASTX : Wheat 

End 3535 

Score 221 
.3535, 3481.. 3531 



Seq. No. 21916 

Gene No. 45624 

Start . 691 

Name OJ990305_08 . 9819 . C9 . o5 . tm 

•Start 3230 

GI none 

Exons 3230.. 3520, 3232.. 3519 



Seq. ID OJ990305_08.9819.C9 
Strand 

End 624 8. ■ 

Method TBfASTX : Maize 

End • 3520 

Score 185 



Seq. No. 


21916 








Seq. ID 


OJ990305_08. 9819.09 


Gene No. 


45624 








Strand 




Start 


691 








End 


6248 


Name 


OJ990305 08 


.9819 


.09. o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


3631 








End 


4048 


GI 


none 








Score 


69 


Exons 


3631. .3672, 


3700 


. .3837, 


3701. 


.3814, 3839. .4048, 3840. .3992 


Seq. No. . 


21916 








Seq. ID 


OJ990305_08. 9819.09 


Gene No. 


45624 








Strand 




Start 


-691 








End 


6248 


Name 


OJ990305 08 


.9819 


.09.07. 


tw 


Method 


TBLASTX: Wheat 


Start 


4367 








End 


4718 


GI 


none 


^- 






Score 


112 


Exons 


4367. .4717, 


4524 


. .4718 








Seq. No. 


21916 " 








Seq. ID 


OJ990305_08. 9819.09 


Gene No. 


45624 








Strand 




Start 


691 








End 


6248 


Name 


OJ990305 08 


. 9819 


.09. o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4412 








End 


4717 


GI 


none 








Score 


90 


Exons 


4412. .4717, 


4587 


. .4703 








Seq. No. 


21917 








Seq. ID 


OJ990305_08. 9819.011 


Gene No. 


45625 








Strand 


+ 


Start 


1 








End 


790 


Name 


OJ990305 08 


. 9819 


.Oll.ol 


.np 


Method 


AAT/NAP 



22147 




start 


1 






End 


790 




GI 


4512242 






Score 


349 




Exons. 


1. .260, 


584. .790 










GI Descrip. 


(AB014750) polyprotein 


[Nicotiana tabacum] 




Seq. No. 


21917 






Seq. ID 


OJ990305 08 9819 


.Cll 


vj die \y • 


45625 






i_> L. X a 1 XKJi 


+ 




Start 








End 


790 




Name 


OJQ90305 


08 9819 Cll ol 

\J KJ . ^ \J X ^ * \^ X X • \J X 


. tm 


Mpfhod 


TRT.A9TX • M;5 i ^p 




Start 


30 






End 


269 




GI 


none 






Score 


240 




Exons 


30 . .269, 


89 . .268 










Seq. No. 


^ X ^ X f 






^po TO 


OJ990305 08 9819 


.Cll 




4 SfiPS 






u X aiiu 






Start 


1 

X 








790 




Name 




08 9819 ni ol 

\J\J . ^OX^.V-fXX .^^x 


. L. W 


MpI" In r^H 






Start 


30 






End 


260 




GI 


none 






Score 


282 




Exons 




12 241 










Seq. No. 


£. JL ^ X 1 






9pn TD 

OC . XL/ 


OJ99030S 08 981 9 


.Cll 


(^pnp No 


*± ^ \J £. 






O X dllU 






Start 


1 
X 






FnH 


790 




Name 


OJQQ030S 


08 981 9 n 1 ol 


■ U o 








Start 


30 






End 


221 




GI 


none 






Score 


232 




Exons 


"^0 221 


41 220 










Seq. No. 


21 917 

X ^ X f 






^po TD 


OJ990305 08 9819 


.Cll 


Gonp No 


4 S62S 






'^t rand 


-1- 




start 


1 

X 






Vnd 


7 90 




Name 


OJQQ030S 


08 9819 ril ol 

\J\J . JOXJtK^XXfKJX 




MpI" h oH 


O ill O \_^/T.lN 




Start 


4 9 








347 ■ 




GI 


none 






Score 


.95 




Exons 


49. .347 












Seq. No. 


21 91 8 

^ X -7 X O 






Seq. ID 


OJ990305_08.9819 


.C12 


Gene No. 


4S626 






Strand 


+ 




Start 


U\J X 






End 


822 




Name 


OJ990305 


_08.9819.C12.ol 


.np 


Method 


AAT/NAP 




Start 


J O X 






End 


822 




GI 


2586082 






Score 


368 




Exons 


361. .822 












GI Descrip. 


^n7272S ^ 


retrofit [Oryza longistaminata] 




Seq. No. 


^ ± !7 ± O 






Seq. ID 


OJ990305_08.9819 


.C12 


f^pfip No 


45626 






Strand 


+ 




Start 


361 






End 


822 




Name 


OJ990305 


_08.9819.C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


365 






End 


64^ 




GI 


none 






Score 


99 




Exons 


365. .421 


, 416.. 523, 422 


. .481, 


493. . 648, 


509. . 649 




Seq. No. 


21918 






Seq. ID 


OJ990305_08.9819 


.C12 


Gene No. 


45626 






Strand 


+ 




Start 


361 






End 


822 





22148 




Name 


OJ990305 


08.9819.C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


508 






End 


694 


GI 


none 






Score 


211 


Exons 


508. .672, 


509. .694, 518. 


.676 






Seq. -.No. 


21919 






Seq. ID 


OJ990305_08.9819.C13 




45627 






strand 




start 


163 






End 


427 


Name 


OJ990305 


08.9819.C13.ol. 


gs 


Method 


GENSCAN 


start 


163 






End 


427 


GI 


none 






Score 


.89 


Exons 


163. .427 










Seq. No. 


21920 






Seq. ID 


OJ990305_08.9819.C14 




4S628 










Start 


63 






End 


188 


Name 


OJ990305 


08.9819.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


63 






End 


188 


GI 


none 






Score 


229 


Exons 


63. .188 










Seq. No. 


21920 






Seq. ID 


OJ990305_08. 9819.C14 


Gene No. 


45629 






Strand 




Start 


322 






End 


1009 


Name 


OJ990305 


08.9819. C14.01. 


np 


Method 


AAT/NAP 


Start 


322 






End 


1002 


GI 


3175990 






Score 


525 


Exons 


322. .444, 


539. .749, 873. 


.1002 






GI Descrip. 


(AJ005836) GDP dissociation inhibitor [Cicer arietinum] 


Seq. No. 


21920 






Seq. ID 


OJ990305_08.9819.C14 


(tipnp Nn 


45629 






Strand 




start 


322 






End 


1009 


Name 


OJ990305 


08.9819.C14.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


334 






End 


1000 


GI 


none 






Score 


73 


Exons 


334. .456, 


371. .445, 539. 


.787, 


540. .818, 


854. .1000, 861. .998 


Seq. No. 


21920 






Seq. ID 


OJ990305_08. 9819.C14 


Gene No. 


45629 






Strand 




Start 


322 






End 


1009 


Name 


OJ990305 


08.9819.C14.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


334 






End 


947 


GI 


none 






Score 


79 . 


Exons 


334. .456, 


353. .445, 524. 


.739, 


538. .744, 


539. .787, 540. .755, 




627. .788, 


854. .928, 861. 


.923, 


863. .901, 


890. .943, 894. .947 


Seq. No. 


21920 






Seq. ID 


OJ990305_08.9819.C14 


Gene No. 


45629 






Strand 




Start 


322 






End 


1009 


Name 


OJ990305 


08.9819.C14.ol. 


tm . 


Method 


TBLASTX: Maize 


Start' 


334 






End 


1000 


GI 


none 






Score 


86 


Exons 


334. .456, 


353. .445, 371. 


.457, 


538. .747, 


539. .748, 540. .755, 




666. .788, 


853. .999, 854. 


.1000, 


860. .988 


, 861. .998, 874. .999 



Seq. No. 21920 Seq. ID OJ990305_08 . 9819 . C14 

22149 





45529 






Strand 






start 


322 






End 


1009 




Name 


OJ990305 


08.9819.C14.ol. 


gs 


Method 


GENSCAN 




Start 


370 






End 


705 




GI 


none 






Score 


.89 




Exons 


370. .444, 


539. .705 










Seq. No. 


21920 






Seq. ID 


OJ990305_08.9819 


.C14 




45629 






Strand 






start 


322 






End 


1009 




Name 


OJ990305 


08.9819.C14.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


672 






End 


1009 




GI 


none 






Score 


104 




Exons 


672. .755, 


673. .747, 674. 


.787, 


854. .1009, 860. .988, 861. 


.998 


Seq. No. 


21921 






Seq. ID 


OJ990305_08.9819 


.C15 


Gene No. 


45630 






Strand 


+ 




Start 


1 






End 


718 




Name 


OJ990305 


08.9819.C15.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


718 




GI 


6721517 






Score 


627 




Exons 


1. .718 












GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


01 Q01 

^ J. J. 








niQQn'^n'^ oft qriq 


. J. J 




45630 






Strand 


+ ~ ■ 




Start 


1 






End 


718 




Name 


OJ990305 


08 . 9819.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


100 






End 


453 




GI 


none 






Score 


112 




Exons 


100. .315, 


316. .453, 334. 


.402, 


387. .446 






Seq. No. 


21921 






Seq. ID 


OJ990305_08.9819 


.C15 




45630 






Strand 


+ 




Start 


1 






End 


718 . 




Name 


OJ990305 


08.9819.C15.ol. 


gs 


Method 


GENSCAN 




Start 


178 






End 


632 




GI 


none 






Score 


.4 




Exons 


178. .632 












Seq. No. 


21921 






Seq. ID 


OJ990305_08.9819 


.C15 


rifanp No 


45630 






Strand 


+ 




start 


1 






End 


718 




Name • 


OJ990305 


08.9819.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


417 






End 


654 




GI 


none 






Score 


212 




Exons 


417. .653, 


418. .654, 514. 


.654 








Seq. No. 


21921 






Seq. ID 


OJ990305_08.9819 


.C15 


(^pnp No 


45630 






Strand 


+ 




Start 


1 






End 


718 




Name 


OJ990305 


08.9819.C15.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


483 






End 


654 




GI 


none 






Score 


188 




Exons 


483. .644, 


511. ,654, 520. 


.654 








Seq. No. 


21922 






Seq. ID 


OJ990305_08.9819 


.C18 



22150 




Hene No. 


45631 




Strand 






Start 


216 




End 


464 




Name 


OJ990305 


08.9819.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


216 




End 


464 




GI 


none 




Score 


196 




Exons 


216. .464, 


219. .464 








Seq. No. 


21923 




Seq. ID 


OJ990305_08.9819 


.C19 


Gene No. 


45632 




Strand 


+ 




Start 


1 




End 


745 




Name 


OJ990305 


08.9819.C19.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


745 




GI 


2586082 




Score 


654 




Exons 


1. .745 










GI Descrip. 


{U72725) 


retrofit [Oryza longistaminata] 




Seq. No. 


21923 




Seq. ID 


OJ990305_08.9819 


.019 




45632 




Strand 


+ 




Start 


1 




End 


745 




Name 


OJ990305 


08.9819.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


55 




End 


435 




GI 


none 




Score 


97 




Exons 


55, .177, 


60. .176, 214. .279, 216. .281, 298. .435 




Seq. No. . 


21923 




Seq. ID 


OJ990305_08. 9819 


.C19 




45632 




Strand 


+ 




Start 


1 




End 


745 




Name 


OJ990305 


08.9819.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


252 




End 


540 




GI 


none 




Score 


66 




Exons 


252. .275, 


253. .318, 348. .464, 


349. .462, 


463. .540 




Seq. No. 


21923 




Seq. ID 


OJ990305_08. 9819 


.C19 




45632 




Strand 


+ 




Start 


1 




End 


745 




Name 


OJ990305 


08.9819.C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


253 




End 


591 




GI 


none 




Score 


70 




Exons 


253. .339, 


351. .455, 352.. 459, 


475. .591 






Seq. No. 


21924 




Seq. ID 


OJ990305_08.9819 


.C23 


Gene No. 


45633 




Strand 


+ 




Start 


1 




End 


660 




Name 


OJ990305 


08.9819.C23.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


660 




GI 


4680179 




Score 


598 




Exons 


1. .660 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


21924 




Seq. ID 


OJ990305 08.9819 


.023 


Gene No. 


45633 




Strand 


.+ 




Start 


1 




End 


660 




Name 


OJ990305 


08.9819.C23.ol.tw 


Method 


TBLASTX: Wheat 




Start 


196 




End 


603 




GI 


none 




Score 


420 




Exons 


196. .603, 


213. .551, 226. .597 









22151 



Seq. No. 21924 Seq. ID 

Gene No. 45633 Strand 

Start 1 End 

Name OJ990305_08 . 9819 . C23 . ol . gs Method 

Start 212 End 

GI none Score 

Exons 212.. 597 



OJ990305_08.9819.C23 
+ 

660 

GENSCAN 

597 

.86 



Seq. No. 21924 Seq. ID 

Gene No. 45633 Strand 

Start 1 End 

Name OJ990305_08 . 98 19 , C23 . ol . tm Method 

Start 258 End 

GI none Score 

Exons 258.. 518, 259. .519 

Seq. No. 21925 Seq. ID 

Gene No. 45634 Strand 

Start 9 End 

Name OJ990305_08 . 98 19 . C24 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9.. 168 



OJ990305_08. 9819.C23 
+ 

660 

TBLASTX: Maize 

519 

284 



OJ990305_08.9819.C24 
168 

GENSCAN 

168 

.93 



SeqVyNo. . . 21926- • . . - 

Gefi^^No^^ 45635:' .. ' . 

Start ■ •: * 227 * 

Name OJ990305_08 . 9819 .C2 6 . ol . np 

Start 227 
GI 3355623 
Exons 227.. 399, 595. .741 

GI Descrip. (AJ000240) partial sequence, 
inhibitor [Hordeum vulgare] 



^Seq-. ID 

Strand 

End* ■ 

Method 

End 

Score 



OJ990305_.08. 9819.G26^ 

74l' 
AAT/NAP 
741 
204 



homology to GDP dissociation 



Seq. No. 21926 Seq. ID 

Gene No. 45635 Strand 

Start 227 End 

Name OJ990305_08 . 9819,C26. ol . gs Method 

Start 316 End 

GI none Score 

Exons 316.. 399, 595.. 648 



OJ990305_08. 9819.C26 
741 

GENSCAN 

648 

.75 



Seq. No. 21926 

Gene No. 45635 

Start 227 

Name OJ990305_08. 9819.C26.ol.tc 

Start 316 

GI none 

Exons 316.. 402, 317.. 400, 592.. 660, 



OJ990305_08.9819.C26 
741 

TBLASTX: Cress 
666 
93 



Seq. ID 
Strand 
End 

Method 
End 
Score 
593. .658, 595. .666 



Seq. No. 21927 - ' Seq. ID 

Gene No. ■ 45636 Strand 

Start 1 End 

Name OJ990305_08 . 9819 . C30 . ol . np Method 

Start 1 End 

GI 6539553 Score 

Exons 1 . . 464 



OJ990305_08.9819.C30 
464 

AAT/NAP 

464 

566 



22152 




GI Descrip, (AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | {AP000837) 
Similar to Oryza australiensis retrotransposon RIREl .(D85597) 
[Oryza sativa] 



Seq. No. 


21927 






Seq. ID 


OJ990305_08.9819.C30 


Gene No. 


45637 






Strand 


- 


Start 


4446 






End 


5406 


Name 


OJ990305 08 


.9819.C30.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


121 






End 


335 


GI 


none 






Score 


175 


Exons 


121. .327, 126. .335 








Seq. No. 


21927 






Seq. ID 


OJ990305_08.9819.C30 


Gene No. 


45637 






Strand 


— 


Start 


4446 






End 


5406 


Name 


OJ990305 08 


.9819.C30.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


124 






End 


470 


GI 


none 






Score 


207 


Exons 


124. .459, 126. .470 








Seq. No. 


21927 






Seq. ID 


OJ990305_08.9819.C30 


Gene No. 


45637 






Strand 


- 


Start 


4446 






End 


5406 


Name 


OJ990305 '08 


. 9819.C30.o2^ 




\ Method . 


-.GENSCAN 


Start ' * ' 


-" 4446 ~ 




End ■ 


.5399 


GI 


none 






Score 


.96 


Exons 


4446 5399 










Seq. No. 








Seq. ID 


OJ990305_08.9819.C30 


Gene No. 


45637 






Strand 




Start 


4446 






End 


5406 


Name 


OJ990305 08 


.9819.C30.o2 


np 


Method 


AAT/NAP 


Start 


4455 






End 


5406 


GI 


4191255 






Score 


782 


Exons 


4455. .5406 










GI Descrip. 


(AJ132323) 


chalcone synthase 


[Casuarina glauca] 


Seq. No. 


21927 






Seq. ID 


OJ990305_08.9819.C30 


Gene No. 


45637 






Strand 




Start 


4446 






End 


5406 


Name 


OJ990305 08 


.9819.C30.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


4458 






End 


5405 


GI 


. none 






Score* 


49 


Exons 


4458. .4538, 


4471. .4539, 


4551. 


.4721, 4591. .4719, 4785. .5279, 




5017. .5277, 


5343. .5405 








Seq. No. 


21927 






Seq. ID 


OJ990305_08.9819.C30 


Gene No,. 


45637 






Strand 




Start 


4446 






End 


5406 


Name 


OJ990305 08 


.9819.G30.ol. 


tc 


Method 


TBLASTX: Cress 


Start ' 


4464 






End 


5279 


GI 


none 






Score 


58 


Exons 


4464. .4547, 


4468. .4539, 


4494. 


.4721, 45( 


35. .4719, 4791. .4931, 




4804. .4914, 


4980. .5279, 


5017. 


.5070, 5131.. 5277 


Seq. No. 


21927 






Seq. ID 


OJ990305_08.9819.C30 



22153 



Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



45637 
4446 

OJ990305_08 . 9819 . C30 . ol . tm 

4464 

none 



Strand 
End 

Method 
End 
Score 

4464. .4547, 4471. .4539, 4494. .4721, 4585. .4719, 4785. .4931, 
4980.. 5102, 4980.. 5279, 4981.. 5277, 5337.. 5405, 5343.. 5405 



5406 

TBLASTX: Maize 

5405 

48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21928 * Seq. ID 

45638 Strand 
"2592 End 
OJ990305_08 . 9819 . C31 . o2 . np Method 
2592 End 
6630696 Score 
2592. .3261 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond , to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprptein from transposon Tnt 1-94. {P10978) [Oryza sativa] 



OJ990305_08.9819.C31 
+ 

3261 
AAT/NAP 
3261 
990 



Seq. No. 


21928 


Seq. ID 


OJ990305 


_08. 


.9819 


.C31 


Gene No. 


45639 


Strand 


+ 








Start 


19485 


End 


26550 








Name 


OJ990305 08.9819.C31.o3.np 


Method - 


AAT/NAP 








Start 


19473 


End 


23816 








GI _ 


2586082- - 


•Score 


.4599 , 








Exons" 


19473. .*2i849, - 21877 . . 23816 












GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 








Seq. No. 


21928 


Seq. ID 


OJ990305 


_08, 


.9819 


.C31 


Gene No. 


45639 


Strand 


+ 








Start 


19485 


End 


26550 








Name 


OJ990305 08.9819.C31.o5.gs 


Method 


GENSCAN 








Start 


19485 


End 


26550 








GI 


none 


Score 


.8 








Exons 


19485. .23730, 24521 .. 24 636, 


25399. .25496, 25758 


. .26043,. 






26386. .26550 












Seq. No. 


21928 


Seq. ID 


OJ990305 


_08. 


.9819 


.C31 


Gene No. 


45639 


Strand 


+ 








Start 


19485 


End 


26550 








Name 


OJ990305 08.9819.C31.o5.np 


Method 


AAT/NAP 








Start 


21800 


End 


26523 








GI 


6069646 


Score 


277 








Exons 


21800. .21821, 25211. .25248, 


25530. .26523 









GI Descrip. 



(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | {AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence. 



putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21,928 . Seq. ID 

45640 Strand 

1 End . 
OJ990305_08 . 9819 . C31 . ol . np- Method 

1 End 

6684426 Score 
1. .64, 373. .572 



OJ990305_08.9819.C31 
572 

AAT/NAP 

572 

193 



22154 




GI Descrip, 


(AF112105) chalcome 


synthase 


[Arabis procurrens] 




Seq. No. 


21928 




Seq. ID 


OJ990305_08.9819 


.C31 


Gpnp No . 


45640 




strand 






start 


1 




End 


572 




Name 


OJ990305 08.9819.C31 


.ol .gs 


Mpl-hnd 






Start 


377 




End 


566 




GI 


none 






Q 




Exons 


377. .566 










Seq. No. 


21928 




Seq. ID 


OJ990305_08.9819 


.C31 


Gene No . 


45641 










Start 


4342 




Fnd 


2384 6 




Name 


OJ990305 08.9819.C31 


.o4 . ts 


Mp-hhnd 

L JC L, ilv^Li 






Start 


375 




Pnd 






GI 


none 




Score 


108 




Exons 


375. .545, 379. .540 










Seq. No. 


21928 




Seq. ID 


OJ990305_08.9819 


.031 


Gene No 


45641 




St rand 






Start 


4342 




End 


2384 6 




Name 


OJ990305 08.9819.C31 


.o5 . tc 


Mot Vi r^d 






Start 


375 




Fnd 

Ell L\J. 


S4 S 

J 4 J 




GI 


none 




Q /-» <^ -K- 


X X w 




Exons 


375. .545/ 379. .519 .- 










Seq. No. 


21928 




Seq. ID 


OJ990305_08.9819 


.C31 


Gene No 


45641 




Qf- rp^nd 

ti^ L- J- di iVU 






Start 


4342 




Fnd 


^ O *i U 




Name 


OJ990305 08.9819.C31 


.o9. tm 


Mo 1~ h r^d 






Start 


375 




End 


575 




GI 


none 






138 




Exons 


375.. 575, 379.. 522 










Seq. No. 


21928 




Seq. ID 


OJ990305_08.9819 


.C31 


Gene No. 


45641 




Strand 






Start 


4342 




End 


9384 6 




Name 


OJ990305 08.9819.C31 


.ol.ts 


Mot" hnd 






Start ■ 


2638 




Fnd 


9384 6 
^ \j *± \> 




GI 


none 










Exons 


2638.. 2769, 2788.. 3012, 23169 




23171 23296 






23363. .23773, 23817. 


.23846 








Seq. No'. 


21928 - 




Seq. ID 


OJ990305_08.9819 


.C31 


Gene No . 


45641 




Strand 






Start 


4342 




End 


9384 6 

^ O O 1 o 




Name 


OJ990305 08.9819.C31 


. o5 . tm 


Method 






Start 


2638 




End 


^ ^ Z. Z7 'i 




GI 


none 




Score 


113 

X X ^ 




Exons 


2638.. 2757, 23102 .. 23293, 23103.. 23294 






Seq. No. 


21928 




.Seq. ID 


OJ990305_08.-9819 


.C31 


Gene No. 


45641 




Strand 






Start 


4342 




End 


23846 




Name 


OJ990305 08.9819.C31 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


2641 




End 


23792 




GI 


none 




Score 


82 





22155 





Exons 


2641.. 2769, 23148 .. 23351, 23361.. 23432 


, 23442. .23564, 






23598 . . 23792 








Seq. No. 


21928 


Seq. ID 


OJ990305_08.9819.C31 




Gene No. 


45641 


Strand 






Start 


4342 


End 


23846 




Name 


OJ990305_08 . 9819 . C31 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


,2649 


End 


23561 




GI 


none 


Score 


97 




Exons 


2649.. 2723, 2650.. 2724, 2650 


..2730, 2739.. 3125, 2740.. 3123, 






23211. .23285, 23346. .23561, 


23366. .23557 




Seq. No. 


21928 


Seq. ID 


OJ990305_08.9819.C31 




Gene No. 


45641 


Strand 






Start 


4342 


End 


23846 




Name 


OJ990305 08.9819.C31.o7.tw 


Method 


TBLASTX: Wheat 




Start 


3404 


End 


3760 




GI 


none 


Score 


87 




Exons 


3404. .3436, 3474. .3542, 3481 


..3543, 3543.. 3620, 3545.. 3613, 






3546.. 3620, 3547.. 3621, 3571 


..3720, 3619.. 3732, 3629.. 3736, 






3728 . .3760 








Seq. No. 


21928 


Seq. ID 


OJ990305_08.9819.C31 




Gene No . 


45641 


Strand 






Start :-\ . * 


.^A3:42 


. End-v-:.' 


23846- " 


. J 


Name -y.- 


:. OJ990305 08. 9819.C31.o2.gs 


Method 


GENSCAN c*^ 




Start 


4342 


End 


5045 




GI 


none 


Score 


.62 


: 


Exons 


4342. .4442, 4985. .5045 






■A 


Seq. No. 


21928 


Seq. ID 


OJ990305_08.9819.C31 




Gene No. 


45641 


Strand 




■ : s 


Start 


4342 


End 


23846 




Name 


OJ990305 08. 9819.C31.ol0.tm 


Method 


TBLASTX: Maize 


= 


Start 


18526 


End 


18895 


-J 


GI 


none 


Score 


128 




Exons 


18526. .18570, 18669. .18857, 


18674. .18850, 18 674 188 95, 


z3 




18798. .18884 






'"^ 


Seq. No. 


21928 


Seq. ID 


OJ990305_08.9819.C31 




Gene No. 


45641 


Strand 






Start 


4342 


End 


23846 




Name 


OJ990305 08. 9819.C31.o5.tw 


Method 


TBLASTX: Wheat 




Start 


19491 


End 


19868 




GI 


none 


Score 


229 




Exons 


19491. .19868 








Seq. No. 


21928 


Seq. ID 


OJ990305_08.9819.C31 




Gene No 


45641 


Strand 






Start 


4342 


End 


23846 




Name 


OJ990305 08.9819.C31.o4,tc- 


Method 


TBLASTX: Cress 




Start 


19545 


End 


20066 




GI 


none 


Score 


79 




Exons 


19545. .19673, 19692.. 20066 








Seq. No. 


21928 


Seq. ID 


OJ990305_08.9819-C31 




Gene No. 


45641 


Strand , 





22156 




start 


4342 




End 


23846 




Name 


OJ990305 08.9819.C31 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19568 




End 


19988 




GI 


none 




Score 


117 




Exons 


19568. .19678, 19569. 


. 19679, 


19692. .19988, 19742.. 19981 




Seq. No. 


21928 




O C U . XL/ 


O.TQQD'^nS nfi QftlQ 
^ J \j mJ\j 'J yj \j . jox^ . 


C31 


OCX IC LNW • 






r And 






Start 


4342 




End 


2384 6 




Name 


OJ990305 08.9819.C31 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


19869 




End 


20153 




GI 


none 




Score 


187 




Exons 


19869. .20153, 19884. 


.20027 








Seq. No. 


21928 




Seq. ID 


OJ9903nS 08 9819 


C31 




4564 1 




Qf r;^ nH 






Start 


4342 




End 


2384 6 




Name 


OJ990305 08.9819.C31 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


20396 




End 


20749 




GI 


none 




Score 


428 




Exons 


20396. .20749, 20397. 


.20744 








Seq. No. 


21928 








C31 




*i >J O *i X 




O L. X dilU 






Start 


4342 . 






^ ^ o 1 u 




Name 


■ '6J990305 08.9819:C31 


. o6. tm 


Method 


TBLASTX: Maize 




Start 


20454 




End 


20756 




GI 


none 




Score 


260 




Exons 


20454. .20756, 20454. 


.20744 








Seq. No. 


21928 




Seq. ID 


OJ990305_08.9819. 


C31 




4564 1 




Strand 






Start 


4342 




End 


23846 




Name 


OJ990305 08.9819.C31 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


20835 




End 


21236 




GI 


none 




Score 


70 




Exons 


20835. .20921, 20933. 


.21037, 


20934. .21041, 21057.. 21236 




Seq. No. 


21928 • 




Seq. ID 


OJ990305_08.9819. 


C31 


Cprifa Mo 


4564 1 




Strand 






start 


4342 




End 


23846 




Name 


OJ990305 08.9819.C31 


.ol . tc 


Method 


TBLASTX: Cress* 




Start 


21231 




End 


21695 




GI 


none 




Score 


337 




Exons 


21231. .21695 










Seq. No. 


21928 




Seq. ID 


OJ990305_08.9819. 


C31 


Cl^TiC^ Mo 


4 Sfi4 1 

*± ^ \j J. 




Strand 






Start 


4342 




End 


23846 




Name 


OJ990305 08.9819.C31 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


21240 




End 


21665 




GI 


none 




Score 


68 * 




Exons 


21240. .21329, 21306. 


.21665 








Seq, No. ' 


21928 




Seq. ID 


OJ990305_08.9819. 


C31 


Gene No. 


45641 




Strand 






Start 


4342 




End 


23846 





22157 




Name 


OJ990305 08.9819.C31. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


21258 






End 


21677 




GI 


none 






Score 


280 




Exons 


21258. . 


21677 










Seq. No. 


21928 






Seq. ID 


OJ990305_08.9819. 


.C31 


Gene No . 


45641 






Strand 






Start 


4342 






End 


23846 




Name 


OJ990305 08.9819.C31. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


21348 






End 


21733 




GI 


none 






Score 


282 




Exons 


21348. . 


21683, 21351.. 


21686, 


21428. .21733 




Seq. No. 


21928 






Seq. ID 


OJ990305_08.9819, 


.C31 


Gene No. 


45641 






Strand 






Start 


4342 






End 


23846 




Name 


OJ990305 08.9819.C31. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


22287 






End 


22787 




GI 


5509260 




Score 


418 




Exons 


22287. . 


22787, 22409.. 


22573, 


22615. .22746 




GI De.scrip. 














Seq. No. 


21928 






Seq. ID 


OJ990305_08.9819, 


.C31 


Gpne No 


. -45641 






Strand 






start 


4342 






End • 


23846 




Name- 


OJ990305 08.981?,C3l.o8.tm 


Method 


TBLASTX .--Maize 




Start 


22334 






End 


22586 




GI 


none 






Score 


219 




Exons 


22334. . 


22585, 22335.. 


22586 








Seq. No. 


21928 






Seq. ID 


OJ990305_08.9819, 


.C31 




45641 






Strand 






start 


4342 






End 


23846 




Name 


OJ990305 08.9819.C31. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


22396 






End 


22673 




GI 


none 






Score 


295 




Exons 


22396. . 


22461, ^22403. . 


22654, 


22404 . .22673, 22483.. 22665 




Seq. No. 


21928 






Seq. ID 


OJ990305_08.9819, 


.C31 


Gene No. 


45641 






Strand 






Start 


4342 






End 


23846 




Name 


OJ990305 08.9819.C31. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


22454 






End 


23117 




GI 


none 






Score 


291 




Exons 


22454. . 


22582, 22455.. 


22799, 


22615. .22680, 227 91 .. 22994 , 






23019. . 


23117 










Seq. No. 


21928 






Seq. ID 


OJ990305_08. 9819. 


.C31 


Qpne No 


45641 






Strand 






Start 


4342 






End 


23846 




Name 


OJ990305 08.9819.C31. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


22587 






• End 


23033 . 




GI 


none 






Score 


403 




Exons 


22587. . 


23033 










Seq. No. 


21928 






Seq. ID 


OJ990305_08.9819, 


.C31 


Gene No. 


45641 






Strand 







22158 



start 


4342 


End 


23846 




Name 


OJ990305 08.9819.C31.o6.tc 


Method 


TBLASTX: 


Cress 


Start 


22854 


End 


23102 




GI 


none 


Score 


196 




Exons 


22854. .23102, 22854 22994 , 


23030. .23101 




Seq. No. 


21928 


Seq. ID 


OJ990305 


_08.9819.C31 


Gene No. 


45641 


Strand 






Start 


4342 


End 


23846 




Name 


OJ990305 08.9819.C31.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


23295 


End 


23759 




GI 


none 


Score 


42 




Exons 


23295. .23357, 23336 .. 23470, 


23337. .23465, 23471 


. .23758, 




23472. .23759 








Seq. No. 


21928 


Seq. ID 


OJ990305 


_08.9819.C31 


Gene No . 


45642 


Strand 






Start 


25924 


End 


26514 




Name 


OJ990305 08.9819.C31.o7.tm 


Method 


TBLASTX: 


Maize 


Start 


25924 


End 


26514 




GI 


none 


Score 


81 




Exons 


25924. .26013, 26068 .. 26256, 


26371. .26514 




Seq. No. 


21929 


Seq. ID 


OJ990305 


_08.9819.C32 




-45643 


- Strand 


+ 




Start 


* 312 ' • 


End 


1046 




Name 


OJ990305 08.9819.C32.ol.gs 


Method 


GENSCAN 




Start 


312 


End 


1046 




GI 


none 


Score 


.84 




Exons 


312. .1046 








Seq. No. 


21929 


Seq. ID 


OJ990305 


_08.9819.C32 


Gene No. 


45644 


Strand 


+ 




Start 


2030 


End 


6725 




Name 


OJ990305 08 . 9819.C32 .ol .np 


Method 


AAT/NAP 




Start 


2030 


End 


6725 




GI 


2501850 


Score 


1241 




Exons 


2030.. 2116, 2552.. 2614, 2810 


..2893, 3165.. 3272, 


3363. .3535, 




4285. .4396, 4743. .4823, 4911 


. .4973,. 5428. .5529, 


6267. . 6725 


GI Descrip. 


(AF01282'3) GDP dissociation 


inhibitor 


[Nicotiana tabacum] 


Seq. No. 


21929 


Seq. ID 


OJ990305 


_08.9819.C32 


Gene No. 


45644 


Strand 


+ 




Start 


2030 


End 


6725 




Name 


OJ990305 08.9819.C32.o2.gs 


Method 


GENSCAN 




Start 


2030 


" End 


4453 




GI 


none 


Score 


.85 




Exons 


2030. .2116, 2552. .2614, 2810 


..2893, 3165.. 3272, 


3363. .3535, 




4285. .4453 








Seq. No." 


21929 , 


Seq. ID 


.OJ990305 


_08.9819.C32 


Gene No. 


45644 


Strand 


+ 




Start 


2030 


' End 


6725 




Name - 


OJ990305 08.9819.C32.o2.gp 


Method 


AAT/GAP 




Start 


2120 


End 


2187 . 




GI 


53415 1.R1084 


Score 


63 




Exons 


2120. .2187 









22159 



GI Descrip. ' 130897/sp | P20664 | PRI1_M0USE 9. Oe-18 DNA PRIMASE SMALL SUBUNIT 

(DNA PRIMASE 49 KD SUBUNIT) (P49) >gi_4234 18_pir D46642 DNA 

primase (EC 2,7.7,-) 4 6K chain - mouse 

>gi_303661_dbj_BAA0274 4.1_ (D13544) primase small subunit [Mus 
musculus) ' 

Seq, No, 21929 Seq, ID OJ990305_08 , 9819 . C32 

Gene No. 45645 Strand 

Start 1971 End 6414 

Name OJ990305_08 . 9819 .C32 . ol. gp Method AAT/GAP 

Start 1971 End 2235 

GI uC-osflM202075dl0bl Score 256 

Exons 1971.. 2121, 2211.. 2235 

GI Descrip. ' 3355623/emb | CAA03964 | l.Oe-17 {AJ000240) partial sequence, 
homology to GDP dissociation inhibitor [Hordeum vulgare] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21929 
45645 
1971 

OJ990305_08. 

2014 

none 

2014. .2118, 
2551. .2616, 
3163. .3270., 
.3361. .3537, 
4737. .4823, 
4909. .4983, 
6265. .6327, 



9819.C32.ol.tm 



2018.. 2122, 2547. 

2798.. 2893, 2807. 

.3164.. 3271, 3165, 

3362;;-3535, 4279. 

4741. .4830, 4742. 

4909.. 5001, 5425. 

6266.. 6325, 6273. 



Seq. ID OJ990305_08. 9819.C32 
Strand 

End 6414 

Method TBLASTX : Mai ze 

End 6327 

Score 151 

.2603, 2549. .2617, 2549. .2614, 

.2893, 2809.. 2898, 3163.. 3273, 

.3275, 33:42.. 3536, 33-60.. 3533, 

.4395, 4286.. 4411, 4286.. 4396, 

.4822, 4902. .4982, 4902. .4982, 

.5535, 5430.. 5531, 6264.. 6326, 
.6326 



Seq. No, 21929 
Gene No, 45645 
Start 1971 

Name OJ990305_08 . 9819 . C32 . ol . tc 

Start 2029 
GI none 

Exons 2029.. 2121, 2030.. 2122, 2543. 

2807.. 2893, 2809.. 2898, 3164, 
3365.. 3532, 4273.. 4419, 4286. 
4742. .4819, 4902. .4982, 4902, 
5425.. 5535, 5430.. 5513, 6255, 
6276. .6404 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990305 08.9819.C32 



6414 

TBLASTX: Cress 
6414 
131 

2614, 2549.. 2617, 2551.. 2616, 

3274, 3165.. 3275, 3342.. 3536, 

4411, 4737. .4823, 4742. .4825, 

4982, 4909.. 4983, 4916. .4990, 

6410, 6265.. 6414, 6266.. 6403, 



Seq. No. 21929 
Gene No. 45645 
Start 1971 

Name OJ990305_08 .9819. C32 . ol . ts 

Start 2029 
GI none 
Exons 2029. 

2807. 

3360, 

4745, 

4909. 

6276. 



.2118, 
.2893, 
.3530, 



2030, 
2809. 
3368. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990305 08.9819.C32 



2122, 2549. 

2898, 3164. 

3532, 4285. 

.4825, 4748. .4819, 4899. 

.4983, 5425. .5535, 5430, 
,6404 



6414 

TBLASTX: Soybean 
6410 
135 

.2617, 2549. .2614, 2551. .2616, 

.3274, 3165.. 3275, 3342. .3536, 

.4419, 4286. .4411, 4737. .4823, 

.4982, 4902. .4982, 4907. ,5002, 

,5531, 6264, .6410, 6266. .6403, 



Seq. No. 



21929 



Seq. ID OJ990305_08,9819-C32 



22160 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



45645 Strand 

1971 End 

OJ990305_08 .9819. C32 . ol . tw Method 

2547 End 

none Score 



6414 

TBLASTX: Wheat 

3497 

56 



2547. .2603, 2550. .2603, 2551. .2610, 2555. .2617, 2798. .2893, 
2806. .2898, 2807. .2893, 3164. .3271, 3165. .3275, 3342. .3497, 
3362.. 3496 



Seq. No. 21929 

Gene No. 45645 

Start 1971 

Name OJ990305_08 . 9819 . C32 . o2 . tw 

Start 4770 

GI none 

Exons 4770. 



4823, 
4909. .4983, 
6276. .6404 



4771, 
5425. 



.4830, 
.5535, 



4772. 
5430. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4822, 4902. 
.5531, 6255. 



.OJ990305_08.9819.C32 
6414. 

TBLASTX: Wheat 
6410 
101 



.4982, 4909. 
.6410, 6266. 



,4983, 
,6403, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

SI:*; 

ExoVis 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



21930 Seq. ID OJ990305_08 . 9819 . C33 

45646 Strand + 

1 End 7227 

OJ990305_08 .9819. C33 . ol . np Method AAT/NAP 

1 End 1879 

3175990 Score . 327 . 

1. .51, .619. .1194, 1289.. 1363, 1832.. 1879 

(AJ005836) GDP dissociation inhibitor [Cicer arietinum] 



21930 
45646 
1 

OJ990305_08.9819.C33.ol.ts 

1023 

none 



Seq. ID OJ990305_08.9819.C33 

Strand + 

End 7227 

Method TBLASTX : Soybean 

End 1399 

Score 240 



1023. .1193, 1024. .1194, 1042. .1209, 1049. .1195, 1277. .1399, 
1288. .1380," 1289. .1387 



21930 
45646 
1 

OJ990305_08 .9819. C33 . o2 . tm 

1023 

none 



Seq. ID OJ990305_08. 9819.C33 

Strand + 

End 7227 

Method TBLASTX : Maize 

End 1399 

Score 235 



1023. .1193, 1024. .1191, 1270. .1380, 1276. .1362, 1277.. 1399 



21930 
45646 
1 

OJ990305_08. 9819. 033. ol.tc 

1024 

none 



Seq. ID OJ990305_08. 9819.C33 

Strand + 

End 7227 

Method TBLASTX : Cress 

End 1399 

Score 235 



1024.. 1194, 1026.. 1193, 1277.. 1399, 1288.. 1362 

21930 Seq. ID OJ990305_08 . 981 9 . C33 

45646 ^ Strand +^ 

1 End 7227 

OJ990305_08. 9819. 033. ol.gs Method GENSOAN 



22161 



start 
GI 

Exons 



1028 ^ End 6446 

none '* Score . 64 

1028. .1194, 1289. .1363, 2038. .2056, 2086. .2168, 2666. .2875, 

4481.. 4713, 5076.. 5217, 5526. .-6098, 6333.. 6446 



Seq. No. 


21930 




Seq. ID 


OJ990305 08.9819.C33 


Gene No. 


45646 




Strand 


+ 


Start 


1 




End 


7227 


Name 


OJ990305 08 


.9819.C33.ol.gp 


Method 


AAT/GAP 


Start 


1545 




End 


1683 


GI 


none 




Score 


274 


Exons 


1545. .1683 








Seq. No. 


21930 




Seq. ID 


OJ990305_08.9819.C33 


Gene No. 


45646 




Strand 


+ 


Start 


1 




End 


7227 


Name 


OJ990305 08 


. 9819.C33.o2.np 


Method 


AAT/NAP 


Start 


5098 




End 


7227 


GI 


6911848 




Score 


1177 




5098. .5217, 


5526.. 6098, 6333.. 


6487, 7183.. 7227 


GI Descrip. 


(AL138649) 


n-acetylglucosaminyl-phosphatidylinositol-like 




protein [Arabidopsis thaliana] 






Seq. No. 


21930 




Seq. ID 


OJ990305_08.9819.C33 


Gene No. 


45646 




Strand 


+ 


Start 


1 




End 


7227 


Name 


OJ990305 08 


.9819.C33.o2.ts 


Method 


TBLASTX : Soybean 


Start 


5110 




End 


5648 


GI 


none 




Score 


190 


Exons 


5110. .'5220, 


5112.. 5219, 5523.. 


5648, 5523.. 5639, 5525.. 5641 


Seq. No. 


21930 




Seq. ID 


OJ990305_08.9819.C33 


Gene No. 


45646 




Strand 


+ 


Start 


1 




End 


7227 


Name 


OJ990305 08 


. 9819.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


5612 




End 


6101 


GI 


none 




Score 


626 


Exons 


5612. .6100, 


5612.. 6094, 5613.. 


6101 




Seq. No. 


21931 




Seq. ID 


OJ990305_08.9819.C34 


Gene No. 


45647 




Strand 


+ 


Start 


1 




End 


2419 


Name 


OJ990305 08 


.9819.C34.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1569 


GI 


6911848 




Score 


422 


Exons 


1..389, 624 


..720, 813. .934, 1103. .1206, 


1317. .1407, 1480. .If 



GI Descrip. 



Seq. No. 

Gene No, 

Sta;:t 

Name 

Start 

GI 

Exons 



(AL13864 9) n-acetylglucosaminyl-phosphatidylinositol-like 
protein [Arabidopsis thaliana] 



21931 
45647 
1 

OJ990305_08 . 98 1 9 . C34 . ol . gs 

626 

none 



Seq." ID OJ990305_08.9819.C34 

Strand + 

End 2419 

Method GENSCAN 

End 2419 

Score . 6 



626.,. 716, 818. .934, 1103. .1206, 2248. .2419 



22162 



Seq. No. 


21931 






Seq. ID 


OJ990305_08 


.9819.C34 


Gene No. 


45648 






Strand 






Start 


890 






End 


5772 




Name 


OJ990305 08.9819 


.C34.02. 


tm 


Method 


TBLASTX: Maize 


Start 


623 






End 


1355 




GI 


none 






Score 


150 




Exons 


623.. 772, 624.. 719, 625. 


.729, 


815. .937, 


817. .948, 


827. .937, 




1102.. 1218, 1103 


. .1219, 


1105. 


.1218, 1315. .1353, 1317.. 1355 


Seq. No. 


21931 






Seq. ID 


OJ990305_08 


.9819.C34 


Gene No. 


45648 






Strand 






Start 


890 






End 


5772 




Name 


OJ990305_08.9819 


.C34.02. 


np 


Method 


AAT/NAP 




Start 


890 






End 


5772 




GI 


6433991 






Score 


358 




Exons 


890.. 967, 2936..; 


3036, 3229.. 3331, 3406. 


.3549, 3621 


. .3708, . 




4612. .4709, 4793 


. .4911, 


5509. 


.5618, 5711. .5772 




GI Descrip. 


(AL132798) makl6- 


-like protein 


[Schizosaccharomyces 


pombe] 


Seq. No. 


21931 






Seq. ID 


OJ990305_08 


.9819.C34 


Gene No. 


45648 






Strand 






Start 


890 






End 


5772 




Name 


OJ990305 08.9819 


.C34.02. 


ts 


Method 


TBLASTX: Soybean 


Start 


1097 






End 


1509 




GI 


none 






Score 


131'. '■ 




Exons ' 


1097. '.1219,' 1111 


. .1218, 


1315. 


.1407, 1317. .1406, 1477. .1509, 



1479. .1508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21931 Seq. ID OJ990305_08 . 9819 . C34 

45648 Strand 

890 End 5772 

OJ990305_08 .9819. 034 . ol . gp Method AAT/GAP 

2332 End 3031 

27063_1.R1084 Score 938 

2332. .2721, 2924. .3031 

•1109826/gb|AAB47596.1| 3.0e-16 (U41534) similar to yeast MAK16 
protein *(SP:MK16_YEAST, P10962) [Caenorhabditis elegans] ' 

21931 - Seq. ID OJ990305_08 . 98 19 . C34 

45648 Strand 
890 End 5772 

OJ990305_08 . 9819. C34 . o2 . gs Method GENSCAN 
2674 End 5769 

none Score .86 

2674. .2721, 2924. .3036, 3229. .3331, 3415. .3549, 

4612.. 4709, 4793.. 4911, 5509.. 5618, 5711.. 5769 



3621. .3708, 



Seq; No. 21931 
Gene No. 45648 
Start 890 

Name ' OJ990305_08 . 9819 . C34 . ol , 

Start 2918 • 

GI none 

Exons 2918.. 3037, 2922.. 3044, 

3615. .3713, 3624. .3707, 
4612. .4710, 4773. .4916, 
5710. .5772, 5711. .5758 



tm 



3274 
4589 
4793 



Seq. ID OJ990305_08.9819.C34 
Strand 

End 5772 

Method TBLASTX : Mai ze 

End 5772 

Score 7 9 

.3297, 3412. .3549, 3439. .3573, 
.4708, 4608. .4709, 4611. .4709, 
.4912, 5498.. 5629, 5505.. 5621, 



22163 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21931 
45648 
890 

OJ990305_08.9819.C34.ol.ts 

2918 

none 

2918.. 3037, 2922. 
3615.. 3713, 3624, 
4612. .4710, 4773. 
5710.. 5772, 5711, 



.3044, 3274. 

.3707, 4589. 

.4916, 4793. 
.5758 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3297, 3412 
.4708, 4608 
.4912, 5498 



OJ990305 08.98i9.C34 



5772 

TBLASTX : Soybean 
5772 
79 

3549, 3439.. 3573, 
4709, 4611. .4709, 
5629, 5505.. 5621, 



Seq. No. 21931 

Gene No. 45648 

Start 890 

Name OJ990305_08 . 9819 . C34 . o2 . gp 

Start 3423 

GI 427797 

Exons 3423.. 3549, 3621.. 3708, 4612. 

GI Descrip. 1109826/gb | AAB47596. 1 1 3.0e-16 
protein (SP:MK16_YEAST, P10962) 



OJ990305_08.9819.C34 

5772 
AAT/GAP 
4833 
640 
4793. .4833 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4709, 

(U41534) similar to yeast MAK16 
[Caenorhabditis elegans ] 



Seq. No. 


21932 




Seq. ID 


OJ990305_08.9819.C37 


Gene No. 


45649 




Strand 




Start 


- 118 




End 


366 - 


Name 


OJ990305 08 


.9819.C37.ol.tm 


Method 


TBLASTX :Mai*^'e 


Start 


118 




End 


366 


GI 


none 




Score 


195 


Exons 


118. .366, 138. .251, 202. .363 






Seq. No. 


21933 




Seq. ID 


OJ990105_06.9819.C2 


Gene No. 


45650 




Strand 


+ 


Start 


4033 




End 


9218 


Name 


OJ990105 06 


.9819.C2.o2.gs 


Method 


GENSCAN 


Start 


4033 


End 


9191 


GI 


none 




Score 


.55 


Exons 


4033. .4113, 


5207.. 5429, 5771. 


.6034, 6236. .6430, 6638. .7305, 




7521. .7664, 


7913.. 8233, 8499. 


.9191 




Seq. No. 


21933 




Seq. ID 


OJ990105_06.9819.C2 


Gene No. 


45650 




Strand 


+ 


Start 


4033 




End 


9218 


Name 


OJ990105 06 


.9819.C2.o4.np 


Method 


AAT/NAP 


Start 


5773 




End 


9218 


GI 


6630696 




Score 


5181 


Exons 


5773. . 9218 








GI Descrip. 


(AP000969) ] 


ESTs D22114(C10364 


), AU076106 (E20423) correspond to a 




region of the predicted gene. 


; Similar 


to retrovirus-related pol 




polyprotein 


from transposon Tnt 1-94 . 


(P10978) [Oryza sativa] 


Seq. No. 


21933 




Seq. ID 


OJ990105_06.9819.C2 


Gene No. 


45651 




Strand 




Start 


1248 




End 


3419 


Name 


OJ990105 06 


. 9819.C2.ol.np 


Method 


AAT/NAP 


Start 


1248 




End 


3307 


GI 


6069646 




Score 


987 


Exons 


1248. .2234, 


2517. .3307 







22164 




GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. {AC006248) 
[Oryza sativa] 





Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819. 


02 




Gene No. 


45651 








Strand 








Start 


1248 








End 


3419 






Name 


OJ990105 06 


.9819 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1261 








End 


1829 






GI 


none 








Score 


77 






Exons 


1261. .1479, 


1263 


. . 1475, 


1494 . 


.1829, 1621.. 1761 






Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819. 


02 




Gene No. 


45651 








Strand 








Start 


1248 








End 


3419 






Name 


OJ990105 06 


.9819 


.C2.o7. 


tw 


Method 


TBLASTX: Wheat 






Start 


1374 








End 


1742 






GI 


none 








Score 


179 






Exons 


1374. .1421, 


1530 


. . 1742 












Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819. 


C2 




Gene No. 


45651 








Strand 








Start' 


1248 








End 


3419 






Name 


OJ990105 06 


.9819 


. C2.o8. 


tm 


Method 


TBLASTX: Maize 




i;ri 


Start 


1947 








End' 


2252 






GI 


none 








Score 


126 






Exons 


1947. .2054, 


2061 


. .2252, 


2062. 


.2232 






\ :H 
^:? 

: ~z 


Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819. 


02 


IMi 


Gene No. 


45651 








Strand 






i hj 


Start 


1248 








End 


3419 






Name 


OJ990105 06.9819 


.02. o5. 


tw 


Method 


TBLASTX: Wheat 






Start 


2217 








End 


2657 




J 


GI 


none 








Score 


38 




-s 

ir 


Exons 


2217. .2360, 


2221 


. .2274, 


2259. 


,2357, 2361,. 2657, 2584., 2655 


, ~\ 
s*. 


Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819. 


02 


1. J 


Gene No. 


45651 








Strand 






UP 


Start 


1248 








End 


3419 






Name 


OJ990105 06 


,9819 


.02,ol. 


tm 


Method 


TBLASTX: Maize 






Start 


2292 








End 


2984 






GI 


none 








Score 


95 






Exons 


2292,-2984, 


2296 


. .2502, 


2586. 


.2750, 2829.. 2972 






Seq. No. 


21933 








Seq. ID 


OJ990105_06. 9819. 


02 




Gene No, 


45651 








Strand 








Start 


1248 








End 


3419 






Name 


OJ990105 06, 


.9819 


,C2.o9. 


tw 


Method 


TBLASTX: Wheat 






Start 


2775 








End 


3059 






GI 


none 








Score 


55 






Exons 


2775. .3059, 


2854 


. ,2883 












Seq, No. 


21933 








Seq. ID 


OJ990105_06, 9819. 


02 




Gene No, 


45651 








Strand 








Start 


* 1248 








End . 


3419 





22165 



Name 

Start 

GI 

Exons 



OJ990105_06 . 98 1 9 . C2 . o4 . tm Method 

2985 End 

none Score 
2985.. 3329, 3016.. 3315 



TBLASTX: Maize 

3329 

166 



Seq. No. 21933 

Gene No. 4 5651 

Start 1248 

Name OJ990105_06 . 9819 . C2 . o8 . tw 

Start 3084 

GI none 
Exons . 3084.. 3290, 3088.. 3327, 3285.. 3419 



Seq. ID OJ990105_06.9819.C2 
Strand 

End 3419 

Method TBLASTX : Wheat 

End 3419 

Score 82 



Seq. No. 21933 Seq. ID 

Gene No. 45652 Strand 

Start 34 95 End 

Name OJ990105_06 . 9819 . C2 . o7 . tm Method 

Start 3495 End 

GI none Score 

Exons 3495.. 3821, 3598.. 3822 



OJ990105_06.9819.C2 
3822 

TBLASTX: Maize 

3822 

110 



Seq. No. 


21933 






Seq. ID 


OJ990105_06. 9819.C2 


Gene No. 


45653 






Strand 




Start 


5668 






End 


6099 


Name 


bJ990105 06. 


,9819. 


C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


' 5668 






End 


6063 


GI 


none 






Score 


90 


Exons 


5668. .5802, 


5685. 


.5765, 5779. 


.6063, 5868. .5984, 5932. .6063 


Seq. No. 


21933 






Seq. ID 


OJ990105_06.9819.C2 


Gene No. 


45653 






Strand 




Start 


5668 






End 


6099 


Name 


OJ990105 06 


.9819. 


C2.o6. tm 


Method 


TBLASTX: Maize 


Start 


5815 






End 


6099 


GI 


none 






Score 


255 


Exons 


5815. .6099, 


5818. 


.6096 






Seq. No. 


21933 






Seq. ID 


OJ990105_06.9819.C2 


Gene No. 


■ 45654 






Strand 




Start 


6632 






End 


7022 


Name 


OJ990105 06 


.9819. 


C2.o3.tm . 


Method 


TBLASTX: Maize 


Start 


6632 






End 


7022 


GI 


none 






Score 


232 


Exons 


6632. .6913, 


6633. 


.6899, 6636. 


.6926, 6637.. 6963, 6927., 7022, 



6928. .7020 



Seq. No. 21933 

Gene No. 45655 

Start 7069 

Name OJ99bl05_06 . 98 19 . C2 . o6 . tw 

Start 7069 

GI none 

Exons ' 7069.. 7407, 7 144 .. 7398 ,"717 9 .. 7406 



Seq. ID OJ990105_06. 9819.C2 
Strand 

End 8158 

Method TBLASTX : Wheat 

End • 7407 

Score 256 



Seq. No.. 21933 Seq. ID OJ990105_06 . 9819 . C2 

Gene No. 45655 Strand 

Start , 7069 End 8158 



22166 




Name 


OJ9901G5 06 


9819. 


C2.O10 


. tm 


Method 


TBLASTX: Maize 




Start 


7108 








End 


7571 




GI 


none 








Score 


187 




Exons 


7108. .7479, 


7437. 


.7571 










Seq. No, 


21933 








Seq. ID 


OJ990105_06.9819 


.C2 




45655 








Strand 






Start 


7069 








End 


8158 




Name 


OJ990105 06 


9819. 


C2.03. 


ts 


Method 


TBLASTX : Soybean 




Start 


7360 








End 


7757 




GI 


none 








Score 


68 




Exons 


7360. .7449, 


7437. 


.7589, 


7442. 


.7606, 7584. .7757 




Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819 


.C2 


Gene No. 


45655 








Strand 






Start 


7069 








End 


8158 






OJ990105 06 


9819 . 


C2 . ol . 


tw 


Method 


TBLASTX: Wheat 




start 


7408 








End 


8158 




GI 


none 








Score 


42 




Exons 


7408. .7449, 


7436. 


.7561, 


7436. 


.7843, 7437. .7835, 7612. .7869 




7613. .7846, 


7840. 


.7956, 


7844 . 


.7984, 7965. .8153, 7970. .8158 




7975. .8154 














Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819 


.C2 


Gene No. 


45656 ■ 








Strand 






Start 


8078 








End 


9218 




Name 


OJ990105 06 


9819. 


C2.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


80.78 








End 


8540 




GI 


5509260 








Score 


125 




Exons 


8078. .8263, 


8248. 


.8520, 


8259. 


.8540 






GI Descrip. 


- 














Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819 


.C2 




45656 








Strand 






Start 


8078 








End 


9218 




Name 


OJ990105 06 


.9819. 


C2.ol. 


to 


Method 


TBLASTX: Cress 




Start 


8171 








End 


8429 






• none 








Score 


102 




Exons 


-8171. .8266, 


8172. 


.8255, 


8259. 


.8429, 8361.. 8420 




Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819 


.C2 




4 5656 








Strand 






Start 


8078 








End 


9218 




Name 


OJ990105 06 


9819. 


C2 . o3 . 


tw ' 


Method 


TBLASTX: Wheat 




Start 


8213 








End 


8960 




GI 


none 








Score 


51 




Exons 


8213. .8263, 


8265. 


.8540, 


8529. 


.8735, 8889. .8960 




Seq, No. 


21933 








Seq. ID 


OJ990105_06.9819 


.C2 




4'S6S6 

1 J U J u 








Strand 






Start 


8078 








End 


9218- 




Name 


OJ990105 06 


9819. 


C2.o'9. 


tm 


Method. 


TBLASTX: Maize 




Start 


8213 








End 


8522 




GI 


none 








Score 


44 




Exons 


8213. .8257, 


8268. 


.8522 










Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819 


.C2 



22167 




oene wo. 










Strand 




Start 


8078 








End 


9218 


Name 


. OJ990105 06. 


9819.C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


8588 








End 


8935 


GI 


none 








Score 


141 


Exons 


8588. .8716, 


O «J O J 


8747 


8748. 


.8927, 8750. .8935 


Seq. No. 


21933 










OJ990105 06 9819 C2 


ocne wo . 


^ J O J o 












start 


8078 








End 


9218 


Name 


OJ990105 06. 


9819 


.C2.05. 


tm 


Method 


TBLASTX: Maize 


start 


8739 








End 


9086 


GI 


none 








Score 


311 


Exons 


8739. .9086, 


8753 


. .9085 








Seq. No. 


21933 








Seq. ID 


OJ990105_06.9819.C2 


Gene No. 


45656 








Strand 




Q-l- a r-+- 

o uar L. 


o U / 0 








End 


9218 


Name 


OJ990105 06. 


9819 


.C2.04. 


tw 


Method 


TBLASTX: Wheat 


Start 


8961 








End 


9218 


GI 


none 








Score 


83 


Exons 


8961. .9023, 


8963 


. .9016, 


9017. 


.9175, 9032.. 9181, 9033.. 9176, 




9042. .9191, 


9175 


. .9216, 


9180. 


.9218 




Seq. No. 


- 21934 








Seq. ID 


OJ990105_d6.9819.C3-:; 


Gene No. 


45657 








Strand 














End 


3319 


Name 


OJ990105 06. 


9819 


.C3.01. 


gs 


Method 


GENSCAN 


Start 


1558 








End 


3319 


GI 


none 








Score 


.46 


Exons 


1558. .1751, 


2119 


. .2257, 


2335. 


.2427, 2527. .2586, 2846. .2988, 




2999. .3081, 




• » o o ± y 








Seq. No. 


21935 








Seq. ID 


OJ990105_06.9819.C4 




f± J v) jO 








Strand 




Start 


217 








End 


306 


Name 


OJ990105 06. 


9819 


.C4.01. 


gs 


Method 


GENSCAN 


Start 


217 








End 


306 


GI 


none 








Score 


.49 


Exons 


217. .306 












Seq. No. 


21936 








Seq. ID 


OJ990105_06. 9819.C5 




fl J u J ^ 








Strand 


+ 


Start 


. 565 








End 


741 


Name 


OJ990105 06. 


9819 


.C5.01. 


gs 


Method 


GENSCAN 


Start 


565 








End 


741 


GI 


none 








Score 


.93 


Exons 


565. .741 












Seq. No. 


21936 








Seq. ID 


OJ990105_06.9819.C5 


Gene No. 


45660 








Strand 




Start 


2083 








End 


4027 


Name 


OJ990105 06. 


9819.C5.o2. 


gs 


Method 


GENSCAN 


Start 


2083 








End 


4027 


GI 


none 








Score 


.72 


Exons ^ 


2083. .2309, 


2342 


. .2617, 


3809. 


.3919, 3964. .4027 



22168 




Seq. No. 


21937 


Seq. ID 


OJ990105_06.9819. 


C8 






Strand 


+ 




Start 


46 


End 


356 




Name 


OJ990105 06.9819.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


29 


End 


356 




GI 


none 


Score 


294 




Exons 


29. .235, 29. .241, 31. .243, 


240. .356, 244. .354 




Seq. No. 


21937 






C8 


oene ino . 




q-t- -^3 nH 






Start 


46 


End 


356 




Name 


OJ990105 06.9819.C8.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


238 




GI 


none 


Score 


.86 




Exons 


46. .64, 81. .238 








Seq. No, 


21938 


Seq. ID 


OJ990105_06.9819. 


CIO 


Gene No, 


45662 


Strand 


+ 




Start 


1323 


End 


1494 




Name 


OJ990105 06.9819.C10.ol.np 


Method 


AAT/NAP 




Start 


1323 


End 


1494 




GI 


6063554 


Score 


127 




Exons 


1323. .1494 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of 


the predicted gene hypothetical 




protein [Oryza sativa] 








Seq. No. 


21938 


Seq. ID 


OJ990105_06.9819. 


CIO 




45663 


Strand 






Start 


658 


End 


1941 




Name 


OJ990105 06.9819.C10.ol.gs 


Method 


GENSCAN 




Start 


658 


End 


1941 




GI 


none 


Score 


.62 




Exons 


658. .767, 1226. .1309, 1469 


..1622, 1862, 


. .1941 




Seq. No. 


21939 


Seq. ID 


OJ990105_06.9819. 


Cll 


Gene No. 


45664 


Strand 






Start 


750 


End 


2375 




Name 


OJ990105 06.-9819. Cll.ol.np 


Method 


AAT/NAP 




Start 


750 


End 


2375 




GI 


6539588 


Score 


224 




Exons 


750. .765, 2090. .2375 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


21940 


Seq. ID 


OJ990105 06.9819. 


C12 




45665 


Strand 


+ 




Start 


133 


End 


323 




Name 


OJ990105 06.9819.C12.ol.gs 


Method 


GENSCAN 




Start 


133 


End 


323 




GI 


none 


Score 


.7 




Exons 


133.. 323 








Seq. No. 


21940 


Seq. ID 


OJ990105_06.9819. 


C12 


Gene No. 


45666 


Strand 






Start 


364 


End 


636 




Name 


OJ990105 06.9819.C12.ol.gp 


Method 


AAT/GAP 




Start 


364 


End 


636 





22169 



GI 

Exons 



2427384 
364. .636 



Score 



476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21941 
45667 
996 

OJ990105_06. 9819.C14 .ol.gs 
996 
*none 



Seq. ID OJ990105_06.9819.C14 

Strand + 

End 2174 

Method GENSCAN 

End 2174 

Score . 5 



996. .1013, 1765. .1930, 1993. .2174 



21942 
45668 
1249 

OJ990105_06.9819.C15.ol.np 

1242 

6815097 



Seq. ID OJ990105_06.9819.C15 
Strand 

End 4473 

Method AAT/NAP 

End 4473 

Score 1730 



1242. .1483, 1625. .3278, 3394. .4473 

{AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 


21942 








Seq. ID 


OJ990105 


Gene No. 


45668 ■ 








Strand 




Start 


1249 








End 


4473 . 


Name 


OJ990105 06. 


9819. 


.C15.02. 


.gs 


Method 


GENSCAN 


Start 


124 9 ' 








End 


3251 


GI 


none 








Score 


.62 


Exons 


1249. .1650, 


1756. 


. .1848, 


1983. 


.3251 




Seq. No. 


21943 








Seq. ID 


OJ990105 


Gene No. 


45669 








Strand 




Start 


1 








End 


741 


Name 


OJ990105 06. 


9819. 


.C16.01, 


.np 


Method 


AAT/NAP 


Start 


1 








End 


337 


GI 


1154954 








Score 


283 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 

Stare^-'*, 
Name 
Start 
GI 

Exons 



1. .337 

(X94693) histone H2A [Triticum aestivum] 



Seq. ID OJ990105_06.9819.C16 
Strand 

End 741 . 

Method AAT/NAP 

End 741 

Score 169 



21943 
45669 
1 

OJ990105_06.9819.C16.o2.np 
1 

6523547 
1..20, 123. .269, 392. .741 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



21943 
45669 

• 1 - . 

OJ990105_06. 9819. C16. ol.gs 
80 

none 
80. .337 



Seq. ID OJ990105_06. 9819.C16 

Strand - • 

End 74i ' 

Method GENSCAN 

End 337 

Score . 64 



Seq. No. 



21944 



Seq. ID OJ990105_06.9819.C17 



22170 





4 SfiTn 

H ^ \J 1 \J 








Start 


1273 


End 


1931 




Name 


OJ990105 06,9819.C17.ol.gs 


Method 


GENSCAN 




Start 


1273 


End. 


1931 




GI 


none 


Score 


.71 y 




Exons 


1273. .1344, 1818. .1931 








Seq. No. 


21945 


Seq. ID 


OJ990105_06.9819 


.C18 


Gene No. 


45671 


Strand 


+ 




Start 


826 


End 


884. 




Naine 


OJ990105 06 9819 C18 ol ao 


Method 


AAT/GAP 




Start 


826 


End 


884 




GI 


77434 1.R1084 


Score 


81 




Exons 


826.-884 








GI Descrip. 


•2827528/emb|CAA16536.1| 2 


.Oe-10 {AL021633) predicted prote 




[Arabidopsis thaliana] ' 








Seq. No. 


21946 


Seq. ID 


OJ990105_06.9819 


.C19 




*i O O / ^ 


Strand 


- 




Start 


766 


End 


2110 




Name 


OJ990105 06.9819.C19.ol.gs 


Method 


GENSCAN 




Start 


766 


End 


2107 




GI 


none 


Score 


.74 




Exons 


766.. 973, 1394 V,1589, 1690 


. .2107 






Seq. No. 


21946 


Seq. ID 


OJ990105_06.9819 


.C19 


Gene No. 


45672 


Strand 


- 




Start 


766 


End 


2110 




Name 


OJ990105 06.9819.C19.ol.np 


Method 


AAT/NAP 




Start 


1676 




^ J. J. VJ 




GI 


4680185 


Score 


477 




Exons 


1676. .2110 








GI Descrip. 


(AF111709) unknown [Oryza i 


sativa subsp, 


. indica] 




Seq. No. 


21946 


Seq. ID 


OJ990105_06.9819 


.019 


Gene No. 


45673 


Strand 


- 




Start 


2992 


End 


3204 




Name 


OJ-990105 06.9819.C19.o2.np 


Method 


AAT/NAP 




Start ' 


2992 


End 


3204 




GI 


4680186 


Score 


111 




Exons 


2992.. 3204 








GI Descrip. 


(AF111709) unknown [Oryza ; 


sativa subsp, 


. indica] 




Seq. No. 


21947 


Seq. ID 


OJ990105_06.9819 


.C21 




4 S674 


Strand 






start 


493 


End 


876 




Name 


OJ990105 06.9819.C21.ol.tw 


Method 


TBLASTX: Wheat 




start 


388 


End 


690 




GI 


none 


Score 


86 




Exons 


388. .651, 397. .690 








Seq. No. 


21947 


Seq. ID 


OJ990105_06.9819 


.C21 


Gene No. 


45674 


Strand 






Start 


493 


End 


876 




Name 


OJ990105 06.9819.C21.ol.gs 


Method 


GENSCAN 




Start 


.493 


End 


876 




GI 


none 


Score 


1 





22171 



Exons 



493. .876 



Seq. No. 21948 Seq. ID 

Gene No. 45675 Strand 

Start 723 End 

Name OJ990105_06 . 9819 . C22 . ol . gs Method 

Start 723 End 

GI none Score 

Exons 723.. 911, 1161.. 1244, 1401.. 1592 



OJ990105_06.9819.C22 
+ 

1813 
GENSCAN 
1592 
.89 



Seq. No. 21948 

Gene No. 45675 

Start 723 

Name OJ990105_06 . 9819 . C22 . ol . np 

Start 782 

GI' 4544372 . . 

Exons 782.. 1813 

GI Descrip. (AC006920) 
thaliana] 



Seq. ID OJ990105_06. 9819.C22 

Strand + 

End 1813 

Method AAT/NAP 

End 1813 

Score 500 



putative retroelement pol polyprotein [Arabidopsis 



Seq. No. 21948 Seq. ID 

Gene No. 45675 Strand 

Start 723 End 

Name . OJ990105_06. 9819.C22 . ol . tm Method 

Start . 789 . End 

GI none ' ' Score 

Exons 789.. 1142 



OJ990105_06.9819.C22 
+ 

1813 

TBLASTX: Maize 
1142 

20(> ' - - .. • 



Seq. No. 21948 

Gene No. 45675 

Start 723 

Name OJ990105_06 . 9819 . C22 . ol . ts 

Start 996 

GI none 

Exons 996.. 1391, 1071.. 1214, 1157. 



Seq. ID OJ990105_06. 9819.C22 



Strand 
End 

Method 
End 
Score 
,1291 



+ 

1813 

TBLASTX: Soybean 

1391 

211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21949 Seq. ID OJ990105_06 . 9819 . C23 

45676 Strand 

655 End 781 

OJ990105_06 . 9819 . C23 . ol . gp Method AAT/GAP 

655 End 781 

3761363 Score 183 

655. .781 

5852170/emb|AL117265.1|OST17804 l.Oe-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome . 4 , BAG clone:tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



21949 Seq. ID 

45677 Strand 
1495 End 
OJ990105_06. 9819.C23.ol.np Method 
14 65 End 
5852178 . Score 
1465.. 1560, 1924.. 2026, 2058.. 2363 
(AL117265) zhbOOOS.l [Oryza sativa] 



21949 
45677 



Seq. ID 
Strand 



OJ990105_06.9819.C23 

25.20 
AAT/NAP 
2363 
449 



OJ990105 06.9819.C23 



22172 




start 


1495 








End 


2520 


Name 


OJ990105 06. 


9819. 


C23.01 


.gs 


Method 


GENSCAN 


Start 


1495 








End 


2520 


GI 


none 








Score 


.82 


Exons 


1495. .1559, 


1906. 


.2029, 


2058. 


.2310, 2315.. 2520 


Seq. No. 


21950 ' 








Seq. ID 


OJ990105 


Gene No. 


45678 








Strand 




Start 


87 








End 


464 


Name 


OJ990105 06. 


9819. 


C26.01 


.gs 


Method 


GENSCAN 


Start 


87 








End 


464 


GI 


none 








Score 


.44 


Exons 


87.. 206, 328 


. .464 











Seq. No. 


21951 


Seq. ID 


OJ990105 


_06.9819. 


C27 


Gene No. 


45679 


Strand 


+ 






Start 


1 


End 


1115 






Name 


OJ990105 06.9819.C27.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


1115 






GI 


4680183 


Score 


110 






Exons 


1..181, 1022. .1115 










GI Descrip, 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


21951 


Seq. ID 


OJ990105 


_06.9819. 


C27 


Gene No. 


45680 


Strand 








Start 


692 


End 


993 






Name 


OJ990105 06.9819.C27.ol.gs 


Method 


GENSCAN 






Start 


692 


End 


993 






GI 


none 


Score 


.95 






Exons 


692. .831, 942. .993 










Seq. No. 


21951 


Seq. ID 


OJ990105 


_06.9819. 


C27 


Gene No. 


45681 


Strand 








Start 


903 


End 


993 






Name 


OJ990105 06.9819.C27.ol.np- 


Method 


AAT/NAP 






Start 


903 


End 


993 






GI 


6721561 


Score 


137 






Exons 


903. .993 










GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to 


a region 


of the 



predicted- gene . ; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il {AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


21952 


Seq. ID 


OJ990105_ 


Gene No. 


45682 


Strand 


+ 


Start 


1024 


End 


1405 


Name 


OJ990105 06.9819.C29.ol.gp 


Method 


• AAT/GAP 


Start 


1024 


End 


1405 


GI 


uC-osflcyp033a04bl 


Score 


635 



Exons 1024,. 1405 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3..0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 21952 Seq. ID OJ990105_06 . 98 19 . C29 

Gene No. 45683 Strand 

Start 954 End 2740 



22173 



Name 

Start 

GI 

Exons 



OJ990105_06 .9819. C29 . ol . gs Method GENSCAN 

954 End 1157 

none Score . 4 
954. .1157 



Seq. No. 


21952 


Seq. ID 


OJ990105 


_06. 


9819 


.C29 


Gene No. 


45683 


Strand 


- 








Start 


954* 


End 


2740 








Name 


OJ990105 06.9819.C29.ol.np 


Method 


AAT/NAP 








Start 


957 


End 


2740 








GI 


4680186 


Score 


354 








Exons 


957. .1157, 1998. .2049, 2695.. 


2740 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


LjO-D 


Seq. ID 


OJ990105 


_06. 


9819 


.C30 


Gene No. 


*4 J D O ri 


Strand 


+ 








Start 




End 


1491 








Name 




Method 


GENSCAN 








Start 


226 


End 


1491 








GI 


none 


Score 


.55 








Exons 


226 3S1 1491 












Seq. No. 


^ X 7 wf o 


Seq. ID 


OJ990105 


_06. 


9819 


.C30 


Gene No. 


*i J D O J 


Strand 










Start- 


/ 'J 


End 


668 








Name 


O.TQQni nS flfi Qfil Q CKCS n1 no 


Method 


AAT/NAP 








Start 


75 


End 


668 








GI 


100484 


Score 


234 








Exons 


7S 668 












GI Descrip. 




snapdragon 








Seq. No. 


91 QR4 


Seq. ID 


OJ990105 


_06. 


9819 


.C31 


Gene No. 


4 Sfift 6 

*i J V) O O 


Strand 










Start 


O -7 J 


End 


1817 - 








Name 


n.TQQDinS nfi QRIQ r^l n1 oc; 

\JUjy\JA.\J^ UO. :70XI7.^^X.UX.^O 


Method 


GENSCAN 








Start 


895 ~ 


End 


1817 








GI 


none 


Score 


.57 








Exons 


895. .1023, 1749. .1817 












Seq. No. 


21955 


Seq. ID 


OJ990105 


_06. 


9819 


.C33 


Gene No, 


45687 


Strand 


+ 








Start 


174 


End 


2173 








Name 


OJ990105 06.9819.C33.ol.gs 


Method 


GENSCAN 








Start 


, 174 


End 


2173- 








GI 


none 


Score 


.74 








Exons 


174. .259, 2045. .2173 












Seq. No. 


21955 


Seq. ID 


OJ990105_ 


_06. 


9819, 


.C33 


Gene No. 


45688 


Strand' 










Start 


3655 


End 


4707 








Name 


OJ990105 06.9819.C33.ol.np 


Method 


■AAT/NAP 








Start 


2781 


End 


4707 








GI 


5295955 


Score 


640 








Exons 


2781. .3350, 3390. .3456, 3536. 


.3828, 3922. .4044, 


4678. .4707 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) ( 


genome. (V01555) 



[Oryza sativa] 



22174 




Seq. No. 


21955 


Seq. ID 


OJ990105_06. 9819.C33 




45688 


I— J- U 1 l\jL 




Start 


3655 


End 


. 4707 


Name 


OJ990105 06.9819.C33.o2.gs 


Method 


GENSCAN 


Start 


3655 


End 


4014 


GI 


none 


Score 


.82 


Exons 


3655. .4014 






Seq. No. 


21956 


Seq. ID 


OJ990105_06.9819.C34 




45689 


Strand 




Start 


671 


End 


698 


Name 


OJ990105 06.9819.C34.ol.gs 


Method 


GENSCAN 


Start 


671 


End 


698 


GI 


none 


Score 


.51 


Exons 


671. .698 






Seq. No. 


21956 


Seq. ID 


OJ990105_06.9819.C34 




45690 


Strand 




Start 


732 


End 


1244 


Name 


OJ990105 06.9819.C34.ol.tm 


Method 


TBLASTXrMaize 


Start 


732 


End 


1244 


GI 


none 


Score 


73 


Exons 


732. .824, 855. .1085, 855. .929, 


984. .1043, 1101. .1244 


SeqV No . . • 


21956 • V'-^ 


Seq. ID 


OJ990105_06:9819.C34 




45690 


Strand 




Start 


732 


End 


1244 


Name 


OJ990105 06.9819.C34.ol.tw 


Method 


TBLASTX: Wheat 


Start 


834 


End 


1202 


GI 


none 


Score 


179 


Exons 


834.. 1046, 1155.. 1202 






Seq. No. 


21957 


Seq. ID 


OJ990105_06.9819.C35 




45691 


Strand 


+ 


Start 


303 


End 


3049 


Name 


OJ990105 06.9819.C35.ol.gs 


Method 


GENSCAN 


Start 


303 


End 


2686 


GI 


none 


Score 


.45 


Exons 


303. .314, 404. ,657, 1585. .1996, 2199.. 


2325, 2555.. 2686 


Seq. No. 


21957 


Seq. ID 


OJ990105_06.9819.C35 


Gene No. 


45691 


Strand 


+ 


Start 


303 


End 


3049 


Name 


OJ990105 06.9819.C35.ol.np 


Method 


AAT/NAP 


Start 


1664 


End 


3049 


GI 


6815097 


Score 


318 


Exons 


1664.. 2517, 3006.. 3049 






GI Descrip. 


{AP001081) Similar to putative copia polyprotein {AC006248) 




[Oryza sativa] 






Seq. No. 


21957 


Seq. ID 


OJ990105_06. 9819.C35 


Gene No. 


45691 


Strand 


+ 


Start 


303 . 


End. 


. 3049 


Name 


OJ990105 06.9819.C35.ol.tc 


Method 


TBLASTX: Cress 


Start 


1730 


End' 


2002 


GI 


none 


Score 


185 - 


Exons 


1730. .2002 







22175 



C • ■ 


21958 


Seq. ID 


Gene No. 


45692 


Strand 


Start 


1102 


End 


Name ■ 


OJ990105 06.9819.C36.ol.gs 


Method 


Start 


1102 


End 


GI 


none 


Score 


Exons 


1102.. 1337, 1342.. 1597, 1737 


. .1850 


Seq. No. 


21958 


Seq. ID 


Gene No. 


45693 


Strand 


o L. ax L. 


3303 


End 


Name 


OJ990105 06.9819.C36.ol.gp 


Method 


Start 


3303 


End 


GI 


LIB3433-026-P1-K1-C1 


Score 


Exons 


3303. .3475 




GI Descrip. 


'5852170/emb|AL117265.1 IOST17804 l.Oe- 




indica{GLA4) genomic DNA, chromosome - 


Seq. No. 


21958 


Seq. ID 




45694 


Strand 


Start 


132 


End 


Name 






Start 




End 


GI 


5852179 


Score" 


Exons 


132 554 1353 1548, 1623 


1823, 264' 


GI Descrip. 


^ ruj J. ± t ^ \j ^ J ^iiiJ W VJ U ^ • X |_ Wx. y 


oo. L. X V a J 


O C ^ . LN *J . 


'21958 


Seq. ID 


Gene No. 


45695 


Strand 


Start 


6196 


End 


Name 


OJ990105 06.9819.C36.o2.gs 


Method 


Start 


6196 


End 


GI 


none 


Score 


Exons 


6196. .6396 




Seq. No. 


21959 


Seq. ID 




45696 


Strand 


Start 


144 


End 


Name 


OJ990105 06.9819.C38.ol.np 


Method 


Start 


144 


End 


GI 


4680203 


Score 


Exons 


144. .1081 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


O ^ . IN » 


21959 


Seq. ID 


Gene No. 


45696 


Strand 


Start 


144 


End 


Name 


OJ990105 06.9819.C38.ol.gs 


Method 


Start 


218 


End 


GI 


none 


Score 


Exons 


218. .505, 611. .795, 844. .1038 


Seq. No. 


21959 


Seq. ID 


Gene No. 


45696 


Strand 


Start 


144 


End 


Name 


OJ990105 06.9819.C38.ol.tw 


Method 



06.9819.C36 



06.9819.C36 



OJ990105 
+ 

1850 
GENSCAN 
1850 
.86 



OJ990105_ 
+ 

3475 
AAT/GAP 
3475 
258 



-44 Oryza sativa 
4, BAG clone: tl7804 • 

OJ990105_06.9819.C36 

2669 
AAT/NAP 
2669 
248 
9. .2669- 



OJ990105_06.9819.C36 

6396 
GENSCAN 
6396 
.42 



1081 
AAT/NAP 
1081 
457 



1081 
GENSCAN 
1038 
.66 



1081 

TBLASTX: Wheat 



22176 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



293 End 1069 

none Score 67 

293. .361, 368. .472, 375. .467, 485. ,589, 486. .590, 578. .772, 

612. .740, 788. .1069, 972. .1028 



21959 
45696 
144 

OJ990105_06 . 981-9 . C38 . ol . tm 
602 
none 

602. .718, 603. .710, 722. .892, 731. .883 



Seq. ID OJ990105_06. 9819.C38 
Strand 

End 1081 

Method TBLASTX : Mai ze 

End 892 

Score 72 



21960 
45697 
1 

OJ990105_06. 9819.C40.o2.np 
1 

4680183 
1..49, 1637. .1726 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990105_06.9819.C40 

Strand + 

End 1726 

Method AAT/NAP 

End 1726 

Score 125 



Seq. ID ■OJ990105_06. 9819.C40 
Strand 

End . 1604 

Method AAT/NAP 

End 1604 

Score 143 



21960 
45698 

1 . 

OJ990105_06. 9819.C40.ol.np 
1 

6721561 
1..38, 1514. .1604 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


21960 








Seq. ID 


OJ990105_ 


06. 


9819. 


C40 


Gene No. 


45698 








Strand 










Start 


1 








End 


1604 








Name 


OJ990105 06, 


, 9819 


.C40.O1 


. gs 


Method 


GENSCAN 








Start 


1303 








End 


1604 








GI 


none 








Score 


.95 








Exons 


1303. .1442, 


1553 


. .1604 














Seq. No. 


21961 








Seq. ID 


OJ990105_ 


06. 


9819. 


C41 


Gene No. 


45699 








Strand 


+ 








Start 


1888 








End 


2001 








Name 


OJ990105 06. 


,9819 


.041. Ol 


.gs 


Method 


GENSCAN 








Start 


1888 








End 


2001 








GI 


. none 








Score 


.52 








Exons 


1888. .2001 


















Seq. No. 


21962 








Seq. ID 


OJ990105 


06. 


9819. 


C43 


Gene No. 


45700 








Strand 


+ • 








Start 


317 








End 


608 








Name 


OJ990105 06. 


9819 


.C43.01 


.gs 


Method 


GENSCAN 








Start 


317 






End 


608 








GI 


none 








Score 


.8 









22177 




Exons 317.. 435, 495.. 608 





Seq. No. 


219.63 




Seq. ID 


OJ990105_ 


06. 


9819 


.C44 




Gene No. 


45701 




Strand 


— 










Start 


1585 




End 


1832 










Name 


OJ990105 06.9819.C44.ol, 


.gs 


Method 


GENSCAN 










Start 


1585 




End 


1832 










GI 


none 




Score 


. 68 










Exons 


1585.. 1653, 1725.. 1832 
















Seq. No. 


21964 




Seq. ID 


OJ990105_ 


06. 


9819 


.C45 




Gene No. 


45702 




Strand 


+ 










Start 


59 




End 


221 










Name 


OJ990105 06. 9819.C45.ol, 


.gs 


Method 


GENSCAN 










Start 


59 




End 


221 










GI 


none 




Score 


. 54 










Exons 


59. .221 
















Seq. No. 


21965 




Seq. ID 


OJ990105_ 


06. 


9819 


.C46 




Gene No. 


45703 




Strand . 


+ 










Start 


429 




End 


1183 










Name 


OJ990105 06.9819.C46.ol, 


.gs 


Method 


GENSCAN 










Start 


429 




End 


1183' 








L _= 


GI 


none 




Score 


.89 








: J 


Exons 


429. .597, 930.. 1183 
















Seq. No. 


21966 




Seq. ID 


OJ990105_ 


06. 


9819 


.C48 


y 


Gene No. 


45704 




Strand 


+ 










Start 


671 




End 


1112 








. H 
: ^ 


Name 


OJ990105 06.9819.C48.ol, 


.gs 


Method 


GENSCAN 








: -§ 


Start 


671 




End 


1112 










GI 


none 




Score 


. 98 










Exons 


671. .755, 871. .1112 














: J 


Seq. No. 


21966 




Seq. ID 


OJ990105_ 


06. 


9819 


.C48 


'4 


Gene No. 


45705 




Strand 












Start 


2762 




End 


3839 








== 


Name 


OJ990105 06.9819.C48.o2. 


.gs 


Method 


GENSCAN 










Start 


2762 




, End 


3839 








=? 


GI 


none 




Score 


.83 










Exons 


2762. .2970, 2996. .3096, 


3542. 


.3570, 3645.. 3839 










Seq. No. 


21967 * 




Seq. ID 


OJ990105_ 


06. 


9819 


.C51 




Gene No. 


45706 




Strand 












Start' 


61 




End 


899 










Name 


OJ990105 06.9819.C51.ol. 


.gs 


Method 


■ GENSCAN 










Start 


61 




End 


899 










GI 


none 




Score 


.57 










Exons 


61.. 151, 705.. 899 
















Seq. No. 


21968 




Seq. ID 


OJ990105_ 


06. 


9819 


.C55 




•Gene No. 


45707 




Strand 












Start 


1 




End 


594 










Name 


OJ990105 06.9819.C55.ol, 


,np 


Method 


AAT/NAP 










Start 


1 




End 


.4 68 ' 










GI 


6498441 




Score 


218 










Exons 


1. .468 















22178 



GI Descrip. 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 


21968 






Seq. ID 


OJ990105_06.9819 


.C55 


Gene No. 


45707 






Strand 


— 




Start 


1 






End 


594 




Name 


OJ990105 


06.9819,C55 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


180 • 




GI 


none 






Score 


162 




Exons 


1..180, 2 


.178 










Seq. No. 


21968 






Seq. ID 


OJ990105_06.9819 


.C55 


Gene No. 


45707 






Strand 


— 




Start 


1 






End 


594 




Name 


OJ990105 


06. 9819.C55 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


240 




GI 


none 






Score 


119 




Exons 


2. .232, 4 


..111, 4. ,240, 5. 


.223 






Seq. No. 


21968 






Seq. ID 


OJ990105_06. 9819 


.C55 


Gene No. 


45707 






Strand 


- 




Start 


1 






End 


594 




Name 


OJ990105 


06. 9819. C55 


, ol . ts 


Method 


TBLASTX : Soybean 




Start . 


34 






End 


402 , 




GI 


none 






Score 


145 




Exons 


34. ,168, 


184, .402 










Seq. No. 


21968 ' 






Seq. ID 


OJ990105_06. 9819 


.C55 


Gene No. 


45707 






Strand 


— 




Start 


1 






End 


594 




Name 


OJ990105 


06 9819 CBS 


. o 1 . gs 


Method 


GENSCAN 




Start 


280 






End 


594 




GI 


none 






Score 


. 88 




Exons 


280. .594 












Seq. No. 


21969 






Seq, ID 


OJ990105_06.9819 


.C56 


Gene No. 


45708 






. Strand 


- 




Start 


875 






End 


1167 




Name 


OJ990105 


06.9819.056 


. ol . ts 


Method ■ 


TBLASTX : Soybean 




Start 


796 






End 


1153 




GI 


none 






Score 


110 




Exons 


796. .942, 


943. .1149, 


983. .: 


1153 






Seq. No. 


21969 






Seq. ID 


OJ990105_06.9819 


.C56 


Gene No. 


45708 






Strand 


- 




Start 


875 






End 


1167 




Name 


OJ990105 


06.9819.C56 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


. 796 






End 


1126 




GI 


none 






Score 


74 




Exons 


796. .942, 


- 976. .1122, 


98 6. .: 


1126 






Seq. No. 


21969 






Seq. ID 


OJ990105_06.9819 


.C56 


Gene No. 


45708 






Strand 






Start 


875 






End 


' 1167 




Name 


OJ990105 


06.9819.C56 


.ol.gs 


Method 


GENSCAN 




Start 


875 






End 


1167 





22179 




GI 


none 




Score 


.72 




Exons 


875. .971, 1014. .1167 










Seq, No. 


21969 




Seq. ID 


OJ990105_06. 9819 


.C56 


Gene No . 


45708 




Strand 






Start 


875 




End 


1167 




Name 


OJ990105 06.9819.C56.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


913 




End 


1153 




GI 


none 




Score 


222 




Exons 


913. .1146, 914. .1153 










Seq. No. 


21970 




Seq. ID 


OJ990105_06. 9819 


.C57 


Gene No. 


45709 




Strand 


+ 




Start 


68 




End 


891 




Name 


OJ990105 06.9819.C57.ol 


.gs 


Method 


GENSCAN 




Start 


68 




End 


533 




GI 


none 




Score 


.85 




Exons 


68. .137, 221. .533 










Seq. No. 


21970 




Seq. ID 


OJ990105_06. 9819 


.C57 


Gene No. 


45709 




Strand 


+ 




Start 


68 




- End 


891 




Name 


OJ990105 06.9819.C57.ol 


. np 


Method 


AAT/NAP 




Start 


205 




End 


891 




GI 


137937 




Score 


597 




Exons 


205. .891 










GI Descrip. 


REPLICATION PROTEIN 14 


gi| 14808 |emb|CAA31475| (X13065) i 


gene 14 




(AA 1 - 229) [Bacteriophage 


phi-80] 






Seq. No. 


21971 




Seq. ID 


OJ990105_06.9819 


.C59 


Gene No. 


45710 




Strand 


+ 




Start 


1231 




End 


2817 




Name 


OJ990105 06.9819.C59.ol 


.np 


Method 


AAT/NAP 




Start • 


1231 




End 


2817 




GI 


4836944 




Score 


221 




Exons 


1231. .1394, 1478. .1684, 


1782 


..1834, 2645. .2817 




GI Descrip. 


(AC006085) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


21971 




Seq. ID 


OJ990105 06.9819 


.C59 


Gene No. 


45710 




Strand 


+ 




Start 


1231 




End 


2817 




Name 


OJ990105 06.9819.C59.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1269 




End 


1843 




GI 


none 




Score 


64 




Exons 


1269.. 1316, 1289.. 1387, 


1290 


..1388, 1310. .1390, 1493. .1684, 




1495. .1683, 1781. .1843, 


1782 


. .1832 






Seq. No. 


21971 




Seq. ID 


OJ990105_06.9819 


.C59 


Gene No. 


45710 




Strand 


+ 




Start 


1231 




End 


2817 




Name 


OJ990105 06.9819.C59.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1269- 




End 


1832 




GI 


none 




Score 


60 




Exons 


1269.. 1370, 1269.. 1388, 


1493 


..1684, 1504. .1683, 1782. .1832 


Seq. No. 


21971 




Seq. ID 


OJ990105_06.9819 


.C59 


Gene No. 


45710 




Strand 


+ 





22180 




start 


1231 




End 


2817 


Name 


OJ990105 06.9819.C59.ol. 


gs 


Method 


GENSCAN 


Start 


1335 




End 


1868 


GI 


none 




Score 


.83 


Exons 


1335. .1394, 1496. .1684, 


1782. 


.1868 




Seq. No. 


21972 




Seq. ID 


OJ990105_06.9819.C63 


Gene No. 


45711 




Strand 


+ 




1283 




End 


^ X ^ u 


Name 


OJ990105 06. 9819.C63.ol. 


np 


Method 


AAT/NAP. 


Start 


1283 




End 


2126 


GI 


6539588 




Score 


71 


Exons 


1283. .1414, 2046. .2126 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


z 1 y / z 




oeq. lu 


OJ990105_06.9819.C63 


oene ino . 






o crana 




Start 


879 




End 


938 


Name 


OJ990105_06.9819.C63.ol. 


gs 


Method 


GENSCAN 


Start 


o / y 




£jnQ 


938 


GI 


none 




Score 


.56 


Exons 


on Q QOQ 








Seq. No. 


O 1 QT 

ZLy / J 




beq. lu 


OJ990105_06.9819.C65 


oene lno ■ 






otrana ■ 


X 
T 


Start 


1 DO 




TP r\ yr~l 


514 


Name 


uoyyu-LVjo UD.yoxy.k^oo.ox. 


gp 


Method 


AAT/GAP 


Start 


165 




End 


343 


GI 


none 




Score 


147 


Exons 


1(^R OOCi "^Ci^ 

IDO. .ZZU, out). . jflO 








Seq. No. 


ziy / J 




Seq. ID 


OJ990105_06.9819.C65 








Strand 


_L 
1 


Start 


loo 




End 


514 


Name 


ujyyuiuo UD.yoiy.uoo.oi. 


gs 


Method 


GENSCAN 


Start ^ 


1 Q7 ~" 

J. -7 / 




End 


514 


GI 


none 




Score 


.92 


Exons 


197. .220, 306. .343, 454. 


.514 






Seq. No. 


21974 




Seq. ID 


OJ990105_06.9819.C66 


Gene No. 


45714 




Strand 


+ 


Start 


1 




End 


80 


Name * 


OJ990105 06. 9819.C66.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




.End 


80 


GI 


77434 1.R1084 




Score 


98 


Exons 


1..80 








GI Descrip. 


•2827528/emb|CAA16536.1 1 


2.0e 


-10 (AL021633) predicted protein 




[Arabidopsis thaliana] * 








Seq. No. 


21975 




Seq. ID 


OJ990105_06. 9819.C68 


Gene No. 


45715 




Strand 


+ 


Start 


793 




End 


1057 


Name 


OJ990105 06. 9819.C68.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


503 




End 


853 


GI 


none 




Score 


74 


Exons 


503. . 619, 518.'. 619, 593. 


.649, 


605. .850, 


612. .851, 713. ,853 



22181 



Seq. No. 21975 

Gene No. 45715 

Start 793 

Name " OJ990105_06 . 9819 . C68 . ol . ts 

Start 542 

GI none 
Exons 



Seq. ID OJ990105_06.9819.C68 

Strand + 

End 1057 

Method TBLASTX : Soybean 

End 1010 

Score 4 6 



542. .619, 608. .835, 612. .821, 822. .1010 



Seq. No. , 21975 

Gene No. 45715 

Start 793 

Name OJ990105_06. 9819.C68.ol.gs 

Start 793 

GI none 

Exons 793.. 1057 



Seq. ID OJ990105_06.9819.C68 

Strand . + 

End 1057 

Method GENSCAN 

End 1057 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21976 
45716 
509 

OJ990105_06.9819.C71.ol.gs 

509 

none 



Seq. ID OJ990105_06. 9819.C71 

Strand + 

End 3870 

Method GENSCAN 

End 3870 

Score . 7 



509. .592, 875. .963, 2643. .2913, 3100. .3870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21976 . 

45716 

509 

OJ990105_06.9819.C71.ol.tm 

2998 

none 



Seq. ID OJ990105_06.9819.C71 

Strand + 

End 3870 

Method TBLASTX : Mai ze 

End ■ 3366 

Score 148 



2998. .3123, 3015. .3122, 3148. .3366, 3153. .3266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990105_06.9819.C72 

Strand + 

End 581 ■ 

Method AAT/NAP 

End 331 

Score 4 36 



21977 
45717 
1 

OJ990105_06.9819.C72.ol.np 
1 

6630696 
1. .331 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



21977 
45717 
1 

OJ990105_06.9819.C72.ol.gs 
59 

none 

59. .168, 479. .581 



Seq. ID OJ990105_06.9819.C72 

Strand + 

End 581 

Method GENSCAN 

End 581 

Score . 4 



Seq. No. 21977 

Gene No. 45718 

Start 2340 

Name OJ990105_06. 9819.C72.o2. tw 

Start 30 

GI none 



Seq. ID OJ990105_06. 9819.C72 
Strand 

End 4611 

Method TBLASTX : Wheat 

End 195 

Score 57 



22182 




Exons 


30. .119, 31. 


.195, 


32.. 193, 58 


. .195 






Seq. No. 


21977 








Seq. ID 


OJ990105_06. 9819 


.C72 


Gene No. 


45718 








Strand 






Start 


2340 








End 


4611 




Name 


OJ990105 06. 


9819. 


C72.02, 


tm 


Method 


TBLASTX: Maize 




Start 


205 








End 


444 




GI 


none 








Score 


112 




Exons 


205.. 294, 206. .295, 207. 


.296, 


334 . .444 


, 345.;-443 




Seq. No. 


21977 








Seq. ID 


OJ990105_06.9819 


.C72 


Gene No. 


45718 








Strand 






Start 


2340 








End 


4611 




Name 


OJ990105 06. 


9819. 


C72 .ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


2334 ~ 








End 


2567 




GI 


none 








Score 


161 




Exons 


2334 . .2567, 


2353. 


.2523 










Seq. No. 


21977 








Seq. ID 


OJ990105_06.9819 


.C72 


Gene No . 


45718 








Strand 






Start 


2340 








End 


4611 




Name 


OJ990105 06. 


9819. 


C72.01. 


tm 


Method 


TBLASTX: Maize 




Start 


2340 








End 


2543 




GI 


none 








Score 


87 




Exons 


2340. .2543, 


2343. 


.2441, 


2353. 


.2526 






Seq. No. 


21977 








Seq. ID 


OJ990105_06.98i9 


.C72 


Gene No. 


45718 








Strand 






Start 


2340 








End 


4611 




Name 


OJ990105 06. 


9819. 


C72 .o2 . 


as 


Method 


GENSCAN 




Start 


2340 ~ 








End 


4611 




GI 


none 








Score 


.4 




Exons 


2340. .2553, 


2756. 


.2783, 


3644 . 


.3913, 3918. .4092, 4187. .4227, 




4233. .4611 














Seq. No. 


21977 








Seq. ID 


OJ990105_06.9819 


.C72 


Gene No. 


45718 








Strand 






Start 


2340 








End 


4611 




Name 


OJ990105 06. 


9819. 


C72.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


2340 








End 


2526 




GI 


none 








Score 


181 




Exons 


2340. .2525, 


2353. 


.2526 










Seq. No. 


21977 








Seq. ID 


OJ990105_06.9819 


.C72 


Gene No. 


45718 








Strand 






Start 


2340 








End 


4611 




Name 


OJ990105 06. 


9819. 


C72.02. 


np 


Method 


AAT/NAP 




Start 


2343 








End 


2561 




GI 


2118425 








Score 


243 




Exons 


2343. .2561 















GI Descrip. subtilisin/chymotrypsin inhibitor - maize 

gi|475253|emb|CAA55588| (X78.988) proteinase inhibitor [Zea mays] 

gi|475922|emb|CAA49593| (X69972) proteinase inhibitor [Zea mays] 

gi|559538|emb|CAA57677| (X82187) substilin /chymotrypsin-like 
inhibitor [Zea mays] 

Seq. No. 21978 Seq. ID OJ99010'5_06 . 9819.C73 



22183 



Gene No. 45719 Strand 

Start 359 End 4 65 

Name OJ990105_06 . 9819. C73 . ol . gp Method AAT/GAP 

Start 359 End 465 

GI LIB3433-057-P1-K1-C7 Score 155 

Exons 359.. 4 65 

GI Descrip. '531829 2.0e-12 (U12390) beta-galactosidase alpha peptide 
[cloning vector pSportl] * 



Seq. No. 21979 

Gene No. 45720 

Start 1 

Name OJ990105_07 . 9819.C1 .ol .np 

Start 1 

GI 4126473 

Exons 1..59, 869.. 953 

GI Descrip. (AB014884) adenylyl cyclase associated protein [Gossypium 
hirsutum] 



Seq. ID OJ990105_07.9819.C1 

Strand + 

End 953 

Method AAT/NAP 

End 953 

Score 92 



Seq. No. 21979 

Gene No. 45721 

Start 870 

Name OJ990105_07 . 9819 . CI . ol . gp 

Start 870 

GI uC-osfl*cypl6rg03al 

Exons 870.. 1132 

GI Descrip. ' 4 126473/dbj | BAA36585 | l.Oe-08 {AB014884) adenylyl cyclase 
associated protein [Gossypiiam hirsutum] * 



Seq. ID OJ990105_07.9819.C1 

Strand + 

End 1132 

Method AAT/GAP 

End 1132 

Score 4 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21980 
45722 
1089 

OJ990105_07.9819.C4.ol.gs 

1089 

none 

1089.. 1109, 1769.. 1958 



Seq. ID OJ990105_07.9819.C4 
Strand 

End 1958 

Method GENSCAN 

End 1958 

Score . 7 



21981 
45723 
851 

OJ990105_07.9819.C7.ol.gp 
851 

12659_1.R1084 
851. .907, 992. .1091 

'3540182 3.0e-12 (AC004122) Unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990105_07.9819.C7 

Strand + 

End 1091 

Method AAT/GAP 

End 1091 

Score 233 



Seq. No. 21982 

Gene No. 45724 

Start 914 

Name OJ990105_07 . 9819 . 08 .ol . gs 

Start 914 

GI none ■ ' 

Exons 914.. 1081 



Seq. ID OJ990105_07.9819.C8 

Strand + 

End 1081 

Method GENSCAN 

End 1081 

Score .76 



Seq. No. 
Gene No. 



21983 
45725 



Seq. ID OJ990105_07 .9819.C12 
Strand. • - 



22184 




start 


232 




End 


1646 






Name 


OJ990105 07.9819.C12 


ol . gs 


Method 


GENSCAN 






Start 


232 




End 


164 6 






GI 


none 




Score 


.57 






Exons 


232. .297, 1542. .1646 












Seq. No. 


21984 




Seq. ID 


OJ990105_ 


_07 


9819. C13 


C^pnt^ No 


45726 




Strand 








start 


799 




End 


862 






Name 


OJ990105 07.9819.013 


ol .gs 


Method 


GENSCAN 






Start 


799 




End 


8 62 






GI 


none 




Score 


.55 






Exons 


799. .862 












Seq. No. 


21985 




Seq. ID 


OJ990105_ 


_07 


9819. C14 


Gene No. 


45727 




Strand 


+ 






Start 


777 




End 


1064 






Name 


OJ990105 07.9819.C14 


o2.gp 


Method 


AAT/GAP 






Start 


777 




End 


1064 






GI 


32234 1.R1084 




Score 


504 






Exons 


777. .1064 












GI Descrip. 


'5670155/gb|AF161269 


1IAF161269 4.0e- 


86 Oryza sativa subsp. 




japonica BAG clone 34K24, 


complete sequence' 







Seq. No. 


21985 


Seq. ID 


OJ990105_07.9819 


.C14 


Gene No. 


45727 


Strand 


+ 




Start 


777 


End 


1064 




Name 


OJ990105 07.9819.C14. 


ol.gs Method 


GENSCAN 




Start 


785 


End 


1000 




GI • 


none 


Score 


.54 




Exons 


785. .1000 








Seq. No. 


21985 


Seq. ID 


OJ990105_07.9819 


.C14 


Gene No. 


45728 


Strand 






Start 


569 


End 


724 




Name 


OJ990105 07.9819.C14. 


ol.gp Method 


AAT/GAP 




Start 


569 


End''" 


• 724 




GI 


LIB3432-059-P1-K1-D8 


Score 


258 




Exons 


569. .724 








GI Descrip. 


•5734616/dbj IAP000391 


.1IAP000391 O.Oe+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 * 






Seq. No. 


21986 


Seq. ID 


OJ990105_07.9819 


.C15 


Gene No. 


■ 45729 


Strand 






Start 


874 


End 


1026 ' 




Name 


OJ990105 07.9819.C15. 


ol.tm Method 


TBLASTX: Maize 




Start 


874 


End 


1004 




GI 


none 


Score 


138 




Exons 


874. .1002, 878. .973, 


884. .1003, 886.. 


1002, 888.. 1004 




Seq. No. 


21986 


Seq. ID 


OJ990105_07.9819 


.C15 


Gene No. 


45729 


Strand 






Start 


874 


End 


1026 




Name . 


OJ990105 07.9819.C15. 


ol.tc Method 


TBLASTX: Cress 




Start 


880 


End 


1026 




GI 


none 


Score 


77 




Exons 


880. .1017, 881. .973, 


889. .1026, 891.. 


1022 





22185 




Seq. No. 


21987 




Seq. ID 


OJ990105 07, 


. 9819. C16 


Gene No. 


45730 




Strand 


+ ~ 




Start 


854 




End 


935 




Name 


OJ990105 07.9819.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


854 




End 


935 




GI 


none 




Score 


79 




Exons 


854. .935 










Seq. No. 


21988 




Seq. ID 


OJ990105_07. 


. 9819. C19 


Gene No. 


45731 




Strand 


+ 




Start 


1148 




End 


1255 




Name 


OJ990105 07.9819,C19.ol 


.gp 


Method 


AAT/GAP 




Start 


1148 




End 


1255 




GI 


LIB3477-003-P1-K1-E9 




Score 


156 




Exons 


1148. .1255 










GI Descrip. 


'2498586/sp|Q40638 IMPOl 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I)' 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 



sativa] ' 



Seq. No. 21989 Seq. ID 

Gene No. 45732 Strand 

Start 303 End 

Name OJ990105_07 .9819. C20 . ol . gs Method 

Start 303. v-;;-- - ^ End 

GI none Score 

Exons 303.. 503 



OJ990105_07.9819.C20 
+ 

503 

GENSCAN 

503 

.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21989 
45733 
2673 

OJ990105_07.9819.C20.o2. 

2673 

none 

2673.. 2741, 2758. 



gs 



Seq. ID OJ990105_07.9819.C20 

Strand + 

End 5394 

Method GENSCAN 

End 5394 

Score .91 



.3629,. 3744. .3798, 4144. .5394 



21989 
45734 
10012 

OJ990105_07.9819.C20.ol. 
10012 

LIB3477-003-P1-K1-E9 
10012. . 10115 
'24 9858 6/sp|Q40638|MPOl 
S 1 PRECURSOR (ORY S I)~ 
sativa] * 



gp 



Seq. ID OJ990105_07. 9819.C20 

Strand + 

End 10115 

Method AAT/GAP 

End 10115 

Score 138 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
'>gi 1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 21989 Seq. ID 

Gene No. 45735 Strand 

Start 10115 End 

Name OJ990105_07 . 9819 . C20 . o2 . gp Method 

Start - 10115 End 

GI LIB3432-059-P1-K1-D8 Score 

Exons 10115. . 10570 

GI Descrip. * 5734 616/dbj | AP000391 . 1 1 AP000391 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



OJ990105_07.9819.C20 
+ 

10570 
AAT/GAP 
10570 
731 



22186 



Seq. No. 21989 

Gene No. 45736 

Start 6008 

Name OJ990105_07 . 981 9 . C20 . o3 . gs 

Start 6008 

GI none 
Exons 



Seq. ID OJ990105_07.9819.C20 
Strand 

End 12989 

Method GENSCAN 

End 12989 

Score .48 



6008. .6085, 6130. .6270, 11187 .. 1134 1 , 11571 11733, 
11974. .12072, 12737. .12936, 12974.. 12989 



Seq. No. 21990 Seq. ID 

Gene No. 45737 Strand 

Start 1199 End 

Name OJ990105_07 . 98 1 9 . C21 . ol . gs Method 

Start 1199 End 

GI none Score 

Exons 1199.. 1866 



OJ990105_07.9819.C21 
+ 

2342 
GENSCAN 
1866 
.45 



Seq. No. 21990 Seq. ID OJ990105_07 . 9819 . C21 

Gene No. 45737 Strand + 

Start 1199 End 2342 

Name OJ990105_07 . 9819 .C21 .ol . np Method AAT/NAP 

Start 1652 End 2342 

GI 5441880 Score 813 

Exons 1652.. 2342 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene,; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


21991 




Seq. ID 


OJ990105 


_07. 


.9819. 


C22 


Gene No. 


45738 




Strand 


+ 








Start 


680 




End 


1532 








Name 


OJ990105 07.9819.C22.ol 


. gs 


Method 


GENSCAN 








Start 


680 




End 


1532 








GI 


none 




Score 


.57 








Exons 


680. .845, 1191. .1532 














Seq. No. 


21992 




Seq. ID 


OJ990105 


_07. 


.9819. 


C23 


Gene No. 


45739 




Strand 


+ 








Start 


2302 




End 


3547 








Name 


OJ990105 07.9819.C23.ol 


. np 


Method 


AAT/NAP 








Start 


2302 


End 


3547 








GI 


6721543 




Score 


120 








Exons 


2302.. 2430, 3518.. 3547 














GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] ' 









Seq. No. 21992 Seq. ID OJ990105_07 . 98 19 . C23 

Gene No. 45740 Strand 

Start 2940 End 5072 

Name OJ990105_07 . 98 19 . C23 . ol . gp Method AAT/GAP 

Start 2662 End 3115 

GI LIB3431-045-P1-N1-A10 Score .872 

Exons 2662.. 3115 

GI Descrip. ' 544 1876/dbj | AP000367 . 1 | AP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



Seq. No. 
Gene No. 



21992 
45740 



Seq. ID 
Strand 



OJ990105 07.9819.C23 



22187 



start 
Name 
Start 
GI 

Exons 



2940 End 5072 

OJ990105_07 . 98 19 . C23 . ol . gs Method GENSCAN 
2940 End 4961 

none Score .55 

2940.. 3100, 3236.. 3453, 3458.. 3505, 3569.. 3700, 3819.. 3924, 
3956.. 4076, 4812.. 4961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons - : 
GI Descrip. 



21992 
45740 
2940 

OJ990105_07.9819.C23.o2.np 

3219 

5441880 



Seq. ID OJ990105_07.9819.C23 
Strand 

End - 5072 

Method AAT/NAP 

End 5072 

Score 652 



3219.. 3453, 3569.. 3700, 3791.. 3814, 3851.. 3924, 5025.. 5072 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



21993 
45741 
1 

OJ990105_07 . 9819.C24 .ol.np 
1 

5441880 



Seq. ID OJ990105_07.9819.C24 
Strand 

End 2884 

Method AAT/NAP 

End 2884 

Score 2538 



1..70, 175. .325, 829. .1144, 1403.. 1434, .1879. .2884 
(AP000367) EST 028952(062945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AO003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21993 
45741 
1 

OJ990105_07. 9819. 024. ol.tw 

1649 

none 



Seq. ID OJ990105_07.9819.C24 
Strand 

End 2884 

Method TBLASTX : Wheat 

End 2029 

Score 79 



1649.. 1825, 1679.. 1825, 1710.. 1829, 1823.. 2020, 1835.. 2029 



21993 
45741 
1 

OJ990105_07. 9819. 024. ol.tm 

1727 

none 



Seq. ID OJ990105_07. 9819.C24 
Strand 

End 2884 

Method TBLASTX: Maize 

End 2323 

Score 150 



1727. .1798, 1862. .2161, 1923. .2144, 2195. .2323, 2217. .2315 



Seq. ID OJ990105_07. 9819.C24 
Strand 

End 2884 

Method AAT/GAP 

End 2280 

Score 84 5 ' 



21993 
45741 
1 

OJ990105_07. 9819. 024. ol.gp 
1849 
5701669 
1849. .2280 

5441880/dbj IBAA82378.1 I 5.0e-75 (AP000367) EST 028952 (06294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AO003981) [Oryza sativa] 



Seq. No. 



21994 



Seq. ID OJ990105_07. 9819.025 



22188 



Gene No. 45742 Strand + 

Start 671 End 934 

Name OJ990105_07 . 9819. C25 . ol .gs Method GENSCAN 

Start 671 End 934 

GI none Score , 5 

Exons 671.. 934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990105_07.9819.C26 
+ 

3002 
AAT/NAP 
3002 
1704 



21995 . Seq. ID 

45743 Strand 
1 End 
OJ990105_07 . 9819 . 02 6 . ol . np Method 
1 End 
5441880 Score 
1..131, 493. .650, 756. .1092, 1680. .1978, 2055. .2313, 2981. .3002 
(AP000367) EST 028952(062945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AOOO'3981) '[Oryza sativa] 

Seq. ID OJ990105_07. 9819. 026 



21995 

45743 Strand 

1 End 
OJ990105_07 . 9819 . 026:01 . gs Method 

502 End 

none Score 

502.'. 650, 756.. 10.52, 1176. :1586, 1680 
2406. .2450 



+ 

3002 
GENSOAN 
2450 
.81 

.1978; 2055.. 2313, 



Seq. No. 21995 Seq. ID 

Gene No. 45743 Strand 

Start 1 End 

Name OJ990105_07 . 9819 . 026 . ol . gp Method 

Start 1806 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 1806.. 1978, 2055.. 2305 

GI Descrip. ' 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST 028952(062945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ990105_07. 9819. 026 
+ 

3002 
AAT/GAP 
2305 
793 



Seq. No. 


21996 


Seq. ID 


OJ990105_07.9819. 


027 


Gene No. 


45744 


Strand 






Start 


1944 


End 


2703 




Name 


OJ990105 07. 


9819. 027. ol.gs Method 


GENSCAN 




Start 


1944 


End 


2703 




GI 


none 


Score 


.84 




Exons 


1944. .2159, 


2397.. 2440, 2682.. 2703 






Seq. No. 


21997 


Seq. ID 


OJ990105_07.9819. 


028 


Gene No. 


45745 


Strand 


+ 




Start 


9786 


End 


11900 




Name 


OJ990105 07. 


9819. 028. ol.np Method 


AAT/NAP 




Start 


9786 


End 


11900 




GI 


2911799 


. Score 


1678 




Exons 


9786. .10779, 


10875. .11073, 11206. .11419, 11537 .. 11639, 






11740. .11900 








GI Descrip. 


(AF008184) 4 


-coumarate :0oA ligase 1 [Populus balsamifera 


subsp 




trichocarpa 


X Populus deltoides] 







22189 



Seq. No. 21997 Seq. ID 

Gene No. 4 5745 " Strand 

Start 9786 End 

Name OJ990105_07 . 9819 . C28 . ol . gp Method 

Start 9831 End 

GI uC-osrocyp033f05bl Score 

Exons 9831.. 10211 

GI Descrip. • 1168218/sp | P4 1636 | 4CL_PINTA 2.0e-28 4-COUMARATE— COA LIGASE 

• (4CL) >gi_515501 (U12012) 4-coumarate-CoA ligase -enzyme [Pinus 
taeda] * 



OJ990105_07.9819.C28 

+ 

11900 
AAT/GAP 
10211 
720 



Seq. No. 21997 - Seq. ID 

Gene No. 45746 Strand 

Start 18491 End 23142 

Name OJ990105_07 . 9819 . C28 . o3 .np Method AAT/NAP 

Start . 18321 End 21212 

GI 4539658 - Score 107 

Exons 18321. .18412, 18453 .. 18541, 21161.. 21212 
GI Descrip. (AF061282) serine carboxypeptidase-like protein 
bicolor] 



OJ990105_07.9819.C28 
+ 



[Sorghum 



Seq. No. 21997 Seq. ID 

Gene No. 45746 Strand 

Start 18491 End 

Name OJ990105_07 . 9819 . C28 . o3 . gs Method 

Start 18491* End 

GI none Score 
. Exons 



OJ990105_07.9819.C28 
+ 

23142 
GENSCAN 
22659 
.55 



18491. .18493, 19898 .. 20008, 21877 .. 22255 , 22528.. 22659 



Seq. No. 21997 Seq. ID OJ990105_07 . 9819 . C28 

Gene No. 45746 Strand + 

Start 18491 End 23142 

Name OJ990105_07 . 9819 . C28 . o4 . gp Method AAT/GAP 

Start 21273 End 21464 

GI - 5667165 Score 340 

Exons 21273. .21464 

GI Descrip. 5670155/gb | AF161269 . 1 1 AF161269 4-.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 


21997 




Seq. ID 


OJ990105_07, 


.9819. 


C28 


Gene No. 


45746 




Strand 


+ 






Start 


18491 




End 


23142 






Name 


OJ990105 07.9819.C28.o4, 


.np 


Method 


AAT/NAP 






Start 


21540 




End 


23142 






GI 


■ 6907086 




Score 


994 






Exons 


21540. .22308, 22621 .. 22883, 


23030. .23142 






GI Descrip. 


(AP00112 9) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


21997 




Seq. ID 


■6J990105_07. 


.9819. 


C28 


Gene No. 


45747 




Strand 








Start 


12383 




End 


15847 






Name 


OJ990105 07.9819.C28.o3. 


.tm 


Method 


TBLASTX: Maize 




Start 


9808 




End 


10215 






GI 


none 




Score 


176 






Exons 


9808. .9984, 9817. .9999, 


9942 


..10184, 10006. .10215 






Seq. No. 


21997 




Seq. ID 


OJ990105_07. 


.9819. 


C28 



22190 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



45747 Strand 

12383 End 

OJ990105_07 . 9819 . C28 .ol . tc Method 

9823 End 

none Score 



15847 

TBLASTX: Cress 

11850 

335 



9823.. 10215, 9844.. 10050, 9960.. 10184, 10327 .. 10779, 
10327. .10455, 10344 .. 10799, 10848 .. 11075, 10874 .. 11074 , 
11196. .11267, 11316. .11384, 11537 .. 11674, 11538 .. 11642, 
11728. .11850, 11739.. 11846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21997 
45747 
12383 

OJ990105_07.9819.C28.ol.ts 

9844 

none 



Seq. ID OJ990105_07.9819.C28 
Strand 

End 15847 

Method TBLASTX : Soybean 

End 11840 

Score 286 



9844. .10206, 9987. .10181, 10252 10317, 10327 .. 10779, 
10344. .10454, 10536 .. 10778, 108 63 11075, 10871 .. 11074 , 
11196. .11267, 11316. .11384, 11540 .. 11650, 1154 1 .. 11642, 
11737. .11838, 11739.. 11840 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21997 
45747 
12383 . 

OJ990105_07.9819.C28.ol.tw 

9940 

none 



Seq. ID OJ990105_07.9819.C28 
Strand 

End 15847 

Method ■ TBLASTX : Wheat- 

End 10631 

Score 207 



9940. .10203, 9960.. 10184, 10324. .10455, 10327 10629, 
10344.. 10631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21997 
45747 
12383 

OJ990105_07.9819.C28.ol.tm 
10453 



none 

10453. 

10871, 

11316, 

11737, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990105 07.9819.C28 



15847 

TBLASTX: Maize 
11850 

356 • 
10935, 
11267, 

11582, 11552. .11641, 11595 .. 11642 , 
11846 



.10779, 10485. .10799, 10863 .. 11075, 10864 

.11074, 10903. .11076, 10910 .. 11089, 11196 

.11384, 11538. 

.11850, 11739. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21997 Seq. ID 

45747 Strand 

12383 End 

OJ990105_07 . 98 1 9 . C28 . o2 . tw Method 

11316 End 

none Score 
11316. .11384, 11537. .11641, 
11737. .11850, 11739. .11852 

21997 Seq. ID 

45747 Strand 

12383 End 

OJ990105_07 . 9819 . C28 . o2 . gp Method 

12122 End 

uC-osf Icypl61g03al Score 
12122. .12469, 13073.. 13123 



OJ990105_07.9819.C28 
15847 

TBLASTX: Wheat 
11856 
101 

11538. .11642, 11737. .11856, 



OJ990105_07. 9819.C28 

15847. 
AAT/GAP . 
13123 
718 



22191 



GI Descrip. 



Seq. No. 
Gene No, 
.,Start 
ijaitie 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



M126473/clbj IBAA36585I l.Oe-08 (AB014884) adenylyl cyclase 
associated protein [Gossypium hirsutum] ' 



21997 
45747 
12383 

OJ990105_07.9819.C28.o2.gs 
12383 



Seq. ID OJ990105_07.9819.C28 
Strand 

End 15847 
Method GENSCAN 
. End 15839 
none Score .89 

12383. .12469, 13073 .. 13216, 13325 .. 13381, 134 54 .. 13509, 
13603. .13712, 13804. .13951, 14044 .. 14317, 14984 .. 15048, 
15226. .15394, 15555.. 15839 



21997 
45747 
12383 

OJ990105_07.9819.C28.o2.ts 
12383 



Seq. ID OJ990105_07.9819.C28 
Strand 

15847 

TBLASTX : Soybean 
13958 
76 



End 

Method 
End 

none Score 
12383. .12466, 12387 .. 124 67 , 13058 .. 13219, 13059 .. 13217 , 
13325. .13435, 13329 .. 13379, 13452 .. 13511, 134 54 .. 13510, 
13599. .13715, 13601 .. 13714 , 13602 .. 13715, 137 98 .. 13953, 
13803.. 13958 



Seq. No. 21997 
Gene No. 45747 
Start 12383 

Name. OJ990105_07 . 9819 .C28 . o2 . tc 

Start . 12383 
GI none 
Exons 12383 

13325 

13601 



12466, 13058. 

13441, 13329. 

13714, 13602. 

14061. .14114, 14183. 

14981. -.15049, 14983. 

15522. .15725, 15789. 



13219, 
13379, 
13715, 
14320, 
15030, 
15845 



Seq. ID OJ990105_07 . 9819.C28 
Strand 

End 15847 

Method TBLASTX : Cress 

End 15845 

Score 128 
13071. .13217, 13323. .13382, 
13452. .13511, 13457. .13510, 
13803. .13988, 14060 .. 14 101 , 
14184. .14276, 14192 .. 14329, 
14997.^.15053, 15224 .. 15400, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



GI Descrip. 



21997 
45747. 
12383 

OJ990105_07.9819.C28.o2.np 

12386 

4126473 



Seq. ID OJ990105_07.9819.C28 
Strand 

End 15847 

Method AAT/NAP 

End 15839 

Score 1204 



12386. .12469, 13073 .. 13216, 13325 .. 13381, 134 54 .. 13509, 
13603. .13712, 13804. .13964, 14060 .. 14317 , 14984 .. 15048, • 
15226. .15394, 15555.. 15839 

(AB014884) adenylyl cyclase associated protein [Gossypium 
hirsutum] 



Seq. No. 21997 

Gene No. 45747 

Start 12383 

Name OJ990105_07 . 9819 . C28 . o2 . tm 

Start 12395 

GI none 

Exons 12395. .12466, 13058 .. 13219, 
13325. .13435, 1332.9. . 13379, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990105 07.9819.C28 



15847 

TBLASTX: Maize 
13719 
117 

13071. .13217, 13323. .13382, 
13454. .13510, 13599... 13715, 



22192 



13601. .13714, 13609.. 13719 



Seq. No. 21997 

Gene No. 45747 

Start 12383 

Name OJ990105_07 . 9819.C28 . o4 . tm 

Start 13906 

GI none 
Exons 



Seq, ID OJ990105_07.9819.C28 
Strand 

End 15847 

Method TBLASTX : Maize 

End 14307 

Score 66 . . < . 
13906. .13953, 13908 14012 , 14038 143q^*^'<104 3: . 14'27/6-'; \V V,: 
14119. .14307, 14183. .14305 . ' • • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21997 
45747 
12383 

OJ990105_07.9819.C28.o3.gp 
15007 

32234 1.R1084 



Seq. ID OJ990105_07.9819.C28 
Strand 

End 15847 
Method AAT/GAP 
End 15847 
_ Score 922 

15007. .15048, 15226. .15394, 15555. .15847 

•5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21998 
45748 
82 . 

OJ990105_07.9819.C29.ol.gs 
82 

none 

82. .269, 474. .587 



Seq. ID OJ990105_07.9819.C29 

Strand + 

End 587 

Method GENSCAN... 

End 587 

Score .66 



Seq. No. 21998 

Gene No. 45749 

Start 5694 

Name OJ990105_07 . 9819 . C29 . o3 . gs 

Start 5694 

GI none 
Exons 



Seq. ID OJ990105_07.9819.C29 

Strand + 

End 10861 

Method GENSCAN 

End 10861 

Score .9 



5694. .6020, 7096. .9137, 9613. .9796, 10751. .10861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21998 
45750 
920- 

OJ990105_07.9819.C29.o2.gs 

920 

none 



Seq-. ID OJ990105_07.9819.C29 
Strand 

End 4830 • 

Method GENSCAN 

End 4830 

Score .45 

920. .996, 1390. .1399, 1447. .2592, 2688. .3738, 4288. .4413, 
4508. .4640, 4827. .4830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



21998 
45750 
920 

OJ990105_07.9819.C29.ol.np 
1077 
4680209 



Seq. ID OJ990105_07.9819.C29 
Strand 

End 4830 

Method AAT/NAP 

End 3615- • 

Score 901 

1077. .1226, 1646. .2123, 2370. .2454, 2685. .3032, 3231. .3615 
(AF114171) unknown [Sorghum bicolor] 



21998 
45751 



Seq. ID OJ990105_07. 9819.C29 
Strand 



22193 




start 


11204 








End 


11701 


Name 


OJ990105 07. 


9819. 


C29.05 


.tm 


Method 


TBLASTX: Maize 


Start 


1237 








End 


1444 


GI 


none 








Score 


88 


Exons 


1237. .1443, 


1238. 


.1441, 


1289. 


.1444 




Seq. No. 


21998 








Seq. ID 


OJ990105_07.9819.C29 


Gene No. 


45751 . 








Strand 














End - 


11701^- 


Name 


6j990105 07. 


9819. 


C29.01 


.tm 


.Method' 


TBLASTX: Maize 


Start 


1597 








End 


2244 


GI 


none 








Score 


130 


Exons 


1597. .1869, 


1613. 


.1816, 


1888. 


.1947, 1945.. 2223, 1967.. 2218, 




2023. .2244 












Seq. No. 


21998 








Seq. ID 


OJ990105_07,9819.C29 




45751 








Strand 




Start 


11204 








End 


11701 


Name 


OJ990105 07. 


9819. 


C2 9.03 


.tm 


Method 


TBLASTX: Maize 


Start 


2248 








End 


2595 


GI 


none 








Score 


166 


Exons 


2248. .2595, 


2255. 


.2593 








Seq. No. 


21998 








Seq. ID 


OJ990105_07, 9819.C29 


Gene No. 


45751 








Strand 




Start 


11204 








End 


11701 






^ O X J . 


C29 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7345 








End 


7840 


GI 


none 








Score 


42 


Exons 


7345. .7401, 


7346. 


.7384, 


7403. 


.7420, 7437. .7526, 7441. .7533, 




7441. .7524, 


7531. 


.7665, 


7536. 


.7664, 7666.. 7695, 7668.. 7697, 




7789. .7839, 


7793. 


.7840 








Seq. No. 


21998 








Seq. ID 


GJ990105_07,9819.C29 


Gene No. 


45751 








Strand 




Start 


11204 








End 


11701 : 


Name 


OJ990105 07. 


9819. 


C29.02 


. tm 


Method 


TBLASTX: Maize 


U Cti. u 


8143 








End 


9106 


GI 


none 








Score 


37 . 


Exons 


■ 8143. .8190, 


8197. 


.8259, 


8587. 


.8748, 8593. .8745, 8705. .8746, 




8734. .8817, 


8747, 


.8809, 


8772. 


.8828, 8808. .8858, 8860. .8988, 




8867. .8995, 


8881. 


.8982, 


8882. 


.8989, 88 


89. .8993, 8982. .9065, 




8983. . 9081, 


8987, 


.9106, 


9035. 


.9106 




Seq. No. 


21998 








Seq. ID 


OJ990105_07 . 9819.C29 




*± -J f J. 








Strand 




Start 


11204 








End 


11701 


Name 


OJ990105 07. 


9819. 


C29.04 


.gs 


Method 


GENSCAN 


Start 


11204 








End 


11701 


GI 


none 








Score 


.8 


Exons 


11204.. 11384 


, 11697.. 11701 






Seq. No. 


21999 








Seq. ID 


OJ990105__07,9819.C30 


Gene No. 


45752 








Strand 


+ 


Start 


941 








End 


1458 


Name 


OJ990105 07. 


9819. 


C30.O1 


.gs 


Method 


GENSCAN 


Start 


941 








End 


1458 



22194 



GI 

Exons 



none 

941. ,1016, 1045. .1458 



Score .83 



Seq. No. 


21999 






Seq. ID 


OJ990105_07.9819.C30 


Gene No. 


45753 






Strand 


+ 


Start 


1705 






End 


7920 


Name 


OJ990105 07.9819. 


C30.O2. 


np 


Method 


AAT/NAP 


Start . 


1705 






End 


6926 


GI 


-4.539295^- 






Score 


584 . 


Exons 


"1705. .1800/- 3597: 


^:3670,' 


3793 


..3865, 4808.. 4933, 5324.. 5566, 




6157.. 6280, 6476. 


:6530, 


6563 


..6675, 6792.. 6926 


GI Descrip. 


(AL049480) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21999 






Seq. ID 


OJ990105 07.9819.C30 


Gene No. 


45753 






Strand 


+ 


Start 


1705 






End 


7920 


Name 


OJ990105 07 9819 


C30 ol 


rrr> 


Method 


AAT/GAP 


Start 


3211 ~ 






End 


3580 


GI 


none 






Score 


670 


Exons 


3211. .3580 










Seq. No. 


21999 






Seq. ID 


OJ990105_07.9819.C30 


Gene No. 


45753 






Strand 


+ 


Start 


1705 






End 


7920 


Name 


OJ990105 07.9819. 


C30.O2. 


gs 


Method 


GENSCAN 


Start 


3363 






End 


7082 . 


GI 


none 






Score 


.75 


Exons 


3363.. 3670, 3793. 


.3860, 


4833 


..4890, 5179. .5264, 5388. .5566, 




6792.. 6900, 6985. 


.7082 








Seq. No. 


21999 






Seq. ID 


OJ990105_07.9819.C30 


Gene No. 


45753 






Strand 


+ 


Start 


1705 






End 


7920 


Name 


OJ990105 07.9819. 


C30.O2. 


gp 


Method 


AAT/GAP 


Start 


3578 




End 


6261 


GI 


10404 1.R1084 






Score 


1003 


Exons 


3578.. 3670, 3793. 


.3860, 


4833 


..4903, 5324.. 5566, 6144.. 6261 


GI Descrip. 


M539295/emb|CAB39598.1 1 


,7.0e-46 (AL049480) putative protei 




[Arabidopsis thaliana] ' 








Seq. No. 


21999 






Seq. ID 


OJ990105_07.9819.C30 


Gene No. 


45753 






Strand 


+ 


Start 


1705 






End 


7920 


Name 


OJ990105 07.9819. 


C30.O1. 


tw 


Method-' 


TBLASTX: Wheat 


Start 


4859 






End 


5569 


GI 


none 






Score 


66 


Exons 


4859. .4918, 4865. 


.4903, 


5342 


..5482, 5359. .5430, 5488. .5568, 




5489. .5569 










Seq. No. 


21999 






Seq. ID 


OJ990105 07.9819.C30 


Gene No. 


45753 






Strand 


+ 


Start 


1705 






End 


7920 


Name 


OJ990105 07.9819. 


030. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6154 






End 


6324 


GI 


none 






Score 


253 


Exons 


6154.. 6324, 6156. 


.6323 









22195 




Seq. No. 


21999 








Seq. ID 


OJ990105_07.9819.C30 


Gene No. 


45753 








Strand 


+ 


Start 


1705 








End 


7920 


Name 


OJ990105 07 


.9819. 


C30.O1 


.tm 


Method 


TBLASTX: Maize 


Start 


6220 








End 


7884 


GI 


none 








Score 


164 


Exons 


6220. .6321, 


6221. 


. 6307, 


6478 


..6534, 6482. .6514, 6516. .6551, 




6624. .6683, 


6625. 


.6675, 


6789 


..6899, 6791.. 6862, 6982.. 7044, 




- 6986: .7045/ 


•6987. 


.7061/ 


r7043 


..7093, 7,050. :7106, 7054. -.7098, 




7708. .7794, 


7710. 


.7784, 


7834 


. .7872, 7864. .788*4^ 


Seq. No. 


21999 








Seq. ID 


OJ990105_07. 9819.C30 


Gene No. 


45753 








Strand 


+ 


Start 


1705 








End 


7920 


Name 


OJ990105 07 


.9819. 


C30.O3 


.gp 


Method 


AAT/GAP 


Start 


6777 








End 


7920 


GI 


12659 1.R1084 






Score 


688 


Exons 


6777. .6900, 


6985. 


.7082, 


7711 


. .7920 




GI Descrip. 


•3540182 3. 


Oe-12 


(AC004122) 


Unknown protein [Arabidopsis 




thaliana] ' 












Seq. No. 


22000 








Seq. ID 


OJ990105_07.9819.C31 


Gene No. 


45754 








Strand 


+ 


Start 


1644 








End 


2742 


Name 


OJ990105 07 


.9819. 


C31.01 


.np 


Method 


AAT/NAP 


Start 


1644 








End 


2434 


GI 


5420387 








Score 


248 


Exons 


1644. .2434 












GI Descrip. 


(AJ243459) proteophosphoglycan [Leishmania major] 


Seq. No. 


22000 








Seq. ID 


OJ990105_07.9819.C31 


Qene No. 


45754 








Strand 


+ 


Start 


1644 








End 


2742 


Name 


OJ990105 07 


.9819. 


C31.01 


.gs 


Method 


GENSCAN 


Start 


1750 








End 


2742 


GI 


none 








Score 


. 1 


Exons 


1750. .2742 












Seq. No. 


22000 








Seq. ID 


OJ990105_07.9819.C31 




45754 








Strand 


+ 


^Start . 


1644 








End 


2742 


Name 


OJ990105 07 


.9819. 


C31.01 


. tm 


Method 


TBLASTX: Maize 


Start 


2142 








End 


2532 


GI 


none 








Score 


397 


Exons 


2142. .2531, 


2146. 


.2532 








Seq. No. 


22000 








Seq. ID 


OJ990105_07.9819.C31 


Gene No . 


45754 








Strand 


-f 


Start 


1644 








End 


2742 


Name 


OJ990105 07 


.9819. 


C31.01 


. ts 


^Method 


TBLASTX : Soybean 


Start 


2199 ■ 








End 


2556 -....V. 


GI 


none 








Score 


80 


Exons 


2199, .2267, 


2200. 


.2268, 


2340 


..2552, 2344. .2556 


Seq. No.- 


22001 








Seq. ID 


OJ990105_07.9819.C32 


Gene No. 


45755 








Strand 


+ 


Start 


461 








End 


6153 



22196 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990105_07 , 9819 . C32 . ol . gs Method GENSCAN 

461 End 6153 

none Score . 75 

461. .553, 597. .1027, 1853. .2185, 3125. .3261, 3817. .4049, 

4547. .4693, 5968. .6153 



22001 
45756 
8992 * 

OJ990105_07 . 9819 .C32 . o2 . tm' 

248 

none 



Seq. ID OJ990105_07.9819.C32 
Strand 

End 9372 • 

Method TBLASTX: Maize r 

End 632 

Score 83 



248. .424, 265. .510, 292. .393, 332. .577, 465. .518, 575. .631, 
579. .632 



Seq. No. 22001 

Gene No. 45756 

Start 8992 

Name OJ990105_07 . 9819 .C32 . ol . ts 

Start 753 

GI none 

Exons 753.. 986, 803:. 850, 905.. 985 



Seq. ID OJ990105_07.9819.C32 
Strand 

End 9372 

Method • TBLASTX: Soybean 

End 986 

Score 196 



Seq. No. 22001 

Gene No. 45756 

Start " 8992 

Name OJ990105_07 . 9819 . C32 .o3 . tm 

Start 899 

GI none 
Exons 



Seq. ID OJ990105_07.9819.C32 
Strand 

End 9372 

Method TBLASTX : Maize 

End 1945 

Score 194 



899. .1027, 900. .1028, 901. .1035, 1850. .1945, 1851. .1928, 
1852. .1941 



Seq. No. 22001 

Gene No. 45756 

Start 8992 

Name OJ990105_07 . 9819 . C32 . ol . tm 

Start 3969 

GI none 
Exons 



Seq. ID OJ990105_07.9819.C32 
Strand 

End 9372 

Method TBLASTX : Mai ze 

End '4731 

Score 108 



3969. .4049, 3971. .4048, 4544. .4714, 454 6 .. 4 731 ,-454 6 .. 4725 



Seq. No. 22001 

Gene No. 45756 

Start 8992 . 

Name OJ990105_07 . 9819 . C32 . o2 . ts 

Start 4570 

GI none 

Exons 4570.. 4713, 4571.. 4714 

Seq. No. 22001 

Gene No. 45756 

Start 8992 

Name OJ990105_07:9819 .C32 . o4 . tm 

Start 7764 

GI 'none 

Exons 7764.. 7970 



Seq. ID OJ990105_07 . 9819.C32 
Strand 

End 9372 

Method TBLASTX : Soybean 

End 4714 

Score 191 



Seq. ID OJ990105_07.9819.C32 
Strand 

End 9372 

Method TBLASTX: Maize' 

End 7970 

Score 184 



Seq*. No. 



22001 



Seq. ID OJ990105_07.9819.C32 



22197 




oene ino ■ 


4 -J ' O D 






q+- r;^ nH 










Start 


8992 






End 


9372 








Name 


OJ990105 07 


.9819. 


C32.o2.gs 


Method 


GENSCAN 








Start 


8992 






End 


9372 








GI 


none 






Score 


.43 








Exons 


8992. ,9372 
















Seq. No. 


22002 






Seq. ID 


OJ990105 


_07. 


9819 


.C33 












+ 








Start 


1010 






End 










Name 


OJ990105 07 


.9819. 


C33.ol.gs 


Method 


GENSCAN 








Start 


1010 






End 


1417 








GI 


none 






Score 


.88 








Exons 


1010. .1417 
















Seq. No. 


22003 






Seq. ID 


OJ990105 


_07. 


9819 


.C35 




4 J / J O 








-j- 








Start 


593 






End 


750 








Name 


OJ990105 07 


.9819. 


C35.ol.gs 


Method 


GENSCAN 








Start 


593 






End 


750 








GI 


none 






Score 


.75 








Exons 


593. .750 
















Seq. No. 


22004 






Seq. ID 


OJ990105^ 


_07. 


9819 


.C37 


oene ino . 


/I C 7 C Q 
















Start 


778 






End 


978 








Name 


OJ990105 07 


.9819. 


C37 .ol.gs 


Method 


GENSCAN 








Start 


778 






End 


978 








GI 


none ■ 






Score 


.74 








Exons 


778. .978 
















Seq. No. 


22005 






Seq. ID 


OJ990105 


_07. 


9819 


.C38 




A ^1 fin 






ci-h TJi nH 










Start 


759 






End 


941 








Name 


OJ990105 07 


.9819. 


C38.ol.gs 


Method 


GENSCAN 








Start 


759 






End 


'941 . 








GI 


none 






Score 


. 63 








Exons 


759. .941 
















Seq. No. 


' 22006 






Seq. ID 


OJ990105 


_01. 


9819 


.CI 




4 O / U J. 






r^* nH 










Start 


906 






End 


1958 








Name 


OJ990105 01 


.9819. 


Cl.ol^gs 


Method 


GENSCAN 








Start 


906 






End 


1153 








GI 


none 






Score 


.7 








Exons 


906. .1153 
















Seq. No. 


22006 






• Seq. ID 


OJ990105 


_01. 


9819 


.CI 


Gene No. 


45761 






Strand 










Start 


906 






End 


1958 








Name 


OJ990105 01 


.9819. 


Cl.ol.np 


Method 


AAT/NAP 








Start 


909 






End 


1958 








GI 


4680179 






Score 


359 








Exons 


909. .1592, 


1932. . 


1958 













GI Descrip. {AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 22007 Seq. • ID OJ990105_01 . 98 19 . C2 



22198 






A ^1 fiO 
4 Z> / 




Strand 










Start 


994 




End 


1176 








Name 


OJ990105 01. 9819. C2 


.ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


677 




End 


1045 








GI 


none 




Score 


58 








Exons 


677. .790, 678. .791, 


836. .1045, 837. .989 








- 

Seq. No. 


22007 




Seq. ID 


OJ990105 


_01 


.9819 


.C2 


oene iNo. 
















start 


994 




End 


1176 








Name 


OJ990105 01. 9819. C2 


.ol .gs 


Method 


GENSCAN 








Start 


994 




End 


1176 








GI 


none 




Score 


. 92 








Exons 


994. .1176 














Seq. No. 


22008 






0.79901 OS 


_01 


.9819 


.C3 


Gene No. 


45763 






-I- 










4 4 Q 




End 


1088 








Name 


OJ990105 01. 9819. C3 


.ol .np 


Method 


AAT/NAP 








Start 


449 




End 


1036 








GI 


5852180 




C >~ (2i 


4P? 

*i O J 








Exons 


449. .567, 619. .1036 














GI Descrip. 


(AL117265) zhbOOOlO 




sat 1 va J 










Seq. No. 


22008 






o.TQQni ns 


_01 


.9819 


.C3 


^jene ino . 


HO f 




"ra nH 


-|. 








-Start 


449 






1 Oflft 








Name 


OJ990105 01. 9819. C3 


.ol.gs 


Method 


J_l L\ O V^X^L>I 








Start 


612 




End 


1088 








GI 


none 




Score 


.99 








Exons 


612. .1088 














Seq. No. 


22008 




Seq. ID 




_01 


.9819 


.C3 


Gene No. 


.45764 




Strand 










Start 


2191 




End 










Name 


OJ990105 01.9819. C3 


.o2 .gp 


Method 


' AAT /HAP 








Start 


2191 


End 










GI 


uC-osflcyp033a04bl 




Score 


687 








Exons 


2191.. 2572 














GI Descrip. 


•6016845/cibj | AP000570 . 1 1 AP000570 3.0e- 


S 9 C\'r\7'7 ^ 


sativa genomic 




DNA, chromosome 1, ■ 


clone:P0711E10' 










Seq. No. 


22008 




Seq. ID 


n.TQQDI n S 

\JO IP XKJ D 


_01 


.9819 


.C3 


Gene No. 


45765 




Strand 










O L. CL^ L. 


2124 




End 


J J o y 








Name 


OJ990105 01. 9819. C3 


. o2 .np 


Method 


AAT/NAP 








Start 


2124 




End 


3359 








GI 


4680186 




Score 


327 








Exons 


2124.. 2323, 3338.. 3359 












GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 








Seq. No. 


22009 




Seq. ID 


OJ990105 


_01 


.9819 


-C4 


Gene No. 


45766 




Strand 


+ 








Start 


359 




End 


2248 








Name 


OJ990105 01. 9819. C4 


. ol . gs 


Method 


GENSCAN 








Start 


359 




End 


2248 








GI 


none 




Score 


.83 









22199 



Exons 



359.. 508, 1439.. 2248 



Seq. No. 


22009 


Seq. ID 


OJ990105_01. 


9819. 


C4 


Gene No. 


45767 


Strand 


+ 






Start 


2474 


End 


6991 






Name 


OJ990105 01.9819.C4.ol.np 


Method 


AAT/NAP 






Start 


2474 


End 


6991 






GI 


4680179 


Score 


5353 






Exons 


2474-.;. 3556, 3590.. 6991 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp,' indica] 






Seq. No. 


22009 


Seq. ID 


OJ990105_01. 


9819. 


C4 


Gene No , 


45768 


Strand 


+ 






Start 


9239 


End 


13165 






Name 


OJ990105 01.9819.C4.o2.gp 


Method 


AAT/GAP 






Start 


9061 


End 


9442 






GI 


uC-osflcyp033a04bl 


Score 


687 






Expns 


9061. .9442 










GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


22009 


Seq. ID 


OJ990105_01. 


9819. 


C4 


Gene No. 


45768 


Strand 


+ 






Start. 


9239 


End 


13165 






Name 


OJ990105 01.9819.C4.o3.gs 


Method 


GENSCAN 






Start 


9239 


End 


13165 






GI 


none 


Score 


,67 






Exons 


9239.. 9310, 12356.. 13165 










Seq. No. 


22009 


Seq. ID 


OJ990105_01. 


9819. 


C4 


Gene No . 


45768 


Strand 


+ 






Start 


9239 


End 


13165 






Name 


OJ990105 01.9819.C4.o4.gp 


Method 


AAT/GAP 






Start 


11084 


End 


11467 






GI 


uC-osflcyp033a04bl 


Score 


629 






Exons 


11084. .11467 










GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa ' genomic 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No, 


22009 


Seq, ID 


OJ990105_01. 


9819, 


C4 


Gene No. 


45769 


Strand 


+ 






Start 


13414 


End 


18943 






Name 


OJ990105 01.9819.C4.o4.np 


Method 


AAT/NAP 






Start 


13411 


End 


18943 






GI 


4680179 


Score 


166 






Exons 


13411. .13769, 14190. .14341, 1^ 


3839. .18 


943 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa j 


subsp. indica] 






Seq. No. 


22009 


Seq. ID 


OJ990105_01. 


9819. 


C4 


Gene No. 


45769 


Strand 


+ 






Start 


13414 


End 


18943 






Name 


OJ990105 01.9819.C4.o4.gs 


Method 


GENSCAN 






Start 


13414 


End 


13815 






GI 


none 


Score 


.69 






Exons 


13414. .13815 










Seq. No. 


22009 


Seq. ID 


OJ990105_01, 


9819. 


C4 



22200 






f^pnp No 


45770 


Strand 


+ 






start 


20925 


End 


21645 






Name 


OJ990105 01.9819.C4.o7.gs 


Method 


GENSCAN 






Start 


20925 


End 


21645 






GI 


none 


Score 


.95 






Exons 


20925. .21068, 21550.. 21645 










Seq. No. 


22009 


Seq. ID 


OJ990105_01.9819. 


C4 




Gene No. 


. 45771 


Strand 




t 




Start 


1 


' End 


20034 






Name 


OJ990105 01.9819.C4.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


18176 






GI 


5852180 


Score 


549 






Exons 


1..19, 7721. .8137, 8189. .8307, 9292. .9344, 18139. .18176 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


. sativa] 








Seq. No. 


22009 


Seq. ID 


OJ990105_01.9819. 


C4 






45771 


Strand 


— 






Start 


1 


End 


20034 






Name 


OJ990105 01.9819.C4.o5.gs 


Method 


GENSCAN 






Start. 


14530 


End 


14802 






GI 


none 


Score 


1 




- ~ 


Exons 


14530. .14802 








z-J 


Seq. No. 


22009 


Seq. ID 


OJ990105_01.9819. 


C4 


I • = 


Gene No. 


45771 


Strand 






hr 


Start 


1 


End 


20034 




3 


Name 


OJ990105 01.9819.C4.o6.gp 


Method 


AAT/GAP 






Start 


15149 


End 


15215 




'2 


GI 


uC-osroM202024h08al 


Score 


88 






Exons 


15149. .15215 








'LI 


GI Descrip. 


'5852170/emb|AL117265.1|OST17804 5 . Oe- 


84 Oryza sativa 








indica (GIiA4 ) genomic DNA, chromosome 4 


, BAG clone :t 17804 




e 


Seq. No. 


22009 


Seq. ID 


OJ990105_01.9819. 


C4 


: . s 


Gene No. 


45771 


Strand 








Start 


1 


End 


20034 






Name 


OJ990105 01.9819.C4.o7.gp 


Method 


AAT/GAP 






Start 


16335 


End 


16593 






GI 


61605 3.R1084 


Score 


431 






Exons 


16335.. 16593 










GI Descrip. 


•1402920/emb|CAA66965| 2.0e- 


20 (X98321) peroxidase [Arabid< 






thaliana] ' 










Seq. No. 


22009 


Seq. ID 


OJ990105_01. 9819. 


C4 




. Gene No. 


45771 


Strand 








Start 


1 


End 


20034 






Name 


OJ990105 01.9819.C4.o6.gs 


Method 


GENSCAN 






Start 


17012 


End 


20034 






GI 


none 


Score 


.42 






Exons 


17012, .17529, 17602. .17747, 


18036. .18107, 18131. .18634, 








18706. .18763, 18890. .18965, 


19077. .19201, 19369. .19617, 








19935. .20034' 










Seq. No. 


22009 


Seq. ID 


OJ990105_01. 9819. 


C4 




Gene No. 


45771 


Strand 








Start 


1 


End 


20034 





22201 




Name OJ990105_01. 9819.C4 .o5.np Method AAT/NAP 

Start 17872 End 19478 

GI 6721561 Score 939 

Exons 17872. .18634, 18706 .. 18763, 18831 .. 1904 6, 19446., 19478 



GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 Idbj IBAA90372.il {AP001081) EST AU082058 {C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein' [Oryza sativa] • - 



Seq. No. 


22009 








Seq. ID 


OJ990105_01.9819. 


C4 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ990105 01 


.9819. 


C4.ol0.tw 


Method 


'TBLASTX: Wheat 




Start 


2654 








End 


13776 




GI 


none 








Score 


211 




Exons 


2654. .2701, 


2714. 


.2911, 


2716. 


.2913, 13654.. 13776 




Seq. No. 


22009 








Seq. ID 


OJ990105_01.9819. 


C4 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ990105 01 


.9819. 


C4 . o8 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2947 








End 


3298 




GI - 


none 








Score 


270 




Exons ■ ; 


2947.. 3141, 


2963. 


.3298 










Seq. No. 


22009 








Seq. ID 


OJ990105_01.9819. 


C4 


Gene No. 


45772 








Strand 






Start 


23186 








End 


• 31325 




Name 


OJ990105 01 


.9819. 


C4 . o8 . 


tm 


Method 


TBLASTX: Maize 




Start 


2962 








End 


3253 




GI 


none 








Score 


219 




Exons 


2962. .3078, 


2963. 


.3253, 


3169. 


.3243 






Seq. No. 


22009 








Seq. ID 


OJ990105_01. 9819. 


C4 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ990105 01 


.9819. 


C4.09. 


tw 


Method 


TBLASTX: Wheat 




Start 


3617 








End 


4054 




GI 


none 








Score 


160 




Exons 


'3617. .3844, 


3673. 


.3825, 


3871. 


.3984, 3872. .3985, 4013. .4054 


Seq. No. 


22009 








Seq. ID 


OJ990105_01.9819. 


C4 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ990105 01 


.9819. 


C4.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


4150 








End 


4636 




GI 


none 








Score 


52 




Exons 


4150. .4593, 


4154. 


.4204, 


4259. 


.4636 






Seq. No. 


22009 








Seq, ID 


OJ990105_01. 9819. 


C4 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ990105 01, 


.9819. 


C4.07. 


tm- 


Method 


TBLASTX: Maize 




Start 


4165 








End 


4455 




GI 


none 








Score 


267 




Exons 


4165. .4455, 


4166. 


.4453 











22202 






99nnQ 








Seq. ID 


OJ990105_01.9819.C4 


Gene No. 


45772 








Strand 




Start 


23186 








End 


31325" 


Name 


OJ990105 01 


.9819. 


C4.04. 


tm 


Method 


TBLASTX: Maize 


Start 


4523 








End 


5023 


GI 


none 








Score 


167 


Exons 


4523. .4702, 


4531. 


.4677, 


4709. 


.5023, 4849.. 4902, 4930.. 4980 




??nnQ 








Seq. ID 


OJ990105_01.9819.C4 


Gene No. 


45772 








Strand 




Start 


23186 








End 


31325 


Name 


OJ990105 01 


.9819. 


C4.02. 


ts 


Method 


TBLASTX : Soybean 


Start 


4577 








End 


4972 


GI 


none 








Score 


57 


Exons 


4577. .4609, 


4579. 


.4608, 


4613. 


.4972, 4615. .4653, 4681. .4971 


O c q • IN U - 


99nnQ 








Seq. ID 


OJ990105_01.9819.C4 


Gene No. 


45772 








Strand 




Start 


23186 








End 


31325 


Name 


OJ990105 01 


. 9819. 


C4 .06. 


tw 


Method 


TBLASTX: Wheat 


Start 


4685 








End 


4987 


GI 


none 








Score 


381 


Exons 


4 685. .4 98^7; 


4687. 


.4971 








Seq. No. 


22009 








Seq. ID 


OJ990105_01. 9819.C4 


Gene No. 


45772 








Strand 




Start 


23186 








End 


31325 


Name 


OJ990105 01 


.9819. 


04 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4988 








End 


5410 


GI 


none 








Score 


598 


Exons 


4988. .5410, 


5020. 


.5409 









Seq. No. 22009 

Gene No. 45772 

Start 23186 

Name OJ990105_01 . 9819 . C4 . o5 . ts 

Start 4 994 

GI none 

Exons 4994.. 5239, 5011.. 5238 



Seq. ID OJ990105_01.9819.C4 
Strand 

End 31325 

Method TBLASTX : Soybean 

End 5239 

Score 207 



Seq. No. 22009 

Gene No. 45772 

Start 23186 

Name OJ990105_01 . 9819 . C4 . o3 . tm 

Start 5059 

GI none 

Exons 5059.. 5409, 5060.. 5413, 5060. 



Seq. ID OJ990105_01.9819.C4 
Strand 

End 31325 

Method TBLASTX: Maize 

End 5422 

Score 482 
.5422 



Seq. No. 22009 
Gene No. . 45772 

Start 23186 . 

Name OJ990105_01 . 9819 . C4 . o2 . tw 

Start 5413 

GI none 

Exons 5413.. 5979, 5444.. 5980 



Seq. ID OJ990105_01.9819.C4 
Strand 

End 31325 

Method TBLASTX : Wheat 

End 5980 

Score 664 



22203 




Seq. No. 


22009 








Seq. ID 


OJ990105_01. 9819. 


04 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ990105_01. 


9819 


.C4 .o2. 


tc 


Method 


TBLASTX.-Oress 




Start 


5687 








End 


6004 




GI 


none 








Score 


90 




Exons 


5687. .5860, 


5861 


. . 6004, 


5863. 


.6003 






Seq. No. 


22009 








Seq. ID/ 


OJ990105_01.9819. 


04 


Gene No. 


45772 








Strand ' 






Start 


23186 








End 


31325 




Name 


OJ990105 01. 


9819 


.04 .o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


5768 








End 


6028 




GI 


none 








Score 


296 




Exons 


5768. . 6028, 


5773 


. . 6027 










Seq. No. 


22009 








Seq. ID 


OJ990105_01. 9819. 


04 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ990105 01. 


9819 


C4 .06. 


tm 


Method 


TBLASTX: Maize 




Start 


5826 








End 


6118 




GI 


none 








Score 


89 




Exons 


5826. .5987, 


5827 


. 6114, 


5828. 


.6118 






Seq. No. 


22009 








• Seq: ID 


OJ990105_01. 9819. 


04 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ990105 01. 


9819 


04. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5987 








End 


6613 




GI 


none 








Score 


692 




Exons 


5987 . . 6613, 


6043 


. 6501, 


6080. 


. 6610 






Seq. No. 


22009 








Seq. ID 


OJ990105_01.9819. 


04 


Gene No. 


45772 








Strand 






Start 


23186 








End 


31325 




Name 


OJ99.0105 01. 


9819 


04 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6167 








End 


6766 




GI 


none 








Score 


239 




Exons 


6167. .6334, 


6175, 


. 6321, 


6326. 


.6766, 6331.. 6750 




Seq. No. 


22009 








Seq. ID 


OJ990105_01. 9819. 


04 


Gene No . 


45772 








-Strand 






Start 


23186 








End \ 


31325 




Name 


OJ990105 01. 


9819. 


04 .o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6613 








End 


6946 




GI 


none 








Score 


318 




Exons 


6613. .6882, 


6614 . 


. 6946, 


6617. 


.6925 






Seq. No. 


22009 








Seq. ID 


OJ990105_01.9819. 


04 


Gene No. 


45772 








Strand 






Start 


. 23186 








End 


31325 




Name 


OJ990105 01. 


9819. 


04.08. 


gs 


Method- 


GENSOAN 




Start 


23186 








End 


29702 




GI 


none 








Score 


.46 ■ 




Exons 


23186. .23275, 23599 .. 23736, 23787 .. 2384 0, 26197 26551, 





26708. .27004, 28029 .. 28209, 28354 .. 284 50, 29074. .29702 



22204 



• 



Seq. No. 


22009 




Seq. ID 


OJ990105_01. 9819 


.C4 


Gene No. 


45772 




Strand 






Start 


23186 




End 


31325 




Na.itie 


OJ990105 01. 9819. C4 


. o9. gp 


Method 


AAT/GAP 




Start 


24791 




End 


25097 




Gl' 


uC-osflcyp033a04bl 




Score 


506 




Exons 


24791. .25097 










GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 




DNA , c h r omo s ome '1, 


clone:P0711E10' 






Seq. No. 


22009 




Seq. ID 


OJ990105_01.9819 


.C4 


Gene No. 


45772 




Strand 






Start 


23186 




End 


31325 




Naiue 




• o u . np 


Method 


AAT/NAP 




Start 


26496 




End 


31325 




GI 


6630685 




Score 


1148 




Exons 


26496. .26551, 27967 




29445. .29661, 31254. .31325 




GI Descrip. 


(AP000969) Similar 




-type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


22009 




Seq. ID 


OJ990105_01. 9819, 


.C4 




fi O / / ^ 




Strand 






Start 


23186 




End 


31325 




Name 


OJ990105 01. 9819. C4 


oil -htJ 


Method 


TBLASTX: Wheat 




Start 


28013 




End 


28354 




GI 


none . 




Score 


92 




Exons 


28013. .28174, 28211 


• • ^ D OO 4 








Seq. No. 


22009 




Seq. ID 


PJ990105_01.9819, 


.C4 








Strand 






Start 


23186 




End 


31325 




Name 


OJ990105 01. 9819. C4 


• OO . LS 


Method 


TBLASTX : Soybean 




Start 


28013 




End 


28381 




GI 


none 




Score 


68 




Exons 


28013. .28381, 28091 










Seq. No. 


22009 




Seq. ID 


OJ990105_01,9819, 


.C4 


\J d i. w \^ . 


A ^7 7 9 




Strand 






Start 


23186 




End 


31325 




Name 


OJ990105 01. 9819. C4 


• o^ . tm 


Method 


TBLASTX: Maize 




Start 


28013 




End 


28355 




GI 


none 




Score 


83 




Exons 


28013. .28354, 28014 


. .28163, 


28067. .28342, 28218. .28355 




Seq. No. 


22009 




Seq. ID 


OJ990105_01.9819. 


,C4 




45772 




Strand 






start 


23186 




End 


31325 




Name 


OJ990105 01. 9819.04 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


28423 




End 


28862 




GI 


none 




Score 


36 




Exons 


28423. .28476, 28424 


. .28861, 


28484. .28714, 28488. .28862 




Seq. No. 


22009 ' 




Seq. ID 


OJ990105_01.9819. 


C4 


Gene No. 


45772 




Strand 






Start 


23186 




End 


31325 




Name 


OJ990105 01. 9819. C4 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


28524 




End 


29133 





22205 



GI 


5509260 




Score 


390 


Exons 


28524. .29024, 28529 


. .29011 


, 29011. .29061, 29083 




29083. .29133 








GI Descrip. 


— 








Seq. No. 


22009 




Seq. ID 


OJ990105 


Gene No. 


45772 




Strand 




Start 
Name 


23186 




End 


31325 


• OJ990105 01. 9819. C4 


. o5 . tw 


Method 


TBLASTX: 


Start 


28532 




End 


29009 


GI 


none 




Score 


96 


Exons 


28532. .28711, 28538 


..28939, 28548. .28718, 28740 




28919. .29008, 28920 


. .29009 




Seq. No. 


22009 




Seq. ID 


OJ990105 


Gene No . 


45772 




Strand 


— 


Start 


23186 




End 


31325 


Name ' 


OJ990105 01. 9819. 04 


.ol.tc 


Method ■ 


TBLASTX: 


Start 


28643 




End 


28903 


GI 


none 




Score 


224 


Exons 


28643. .28903 








Seq. No. 


22010 




Seq. ID 


OJ990105 


Gene No. 


45773 




Strand 


— 


Start 


1 




End 


3671 


Name 


OJ990105 01. 9819. C5 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


3671 


GI 


5091513 




Score 


872 


Exons 


1..332, 1697.. 2376, 


3209. . 


3671 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


22010 




Seq. ID 


OJ990105 


Gene No. 


45773 




Strand 


— 


Start 


1 




End 


3671 


Name 


OJ990105 01. 9819.05 


. o2.gs 


Method 


GENSOAN 


Start 


2969 




End 


3588 


GI 


none 




Score 


.76 


Exons 


2969. .3588 








Seq. No. 


22011 




Seq. ID 


OJ990105 


Gene No. 


45774 




Strand 


+ 


Start 


1 




End 


5523 


Name 


OJ990105 01. 9819.06 


. o3.np 


Method 


AAT/NAP 


Start 


1 




End 


5523 


GI 


4680186 




Score 


365 


Exons 


1..354, 3159. .3210, 


5323. . 


5523 




GI Descrip. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 


Seq. No. 


22011 




Seq. ID 


OJ990105_ 


Gene No. 


45775 




Strand 




Start 


1 




■ End 


5332 


Name 


OJ990105 01.9819.06 


. o2 . np 


Method • 


AAT/NAP 


Start 


1 




End 


2834 


GI 


3645899 




Score 


682 


Exons 


1..353, 1757.. 2834 









GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 



22206 




Seq, No. 


22011 


Seq. ID 


OJ990105 01.9819 


-C6 


Gene No. 


45775 


Strand 






Start 


1 ' 


End 


5332 - 




Name 


OJ990105_01 . 9819 .C6.ol .gs 


Method 


GENSCAN 




Start 


1680 


End 


5332> 




GI 


none 


Score 


.71 




Exons 


1680.. 2831, 4637,. 4702, 5288, 


,5332 






Seq. No. 


22011 


Seq. Id 


OJ990105_01 . 9819 


.C6 


Gene No. 


45776 


Strand 






Start 


5262 


End 


5456 




Name 


OJ990105 01. 9819.C6,ol. tm 


Method 


TBLASTX: Maize 




Start 


1750 


End 


2282 




GI 


none 


Score 


199 




Exons 


1750.. 2055, 1758.. 2036, 2097. 


.2282, 2098.. 2244 




Seq. No. 


22011 


Seq. ID 


OJ990105 01.9819 


.C6 


Gene No. 


45776 


- Strand 






Start 


5262 


End 


5456 




Name 


OJ990105_01 .9819.C6,ol,ts 


Method 


TBLASTX : Soybean 




Start 


1761 


End 


2009 




GI 


none 


Score 


120 




Exons 


17 61.. 2009, 1819.. 1992 








Seq, No. 


22011 


Seq. ID 


OJ990105_01.9819 


.C6 


Gene No. 


45776 


Strand 






Start 


5262 


End 


5456 




Name 


OJ990105_01 , 9819.C6.ol, tw 


Method 


TBLASTX: Wheat 




Start 


1851 


End 


2138 




GI 


none 


Score 


143 




Exons 


1851, .2138, 1852. .2025, 1860. 


,2030 






Seq. No. 


22011 


Seq, ID 


OJ990105_01.9819 


. C6 


Gene No. 


45776 


Strand 






Start 


5262 


End 


5456 




Name 


OJ990105 01.9819.C6,ol.gp 


Method 


AAT/GAP 




Start 


5262 


End 


5456 




GI 


uC-osflcyp033a04bl 


Score 


340 




Exons 


5262., ,5456 








GI Descrip. 


'6016845/cibj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 * 






Seq. No. 


22011 


Seq, ID 


OJ990105_01. 9819 


.C6 


Gene No. 


45776 


Strand 






Start 


5262 


End 


5456 




Name 


OJ990105 01.9819.C6.o2.gp 


Method 


AAT/GAP 




Start 


5262 


End 


5456 




GI 


uC-osflcyp033a04bl 


Score 


339 




Exons 


5262. .5456 








GI Descrip. 


»6016845/clbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No, 


22012 


Seq. ID 


OJ990105_01. 9819 


.07 


Gene No. 


45777 


Strand 


+ 




Start 


276 


End 


710 




Name 


OJ990105 Q1.9819.C7.ol,np 


Method 


AAT/NAP 




Start 


276 


End 


710 





22207 



GI 


4680185 


Score 


413 


Exons 


276. .710 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


22012 


Seq. ID 


OJ990105 


fi^nf^ No 


45777 


Strand * 


+ 


Start 


276 


End 


710 


Name . 


OJ990105 01 9819 C7 ol as 


Mpf hod 


GENSCAN 


Start 


315 


End 


635 


GI 


none 


Score 


.87 


Exons 


315. .635 






Seq. No. 


22012 


Seq. ID 


OJ990105 


Gene No 


45778 


Strand 




Start 


1407 


End 


3207 


Name 


OJ990105 01.9819.C7.o2.as 


Method 


GENSCAN 


Start 


1407 ~ 


End 


3207 


GI 


none 


Score 


.58 


Exons 


1407. .1507, 1647. .1829, 2374. 


.2638, 2751.. 2782, 


Seq. No. 


22013 


Seq. ID 


OJ990105 


Gene No 


45779 


Strand 


+ 


start 


867 


. End 


983 


Name 


OJ990105 01 9819 C8 ol as 


* Method 


GENSCAN 


Start 


8 67 ~ 


End 


983 


GI 


none 


Score 


. 8 


Exons 


867. .983 






Seq. No. 


22014 


Seq. ID 


OJ990105 


Gene No. 


45780 


Strand 




Start 


1 


End 


1206 


Name 


OJ990105 01.9819.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1206 


GI 


5091513 


Score 


441 


Exons 


'1..86, 226. .908, 961. .1206 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


22014 


Seq. ID 


OJ990105 


Gene No . 


45780 


Strand 




Start 


1 


End 


1206 


Name 


OJ990105 01.9819.C9.ol.gs 


Method 


GENSCAN 


Start 


404 - 


End 


814 


GI 


none 


Score 


.87 


Exons 


404. .814 






Seq. No. 


22015 


Seq. ID 


OJ990105 


Genp No 


45781 


Strand 


+ 


Start 


665 


End 


1023 


Name 


OJ990105 01.9819.Cll.ol.tw 


Method 


TBLASTX:! 


Start 


619 


End 


969 


GI 


none 


Score 


94 


Exons 


619. ^831, 832.. 969, 847.. 918, 


903. .962 




Seq. No. 


22015 


Seq. ID 


OJ990105_ 


Gene No. 


45781 


Strand 


+ 


Start 


665 


End 


1023 


Name 


OJ990105 01.9819.Cll.ol.gs 


Method 


GENSCAN 



22208 






Start 


665 


End 


1023 




GI 


none 


Score 


.74 




Exons 


665. ,1023 








Seq. No. 


22016 


Seq. ID 


OJ990105_01.9819.C12 




Gene No. 


45782 


Strand 


+ 




Start 


9684 


End 


19360 




Name 


OJ990105 01.9819.C12.o2.gs 


Method 


GENSCAN 




Start 


9684 


End 


13121 




GI 


none 


Score 


.75 




Exons 


9684.. 9879, 10281 .. 10378 , 10617 .. 10822 , 


- 11763. .11984, 






12137. .12200, 12403. .12541, 


13093. .13121 




Seq. No. 


22016 


Seq. ID 


OJ990105_01.9819.C12 




Gene No. 


45782 


Strand 


+ 




Start 


9684 


End 


19360 




Name 


OJ990105 01.9819.C12.o4.np 


Method 


AAT/NAP 




Start 


12885 


End 


19287 




GI 


4544372 


Score 


1075 




Exons 


12885. .12982, 15956 .. 17153, 


17214. .17606, 17727. .19287 




GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops 






thaliana] 








Seq. No. 


22016 


Seq. ID 


OJ990105_01.9819.C12 




Gene No. 


45782 - 


Strand 


+ 


: ~- 


Start- 


9684 


End 


19360 


, ; ; 


Name 


OJ990105 01.9819.C12.o3.np 


Method 


AAT/NAP 


11 


Start 


15495 


End 


19360 


" "b 


GI 


4417309 


Score 


718 


s 

.1= 


Exons 


15495. .16035, 16133 .. 16279, 


16457. .17251, 17342 .. 18018 , 


zu. 




19316. .19360 






Iz3 


GI Descrip. 


(AC006446) putative retroelement pol polyprotein [Arabidops 


': 1 




thaliana] 






:=| 


Seq. No. 


22016 


Seq. ID 


OJ990105_01.9819.C12 




Gene No. 


45783 


Strand 


+ 




Start 


20858 


End 


22536 


: 


Name 


OJ990105 01.9819.C12.o5.np 


Method 


AAT/NAP 


■ 


Start 


20858 


End 


22536 




GI 


6539588 


Score 


322 




Exons 


20858. .21171, 22474. .22536 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22016 


Seq. ID 


OJ990105_01. 9819.C12 




Gene No. 


45784 


Strand 






Start 


5257 


End 


7015 




Name 


OJ990105 01.9819.C12.ol.np 


Method 


AAT/NAP 




Start 


5257 


End 


7015 




GI 


6907087 


Score 


919 




Exons 


5257.. 5353, 5892.. 6587, 6636 


. .7015 






GI Descrip. 


(AP001129) ESTs C72771(E2215 


) ,AU0,82313 ( 


E2215) correspond to 






region of the predicted gene 


. ; hypothetical protein [Oryza 






sativa] 








Seq. No. 


22016 


Seq. ID 


OJ990105_01. 9819.C12 




Gene No. 


45785 


Strand 






Start 


15501 


End 


15839 



22209 



Name 

Start 

GI 

Exons 



OJ990105_01.9819.C12.o4.ts 

15501 

none 

15501. .15839 



Method TBLASTX : Soybean 
End 15839 
Score 189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22016 
45786 
16411 

OJ990105_01.9819.C12.ol.tw 

16411 

none 

16411. .16470, 16416. .16469, 
16467. .16769, 164 68 .. 16797 , 

22016 
45786 
16411 

OJ990105_01.9819.C12.o2.tm 

16462 

none 

16462. .16680, 16467. .16679 



Seq. No. 22016 

Gene No. .45786 

Start- 16411 

Name OJ990105_01 . 9819 . C12 . ol . tm 

Start 16681 

GI none 

Exons 16681. .16917, 16681 16914 , 
16919. .17104, 16922. .17089, 

Seq. No. 22016 

Gene No. 45786 

Start 16411 

Name OJ990105_01 . 9819 . C12 . o2 . ts 

Start 16828 

GI none 

Exons 16828. .16917, 16913. . 17092, 

Seq. No. 22016 

Gene No. 45787 

Start 18223 

Name . OJ990105_01 . 9819 . C12 . o3 . ts 

Start - ■ . 18223 

GI none 

Exons 18223.. 18504 



Seq. ID OJ990105_01.9819.C12 
Strand 

End 17297 

Method TBLASTX : Wheat 

End 16812 

Score 78 
16451. . 16798, 164 65 .. 16812, 
16712. .16798 

Seq. ID OJ990105_01.9819.C12 
Strand 

End 17297 

Method . TBLASTX : Mai ze 
End 16680 
Score 260 



Seq. ID OJ990105_01.9819.C12 
Strand 

End 17297 

Method TBLASTX: Maize 

End 17141 

Score 324 
16833. .16916, 16894. .1707 9, 
17088. . 17141 

Seq. ID OJ990105_01.9819.C12 
Strand 

End 17297 

Method TBLASTX: Soybean 

End 17297 

Score 86 
17109. .17297, 17153. .17284 

Seq. ID OJ990105_01. 9819.C12 
Strand 

End 18684 

Method TBLASTX: Soybean 

End 18504 

Score 223 



Seq. No. 22016 

Gene No. 45787 

Start 18223 

Name OJ990I05_01. 9819.C12.o3.tw 

Start 18286 

GI none 

Exons 18286. .18450, 18475.. 18579 

Seq. No. 22016 

Gene No. 45787 



Seq. ID OJ990105_01.9819.C12 
Strand 

End 18684 

Method TBLASTX : Wheat 

End 18579 

Score 133 



Seq. ID OJ990105_01.9819.C12 
Strand 



22210 



start 
Name 
Start 
GI 

Exons 



18223 -End 

OJ990105_01 .9819. C12 . o3 . tm Method 

18304 End 

none Score 
18304. .18462, 18460.. 18684 



18684 

TBLASTX: Maize 

18684 

80 



Seq. No. 22016 

Gene No. '45788 

Start 18865 

Name OJ990105_01 . 9819 .012 . o2 . tw 

Start 18865 

GI none 

Exons 18865. .19272, 19008.. 19238 



Seq. ID OJ990105_01.9819.C12 
Strand 

End 19298 

Method TBLASTX: Wheat 

End 19272 

Score 228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22016 
45788 
18865 

OJ990105_01.9819.C12.ol.ts 

19048 

none 



Seq. ID OJ990105_01.9819.C12 
Strand 

End 19298 

Method TBLASTX : Soybean 

End 19298 

Score 247 



19048. .19293, 19048 19215, 19059 19220, 19257.. 19298 



LiJ 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990105_01. 9819.C13 
Strand 

End 1541 

Method AAT/NAP 

End 1541 

Score 1183 



22017 
45789 
1 

OJ990105_01.9819.C13.ol.np 
1 

6721517 
1. .1541 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



22017 
45789 
1 

OJ990105_01 . 98 1 9 . C13 . o2 . tw 

195 

none 

195. .437, 199. .435, 225. .437 



Seq. ID OJ990105_01. 9819.C13 
Strand 

End 1541 

Method ■ TBLASTX: Wheat 

End 4 37 

Score 175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22017 
45789 
1 

OJ990105_01.9819.C13.ol.ts 

201 

none 



Seq. ID OJ990105_01.9819.C13 
Strand 

End 1541 

Method TBLASTX : Soybean 

End 545 

Score 114 



201. .509, 226. .441, 369. .509, 513. .545, 514. .543 



Seq. No. 22017 

Gene No. ■ 45789 

Start 1 

Name OJ990105_01 . 9819 . C13 . ol . gs 
Start '342 

GI ■ none 

Exons 342.. 797 



Seq. ID OJ990105_01.9819.C13 
Strand 

End 1541 
Method GENSCAN 
End ^'797- 
Score .68 



Seq. No. 
Gene No. 



22017 
45789 



Seq. ID OJ990105_01. 9819.C13 
Strand 



22211 



start 


1 


End 


1541 




Name 


OJ990105 01.9819.C13.ol.tm 


Method 


TBLASTX: Maize 




Start ■ 


432 


End 


863 




GI 


none 


Score 


74 




Exons 


432. .863, 439. .633, 645. .824 








Seq. No. 


22017 


Seq. ID 


OJ990105_01.9819. 


C13 


Gene No. 


45789 


Strand 






Start 


1 


End 


1541 




Name 


OJ990105 01.9819.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


486 


End 


972 




GI 


none 


Score 


253 




Exons 


486. .863, 529. .972, 918. .968 








Seq. No. 


22018 


Seq. ID 


OJ990105_01.9819. 


C15 


Gene No . 


45790 


Strand 


+ 




Start 


593 


End 


999 




Name 


OJ990105 01. 9819.C15.ol.gs , 


Method 


GENSCAN 




Start 


593 


End 


999 




GI 


none 


Score 


.88 




Exons , 


593.. 692, 765.. 999 








Seq. No. 


22019 


Seq. ID 


OJ990105_01.9819, 


C17 


Gpnp No 


45791 


Strand 


+ 




Start 


688 


End 


1051 




Name 


OJ990105 01.9819.C17.ol.gs 


Method 


GENSCAN 




Start 


688 


End 


1051 




GI 


none 


Score 


.92 




Exons 


688/. 741, 838.. 1051 








Seq. No. 


22019 


Seq. ID 


OJ990105_01.9819. 


C17 


Gene No. 


45791 


Strand 


+ 




Start 


688 


End 


1051 




Name 


OJ990105 01. 9819.C17,ol.np' 


Method 


AAT/NAP 




Start 


83.8 


End 


1039 




GI 


4680186 


Score 


306 




Exons 


838. .1039 








GI Descrip. 


(AF111709) unknown [Ofyza sativa subsp 


. indica] 




Seq. No. 


22019 


Seq. ID 


OJ990105_01.9819. 


C17 


Gene No. 


45792 


Strand 






Start 


590 


End 


972 




Name 


OJ990105 01.9819.C17.ol.gp 


Method 


AAT/GAP 




Start 


590 


End 


972 




GI 


uC-osflcyp033a04bl 


Score 


660 




Exons 


590. .972 








GI Descrip. 


* 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genom: 




DNA, chromosome 1, clone: P0711E10 ' 






Seq. No. 


22019 


Seq. ID 


OJ990105_01.9819. 


C17 


Gene No. 


45793 


Strand 






Start 


1401 


End 


1862 




Name 


OJ990105 01.9819.C17.o2.gs 


Method 


GENSCAN 




Start 


1401 


End 


1862 




GI 


none 


Score 


.73 




Exons 


1401. .1486, 1814. .1862 









22212 




Seq. No. 


22020 


Seq. ID 


OJ990105_01.9819 


.C18 


Gene No. 


45794 


Strand 






Start 


1 


End 


1457 




Name 


OJ990105_01.9819,C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


. 1457 




GI 


4680179 


Score 


687 ' /s^ 




Exons 


1..22, 200. .490, 524. .1457 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 




Seq. No. 


22020 


Seq. ID 


OJ990105_01.9819 


.C18 


Gene No. 


45794 


Strand 






Start 


1 


End 


1457 




Name 


OJ990105 01.9819.C18.ol.gs 


Method 


GENSCAN 




Start 


412 


End 


997 




GI 


none 


Score 


.58 




Exons 


412. .622, 794. .997 








Seq. No. 


22020 


Seq. ID 


OJ990105_01.9819 


.C18 


Gene No. 


45794 


Strand 






Start 


1 


End 


1457 




Name 


OJ990105 01.9819.C18.o2.tw 


Method 


TBLASTX: Wheat 




Start 


782 


End 


1024 




GI 


none 


Score 


173 




Exons 


782. . 1024 








Seq. No. 


22020 


Seq. ID 


OJ990105_01.9819 


.C18 


Gene No . 


45794 


Strand 






Start 


1 


End 


1457 




Name 


OJ990105 01.9819.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


827 


End 


1128 




GI 


none 


Score 


72 




Exons 


827. .1018, 1034. .1117, 1036.. 


1128 






Seq. No. 


22020 


Seq. ID 


OJ990105__01.9819 


.C18 


Gene No . 


45794 


Strand 






Start 


1. 


End 


1457 




Name 


OJ990105 01.9819.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1033 


End 


1344 




GI 


none " 


Score 


41 




Exons 


1033. .1344, 1034. .1111, 1166. 


.1342 






Seq.- No. 


22021 


Seq. ID 


OJ990105;;:01.9819 


.C19 


Gene No. 


45795 


Strand 


+ 




Start 


1 


End 


175 




Name 


OJ990105 01. 9819.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


175 




GI 


3192686 


Score 


216 




Exons 


1..175 








GI Descrip. 


(AF064539) gp3 [Bacteriophage 


N15] 






Seq. No. 


22021 


Seq. ID 


OJ990105 01.9819 


.C19 


Gene No. 


45796 


Strand 






Start 


131 ' 


End 


1169 




Name 


OJ990105 01.9819.C19.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


987 




GI 


none 


Score 


.82 




Exons 


131. .987 









.22213 



Seq. No. 22021 Seq, ID 

Gene No, 45796 Strand 

Start 131 End 

Name OJ990105_01 . 9819 . C19 . o2 . np Method 

Start 175 End 

GI 3192687 Score 

Exons 175. . 1169 

GI Descrip. (AF064539) gp4 [Bacteriophage N15] 



OJ990105_01.9819.C19 
+ 

1169 
AAT/NAP 
1169 
1455 



Seq. No. 22022 Seq. ID OJ990105_08 . 9819 . CI 

Gene No. 45797 Strand + 

Start 1 End 1144 

Name OJ990105_08 . 9819 .CI . ol . np Method AAT/NAP 

Start 1 End 1141 

GI 6907087 Score 193 

Exons 1..50, 212.. 500, 1040.. 1141 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 22022 

Gene No. 45797 

Start 1 

Name OJ990105_08 . 9819 . CI . ol . gs 

Start 396 

GI none 

Exons 396.. 500, 1040.. 1144 



Seq. ID OJ990105_08.9819.C1 

Strand + 

End 114 4 

Method GENSCAN 

End 1144 

Score .66 



Seq. No. 22022 

Gene No. 45798 

Start 1607 

Name OJ990105_08 . 9819.C1 .ol .gp 

Start 1607 

GI uC-osflcyp033a04bl 

Exons 1607.. 1979 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. ID OJ990105_08.9819.C1 

Strand + 

End 1979 

Method AAT/GAP 

End 1979 

Score 510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22022 
45799 
132 

OJ990105_08. 9819.Cl.o3.np 
132 

1076814 



Seq. ID OJ990105_08.9819.C1 
Strand 

End ■ 4304 

Method AAT/NAP 

End 3993 

Score 588 



132. .220, 2684. .3046, 3890. .3993 

maturase-related protein - maize (fragment) gi 1840925 (U09987) 
maturase-related protein [Zea mays] 



22022 
45799 
132 

OJ990105_08.9819.Cl.o2.np 
1535 
4680186 
1535. .1740, 3466. .3490 

{AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990105_08. 9819.C1 

Strand - 

End ■ 4304 

Method AAT/NAP 

End 3490 

Score 212 



22214 




O ^ > IrtKJ » 


22022 




\jyj ^ ^ yj 1. \j -J 




-7 0 X ^ • 


CI 


Gene No. 


45799 


Strand 










Start 


132 


End 


4304 








Name 


OJ990105 08.9819.Cl.o2.gs 


Method 


GENSCAN 








Start 


2647 


End 


4304 








GI 


none 


Score 


.41 








Exons 


2647. .2762, 2817. .3065, 4229. 


4304 










Seq. No. 


22023 


Seq. ID 


OJ990105 


_08. 


9819. 


C2 


fZpnp No 


45800 


Strand 


+ 








Start 


706 


End 


933 








Name 


OJ990105 08.9819.C2.ol.np 


Metliod 


AAT/NAP 








Start 


706 


End 


933 








GI 


769717 


Score 


388 








Exons 


706. .933 












GI Descrip. 


(D32052) ORF76B [Oryza sativa] 










Seq. No. 






OJ990105_ 


_08. 


9819. 


02 


f^pnfi No 


*3 .J O \J X 


C4- r-;:^ nd 


+ 








Start 


1181 


End 


1429 








Name 


OJ990105_08.9819.C2.o2.np 


Method 


AAT/NAP 








Start 


J. J. O J. 




1429 








GI 


7 fiQ7 1 ft 


Score 


427 








Exons 


J.J.OX. . J.*3^:7 












GI Descrip. 


^n'^2nS2^ ORFR'^ \CS-r\jy^ <^^Y\\t7\\ 












Seq. No. 


99Vi9'\ 


0^(4 . ± U 


OJ990105 


_08. 


9819. 


02 


Gene No 


45802 


Strand 


+ 








Start 


1745 


End 


2017 








Name 


OJ990105 08.9819.C2.o3.np 


Method 


AAT/NAP 








Start 


1745 


End 


2017 








GI 


769719 


Score 


459 








Exons 


1745. .2017 












GI Descrip. 


(D32052) 0RF91 [Oryza sativa] 












Seq. No. 


22023 


Seq. ID 


OJ990105_ 


_08. 


9819. 


02 


Gene No . 


45803 


Strand 


+ 








Start 


4374 


End 


5575 








Name 


OJ990105 08. 9819.C2.o5.np 


Method 


AAT/NAP 








Start 


4374 


End 


5575 








GI 


769721 


Score 


1600 








Exons 


4374. .5575 












GI Descrip. 


(D32052) ORF483 [Oryza sativa] 












Seq. No. 


22023 


Seq. ID 


OJ990105_ 


_08. 


9819. 


02 




45804 


Strand 










Start 


308 


End 


4676 








Name 


OJ990105 08.9819.C2.ol.gs 


Method 


GENSCAN 








Start 


308 


End 


4676 








GI 


none 


Score 


.8 








Exons 


308.. 555, 839. .1028, 2757.. 2806, 3115. 


.3172, 3368.. 


3463, 






4674. .4676 












Seq. No. 


22023 


Seq. ID 


OJ990105_ 


_08. 


9819. 


02 


Gene No. 


45804 


Strand 










Start 


308 


End 


4676 









22215 



Name 


OJ990105_08 . 9819 . C2 . o4 . 


np 


Method 


AAT/NAP 




Start 


2620 




End 


2868 




GI 


769720 




Score 


420 . 




Exons 


2620. .2868 










GI Descrip.. 


(D32052) ORF83B [Oryza 


sativa] 






Seq. No. 


22023 




Seq. ID 


OJ990105 


_08. 98 


Gene No." 


45805 




Strand 






Start 


4596 




End 


5174 




Name 


OJ990105 08. 9819. 02. ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4596 




End 


5174 




GI 


none 




Score 


60 




Exons 


4596. .4673, 4652. .4765, 


4653. , 


4826, 4874.. 5140, 


4875. 


Seq. No. 


22024 




Seq. ID 


OJ990105 


_08.98 


Gene No. 


45806 




Strand 


+ 




Start 


157 




End 


719 




Name 


OJ990105 08.9819.C3.ol. 




Method 


AAT/NAP 




Start 


157 




End 


719 




GI 


769721 




Score 


562 




Exons 


157. .719 










GI Descrip. 


(D32052) ORF483 [Oryza 


sativa] 








Seq. No. 


22024 




Seq. ID 


OJ990105 


_08.98 


Gene No. 


45807 




Strand 


+ 




Start 


2881 




End 


3529 




Name 


OJ990105 08.9819.C3.o2. 


no 


Method 


AAT /NAP 




Start 


2881 




End 


3529 




GI 


769722 




Score 


415 




Exons 


2881. .3529 










GI Descrip. 


(D32052) ORF224 [Oryza 


sativa ] 








Seq. No. 


22024 




Seq. ID 


OJ990105 


_08.98 


Gene No. 


45808 




Strand 






Start 


2503 




End 


2676 




Name 


OJ990105 08.9819.C3.ol. 


gs 


Method 


GENSCAN 




Start 


2503 




End 


2676 ' 




GI 


none 




Score 


.98 




Exons 


2503.. 2676 










Seq. No. 


22025 




Seq. ID 


OJ990105 


_08.98 


Gene No. 


45809 




Strand 


+ 




Start 


1833 




End 


5043 




Name 


OJ990105 08.9819.C6.o2. 


y ^ 


Method 


GENSCAN 




Start 


1833 




End 


5043 




GI 


none 




Score 


.67 




Exons 


1833. .1860, 3846. .4056, 


4290. . 


4430, 4505. .4616, 


4900. 


Seq. No. 


22025 




Seq. ID 


OJ990105 


_08.98 


Gene No. 


45810 




Strand 






Start 


3773 




End 


9914 




Name 


OJ990105 08.9819.C6.ol. 


np 


Method 


AAT/NAP 




Start 


3773 




End 


4597 




GI 


3980178 




Score 


1145 




Exons 


3773. .4597 










GI Descrip. 


(X72616) ORFx [Arabidopsis thaliana] 







5043 



22216 




Seq. No. 


22025 - 


Seq. ID 


OJ990105_08. 9819.C6 


Gene No. 


45810 


Strand 




Start 


3773 


End 


9914 


Name 


OJ990105 08.9819.C6.o2.np 


Method 


AAT/NAP 


Start 


3790 


End 


9914 


GI 


2583130 


Score 


67 


Exons 


3790.. 3833, 6836.. 6997, 9876 


. .9914 




GI Descrip. 


{AC002387) putative non-LTR 


retroelement reverse transcripi 




[Arabidopsis thaliana] 






Seq. No. 


22025 


Seq. ID 


OJ990105_08.9819.C6 


Gene No, 


45810 


Strand 




Start 


3773 


End 


9914 


Name 


OJ990105 08.9819.C6.ol.gp 


Method 


AAT/GAP 


Start 


4517 


End 


4869 


GI 


427699 


Score 


602 


Exons 


4517. .4869 






Seq. No. 


22025 


Seq. ID 


OJ990105_08.9819.C6 


Gene No. 


45811 


Strand 




Start 


10383, 


End 


10678 


Name 


OJ990i05 08.9819.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


4601 


End 


4777 


GI- 


none 


Score 


45 


Exons 


4601.. 4639, 4602.. 4640, 4622 


..4747, 4628. .4747, 4629. .4754, 




4651. .4761, 4744. .4776, 4751 


. .4777 




Seq. No. 


22025 


Seq. ID 


OJ990105_08.9819.C6 


Gene No. 


45811 


Strand 




Start 


10383 


End 


10678 


Name 


OJ990105 08.9819.C6.o3.np 


Method 


AAT/NAP 


Start 


10383 


End 


10678 


GI 


485862 


Score 


423 


Exons 


10383. .10678 






GI Descrip. 


(X75036) NADH dehydrogenase 


[Triticum 


aestivum] 


Seq. No. 


22026 


Seq. ID 


OJ990105_08.9819.C7 


Gene No. 


45812 


Strand 




Start 


131 


End 


2421 


Name 


OJ990105 08.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


131 


End 


1636 


GI 


485862 


Score 


382 


Exons 


131. .151, 1390. .1636 ' 






GI Descrip. 


(X75036) NADH dehydrogenase 


[Triticum 


aestivum] 



Seq. No. 22026 

Gene No. 45812 

Start 131 

Name . OJ990105_08 . 9819 .07 . ol . 

Start 706 

GI ' none 

Exons 706.. 1014, 1439.. 1561, 

Seq. No. 22027 

Gene No. 45813 

Start 633 

Name OJ990105_08 . 981 9 . C8 . ol . 



Seq. ID- OJ990105_08.9819.C7 
Strand 

End 2421 

gs Method GENSCAN 

End 2421 

Score . 7 . 
1968. .1999, 2267. .2421 

Seq. ID OJ990105_08 . 9819-C8 

Strand + 

End 2971 

gs Method GENSCAN 



22217 




start 


633 . 


End 


2971 


GI 


none 


Score 


.76 


Exons 


633.. 767, 1309.. 1431, 2384.. 


2466, 2570 


..2661, 2739. .2971 


Seq. No. 


• 22027 


Seq. ID 


OJ990105_08*.9819.C8 


Gene No. 


45814 


Strand 


+ 


Start 


6157 


End 


6222 


Name 


OJ990105 08.9819.C8.o2.gp 


Method 


AAT/GAP 


Start 


6157 


End 


6222 


GI 


5607623 


Score 


82 


Exons 


6157. .6222 






GI Descrip. 


287391/dbj ID13111IRICMT15 2. 


Oe-27 Oryza sativa mitochondrial 




rpoB pseudogene 






Seq. No. 


22027 


Seq. ID 


OJ990105_08.9819.C8 


Gene No. 


45815 


Strand 




Start 


170 


End 


3002 


Name 


OJ990105 08.9819.C8.ol.np 


Method 


AAT/NAP 


Start 


170 


End 


3002 


GI 


485862 


Score 


1073 


Exons 


170. ,666, 1977. .2045, 2860.. 


3002 




GI Descrip. 


(X75036) NADH dehydrogenase 


[Triticum 


aestivum] 


Seq. No. 


22027 


Seq. ID 


OJ990105_08.9819.C8 


Gene No. 


45815 


Strand 




Start 


170 vv, - 


End 


3002 


Name 


OJ990105 08.9819.C8.ol.gp ■ 


Method 


AAT/GAP 


Start 


2452 


End 


2850 


GI 


2311928 


Score 


681 


Exons 


2452. .2850 






GI Descrip. 


485861/emb | X75036 | TADNANAD7 


l.Oe-155 T 


.aestivum mitochondria. 




nad7 gene for NADH dehydrogenase subunit 


Seq. No. 


22027 


Seq. ID 


OJ990105_08.9819.C8 


f^pnp No 

\J die V.^ ■ 


45816 


Strand 




Start 


3178 


End 


4501 


Name 


OJ990105 08.9819.C8.o2.gs 


Method 


GENSCAN 


Start 


3178 


End 


4501 


GI 


none ' 


Score 


.72 


Exons 


3178. .3258, 3917. .4063, 4451 


. .4501 




Seq. No. 


22027 


Seq. ID 


OJ990105_08.9819.C8 


die \J . 


45817 


Strand 




Start 


7057 


End 


9482 


Name 


OJ990105 08.9819.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


204 


End 


2963 


GI 


none 


Score 


86 


Exons 


204. .665, 367. .621, 2823. .2963 




Seq. No. 


22027 


Seq. ID 


OJ990105_08.9819.C8 


Gene No. 


45817 


Strand 




Start 


7057 


End 


9482 


Name 


OJ990105 08.9819.C8.o2.np - 


Method 


AAT/NAP 


Start 


5189 


- End 


5618 


GI 


82638 


Score 


725 


Exons 


5189. .5618- * 







GI Descrip. hypothetical 16K protein (nad5 intron) - wheat mitochondrion 

22218 



beq. NO. 




oeq. lu 


\J\j 3-7U1UO UO.^Ol-7 




Gene No. 




C4- -y-a r^H 

otrana 






Start 


7057 


End 


9482 




Name 


OJ990105_08.9819.C8.ol.tc 


Method 


TBLASTX: Cress 




otart 


DU DO 


End 


6338 




GI 


none 


Score 


374 




Exons 


^nCQ CC\CiQ. C'59c; ^n^Q 


.6338, 6070.. 6327 




Seq. No. 


ZZUZ / 


Seq. ID 


OJ990105_08.9819 




Gene No. 


4 00 1 / 


Strand 






btart 


T n R "7 


End 


9482 




Name 


OJ990105 08.9819.C8.o3.np 


Method 


AAT/NAP 




Start 


6073 


End 


6382 






± U / Do 10 


Score 


439 




Exons 


bU / J . . booz 








GI Descrip. 


NADH "dehydrogenase subunit I 


- maize (fragment) 




O « XT *-v 

beq. NO. 




Seq. ID 


OJ990105_08.9819 




Gene No . 


/I C Q 1 T 

40ol / 


Strand 






start 


"7 n R T 

/ uo / 


End 


9482 




Name 


OJ990105 08.9819.C8.o4.np 


Method 


AAT/NAP 




oT,ar L. 


6850 


End 


9482 




GI 


82640 


Score 


2597 




Exons 


6850.. 8421, 9438;. 9482 ~ 








GI Descrip. 


maturase-related protein (nadl intron) 


- wheat mitochondrion 


gi 11334 6111 einb|CAA4 10331 (X57965) initiation unknown [Tritici 




aestivum] 








O n XT 

beq. NO. 


22027 


Seq. ID 


OJ990105_08.9819 


.C8 


Gene No . 


45817 


Strand 






Start 


7057 


End 


9482 




Name 


OJ990105 08.9819.C8.o3.gs 


Method 


GENSCAN 




btart 


7057 


End 


9228 






none 


Score 


.55 




Exons 


7057. .7924, 7985. .8186, 9225. 


.9228 






Seq. No. 


22027 


Seq. ID 


OJ990105_P8. 9819 


.C8 


Gene No . 


45817 


Strand 






Start 


7057 


End 


9482 




Name 


OJ990105 08.9819.C8.ol.tw 


Method 


TBLASTX: Wheat 




brart 


7075 


End 


7482 




T 
bl 


none 


Score 


567 




Exons 


7075. .7482, 7076. .7480 








C « XT 

beq. No. 


22028 


Seq. ID • 


bJ990105_08.9819 


.C9 


Gene No . . 


45818 


Strand 


+ 




Start 


347 


End 


1188 




Name 


OJ990105 08.9819.C9.ol.gs 


Method 


GENSCAN 




Start 


347 


, End 


1188 




GI 


none ' 


Score 


.64 




Exons 


347. .1188 








Seq. No. 


22029 


Seq. ID 


OJ990105_08. 9819 


.CIO 


Gene .No. 


45819 


Strand 


+ 




Start 


210 


End 


1514 




Name 


OJ990105 08.9819.C10.ol.gs 


Method 


GENSCAN 





22219 









start 


210 






none 




EjXons 












oene inu > 






<^1- j;:* T•■^ 


^ X u 




Name 


OJ990105 08.9819.C10.ol 


.np 


Start 


1072 




\J -L 


4 680179 






1 079 1^14 






/API 1 1 70Q\ T-\o1 iTO-rrkh i:i 1 n 
\r\rxxx/u;7/ X y ^x (_ c xii 


1_ yji. y ^ct 




22029 




kjcnc INU • 


4 Sft 1 Q 

4 JO X -7 




Start 


210 




Name 


OJ990105 08. 9819. CIO. ol 


. tw 




1318 




O J. 


none 






1 '^1 ft T c;OQ 1 '^9Q 14Q'^ 




O C 0} • IN U . 






r^oTto Mo 


4 w) O ^ U 






4 7 

4 / 




Name 


OJ990105 08.9819.Cll.ol 


.np 


Start 


47 




GI 


119714 




Exons 


47. .222, 1820. .2328 




GI Descrip. 


EXTENSIN PRECURSOR (CELL WALL 



End 
Score 



1443 
.65 



Seq. ID OJ990105_08.9819;C10 

Strand + 

End 1514 

Method AAT/NAP . 

End 1514 

Score 231 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990105_08. 9819. CIO 
+ 

1514 

TBLASTX: Wheat 

1509 

185 



OJ990105_08. 9819.C11 
+ 

2328 
AAT/NAP 
2328 
149 



gi I 82169 1 pir M S06733 hydroxyproline-rich glycoprotein precursor 



- common tobacco gi | 19867 | emb | CAA32090 | 
1-620) [Nicotiana tabacum] 



(X13885) extensin (AA 



Seq. No. 


22031 




Seq. ID 


OJ990105_08.9819,C12 


Gene No. 


45821 




Strand 




Start 


905 




End 


1117 


Name 


OJ990105 08 


. 9819.C12.ol.gs 


Method 


GENSCAN 


Start 


905 




End 


1117 


GI 


none 




Score 


.57 


Exons 


905. .1117 








Seq. No. 


22032 




Seq. ID 


OJ990105_08. 9819.C13 


Gene No. 


45822 




Strand 




Start 


755 




End 


821 


Name 


OJ990105 08 


. 9819.C13.ol.gs 


Method 


GENSCAN 


Start 


755 




End 


821 


GI 


none 




Score 


.69 


Exons 


755. .821 








Seq. No. 


22033 




Seq. ID 


OJ990105_08.9819.C14 


Gene No. 


■ 45823 




Strand 




Start 


1127 




End 


1224 


Name 


OJ990105 08 


.9819.C14.ol.np 


Method 


AAT/NAP 


Start 


403 




End^ 


577 


GI 


6063554 




. Score 


104 


Exons 


403. .577 








GI Descrip. 


(AP000615) 


ESTs AU075609(C63344) ,C71850 {E04 64) ,C98 611 (E04 64) 



22220 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


22033 




Seq. ID 


OJ990105_08. 


9819. 


C14 


Gene No. 


45823 




Strand 


— 






Start 


1127 




End 


1224 






Name 


OJ990105 08.9819.C14.ol 


.gs 


Method 


GENSCAN 






Start - 


1127 




End 


1224 






GI 


none 




Score 


.43 






Exons 


1127 . . 1224 












Seq. No. 


22034 




Seq. ID 


OJ990105_08. 


9819. 


C19 


Gene No. 


45824 




Strand 


+ 






Start 


986 




End 


3079 






Name 


OJ990105 08.9819.C19.ol 


.gs 


Method 


GENSCAN 






Start 


986 




End 


3079 






GI 


none 




Score 


.79 






Exons 


• 986. .1037/ 2606. .2754, 


2878. 


.3079 








Seq. No. 


22635 




Seq. ID 


OJ990105_08. 


9819. 


C20 


Gene No. 


45825 




Strand 


+ 






Start 


711 




End 


1545 






Name 


OJ990105 08.9819.C20.ol 


.gs 


Method 


GENSCAN- 






Start 


711 . 




End 


1545 






GI 


none 




Score 


.55 






Exons 


711 . .726. 1331. . 1545 












Seq. No. 


22035 




Seq. ID 


OJ990105_08. 


9819. 


C20 


Gene No. 


45826 ' • 




Strand 








Start 


2158 




End 


3263 






Name 


OJ990105 08.9819.C20.ol 


. tm 


Method 


TBLASTXrMaize 




Start 


624 




End 


972 






GI 


none 




Score 


177 






Exons 


624 . . 971, 628 . . 972 












Seq. No. 


22035 




Seq. ID 


OJ990105_08. 


9819. 


C20 


Gene No. 


45826 




Strand 








Start 


2158 




End 


3263 






Name 


OJ990105 08.9819.C20.o2 


.gs 


Method 


GENSCAN 






Start 


2158 




End , 


3263 






GI 


none 




Score 


.77 






Exons 


2158. .2753, 3254. .3263 












Seq. No. 


22036 


. , , - , 


Seq. ID 


OJ990105_08. 


9819. 


C21 


Gene No. 


45827 




Strand 


+ 






Start 


1003 




End 


1860 






Name 


OJ990105 08.9819.C21.ol 


.gs 


Method 


GENSCAN 






Start 


1003 


End 


1843 






GI 


none 




Score 


.77 






Exons 


1003.. 1064, 1627.. 1843 












Seq. No. 


22036 




Seq. ID 


OJ990105_08. 


9819. 


C21 


Gene No. 


45827 




Strand 


+ 






Start 


1003 




End 


1860 






Name 


OJ990105 08.9819.C21.ol 


.np 


Method 


AAT/NAP 






Start 


1190 




End 


1860 






GI 


769722 




Score 


1152 







22221 




Exons 


1190. .1860 












GI Descrip- 


(D32052) ORF224 [Oryza sativa] 










Seq. No. 


22036 


Seq. ID 


OJ990105_ 


08 


9819 


.C21 


Gene No. 


45828 


Strand 


+ 








Start 


1936 


End 


2211 








Name 


OJ990105 08.9819.C21.o2.np 


Method 


AAT/NAP 








Start 


1936 


End 


2211 








GI 


769724 


Score' 


481 








Exons 


1936. .2211 












GI Descrip- 


(D32052) ORF92B [Oryza sativa] 










Seq. No. 


22036 


Seq. ID 


OJ990105_ 


_08 


9819 


.C21 




45829 


Strand 


+ 








Start 


3486 


End 


3921 








Name 


OJ990105 08 9819 C21 o2 as 


Method 


.GENSCAN 








Start 


3486 ~ 


End 


3921 








GI 


none 


Score 


.73 








Exons 


3486 3S63 3838 3921 












Seq. No. 


22036 


Seq. ID 


OJ990105_ 


_08 


9819 


.C21 


Gene No.. 


45830 


Strand 


+ 








Start 


10848 


End 


14758- 








Name 


OJ^QmOS 08 9819 C7\ o7 no 


Method 


AAT/NAP 








Start 


10848 ~ 


End 


14758 








GI 


■J ^ t. M T T 


Score 


867 








Exons 














GI Descrip. 


fAB030?83^ QAG-POL nrerursor 


[Oryza sativa] 








Seq. No. 


22036 


Seq. ID 


OJ990105_ 


_08 


9819 


.C21 


Gene No. 


45831 


Strand 










Start 


1785 


End 


2207 








Name 


OJ990105 08.9819.C21.ol.gp 


Method 


AAT/GAP 








Start 


1785 


End 


2207 








GI 


uC-osflcyp099hl0al 


Score 


746 








Exons 


1785. .2207 












GI Descrip. 


•769724/dbj IBAA06828.il 3 . Oe- 


27 (D32052) ORF92B 


[Oryza 


sativa] 


Seq. No. 


22036 


Seq. ID 


OJ990105_ 


08 


9819 


.C21 


Gene No. 


45832 


Strand 










Start 


3477 


End 


3884 








Name 


OJ990105 08.9819.C21.o3,np.^. 


Method 


AAT/NAP 








Start 


3477 


End 


3884 








GI 


769725 


Score 


745 








Exons 


3477. .3884 












GI Descrip. 


(D32052) ORF136 [Oryza sativa] 










Seq. No. 


22036 


Seq. ID 


OJ990105_ 


_08. 


9819 


.C21 




45833 


Strand 










Start 


4859 


End 


7301 








Name 


OJ990105 08.9819.C21.o3.gs 


Method 


GENSCAN . 








Start 


4859 


End 


7273 








Gi 


none 


Score 


.96 








Exons 


4859. .4995, 5055. .5076, 5258. 


.5296, 7154. .7273 








Seq. No. 


22036 


Seq. ID 


OJ990105_ 


_08, 


9819 


.C21 


Gene No. 


45833 


Strand 











22222 



start 4859 End 7301 

Name OJ990105_08 . 9819 .C21 .o4 .np Method AAT/NAP 

Start 6927 End 7301 

GI 134056 Score 654 

Exons 6927.. 7301 

GI Descrip. MITOCHONDRIAL RIBOSOMAL PROTEIN S12 gi | 100721 | pir | | S17913 
ribosomal protein S12 - rice mitochondrion 

gi I 769727 I dbj IBAA06831.il (D32052) ribosomal protein S12 [Oryza 
sativa] gi I 769735 | dbj | BAA04 795 | (D21251) ribosomal protein S12 
[Oryza sativa] gi 1870717 {M57904) ribosomal protein S12 [Oryza 
sativa] 

Seq. No. 22036 Seq. ID OJ990105_08 . 9819 . C21 

Gene No. 45834 Strand 

Start 7349 End 7813 

Name OJ990105_08 . 9819.C21 , o5 , np Method AAT/NAP 

Start 7349 . End 7813 

GI 100719 Score 808 

Exons 7349.. 7813 

GI Descrip. NADH dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
mitochondrion gi I 769728 | dbj | BAAO 6832 . 1 1 (D32052) NADH 
dehydrogenase subunit 3 [Oryza sativa] gi I 769734 | dbj I BAA04794 | 

(D21251) NADH dehydrogenase subunit 3 [Oryza sativa] gi 1870716 

(M57904) Nad3 protein ' [Oryza sativa] 



Seq. No. 


22036 








Seq. ID 


OJ990105_08.9819.C21 


Gene No. 


45835 








Strand 




Start 


7939 








End 


8014 


Name 


OJ990105 08 


.9819 


.C21.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


6916 








End 


7191 


GI 


none 








Score 


225 


Exons 


6916. .7191, 


6933 


. .7190, 


6935. 


.7111 




Seq. No. 


22036 








Seq. ID 


OJ990105_08.9819.C21 


Gene No. 


45835 








Strand 




Start 


7939 








End 


8014 


Name ■ 


OJ990105 08 


.9819 


.C21.01 


. tm 


Method 


TBLASTX: Maize 


Start 


6922 








End 


7301 


GI 


none 








Score 


240 


Exons 


6922. .7224, 


6933 


. .7301 








Seq. No. 


22036 








Seq. ID 


OJ990105_08.9819.C21 


Gene No. 


45835 








Strand 




Start 


7939 








End 


8014 


Name 


OJ990105 08 


.9819 


.C21.01 


.tc 


Method 


TBLASTX: Cress 


Start 


6927 








End 


7289 


GI 


none 








Score 


257 


Exons 


6927. .7289, 


6928 


. ,7224 








Seq. No. 


22036 








Seq. ID 


OJ990105_08.9819.C21 


Gene No. 


45835 








Strand 




Start 


7939 








End 


8014 


Name 


OJ990105 08 


.9819 


.C21.01 


.ts 


Method 


TBLASTX: Soybean 


Start 


7244 








End 


7640 


GI 


4397510 








. Score 


115 


Exons 


7244. .7639, 


7248 


. .7328, 


7249. 


.7329, 7318.. 7638, 7355. .7639, 




7497. .7640 













22223 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2147784/pir 371081 4.0e-53 NADH dehydrogenase chain 3 - onion 

mitochondrion >gi_151834 4_emb_CAA89850_ {Z49772) NADH 
dehydrogenase subunit 3 [Allium cepa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990105 08.9819.C21 



22036 
45835 
7939 

OJ990105_08 . 9819 . C21 . o6 . np 
7939 
266533 
7939.. 8014 

MITOCHONDRIAL 22 KD PROTEIN (ORF 25) gi | 283013 | pir | | S2687 6 
hypothetical protein 25 (coxIII 5 'region) - rice mitochondrion 
gi|804814|gb|AAA66047.1| (M74241) orf25 [Oryza sativa subsp. 
indica] 



8014 
AAT/NAP 
8014 
83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22036 
45836 
8293 

OJ990105_08.9819.C21.o3.tm 
8293 
none 

8293. .8382, 8294.. 8380, 8377. 



Seq. ID OJ990105_08.9819.C21 
Strand 

End 8429 

Method TBLASTX : Mai ze 

End 8429 

Score 158 

.8400, 8391. .8429, 8391. .8429 

Seq. ID OJ990105_08.9819.C21 
Strand 

End 8 64 5 

Method TBLASTX : Mai ze 

End 8645 

Score 171 
8435. .8554, 8445. .8573, 8446. .8595, 8598. .8645, 



22036 
45837 
8431 

OJ990105_08.9819.C21.o2.tm 
8431 
none 

8431. .8601, 
8600. .8641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22037 Seq. ID OJ990105_08 . 9819 .C22 

45838 Strand + 

1 End 5918 

OJ990105_08 . 9819 . C22 . ol . np Method AAT/NAP 

1 End 5882 

5922631 Score 6177 

1..24, 379. .438, 688. .890, 936. .1507, 1550. .1700, 1827. .2748, 
3355. .5882 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864|dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



22037 
-45838 
1 

OJ990105_08.9819.C22.ol.gs 

391 

none 



Seq. ID OJ990105_08.9819.C22 

Strand + • 

End 5918 

Method GENSCAN 

End 5918 

Score .83 



391. .1445, 1454. .1898, 2074. .2740, 2837. .5918 



22224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22037 
45839 
6234 

OJ990105_08.9819.C22.o2, 

6234 

none 

6234.. 6682, 6755.. 6859, 
7869.. 8052, 8118. .8151, 

22037 
45839 
6234 

OJ990105_08.9819.C22.o2, 

6237 

6691716 

6237.. 6682, 6755.. 6859, 
7899. .8096, 8286. .9161 
(AP0004 92) hypothetical 
gi 1 6691717 | dbj | BAA89397 , 
[Oryza sativa] 



Seq. ID OJ990105_08. 9819.C22 
Strand 

End 9465 
gs Method GENSCAN 

End 94 65 

Score .81 
6932. .7121, 7197. .7384, 7459. .7817, 
8277. .9200, 9288. .9312, 9434. .9465 

Seq. ID OJ990105_08.9819,C22 
Strand 

End 94 65 

np Method AAT/NAP 

End 9161 

Score 2348 
7010. .7121, 7197, .7391, 7568. .7817, 

protein [Oryza sativa] 

1| (AP000570) hypothetical protein 



Seq. No. 


22037 








Seq. ID 


Gene No. 


45840 








Strand 


Start 


11091 








End . 


Name 


OJ990105 08 


19819. 


C22.08 


.tw 


Method 


Start 


1112 








End 


GI 


none 








Score 


Exons 


1112 . . 1381, 


1113. 


. 1436 






Seq. No. 


22037 








Seq. ID 


Gene No. 


45840 








Strand 


Start 


11091 








End 


Name 


OJ990105 08 


.9819. 


C22.06 


.tw 


Method 


Start 


2088 








End 


GI 


none 








Score 


Exons 


2088. .2264, 


2309. 


.2545, 


2313. 


.2543 


Seq. No. 


22037 








Seq. ID 


Gene No. 


45840 








Strand 


Start 


11091 








End 


Name 


OJ990105 08 


.9819. 


C22.01 


. tw 


Method 


Start 


2765 








End 


GI 


none 








Score 


Exons 


2765. .3220, 


2766. 


.3221 






Seq. No. 


22037 








Seq. ID 


Gene No. 


45840 








Strand 


Start 


11091 








End 


Name 


OJ990105 08 


.9819. 


C22.03 


.ts 


Method 


Start 


2805 








End 


GI 


none 








Score 


Exons 


2805. .3029, 


3036. 


.3170 






Seq. No. 


22037 








Seq. ID 


Gene No. 


45840 








Strand 


Start 


11091 








End 


Name 


OJ990105 08 


.9819. 


C22.02 


. tm 


Method 



OJ990105_08.9819.C22 
12331 

TBLASTX: Wheat 

1436 

262 



12331 

TBLASTX: Wheat 

2545 

149 



OJ990105_08.9819.C22 
12331 

TBLASTX: Wheat 

3221 

4 97 



12331 

TBLASTX : Soybean 

3170 

135 



12331 

TBLASTX: Maize 



22225 




start 


2895 








End 


3251 




GI 


none 








Score 


375 




Exons 


2895. .3251, 


2936. 


.3241 










Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819 


.C22 


Gene No . 


45840 








Strand 






Start 


11091 








End 


12331 




Name 


OJ990105 08 


.9819. 


C22.02, 


. tw 


Method 


TBLASTX: Wheat 




Start 


3336 








End 


37 60 




GI 


none . 








Score 


434 




Exons 


3336. .3755, 


3380. 


.3760, 


3401. 


.3760 






Seq. No. 


22037 








Seq. ID 


OJ990105_08. 9819 


.C22 


Gene No . 


45840 








Strand 






Start . 


11091 








End 


12331 




Name 


OJ990105 08 


.9819. 


C22.01, 


. ts 


Method 


TBLASTX : Soybean 




Start 


3414 








End 


3815 




GI 


none 








Score 


315 




Exons 


3414. .3815, 


3431. 


.3574, 


3611. 


.3784 






Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819 


.022 


Gene No . 


45840 








Strand 






Start 


11091 








End 


12331' 




Name 


OJ990105 08 


.'9819. 


C22.03. 


.tm 


Method 


TBLASTX: Maize 




Start 


3482 








End 


3926 . 




GI 


none 








Score 


273 




Exons 


3482. .3736, 


3483. 


.3737, 


3758. 


.3889, 3759.. 3902, 3900.. 3926 


Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819 


.022 


Gene No . 


45840 








Strand 






Start 


11091 








End 


12331 




Name 


OJ990105 08 


.9819. 


C22.07. 


.tw 


Method 


TBLASTX: Wheat 




Start 


3764 








End 


4050 




GI 


none 








Score 


269 




Exons 


3764. .3841, 


3765. 


.4046, 


3900. 


.4031, 3952. .4050 




Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819 


.022 


Gene No . 


45840 








Strand 






Start 


11091 








End 


12331 




Name 


OJ990105 08 


.9819. 


C22.02. 


. ts 


Method 


TBLASTX: Soybean 




Start 


4041 . 








End 


4429 




GI 


none 








Score 


86 




Exons 


4041. .4145, 


4049. 


.4429, 


4185. 


.4427 






Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819 


.022 


Gene No . 


45840 








Strand 






Start 


11091 








End 


12331 




Name 


OJ990105 08 


.9819. 


C22.04. 


, tw 


Method 


TBLASTX: Wheat 




Start 


4050 








End 


4472 




GI 


none 








Score 


414 




Exons 


4050. .4472, 


4058. 


.4462 










Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819 


.022 


Gene No. 


45840 








Strand 






Start 


11091 








End 


12331 




Name 


OJ990105 08 


.9819. 


022. o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4302 








End 


4556 





22226 




GI 


none 








Score 


193 


Exons 


4302 . .4556 












Seq. No. 


22037 








Seq. ID 


OJ990105_08 . 9819.C22 


Gene No. 


45840 








Strand 




Start 


11091 








End 


12331 


Name 


OJ990105_08 


. 9819 


.C22.ol0.tw 


Method 


TBLASTX: Wheat 


Start 


4488 








End 


4787 


GI 


none 








Score 


130 


Exons 


4488 . .4622, 


4647 


. . 4787 








Seq. No. 


22037 








Seq. ID 


OJ990105_08 . 9819.C22 


Gene No. 


45840 








Strand 




Start 


11091 








End 


12331 


Name 


OJ990105_08 


. 9819 


.C22.01. 


tm 


Method 


TBLASTX: Maize 


Start 


4784 








End 


5147 


GI . 


none 








Score 


446 


Exons 


4784 . . 5095/ 


4785 


. . 5108, 


4805 . 


.5119, 5099.. 5146, 5100.. 5147 


Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819.C22 


Gene No. 


45840 








Strand 




Start 


11091 








End 


12331 


Name 


OJ990105_08 . 


. 9819 


.C22.03. 


tw 


Method 


TBLASTX: Wheat 


Start 


4788 








End 


5178 


GI 


none 








Score 


. 420 


Exons 


4788 . . 4946/ 


4790 


. . 5101, 


4791 . 


.5177, 4986. .5177, 4987. .5178 


Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819.C22 


Gene No. 


45840 








Strand 




Start 


11091 








End 


12331 


Name 


OJ990105_08 - 


.9819 


.C22 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


5249 








End 


5522 


GI 


none 








Score 


89 


Exons 


5249. . 5356/ 


5250 


. . 5348/ 


5339. 


.5413/ 5343. .5426, 5436. .5522 


Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819.C22 


Gene No. 


45840 








Strand 




Start 


11091 








End 


12331 


Name 


OJ990105_08 . 


. 9819 


.C22.05. 


tw 


Method 


TBLASTX: Wheat 


Start 


5292 








End 


5906 ' 


GI 


none 








Score 


279 


Exons 


5292 . . 5570, 


5312 


. . 5401, 


5453. 


.5560/ 5625.. 5783, 5769... 5906 


Seq. No. 


22037 








Seq. ID 


OJ990105_08.9819.C22 


Gene No. 


45840 








Strand 




Start 


11091 








End 


12331 


Name 


OJ990105_08 , 


> 9819 


.C22.04. 


tm 


Method 


TBLASTX: Maize 


Start 


5634 








End 


5869 


GI 


none 








Score 


152 


Exons 


5634 . .5786/ 


5765 


. .5869/ 


5766. 


.5867 




Seq. No. 


22037 








Seq. ID 


OJ990105_08. 9819.C22 


Gene No. 


45840 








Strand 




Start 


11091 








End 


12331 


Name 


OJ990105 08. 


,9819 


.C22.09. 


tw 


Method 


TBLASTX: Wheat 


Start 


8751 








End 


9041 


GI 


none 








Score 


213 



22227 






Exons 


8751. .9041 








Seq. No. 


22037 


Seq. ID 


OJ990105_08.9819.C22 




Gens No . 


45840 


Strand 






Start 


11091 


End 


12331 




Name 


OJ990105. 08.9819.C22.o3.gs 


Method 


GENSCAN 




Start 


. 11091 


End 


12331 




GI 


none 


Score 


.96 




Exons 


11091. .11225, 12248.. 12331 








Seq. No. 


22038 


Seq. ID 


OJ990105_08.9819.C23 




Gene No. 


45841 


Strand 


+ 




Start 


1 


End 


1673 




Name 


OJ990105 08.9819.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1123 




GI 


4680179 


Score 


295 




Exons 


1..40, 257. .809, 888. .1123 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


22038 


Seq. ID 


OJ990105_08.9819.C23 




Gene No. 


45841 


Strand 


+ 




Start 


1 


End 


1673 




Name 


OJ990105 08.9819.C23.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1179 




GI 


130582 ' 


Score 


50 


.1 


Exons 


.1..22, 1043. .1179 






:ft 


GI Descrip. 


RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 


hi 




[CONTAINS: PROTEASE ; REVERSE 


TRANSCRIPTASE ; ENDONUCLEASE] 






gi 1 100342 1 pir 1 1 S04273 hypothetical protein - common tobacco 


rl 
*J 




gi| 20045 |emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 




Seq. No. 


22038 


Seq. ID 


OJ990105_08.9819.C23 


i 5 


Gene No . 


45841 


Strand 


+ 




Start 


1 


End 


1673 


"5 
c 


Name 


OJ990105 08.98i9.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


433 


End 


732 




GI 


none 


Score 


224 




Exons 


433.-732, 456. .560 






~5 
If 


Seq. No. 


22038 


Seq. ID 


OJ990105_08.9819.C23 




Gene No . 


45841 


Strand 


+ 




Start 


1 


End 


1673 




Name 


OJ990105 08.9819.C23.ol.tw 


Method 


TBLASTX: Wheat 




Start 


433 


End 


783 




GI 


none 


Score 


269 




Exons 


433. .783, 447. .611 








Seq. No. 


22038 


Seq. ID 


OJ990105_08.9819.C23 




r^pne No 


45841 


Strand 


+ 




Start 


1 


End 


1673 




Name 


OJ990105 08.9819.C23.ol.gs 


Method 


GENSCAN 




Start 


460 


End 


1673 




GI 


none 


Score 


.89 




Exons 


460.. 1206, 1581.. 1673 








Seq. No. 


22039 


Seq. ID 


OJ990105_08.9819.C24 




Gene No. 


45842 


Strand 


+ 



22228 



start 
Name 
Start 
GI 

Exons 



1891 End 2682 

OJ990105_08 . 98 19 . C24 . ol . gs Method GENSCAN 

1891 End 2682 

none Score . 97 
1891. .2682 



.Seq. No. 22039 

Gene No. 45843 

Start 2901 

Name OJ990105_08 . 9819 . C24 . ol . np 

Start 2901 

GI 4680179 

Exons 2901.. 3956, 3984.. 6940, 7510., 
GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 22039 

Gene No. 45843 

Start 2901 

Name OJ990105_08 . 9819 . C24 . o8 . tw 

Start 3107 

GI none 

Exons 3107.. 3304, 3108.. 3305 



OJ990105_08.9819.C24 

+. 

"7595 
AAT/NAP 
7595 
4946 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7595 

sativa subsp. indica] 



Seq. ID OJ990105_08.9819.C24 

Strand + 

End 7595 

Method TBLASTX : Wheat 

End 3305 

Score 215 



Seq. No. 22039- Seq. ID 

Gene No. 45843 Strand 

Start 2901 End 

Name OJ990105_08 . 9819 .C24 .o6.tw Method 

Start 3356 End 

GI none Score 

Exons 3356.. 3529, 3357.. 3707 



OJ990105_08.9819,C24 
+ 

7595 

TBLASTX: Wheat 

3707 

289 



Seq. No. 22039 Seq. ID 

Gene No. 45843 Strand 

Start 2901 End 

Name OJ990105_08 . 9819 . C24 . o5 . tm Method 

Start 3357 End 

GI none Score 

Exons 3357 . . 3662, 3383 . . 3532 



OJ990105_08.9819.C24 
+ 

7595 

TBLASTX: Maize 

3662 

233 



Seq. No. 22039 Seq. ID 

Gene No. 45843 Strand 

Start 2901 End 

Name OJ990105_08 . 98 19 . C24 . o7 . tw Method 

Start 4041 End 

GI none , Score 

Exons 4041.. 4394 



OJ990105_08.9819.C24 
+ 

7595 

TBLASTX: Wheat 

4394 

256 



Seq. No. 22039 Seq. ID 

Gene No. 45843 Strand 

Start 2901 End 

Name OJ990105_08 . 98 19 . 024 . o6 . tm Method 

Start 4398 End 

GI none .Score 

Exons 4398.. 4589, 4436.. 4591 



OJ990105_08.9819.C24 
+ 

7595 

TBLASTX: Maize 

4591 

188 



Seq. No, 
Gene No. 



22039 
45843 



Seq. ID OJ990105_08.9819.C24 
Strand + 



22229 



start 


2901 








Name 


OJ990105 08 


.9819. 


C24.04 


.tw 


Start 


4.526 








GI 


none 








Exons 


4526. .4966, 


4527. 


.5009, 


4530. 


Seq. No. 


22039 








Gene No . 


45843 








Start 


2901 








Name 


OJ990105 08 


.9819. 


C24 .o4 


. ts 


Start 


4563 








GI 


none 








Exons 


4563. .4877 








Seq. No. 


22039 








Gene No . 


45843 








Start 


2901 








Name 


OJ990105 08 


.9819. 


C24 .o4 


.tm 


Start 


4592 








GI 


none 








Exons 


4592.. 5029, 


4596. 


.5039 




Seq. No. 


22039 








Gene No. 


45843 








Start 


2901 








Name 


OJ990105 08 


.9819. 


C24.01 


. ts 


Start 


4950 








GI 


none 








Exons 


4950. .4982/ 


4950. 


.4982, 


4986. 




5102. .5335 








Seq. No. 


22039 








Gene No. 


45843 








Start 


2901 








Name 


OJ990105 08 


.9819. 


C24.02 


.np 


Start 


5097 








GI 


485862 








Exons 


5097. .5118, 


7033. 


.7293 





End 

Method 

End 

Score 



7595 

TBLASTX: Wheat 

5010 

535 



Seq. ID OJ990105_08.9819.C24 

Strand + 

End 7595 

Method TBLASTX : Soybean 

End 4877 

Score 198 



Seq. ID OJ990105_08.9819.C24 

Strand + 

End 7595 

Method TBLASTX : Mai ze 

End 5039 

Score 373 



Seq. ID OJ990105_08.9819.C24 

Strand + 

End 7595 

Method TBLASTX : Soybean 

End 5345 

Score 57 



Seq. ID OJ990105_08. 9819.C24 

Strand + 

End 7595 

Method AAT/NAP 

End 7293 

Score 188 



GI Descrip. (X75036) NADH dehydrogenase [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 
Seq. No. 



22039 
45843 
2901 

OJ990105_08 . 9819. C24 . o5 . tw 

5097 

none 

5097.. 5327, 5099.. 5326 

22039. 
45843 
2901 

OJ990105_08 . 9819 . C24 . o2 . tm 

5247 

none 



Seq. ID OJ990105_08. 9819.C24 

Strand + 

End 7595 

Method TBLASTX : Wheat 

End 5327 

Score 321 



Seq. ID OJ990105_08.9819.C24 

Strand + 

End . 7595 

Method TBLASTX: Maize 

End 5681 

Score 38 



5247. .5279, 5277. .5648, 5294. .5617, 5640. .5681 

22039 Seq. ID OJ990105_08 . 9819 . C24 



22230 



Gpne No 


45843 








Start 


2901 








Name 


OJ990105 08 


. 9819. 


C24 .o3 


.tw 


Start 


5330 








GI 


none 








Exons 


5330. .5425, 


5331. 


.5744, 


5444. 


Seq. No. 


22039 








Gene No . 


45843 








Start 


2901 








Name 


OJ990105 08 


.9819. 


C24.03 


.ts 


Start 


5367 








GI 


none 








Exons 


5367. .5615 








Seq. No. 


22039 










45843 








start 


2901 








Name 


OJ990105 08 


. 9819. 


C24 .o2 


.tw 


Start 


5851 








GI 


none 








Exons 


5851. . 6354, 


5997. 


.6047, 


6099. 


Seq. No. 


22039 








f!cinp No 


45843 








start 


2901 








Name 


OJ990105 08 


.9819. 


C24.01 


.tc 


Start 


6052 








GI 


none 








Exons 


6052. .6234, 


6235. 


.6378, 


6237. 


Seq. No. 


22039 








Gene No . 


45843 








Start 


2901 








Name 


OJ990105 08 


.9819. 


C24.02 


.ts 


Start 


6142 








GI 


none 








Exons 


6142. .6402, 


6153. 


.6401 




Seq. No. 


22039 








Gene No 


45843 








Start 


2901 








Name 


OJ990105 08 


.9819. 


C24.03 


.tm 


Start 


6201 








GI 


none 








Exons 


6201. .6488, 


6201. 


.6488, 


6202. 


Seq. No. 


22039 








Gene No. 


45843 








Start 


2901 








Name 


OJ990105 08 


.9819. 


C24.01 


.tw 


Start 


6361 








GI 


none 








Exons 


6361. .6939, 


6420. 


.6869 





Strand 
End 

Method 

End 

Score 



+ 

7595 

TBLASTX: Wheat 

5744 

576 



.5728, 5512.. 5742 

Seq. ID OJ990105_08.9819.C24 

Strand + 

End 7595 

Method TBLASTX : Soybean 

End 5615 

Score 206 



Seq. ID OJ990105_08.9819.C24 

Strand + 

End 7 595 

Method TBLASTX : Wheat 

End 6354 

Score 606 
.6350 

Seq. ID OJ990105_08.9819.C24 

'Strand + . 

End 7595 

Method TBLASTX : Cress 

End 6378 

Score 90 
.6377 

Seq. ID OJ990105_08.9819.C24 

Strand + 

End 7595 

Method TBLASTX : Soybean 

End 6402 

Score 301 



Seq. ID OJ990105_08.9819.C24 

Strand + 

End 7595 

Method TBLASTX: Maize 

End 64 92 

Score 152 
.6492, 6334. .6489 

Seq. ID OJ990105_08. 9819.C24 

Strand + 

End 7595 

Method TBLASTX : Wheat 

End 6939 ' 

Score 664 



Seq. No. 
Gene No. 



22039 
45843 



Seq. ID OJ990105_08.9819.C24 
Strand + 



22231 



start 
Name 
Start 
GI 

Exons 



2901 

OJ990105_08.9819.C24.ol.tm 

6540 

none 

6540.. 6695, 6541.. 6702, 6555. 
6859. .6924 



End 

Method 

End 

Score 



7595 

TBLASTX: Maize 

6939 

230 



.6704, 6699.. 6872, 6700.. 6939, 



Seq. No. 22040 Seq. ID 

Gene No. 45844 Strand 

Start 1709 End 

Name OJ990105_08 . 9819 . C25 . ol . gs Method 

Start 1709 End 

GI none Score 

Exons 1709.. 1976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22041 Seq. ID 

45845 Strand 

3754 End . 

OJ990105_08 . 9819 . C26 . ol . np Method 
3754 . End 

5091604 Score 
3754. .3946, 5430. .5461 
(AC007858) 10A19I.8 [Oryza sativa] 

22041 Seq. ID 

45845 Strand 
3754 End 
OJ990105_08. 9819.C26.ol.gs Method 
3766 End 
none Score 
3766.. 4022, 4392.. 4406, 5337.. 5409 

22041 Seq. ID 

45846- Strand 

5379 End 

OJ990105_08 . 9819 . C2 6 . ol . tm Method 

3748 End 

none Score 
3748. .3942, 3765. .3887 

22041 Seq. ID 

45846 Strand 
5379 End 
OJ990105_08.9819.C26.ol.ts Method 
3757 End 
none Score 
3757. .3942, 3762. .3884 

22041 Seq. ID 

45846. Strand 

5379 " ^ End 

OJ990105_08 . 98 19 . C2 6 . o2 . np Method 

5379 ' End 

769720 Score 
5379. .5628 

(D32052) ORF83B [Oryza sativa] 



OJ990105_08.9819.C25 
+ 

1976 
GENSCAN 
1976 
.56 



OJ990105_08.9819.C26 
+ 

5461 
AAT/NAP 
5461 
189 



OJ990105_08.9819.C26 
+ 

5461 
GENSCAN 
5409 
.47 



OJ990105_08.9819.C26 
+ 

5628 

TBLASTX: Maize 

3942 

235 



OJ990105_08.9819.C26 
+ 

5628 

TBLASTX : Soybean 

3942 

238 



OJ990105_08.9819.C26 
+ 

5628 
AAT/NAP 
5628 
295 



22232 



Seq. No. 22042 

Gene No. 45847 

Start 629 

Name OJ990105_08 . 9819 . C27 . ol . gs 

Start 629 

GI none 
Exons 



Seq. ID OJ990105_08.9819.C27 

Strand + 

End 2235 

Method GENSCAN 

End 1761 

Score .69 



629. .866, 922. .954, 1341. .1582, 1723. .1761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



22042 
45847 
629 

OJ990105 
1382 
124197 
1382. .1617, 
TRANSLATION 



08.9819.C27.o3.np 



Seq. ID OJ990105_08.9819.C27 
Strand + 
End 2235 
Method AAT/NAP 
End 2235 
Score 263 

2203. .2235 

INITIATION FACTOR IF-1, CHLOROPLAST 
gi|72885|pir| IFIRZl translation initiation factor IF-1 - rice 
chloroplast gi i 12021 | emb | CAA33930 | (X15901) initiation factor 1 
[Oryza sativa] gi | 226642 |prf | | 1603356BR initiation factor 1 
[Oryza sativa] gi | 227785 |prf| | 1711263A initiation factor 1 
[Oryza sativa] 



Seq. No. 22042 ' Seq. ID 

Gene No. 45848 Strand 

Start 1147 End 

Name OJ990105_08 . 9819 . C27 . ol . tm Method 

Start 983 End 

GI none Score 

Exons 983.. 1303, 998.. 1171, 999.. 1304, 1243. 
1416. .1598, 1418. .1600 



OJ990105 08.9819.C27 
2235 

TBLASTX: Maize 

1600 

179 

.1305, 1416. .1598, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22042 



45848 Strand 

1147 End 

OJ990105_08 . 9819 . C27 . ol . ts Method 

998 End 

none Score 
998. .1066, 999. .1187, 1000. .1065, 1100. 
1194. .1421, 1205. .1417 



Seq. ID OJ990105_08.9819.C27 



2235 

TBLASTX : 'Soybean 

1421 

79 

.1126, 1143. .1208, 



Seq. No. 22042 

Gene No. 45848 

Start 1147 

Name OJ990105_08 . 9819 . C27 . ol . tw 

Start 1093 

GI none 
Exons 



Seq. ID OJ990105_08.9819.C27 
Strand 
End 

Method 
End 
Score 



2235 

TBLASTX: Wheat 

1423 

60 



1093. .1128, 1093. .1128, 1094. .1132, 1102. .1170, 1112. .1168, 
1114. .1170, 1179. .1421, 1196. .1417, 1217. .1423 



Seq. No. 22042 Seq. ID 

Gene No. 4584 8 ■ Strand 

Start 1147 End 

Name OJ990105_08 . 9819 . C27 . ol . gp Method 

Start 1147 End 

GI 481_1.R1084 Score 

Exons 1147.. 1422 

GI Descrip. ' 132672/sp | P12137 | RK14_0RYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 



OJ990105_08.9819.C27 

2235 
AAT/GAP 
1422 
485 



22233 



PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] ' 



Seq. No. 22042 Seq. ID 

Gene No. 45848 Strand 

Start 1147 End 

Name OJ990105_08 . 9819 .C27 .ol . tc Method 

Start 1167 End 

GI none Score 

Exons 1167.. 1403, 1199.. 1402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990105_08.9819.C27 
2235 

TBLASTX: Cress 

1403 

230 



OJ990105 08.9819.C27 



22042 Seq. ID 

45848 Strand 
1147 End 2235 

OJ990105_08 . 98 19 . C27 . o2 . np Method AAT/NAP 
1208 End 2235 

132672 Score 321 

1208. .1418, 2214. .2235 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L14 gi | 71224 | pir | | R5RZ14 
ribosomal protein L14 - rice chloroplast gi 1 12023 | emb | GAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi|226644|prf I I1603356BU ribosomal protein L14 [Oryza sativa] 



22043 Seq. ID 

45849 Strand 

57 4 End 

OJ990105_08 . 9819 . C28 . ol . gp Method 

574 End 

10569_1.R1084 Score 
574. .718 

• 11957/emb 1X15901 1 CHOSXX l.Oe-145 Rice complete chloroplast 
genome ' 



OJ990105_08.9819.C28 
+ 

718 

AAT/GAP '''r . 

718 
229 



Seq. No. 


22043 








Seq. ID 


OJ990105_08.98 


Gene No. 


45850 








Strand 




Start 


763 








End 


948 


Name 


OJ990105 


08.9819.C28 


.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


578 








End 


734 


GI 


none 








Score 


223 


Exons 


578. .718, 


579. .734, 


627 


. .719 






Seq. No. 


22043 








Seq. ID 


OJ99Q105_08. 98 


Gene No. 


45850 








Strand 




Start 


763 








End 


948 


Name 


OJ990105 


08.9819.C28 


.ol 


.gs 


Method 


GENSCAN 


Start 


763 








End 


948 


GI 


none 








Score 


.48 


Exons 


763. .795, 


851. .948 










Seq. No. 


22044 








Seq. ID 


OJ990105_08.98 


Gene No. 


45851 








Strand 


+ 


Start 


355 








End 


1169 


Name 


OJ990105 


08.9819.C29 


.ol 


. gs 


Method 


GENSCAN 


Start 


355 








End 


1169 


GI 


none 








Score 


.53 



22234 



Exons 



355, .459, 846. .1169 



Seq. No. 22044 
Gene No. 45852 
Start 388 

Name OJ990105_08 . 9819.C29.ol .np 

Start 388 
GI 6907087 
Exons 388.. 490, 1030.. 1199 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990105_08.9819.C29 
Strand 

End 1199 

Method AAT/NAP 

End 1199 

Score * 209 



Seq. No. 22045 

Gene No. 45853 

Start 443 

Name OJ990105_08 . 9819 .C32 . ol . gs 

Start 443 

GI none 

Exons 443.. 1480 



Seq. ID OJ990105_08.9819.C32 
Strand 

End 1480 

Method GENSCAN 

End 1480 

Score .48 



Seq. No. 22046 

Gene No. 45854 

Start ' 1 ' ■ 

Name OJ990105_08 . 9819 . C33 . ol . np 

Start 1 

GI 4680179 

Exons 1..788 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990105_08.9819.C33 

Strand + 

End 788 

Method AAT/NAP 

End 788. 

Score 961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22046 
45855 
1 

OJ990105_08.9819.C33.o2.np 
1 

5852179 



Seq. ID OJ990105_08.9819.C33 
Strand 

End 2055 

Method AAT/NAP 

End 2055 

Score 183 



1..81, 1420. .1734, 1809. .2055 
(AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

' Exons 



22046 
45855 
1 

OJ990lb5_08 . 9819.C33.ol.tm 
37 

none 



Seq. ID OJ990105_08.9819.C33 
Strand 

End 2055 

Method TBLASTX : Mai ze 

End 548 

Score 90 

37. .114, 44. .112, 121. .306, 135. .305, 311. .406, 391. .423, 
425. .499, 513. .548 



Seq.* No. 2204 6 

Gene No. ^ 45855 

Start ' 1 . . 

Name OJ990105_08 . 9819 . C33 . ol . tw 

Start 37 
GI none 

Exons 37.. 303, 135.. 302, 308.. 406 



Seq. ID OJ990105_08.9819.C33 
Strand 

End 2055 

Method TBLASTX : Wheat 

End 406 

Score 255 



Seq. No. 



22046 



Seq. ID OJ990105_08.9819.C33 



22235 



Gene No. 45855- Strand 

Start 1 End 2055 

Name OJ990105_08 . 9819.C33.ol .gs Method GENSCAN 

Start 125 End 1916 

GI none Score . 64 

Exons 125.. 228, 551.. 688, 747.. 812, 1100.. 1916 



Seq. No. 22046 Seq. ID 

Gene No. 45855 Strand 

Start 1 End 

Name OJ990105_08 .9819. C33 . o2 . tw Method 

Start 425 End 

GI none Score 

Exons 425.. 499, 512.. 691, 513.. 692 



OJ990105_08.?819.C33 
2055 

TBLASTX: Wheat 

692 

83 



Seq. No. 22047 Seq. ID 

Gene No. 45856 Strand 

Start 195 End 

Name OJ990715_07. 9819.C2.ol.gs Method 

Start 195 End 

GI none Score 

Exons 195.. 335 



OJ990715_07.9819.C2 
+ 

335 

GENSCAN 

335 

.57 



Seq. No. 22048 Seq. ID 

Gene No. - 45857 Strand 

Start 1 End 

Name OJ990715_07 . 9819. 03 . ol . np Method 

Start 1 End 

GI 5902446 . Score 

Exons 1 . . 437 

GI Descrip. (AB030283) orf5 [Oryza sativa] 

Seq. No. 22048 Seq. ID 

Gene No. 45857 Strand 

Start 1 End 

Name OJ990715_07 . 9819 . C3 . ol . gs Method 

Start 4-6 End 

GI none Score 

Exons 4 6.. 369 



OJ990715_07-.9819.C3 
+ 

437 

AAT/NAP 

437 

685 



OJ990715_07.9819.C3 
+ 

437 

GENSCAN 

369 

.74 



Seq. No. 22049 

Gene No. 45858 

Start , 995 

Name OJ990715_07 . 9819.C6.ol . tw 

Start 397 

GI none 

Exons 397.. 507, 398.. 508, 516.. 572, 



Seq. ID- OJ990715_07.9819.C6 
Strand 

End 2454 

Method TBLASTX : Wheat 

End 64 5 

Score 55 

522. .566, 573. .644, 577. .645 



Seq. No. 22049 

Gene No. 45858 

Start 995 

Name OJ990715_07 . 9819 . C6 . ol . gs 

Start 995 

GI none 

Exons "995;.1445, 1931.. 2454. 



,Seq. ID OJ990715_07.9819.C6 
Strand 

End 2454 

Method GENSCAN 

End 2454 

Score .97 



Seq. No. 



22049 



Seq. ID OJ990715_07.9819.C6 



22236 




Gene No. 


45858 




Strand 




Start 


995 




End 


2454 


Name 


OJ990715 07 


.9819.C6.ol.np 


Method 


AAT/NAP 


Start 


1001 




End 


2391 


GI 


6911845 




Score 


535 


Exons 


1001. .1487, 


1931. .2391 






GI Descrip. 


(AL138649) 


sulfotransf erase- 


like protein [Arabidopsis thaliana] 


Seq. No. 


22049 




Seq. ID 


OJ990715_07.9819.C6 


fjpnp No 


45858 




Strand 




Start 


995 




End 


2454 


Name 


OJ990715 07 


.9819.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


1004 




End 


1426 


GI 


none 




Score 


73 


Exons 


1004. .1126, 


1026.. 1121, 1028 


..1141, 1122. .1271, 1148. .1426 


Seq. No, 


22049 




Seq. ID 


OJ990715 07. 9819. C6 


Gene No- 


45858 




Strand 




Start 


995 




End 


2454 


Name 


OJ990715 07 


.9819.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1112 




End 


1360 


GI 


none 




Score 


97 


Exons 


- 1112. .1360, 


1143. .1271 






Seq. No. ' 


-2204 9 . 




Seq. ID^' 


G J9 907 15_0:7 .' 98 1 9 . C 6 • 


Cpnp No 


'45858 




• Strand 




Start 


995 




End 


2454 


Name 


OJ990715 07 


.'9819.C6.ol.gp 


Method 


AAT/GAP 


Start 


2000 




End 


2399 


GI 


2428038 




Score 


738 


Exons 


2000. .2399 








Seq. No. 


22049 




Seq. ID 


OJ990715_07.9819.C6 


Gene No. 


45858 




Strand 




Start 


995 




End 


2454 


Name 


OJ990715 07 


. 9819.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


2083 




End 


2454 


GI 


none 




Score 


114 


Exons 


2083. .2241, 


2083.. 2226, 2188 


..2376, 2197.. 2313, 2323.. 2394, 




2356. .2454, 


2396. .2419 






Seq. No. 


22050 




Seq. ID 


OJ990715_07.9819.C7 


Gene No. 


45859 




Strand 


+ 


Start 


5108 




End 


15245 


Name 


OJ990715 07 


. 9819.C7 .ol.np 


Method 


AAT/NAP 


Start 


5108 




End 


11973 


GI 


4680183 • 




Score 


4001 


Exons 


5108. .7590, 


11116. .11158, 11246. .11632, 


11826. .11973 


GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


22050 




Seq. ID 


OJ990715_07.9819.C7 


Gene No. 


45859 




Strand 


+ 


Start 


5108 




End 


15245 


Name 


OJ990715 07 


. 9819.C7 .o2.np 


Method 


AAT/NAP 


Start 


11761 




End 


15245 


GI 


4680180 




Score 


2600 


Exons 


11761. .13507, 15140. .15245 







22237 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 






Seq. No. 


22050 


Seq. ID 


OJ990715_ 


07. 


9819 


.C7 




45860 


Strand 


+ 








Start 


19678 


End 


25803 








Name 


OJ990715 07.9819.C7.o4.gs 


Method 


GENSCAN 








Start 


1.9678 


End 


25803 








GI 


none 


Score 


.65 








Exons 


19678. .22598, 22695.-24327, 24427.. 25803 








Seq. No, 


22050 


Seq. ID 


OJ990715_ 


07. 


9819 


.C7 


Gene No. 


45860 


Strand 


+ 








Start 


19678 


End 


25803 








Name 


OJ990715 07 . 9819.C7 . o6 .np 


Method 


AAT/NAP 








Start 


19678 ~ 


End 


22611 








GI 


5902444 


Score 


4921 








Exons 


19678 22611 












GI Descrip. 


fAB030283) GAG-POL orecursor 


[Oryza sativa] 








Seq. No. 


22050 


Seq. ID 


OJ990715_ 


07. 


9819 


.C7 


Gene No. 


45860 


Strand 


+ 








Start 


19678 


End 


25803 








Name 


OJ990715 07.9819.C7.o7.np 


Method 


AAT/NAP 








Start 


22678 


End 


25772 








'GI'.;' • 


5902445' ' * ' 


Score - 


. 5304 








Exons 


22678. .25772 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


22050 


Seq. ID 


OJ990715_ 


07. 


9819 


.C7 


Gene No. 


45861 


Strand 










Start 


13820 


End 


16740 










OJ990715 07.9819.C7.o2.gs 


Method 


GENSCAN 








start 


13820 


End 


16740 








GI 


none 


Score 


.87 








Exons 


13820. .14271, 14345. .14460, 14667 .. 14710, 14785. 


.14984, 






15050. .15252, 154 82 .. 15702, 15858 .. 15979, 15992. 


.16192, 






16419. .16740 












Seq. No. 


22050 


Seq. ID 


OJ990715_ 


_07. 


9819 


.C7 


Gene No. 


45861 


Strand 










Start 


13820 


End 


16740 








Name 


OJ990715 07.9819.C7.o3.np • 


Method 


AAT/NAP 








Start 


13823 


End 


14285 








GI 


5902446 


Score 


591 








Exons 


13823.. 14285 












GI Descrip. 


(AB030283) orf5 [Oryza sativa 


] 










Seq. No. 


22050 


Seq. ID 


OJ990715_ 


07. 


9819 


.C7 


Gene No. 


45861 


Strand 










Start 


13820 


End 


16740. 








Name 


OJ990715 07.9819.C7.o4.np 


Method 


AAT/NAP 








Start 


15015 


End 


15759' 








GI 


5902447 


Score 


479 








Exons 


15015.. 15759 












GI Descrip. 


(AB030283) orf4 [Oryza sativa] 










Seq. No. 


22050 ' 


Seq. ID 


OJ990715_ 


07. 


9819 


.07 



22238 



Gene No. 45861 Strand 

Start 13820 End 16740 

Name OJ990715_07 . 9819 . C7 . o5 . np Method AAT/NAP 

Start 15849 End 16740 

GI 5902448 Score 1461 

Exons 15849.. 16740 

GI Descrip. {AB030283) orf3 [Oryza sativa] 



Seq. No. 22050 Seq. ID 

Gene No. 45862 Strand 

Start 18238 End 

Name OJ990715_07 . 9819.C7 . o3. gs Method 

Start 18238 End 

GI none Score 

Exons 18238. .18780 



OJ990715_07.9819.C7 

18780 
GENSCAN 
18780 
.96 



Seq. No. 


22050 




Seq. ID 


OJ990715_07.9819 


.C7 


Gene No. 


45863 




Strand 






Start 


26090 




End 


41380 




Name 


OJ990715 07. 


9819.C7.o7.tw 


Method 


TBLASTX: Wheat 




Start 


6408 




End 


21369 




GI 


none 




Score 


297 




Exons 


6408. .6677, 


6409.. 6810, 20967 


. .21236, 


20968. .21369 




Seq. No. 


"22050 




Seq. ID 


OJ990715_07.9819 


.07 • 


Gene No. 


45863 




Strand 






Start 


26090 




End 


41380 




Name 


OJ990715 07. 


9819.C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7390 




End 


22403 




GI 


none 




Score 


147 




Exons 


7390. .7566, 


7611.. 7754, 7615. 


.7794, 7903. .7935, 21946.. 


22122, 




22009. .22122 


, 22165. .22401, 22170.. 22403 





Seq. No. 


22050 




Seq.„ .ID 


OJ990715_07.9819. 


07 


Gene No. 


45863 




Strand 






Start 


26090 




End 


41380 




Name 


OJ990715 07. 9819. C7 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


11097 




End 


23079 




GI 


none 




Score 


486 




Exons ' 


11097. .11552, 11098 


. .41553, 


22623. .2307 


8, 22624.. 23079 




Seq. No. 


22050 




Seq. ID 


OJ990715_07.9819. 


07 


Gene No. 


45863 




Strand 






Start 


2609.0 




End 


41380 




Name 


OJ990715 07. 9819. C7 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11137 




End 


23028 




GI 


none 




Score 


125 




Exons 


11137. .11361, 11368 


. .11502, 


22663. .2288 


7, 22894. .23028 




Seq. No. 


22050 




Seq. ID 


OJ990715_07.9819. 


07 


Gene No. 


45863 




Strand 






Start 


26090 




End 


41380 " 




Name 


OJ990715 07.9819.07 


. o'2 . tm 


Method 


TBLASTX: Maize 




Start 


11226 




End 


23109 




GI 


none 




Score 


364 




Exons 


11226. .11573, 11227 


. .11583, 


22753. .2310 


9, 22794. .23099 





22239 




Seq. No. 


22050 




Seq. ID 


OJ990715_07.9819. 


C7 


Gene No. 


45863 




Strand 








26090 




End 


41380 




Name 


OJ990715 07. 9819. C7. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11668 




End 


23618 




GI 


none 




Score 


402 




Exons 


11668.. 12087, 11766. 


.12092, 


23194. .23613, 23238 .. 23618 , 






23241. .23618 










Seq. No. 


22050 




Seq. ID 


OJ990715_07. 9819. 


C7 


Gene No. 


45863 




Strand 






Start 


26090 




End 


41380 




Name 


OJ990715 07.9819. C7. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11716 




End 


23673 




GI 


none 




Score 


290 




Exons 


11716. .12147, 11763. 


.11906, 


11779, .12060, 23272. .23673, 






23289. .23432, 23.469. 


.23639 








Seq. No. 


22050 




Seq. ID 


OJ990715_07,9819. 


C7 


Gene No. 


45863 




Strand 






Start 


26090 




End 


41380 




Name 


OJ99071S 07 9fil9 CI 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


11814 




End 


23784 




GI. 


none 




Score 


273 




Exoris . . ' 


• 11814. .12068, 11815. 


.12069, 


11815. .12069> 12061; .12222, 






12232. .12258, 23340. 


.23594, 


23341. .23595, 23616 .. 23747 , 






23617. .23760, 23758. 


.23784 








Seq. No. 


22050 




Seq. ID 


OJ990715_07,9819. 


C7 


Gene No. 


45863 




Strand 






Start 


26090 




End 


41380 




Name 


OJ990715 07. 9819. C7. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


12097 




End 


23904 




GI 


none 




Score 


267 




Exons 


12097. .12378, 12106. 


,12204, 


12286,-12381, 23622,-23699, 






23623; .23904, 23758. 


,23892 








Seq. No. 


22050 




Seq. ID 


OJ990715_07.9819. 


C7 


Gene No. 


45863 




Strand 






Start 


26090 




End 


41380 




Name 


OJ990715 07. 9819. C7. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


12373 




End 


24287 




GI 


none 




Score 


87 




Exons 


12373. .12477, 12381. 


.12467, 


12513- .12761, 12517. .12669, 






23899, .24285, 23907. 


.24287 








Seq. No. 


22050 




Seq. ID 


OJ990715_07.9819. 


C7 




*1 J O U J 




Strand 






Start 


26090 




End 


41380 




Name 


OJ990715 07. 9819. C7. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12382- 




End 


24330 




GI 


none 




Score 


335 




Exons 


12382. .12804, 12387. 


.12806, 


23908. .24330, 23916.. 24320 




Seq. No. 


22050 




Seq. ID 


OJ990715_07-9819. 


C7 


Gene No. 


45863 




■ Strand 






Start 


26090 




End 


41380 





22240 



Name 

Start 

GI 

Exons 



OJ9907 15_07 , 98 1 9 , C7 . 06 . tm 

12435 

none 

12435. .12605, 12436 12606, 
23971. .24132, 24136. . 24234, 



Method TBLASTX : Maize 

End 24234 

Score 128 
12610. .12672, 23961. .24131, 
24168. .24233 



Seq. No. 22050 

Gene No. 45863 

Start 26090 

Name OJ990715_07 . 9819.07 .olO .tw 

Start 12820 

GI none 

Exons 12820. .12954, 13021 .. 13119, 

Seq. No. 22050 

Gene No. 45863 

Start 26090 

Name OJ990715_07 . 9819. C7 . ol . tm 

Start 13117 

GI none 

Exons 13117. .13428, 13140 .. 13427, 
24663. .24953, 24958.. 25005 



Seq. ID OJ990715_07.9819.C7 
Strand 

End 41380 

Method TBLASTX : Wheat 

End 24645 

Score 120 
2434 6. .24 4 80, 24 505. .24 645 

Seq. ID OJ990715_07.9819.C7 
Strand 

End' 41380 

Method TBLASTX : Mai ze 

End 25005 

Score 395 
24643. .24966, 24 663 .. 24 98 6, 



Seq. No. 22050 . 

Gene No. 4 5863 

Start 26090 

Name OJ990715_07 . 9819. C7 . o4 . tw 

Start 13122 

GI none 

Exons 13122. .13340, 13123 .. 13434 , 
24649. .25035, 24844, .25035 



Seq. ID OJ990715_07.9819.C7 

Strand ^ - 

End 41380 

Method TBLASTX : Wheat 

End 25035 

Score 318 
13324. .134 34, 24 64 8. .24 959, 



Seq. No. 22050 

Gene No. 45863 . 

Start 26090 

Name OJ990715_07 . 9819.C7 . o9 . tw 

Start' 16330 

GI none 

Exons 16330. .16620, 16366 .. 16524 , 28621.. 28911 



Seq. ID OJ990715_07.9819.C7 
Strand 

End 41380 

Method TBLASTX : Wheat 

End 28911 

Score 58 



Seq. No. 22050 

Gene No. 45863 

Start 26090. 

Name OJ990715_07 . 9819 . C7 . o5 . tm 

Start 25107 

GI none 

Exons 25107. .25205, 25108 .. 25206, 25197 .. 25271, 25201 .. 2528 4 , 
25294.. 25380 



Seq. ID OJ990715_07.9819.C7 
Strand 

End 41380 

Method TBLASTX: Maize 

End 25380 

Score 95' 



Seq. No. 22050 

Gene No. 45863 

Start 26090 . 

Name OJ990715_07 . 9819.C7 . o2 . tw 
Start ■ 25150 

GI none 

Exons 25150. .25641, 25170 .. 25259, 25311 254 12 , 25627.. 25764 



Seq. ID OJ990715_07.9819.C7 
Strand 

End 41380 

Method TBLASTX : Wheat 

End 25764 

Score 362 



22241 



Seq. No. 22050 

Gene No. 45863 

Start 26090 

Name OJ990715_07 . 9819 . C7 . o4 . tm 

Start 25492 

GI none 
Exons 



Seq. ID OJ990715_07.9819.C7 
Strand 
End 

Method 
End 
Score 



41380 

TBLASTX: Maize 

25725 

148 



25492. .25644, 25584 25643, 25623 .. 25724 , 25624.. 25725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22050 Seq. ID 

45863 Strand 

26090 End 

OJ990715_07.9819.C7.o5.gs Method 

26090 End 

none Score 



OJ990715_07.9819.C7 

41380 
GENSCAN 
41380 
.61 



26090. .26538, 26611 .. 26715, 26788 26977 , 27053 .. 27240, 
27316. .28060, 28147 .. 29182, 32325 .. 32377 , 37803 .. 37872 , 
38287. .38498, 39729.-39866, 39875 .. 40029, 41207. .41380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22050 
45863 
26090 

OJ990715_07.9819.C7.ol0.np 

26093 

6691716 . 

26093. .26538, 26611 26727, 
27316. .27475, 27569 .. 27689, 
{AP000492) hypothetical 
gi|6691717|dbj IBAA89397, 
[Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26878 

27771 



OJ990715 07. 9819. C7 



41380 
AAT/NAP 
29031 
2366 

26977, 27053. .27240, 
27963, 28161.. 29031 



protein [Oryza sativa] 
II (AP000570) hypothetical protein 



Seq. No. 


22050 


Seq. ID 


OJ990715_ 


07. 


9819. 


C7 


Gene No. 


45863 


Strand 










Start 


26090 


End 


41380 








Name 


OJ990715 07.9819 


.C7.o8.np Method 


AAT/NAP 








Start 


26093 


End 


26551 








GI 


5902446 


Score 


733 








Exons 


26093. .26551 












GI Descrip. 


(AB030283) orf5 


[Oryza sativa] 










Seq. No. 


22050 


Seq. ID 


OJ990715_ 


07. 


9819. 


C7 


Gene No. 


45863 


Strand 










Start 


26090 


End 


41380 








Name 


OJ990715 07.9819 


.C7.oll.np Method 


AAT/NAP 








Start 


27286 


End 


28048 








GI 


5902447 


Score 


1042 








Exons 


27286. .28048 












GI Descrip. 


(AB030283) orf4 


[Oryza sativa] 










Seq. No. 


22050 


Seq. ID 


OJ990715_ 


07. 


9819. 


C7 


Gene No. 


45863 


Strand 










Start 


26090 


End 


.41380 








Name 


OJ990715 07.9819 


.C7.ol2.np Method 


AAT/NAP 








Start 


28138 


End 


29031 








GI 


5902448 


Score 


1570 








Exons 


28138. .29031 












GI Descrip. 


(AB030283) orf3 


[Oryza sativa] 











22242 



Seq. No. 


22051 






Seq. ID 


OJ990715 


07 , 


. 9819 


.C8 


Gene No. 


45864 






Strand 


+ 








Start 


1285 






End 


4059 








Name 


OJ990715_07 


.9819.C8.ol. 


gs 


Method 


GENSCAN 








Start 


1285 






End 


4059 








GI 


none 






Score 


. 63 








Exons 


1285. .1289, 


3594 . .4059 














Seq. No. 


22051 






Seq. ID 


OJ990715_ 


_07 . 


. 9819 


.C8 


Gene No. 


45865 






Strand 










Start 


c o n 'i 






End 


i 14 Uo 








Name 


OJ990715 07 


.9819.C8.ol. 


np 


Method 


AAT/NAP 








Start 


5303 






End 


6515 








GI 


6539570 






Score 


230 








Exons 


5303. .5342, 


6129. .6289, 


6449. 


.6515 










GI Descrip. 


{AP000836) 


hypothetical 


protein [Oryza 


sativa] 









Seq. No. 


22051 


Gene No. 


45865 


Start 


5303 


Name 


OJ990715 07 


Start 


6155 


GI 


4680203 


Exons 


6155. .6191, 


GI Descrip. 


(AF1141;71) • 


Seq. No. 


22051 


Gene No. 


'45865 


Start 


5303 


Name 


OJ990715 07 


Start 


7463 


GI 


342 1.R1084 


Exons 


7463. .9574 


GI Descrip. 


M574406/gb 




sativa] ' 



Seq. ID OJ990715_07. 9819-C8 

Strand + 

End 11408 

Method AAT/NAP 

End 11408 

Score 2257 



,9131, 9285. .9607, 11367. .11408 



Seq. ID OJ990715_07.9819.C8 

Strand + 

End 11408 

jp Method AAT/GAP 

End 9574 

Score 3509 

O.Oe+00 (AF121139) RIM2 protein [Oryz 



Seq. No. 


22051 




Seq. ID 


OJ990715_07.9819.C8 


Gene No. . 


45865 




Strand 


+ 


Start 


5303 ■ 




End 


11408 


Name 


OJ990715 07 


.9819.C8.o3.np 


Method 


AAT/NAP 


Start 


9631 




End 


10686 


GI 


4680186 




Score 


372 


Exons 


9631. .9684, 


10486. .10686 






GI Descrip. 


(AF111709) 


unknown [Oryza 


sativa subsp. 


indica] 


Seq. No. 


22051 




Seq, ID 


OJ990715_07.9819.C8 


Gene No. 


45866 




Strand 




Start 


10238 




End 


10619 


Name 


OJ990715 07 


.9819.C8.o3.tw 


Method 


TBLASTX: Wheat 


Start 


7774 




End 


8166 


GI 


none 




Score 


91 


Exons 


7774. .7917, 


7784. .7903, 7900. .8151, 7908. .8150, 7909. .8166, 




7911. .8153, 


7919. .8161 






Seq. No. 


22051 . 




Seq. ID 


OJ990715_07.9819.C8 


Gene No. 


45866 




Strand 




Start 


10238 




End 


10619 - 



22243 



Name 

Start 

GI 

Exons 



OJ990715_07 . 9819 .C8 .ol . ts Method TBLASTX : Soybean 

8082 End 8511 

none Score 103 

8082.. 8165, 8083.. 8157, 8215.. 8511, 8247.. 8498 



Seq. No. 22051 

Gene No. 45866 

Start 10238 

Name • OJ990715_07'. 9819.C8 .ol . tc 

Start 8229 

GI none 
Exons 



Seq. ID OJ990715_07.9819.C8 
Strand 

End 10619 
Method TBLASTX : Cress 
End . 8559 
Score 278 



8229.. 8396, 8251.. 8559, 8445.. 8531 



Seq. No. 22051 

Gene No. 45866 

Start 10238 

Name OJ990715_07 . 9819 . C8 . ol . tw 

Start 8380 

GI none 

Exons 8380.. 8436, 8388.. 8432, 8433. 

8552.. 8638, 8553.. 8639, 8619. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8534, 8434 
.8843, 8639 



OJ990715 07. 9819. C8 



10619 

TBLASTX: Wheat 
8848 
73 

8538, 8458. 



.8556, 



,8848, 8642. .8848 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



22051 
45866 

10238 /■ • 
OJ990715_07 . 9819 .C8 .ol . tm 
8437 
none 

8437. .8559, 8553.-8678, 8688. .8882 



Seq. ID OJ990715_07.9819.C8 
Strand 

End 10619 

Method TBLASTX : Mai ze 

End 8882 

Score 101 



Seq. No. 


22051 








Seq. ID 


OJ990715_07.9819.C8 


Gene No. 


45866 








Strand 




Start 


10238 








End 


10619 , , 


Name 


OJ990715 07 


.9819 


.C8.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


8712 








End- 


8954 


GI 


none 








Score 


209 


Exons 


8712. .8954 












Seq. No. 


22051 








Seq. ID 


OJ990715_07. 9819.C8 


Gene No. 


45866 








Strand 




Start 


10238 








End 


10619 


Name 


OJ990715 07 


9819 


.C8.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


8987 








End 


9444 


GI 


none 








Score 


87 


Exons 


8987.. 9037, 


8988 


. .9050, 


9036. 


.9278, 9056. .9238, 9307. .9360, 




9311. . 9373, 


9312 


. . 9374, 


9359. 


.9433, 9373. .9435, 9379.-9444 



Seq. No. 22051 Seq. ID OJ990715_07 . 98 19 . C8 

Gene No. 45866 Strand 

Start 10238 End 10619 

Name OJ990715_07 . 9819 . C8 . o3 . gp Method AAT/GAP 

Start 10238 . End ' 10619 

GI uC-osflcyp033a0'4bl Score 67 5 

Exons 10238.. 10619 

GI Descrip. • ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



22244 



Seq. No. 


22052 


Seq. ID 


OJ990715 07.9819 


.C9 


Gene No. 


45867 


Strand 


+ 




Start 


590 


End 


1627 




Name 


ojyyu/io u / . yoiy . cy . oi . gs 


Method 


GENSCAN 




Start 


590 


End 


1627 




GI 


none 


Score 


. 81 




Exons 


590.. 1024, 1037., 1627 








Seq. No. 


22052 


Seq. ID 


OJ990715_07 . 9819 


.C9 


Gene No. 


45867 


Strand 


+ 




Start 


590 


End 


1627 




Name 


OJ9907 15_07 . 9819 . C9 . ol . np 


Method 


AAT/NAP 




Start 


o 

d2d 


End 


1606 




GI 


4 680203 


Score 


977 




Exons 


626 . . 1606 








GI Descrip. 


. (AF114171) TNP2-liKe protein 


[Sorghum 


bicolor] 




Seq. No. 


22052 


Seq. ID 


OJ990715 07.9819 


.C9 


Gene No . 


4 5868 


Strand 






Start 


1246 


End 


1690 




Name 


OJ990715 07.9819.C9.ol.gp 


Method 


AAT/GAP 




Start 


1246 


End 


1690 




GI 


LIB3431-028-P1-N1-A10 


Score 


750 




Exons 


1246. .1597, 1625. .1690 








GI Descrip. 


M680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-1 




protein [Sorghiam bicolor] * 








Seq. No. 


22052 


Seq. ID 


OJ990715_07.9819 


.C9 


Gene No. 


45869 


Strand 






Start 


2393 


End 


2773 




Name 


OJ990715 07.9819.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


396 


End 


1546 




GI 


none 


Score 


635 




Exons 


396. .701, 403. .1137, 404. .1153, 821. .1138, 1146. .1187, 






1148. .1192, 1151. .1192, 1195. 


.1290, 1199.. 1258, 1237.. 1377, 




i238..1378, 1391. .1471, 1460. 


.1546 






Seq. No. 


22052 


Seq. ID 


OJ990715_07.9819 


.C9 


Gene No. 


45869 


Strand 






Start 


2393 


End 


2773 




Name 


OJ990715 07.9819.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


523 


End 


970 




GI 


none 


Score 


337 




Exons 


523. .966, 527. .970, 821. .970 








Seq. No. 


22052 


Seq. ID 


OJ990715_07.9819 


.C9 


Gene No. 


45869 


Strand 






Start 


2393 


End 


2773 




Name 


OJ990715 07.9819.C9.o2.gs 


Method 


GENSCAN 




Start 


2393 


End 


2773 




GI 


none 


Score 


.64. 






2393. .2773 








Seq. No. 


22053 


Seq. ID 


OJ990715_07. 9819 


.CIO 


Gene No. 


45870 


Strand 


+ 




Start 


154 


End 


863 




Name 


OJ990715 07.9819.C10.ol.gs 


Method 


GENSCAN 





like- 



22245 




start 


154 




End 


863 


GI 


none 




Score 


. 59 


Exons 


154. .313, 404. .488, 548 


. .763, 


805. .863 




Seq. No. 


22053 




Seq. ID 


OJ990715_07 . 98 19. CIO 


Gene No. 


45871 




Strand 


+ 


Start 


2501 




End 


5186 


Name 


OJ990715_07 . 9819.C10.o2 


.gs 


Method 


GENSCAN 


Start 


2501 




End 


4962 


GI 


none 




Score 


.46 


Exons 


2501. .2622, 2944 . .2980, 


3304 . 


.3678, 3805. .4725, 4821. .4962 


Seq. No. 


22053 




Seq. ID 


OJ990715_07. 9819. CIO 


Gene No. 


45871 




Strand 


+ 


Start 


2501 




End 


5186 


Name 


OJ990715_07 . 9819 . CIO . o3 


.np 


Method 


AAT/NAP 


Start 


3289 




End 


5186 


GI 


4680204 




Score 


843 


Exons 


3289. .4725, 4821. .5186 








GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


22053 




Seq. ID 


OJ990715_07. 9819. CIO 


Gene No. 


45872 




Strand 




Start 


1 




End 


517:2,^.... . 


Name 


OJ990715 07. 9819. CIO. ol 


.■np 


" Method 


AAT/NAP 


Start 


1 




End 


5172 


GI , 


5295955 




Score 


503 


Exons 


1..267, 440. .876, 1558. 


.1672, 


2215.. 2284, 5021.. 5172 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 








Seq. No. 


22053 




Seq. ID 


OJ990715_07. 9819. CIO 


Gene No. 


45872 




Strand 




Start 


1 




End 


5172 


Name 


OJ990715 07, 9819. CIO. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3932 




End 


4335 


GI 


none 




Score 


64 


Exons 


3932.. 4072, 3932.. 4048, 


3934. 


.4170, 3934. .4128, 4035.. 4175, 




4165. .4335,, 4260. .4334 








Seq. No. 


22053 




Seq. ID 


OJ990715_07. 9819. CIO 


Gene No. 


45872 




Strand 




Start 


1 




End 


5172 


Name 


OJ990715 07. 9819. CIO. o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4336 




End 


, 5033 


GI 


none 




Score 


69 


Exons 


4336. .4416, 4336. .4392, 


4657. 


.4731, 4815. .5033, 4817. .5032 


Seq. No. 


22054 




Seq. ID 


OJ990715_07. 9819.C11 


Gene No. 


45873 




Strand 


+ 


Start 


. 185 




End 


1409 


Name 


OJ990715 07.9819. Cll.ol 


.gs 


Method 


GENSCAN 


Start 


185 




End 


1409 


GI 


none 




Score 


.74 


Exons 


185. .289, 420. .593, 1049. .1147, 1227.. 


1409 



Seq. No. 22054 Seq, ID OJ990715_07 . 9819 ,C11 



22246 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



45874 Strand + 

3580 End 3850 

OJ990715_07 . 9819 . Cll . o2 .np Method AAT/NAP 

3580 End 3850 

5902444 Score 418 
3580. .3850 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990715_07. 9819. Cll 
Strand 

End 1716 

Method AAT/GAP 

End 1716 

Score 137 



22054 
45875 
1544 

OJ990715_07. 9819. Cll. ol.gp 
1544 

LIB3477-003-P1-K1-E9 
1544. .1613, 1686. .1716 

•2498586/sp|Q40638|MPOl_ORYSA 2.Qe-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22054 
45876 
3586 

OJ990715_07. 9819. Cll. ol.tw 

3586 

none 

3586. .3849, 3591. .3830, 3688, 



Seq. ID OJ990715_07. 9819. Cll 
Strand 

3849 

TBLASTX: Wheat 
3849 
255 . 



End 

Method 
End 
Score 
.3849 



22055 
45877 
1 

OJ990715_07.9819.C12.ol.np 
1 

4680180 
1. .1702 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990715_07.9819.C12 

Strand + 

End 1705 

Method AAT/NAP 

End 1702 

Score 2924 



22055 
45877 
1 

OJ990715_07.9819.C12.ol.gs 

153 

none 

153. .1705 



Seq. ID OJ990715_07.9819.C12 

Strand + 

End 1705 

Method GENSCAN 

End 1705 

Score .7 



Seq. No. 22055 

Gene No. 45878 

Start 2022 

Name OJ990715_07 . 9819.C12 . o3 . tm 

Start 89 

GI none 

Exons 89.. 343, 97.. 204 

Seq. No. 22055 

Gene No. 45878 

Start 2022 

Name OJ990715_07 . 9819 . C12 . o3 . tw 
Start ^ 107 



Seq. ID OJ990715_07.9819.C12 
Strand 

End 2634 

Method TBLASTX: Maize 

End 34 3 

Score 193 



Seq. ID OJ990715_07.9819.C12 
Strand 

End 2634 

Method TBLASTX : Wheat 

End 436 



22247 




GI 


none 




Score 


310 


Exons 


107.. 436, 109.. 216 








Seq. No. 


22055 




Seq. ID 


OJ990715_07.9819.C12 


Gene No . 


45878 




Strand 




start 


2022 




End 


2634 


Name 


OJ990715 07.9819.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


570 




End 


934 


GI 


none 




Score 


68 


Exons . 


570. .788, 571. .882, 572 


. .895, 


592. .915 


, 886. .933, 887. .934 


Seq. No. 


22055 




Seq. ID 


OJ990715_07. 9819.C12 


fipnp No 


45878 




Strand 




start 


2022 




End 


2634 


Name 


OJ990715 07.9819.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


577 




End 


964 


GI 


none 




Score 


420 


Exons 


577. .888, 578. .964, 779 


. .964 






Seq. No. 


22055 




Seq. ID 


OJ990715_07.9819.C12 


Cpne No . 


45878 




Strand 




start 


2022 




End 


2634 


Name 


OJ990715 07.9819.C12.o4 


. tm 


Method 


TBLASTX: Maize 


Start ■ 


1036 




End 


1309 


GI * 


none 




■ Score 


95 - 


Exons 


1036. .1143, 1037. .1135, 


1126. 


.1200, 1130.. 1213, 1223.. 1309 


Seq. No. 


22055 




Seq. ID 


OJ990715_07.9819.C12 


Qpnp No 


45878 




Strand 




Start 


2022 




End 


2634 


Name 


OJ990715 07.9819.C12.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1079 




End 


1693 


GI 


none 




Score 


273 


Exons 


1079. .1357, 1099. .1188, 


1240. 


.1341, 1412. .1570, 1556. .1693 


Seq, No. 


22055 




Seq. ID 


OJ990715_07.9819.C12 


Gene No . 


45878 




Strand 




Start 


2022 




End 


2634 


Name 


OJ990715 07.9819.C12.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1421 




End 


1654 


GI 


none 




Score 


140 


Exons 


1421. .1573, 1522. .1572, 


1552. 


.1653, 1553.. 1654 


Seq. .No. 


22055 




Seq. ID 


OJ990715_07.9819.C12 


Gene ■ No . 


45878 




Strand 




Start 


2022 




End 


2634 


Name 


OJ990715 07.9819.C12.o2 


.gs 


Method 


GENSCAN 


Start 


2022 




End 


2634 


GI 


none 




Score 


.8 


Exons 


2022. .2362, 2430. .2471, 


2544. 


.2634 




Seq. No. 


' 22055 




Seq. ID 


OJ99d715_07 . 9819. C12 


Gene No. 


45878 




Strand 




Start 


2022 




End 


2634 


Name 


OJ990715 07.9819.C12.o2 


.np 


Method 


AAT/NAP 


Start 


2025 




End 


2484 


GI 


5902446 




Score 


699 



22248 



Exons 

GI Descrip. 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



2025. .2484 

(AB030283) orfS [Oryza sativa] 

22056 Seq. ID OJ990715_07 . 98 19 . C13 

45879 Strand + 

2926 End 3387 

OJ990715_07 . 9819 . C13 . ol . gp Method AAT/GAP 

2926 End 3387 

uC-osflcypl77g01al Score 240 

2926.. 3088, 3353.. 3387 

M884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22056 
45880 
8849 

OJ990715 

8849 

none 



Seq, ID OJ990715 07.9819,C13 



07,9819.C13.o3.gs 



Strand 
End 

Method 

End 

Score 



+ 

12320 
GENSCAN 
12320 
,82 



8849, ,8992, 9414. .9488, 10549. . 11295, 11334. .12320 



Seq. No. 


22056 


Seq. ID 


OJ990715_07 


.9819,C13 


Gene No. 


45881 


Strand 


+ 




Start 


12906 - 


. End • 


13323 




Name 


OJ990715 07:9819. Cl'3, o2. gp - 


Method • 


AAT/GAP ■ 




Start 


12906 


End 


13323 




GI 


none 


Score 


804 




Exons 


12906, ,13323 








Seq. No. 


22056 


Seq. ID 


OJ990715_07 


.9819.C13 


Gene No, 


45882 


Strand 


+ 




Start 


18096 


End 


18370 




Name 


OJ990715 07,9819.C13.o5.gp 


Method 


AAT/GAP 




Start 


18096 


End 


18370 




GI 


61605 3,R1084 


Score 


294 




Exons 


18096, ,18370 








GI Descrip, 


'1402920/emb|CAA66965| 2.0e- 


-20 (X98321) peroxidase 


[Arabidopsis 




thaliana] * 








Seq. No, 


22056 


Seq. ID 


OJ990715_07 


.9819,013 


Gene No, 


45883 


■ Strand 






Start 


15 


End 


5301 




Name 


OJ990715 07. 9819:013. ol.gs 


Method 


GENSCAN 




Start 


15 


End 


5301 




GI 


none 


Score 


,74 




Exons 


15. .644, 731. .1065, 1486. .1654, 3212., 


3426, 3568.. 


3667, 



3939.. 4099, 5193., 5301 



Seq. No. 22056 Seq. ID 

Gene No. 4 5883 Strand 

Start 15 End 

Name OJ990715_07 . 9819. C13 .ol . np Method 

Start 722 End 

GI 5902448 Score 

Exons 722.. 1615 

GI Descrip, (AB030283) orf3 [Oryza sativa] 



OJ990715_07. 9819. 013 

5301 
AAT/NAP 
1615 
1564 



22249 




Seq. No. 


22056 


Seq. ID 


OJ990715 07.9819. 


C13 


Gene No. 


45884 


Strand 






Start 


7078 


End 


7502 




Name 


OJ990715_07 . 9819 . C13 . o2 . gs 


Method 


GENSCAN 




Start 


7078 


End 


7502 




GI 


none 


Score 


. 51 




Exons 


7078. .7190, 7256. .7502 








Seq. No. 


22056 


Seq. ID 


OJ990715_07 . 9819 . 


C13 


Gene No. 


45885 


Strand 






Start 


13362 


End 


19841 




Name 


OJ990715 07. 9819.C13.ol.tw 


Method 


TBLASTX : Wheat 




Start 


1205 


End 


1495 




GI 


none 


Score 


215 




Exons 


1205. . 1495 








Seq. No. 


22056 


Seq. ID 


OJ990715 07.9819. 


C13 


Gene No. 


45885 


Strand 






Start 


13362 


End 


19841 




Name 


OJ990715_07.9819.C13.o6.tm 


Method 


TBLASTX: Maize 




Start 


6575 


End 


10611 




GI 


none 


Score 


173 




Exons 


6575.. 6754, 6575.. 6754, 657.6 


..6755, 10546. .10611, 10546. 


. 10 




10548 . . 10610 








Seq. No. 


22056 


Seq. ID 


OJ990715_07.9819. 


C13 


Gene No. 


45885 


Strand 






Start 


13362 


End 


19841 




Name 


OJ990715 07.9819.C13.o2.tc 


.Method 


TBLASTX: Cress 




Start 


6626 


End 


10761 




GI 


none 


Score 


128 




Exons 


6626. .6709, 6630. .6740, 10546 .. 10761, 


10548. .10685 




Seq. No. 


22056 


Seq. ID 


OJ990715_07.9819. 


C13 


Gene No. 


45885 


Strand 






Start ■ 


13362 


End 


19841 




Name 


OJ990715 07.9819.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


10614 


End 


11282 




GI 


none 


Score 


596 




Exons 


10614. .11279, 10615". 11280, 


10622. .10720, 10696. .11115, 






10769. .11278, 10776.. 11282 








Seq. No. 


22056 


Seq. ID 


OJ990715_07.9819. 


C13 


Gene No. 


45885 


Strand 






Start 


13362 


End 


19841 




Name 


OJ990715 07.9819.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


11282 


End 


11622 




GI 


none 


Score 


77 




Exons 


11282. .11335, 11283. .11336, 


11284. .11352, 11323. .11490, 






11328. .11621, 11330. .11617, 


11332. .11622, 11433. .11621 




Seq. No. 


22056 


Seq. ID 


OJ990715_07.9819. 


C13 


Gene No. 


. 45885 


Strand 






Start 


13362 


End 


19841 




Name 


OJ990715 07.9819.C13.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11603 


End 


12068 




GI 


none 


Score 


199 





-22250 



Exons 


11603.. 11965, 11742. 


.12068 








Seq. No. 


.22056 




Seq. ID 


OJ990715_07.9819. 


C13 


Gene No . 


45885 




Strand 






Start 


13362 




End 


19841 




Name 


OJ990715 07.9819.C13 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11678 




End 


12068 




GI 


none 




Score 


98 




Exons 


11678. .11878; -11678. 


.12067, 


11679. .12068 




Seq. No. 


22056 




Seq. ID 


OJ990715_07.9819. 


C13 


Gene No. 


45885 




Strand 






Start 


13362 




End 


19841 




Name 


OJ990715 07.9819.C13 


.o5 . tm 


Method 


TBLASTX: Maize 




Start 


12122 




End 


12375 




GI 


none 




Score 


46 




Exons 


12122. .12166, 12126. 


.12188, 


12192. .12374, 12199 .. 12375, 






12206. .12364, 12229. 


.12375 








Seq. No. 


22056 




Seq. ID 


OJ990715_07.9819. 


C13 


Gene No. 


45885 




Strand 






Start 


13362 




End 


19841 




Name 


OJ990715 07,9819.C13 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


13359 




End 


13908 




GI 


hone 




Score 


67 




Exons 


13359. .13682, 13362. 


.13511, 


13510. .13659, 13659. .13907, 






13660. .13908, 13663. 


.13908 








Seq. No. 


22056 




Seq. ID 


OJ990715_07, 9819. 


C13 


Gene No. 


45885 




Strand 






Start 


13362 




End 


19841 




Name 


OJ990715 07.9819.C13 


.o4 .gs 


Method 


GENSCAN 




Start 


13362 




End 


19109 




GI 


none 




Score 


.82 




Exons 


13362. .13910, 13992. 


.14119, 


14530. .14633, 15794 .. 15948, 






16111. .16483, 18415. 


.18542, 


18861. .19109 




Seq. No. 


22056 




Seq. ID 


OJ990715_07.9819. 


C13 


Gene No. 


45885 




Strand 






Starilr' 


13362 




End 


19841 




Name 


OJ990715 07.9819.C13 


. o3.np 


Method 


AAT/NAP 




Start 


13365 




End 


19841 




GI 


4836881 




Score 


1140 




Exons 


13365. .13910, 13992. 


.14119, 


14530. .14633, 18415 .. 18542, 





19680. .19841 

GI Descrip. {AC007260) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. No. 22056 Seq. ID 

Gene No. 45885 Strand 

Start 13362 . End 

Name OJ990715_07 . 98 19 . C13 . o2 . tm Method 

Start 13522 End 

GI none Score 
Exons 



OJ990715__07. 9819.C13 
19841 

TBLASTX: Maize 

18516 

108 



13522. .13644, 13527 13643, 13641 .. 13922, 13642 .. 13911, 
13972. .14121, 13974. .14120, 14528 .. 14 632, 14529 .. 14 633, 
14529. .14678, 184 11 .. 18515, 184 17 .. 18515, 18418. .18516 



22251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22056 
45885 
13362 
OJ990715 
13807 
none 
13807 
13978 
18417 



07.9819,C13.ol.tc 



13911, 13809. .13922, 
14121, 14502. .14633, 
18509, 18418.. 18510 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13972 

14527 



OJ990715 07.9819.C13 



19841 

TBLASTX: Cress 
18510 
81 

14121, 13974. .14120, 
14634, 14528. .14635, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22056 
45885 
13362 

OJ990715_07 . 9819.C13 . o2 . ts 

13972 

none 

13972. .14142, 13974. .14120, 
14502. .14 648, 18417. .18542, 
18480. .18554 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13978. .14121, 
18418. .18540, 



OJ990715 07.9819.C13 



19841 

TBLASTX : Soybean 
18554 
156 

14501. .14644, 
18422. . 18550, 



Seq. No. 22056 Seq. ID OJ9907 15_07 . 9819 . C13 

Gene No. 45885 Strand 

Start 13362 End 19841 

Name - :V. OJ990715_07 . 9819.C13.o3.gp Method' AAT/GAP 

Start ' 16367 End 17101 

GI 101153_1.R1084 Score 390 

Exons 16367. .16395, 16872.. 17101 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 * 



Seq. No. 


22057 


Seq. ID 


OJ990405_09. 


9819. C2 


Gene No. 


45886 


Strand 


+ 




Start 


1 


End 


662 




Name 


OJ990405 09.9819.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


399 




GI 


5922619 


Score 


95 




Exons 


1..145, 300. .399 








GI Descrip. 


(AP000492) hypothetical protein ' [Oryza 


sativa] 






gi I 6016852 Idbj | BAA85195.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


22057 


Seq. ID 


OJ990405_09. 


9819. C2 


Gene No. 


45886 


Strand . 


+ 




Start 


1 


End 


662 




Name 


OJ990405 09. 9819.C2.ol.gs 


Method 


GENS CAN 




Start 


154 


End 


662 




GI 


none 


Score 


.75 




Exons 


154. .268, 562. .662 








Seq. No. 


22057 


Seq. ID 


OJ990405_09. 


9819. C2 


Gene No. 


45887 


Strand 






Start 


539 


End 


618 




Name 


OJ990405 09.9819.C2.o2.np 


Method 


AAT/NAP 




Start 


539 


End 


618 




GI 


6630699 


Score 


74 




Exons 


539. .618 









22252 




GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 1 dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 22058 Seq. ID OJ990405_09 . 9819 . C3 

Gene No. 45888 Strand 

Start 1 End 803 

Name OJ990405_09 . 9819 .C3.ol .np Method AAT/NAP 

Start 1 End 803 

GI 2443887 Score 85 

Exons 1..95, 535.. 803 

GI Descrip. {AC002294) Similar to transcription factor gb | Z46606 | 1658307 and 
others [Arabidopsis thaliana] 



Seq. No. 22058 

Gene No. 45888 

Start 1 

Name OJ990405_09.9819.C3.ol.tm 

Start 505 

GI none 

Exons 505.. 639, 515.. 658, 
656. .703, 703. .729 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_09.9819.C3 
803 

TBLASTX: Maize 

729 

147 



519. .659, 522. .659, 650. .700, 654. .698, 



Seq. No. 22059 Seq. ID OJ990405_09 . 98 19 . C4 

Gene No. : 45889 Strand + 

Start 1408 End 1654 

Name OJ990405_09 . 9819 .C4 . ol . gp Method AAT/GAP 

Start 1408 End 1654 

GI 13626_1.R1084 Score 435 

Exons 1408.. 1654 

GI Descrip. ' 6069643/dbj | AP000616. 1 | AP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 


22060 








Seq. ID 


OJ990405_ 


_09, 


,9819. 


C5 


Gene No. 


45890 








Strand 


+ 








Start 


28 








End 


702 








Name 


OJ990405 


09. 9819. C5 


.ol 


. gs 


Method 


GENSCAN 








Start 


28 








End 


702 








GI 


none 








Score 


.79 








Exons 


28. .108, 


194. .276, 


385 


. .437, 


536. .702 










Seq. No. 


22060 








Seq. ID 


OJ990405_ 


09, 


9819. 


C5 


Gene No. 


45890 








Strand 


+ 








Start 


28 








End 


702 








Name 


OJ990405 


09. 9819. C5 


.01 


.gp 


Method 


AAT/GAP 








Start 


403 








End 


661 








GI 


none 








Score 


229 








Exons 


403. .437, 


536. .661 
















Seq. No. 


22061 








Seq. ID 


OJ990405_ 


_09. 


9819. 


C6 


Gene No. 


45891 








Strand 


+ 








Start 


510 








End 


596 








Name 


OJ990405 


09. 9819. C6 


.ol 


.gp 


Method 


AAT/GAP 








Start 


510 








End 


596 








GI 


none 








Score 


120 








Exons 


510. .596 



















22253 



Seq. No. . 


22062 


Seq. ID 


OJ990405 


Gene No . 


' 45892 


Strand 


+ 


Start 


149 


End 


1281 


Name 


OJ990405 09.9819.C7.ol.gs 


Method 


GENSCAN 


Start 


149 


End 


950 


GI 


none 


Score 


. 94 


Exons 


149. .383, 475. .616, 820.. 


950 




Seq. No. 


22062 


Seq. ID 


OJ990405 


Gene No. 


45892 


Strand 


+ 


Start 


149 


End 


1281 


Name 


OJ990405 09.9819.C7.ol.gp 


Method 


AAT/GAP 


Start 


468 


End 


1281 


GI 


33640 1.R1084 


Score 


1065 


Exons 


468. .616, 820. .1281 






GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza 




DNA, chromosome 6, clone: 


P0514G12' 




Seq. No. 


22063 


Seq. ^ ID 


OJ990405 


Gene No. 


45893 


Strand 


+ 


Start 


1106 


End 


1616 


Name 


OJ990405 09.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


1106 


End 


1616 .. 


GI 


none 


Score 


.81 


Exons 


1106. .1279, 161l'. .1616 







09. 9819. C7 



Seq. No. 


22063 


Seq. ID 


OJ990405 09. 9819. C8 


Gene No. 


45894 


Strand 


+ 


Start 


6370 ^• 


End 


7930 


Name 


OJ990465 09 


. 98 19 . 08 . ol . np Method 


AAT/NAP 


Start 


6370 


End 


7930 


GI 


4680186 


Score 


177 


Exons 


6370. .6531, 


7113. .7246, 7877. .7930 




GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


22063 . 


Seq. ID 


OJ990405_09.9819.C8 


Gene No. 


45895 


Strand 




Start 


6671 


End 


7097 


Name 


OJ990405 09 


. 9819.C8.ol.gp Method 


AAT/GAP 


Start 


6671 


End 


7097 


GI 


4878407 


Score 


678 


Exons 


6671. .7097 






GI Descrip. 


6069643/dbj 


1 AP000616. 1 1 AP000616 l.Oe-152 Oryza sativa genomic 



DNA, chromosome 6, clone : P0514G12 



Seq. No. 22064 Seq. ID 

Gene No. 45896 Strand 

Start 97 End 

Name. . OJ990405_09. 9819.C9.ol.gs Method 

Start 97 End " 

GI none Score 

Exons 97.. 198, 229.. 413 



OJ990405_09. 9819.C9 
+ 

413 

GENSCAN 

413 

.54 



Seq. No. 22065 Seq. ID 

Gene No. 45897 Strand 

Start 749 End 

Name OJ990405 09 . 98 19 . CIO . ol . gp Method 



OJ990405_09. 9819. CIO 
+ 

1044 
AAT/GAP 



22254 




start 


749 








End 


1044 




GI 


754 1.R1084 








Score 


541 




Exons 


749. .1044 














GI Descrip. 


'2267597 5. 


Oe-46 


(AF009413) 


10 kDa chaperonin [Oryza sativa 


Seq. No. 


22065 








Seq. ID 


OJ990405_09.9819. 


CIO 


Gene No. 


45898 








Strand 


+ 




Start 


3420 








End 


5171 - 




Name 


OJ990405 09 


.9819. 


C10.O2 


. as 


Method 


GENSCAN 




Start 


3420 








End 


5171 




GI 


none 








Score 


.79 




Exons 


3420. .3438, 


4463. 


.4563, 


4612 


..4767, 4929. .5171 




Seq. No. 


22065 








Seq. ID 


OJ990405 09.9819. 


CIO 


Gene No . 


45899 








Strand 


+ 




Start 


6894 








End 


7529 




Name 


OJ990405 09 


. 9819. 


C10.O3 


* 


Method 


AAT/GAP 




Start 


6894 








End 


7529 




GI 


none 








Score 


686 




Exons 


6894 . . 6924, 


7060. 


.7529 










Seq. No. 


22065 








Seq. ID 


OJ990405_09.9819. 


CIO 


Gene No. 


45900 








Strand 






Start 


432 








End ., 


770 -"^ 




Name 


OJ990405 09 


.9819. 


ClO.ol 


. qs 


Method 


GENSCAN 




Start 


432 








End 


770 




GI 


none 








Score . 


.77 




Exons 


432. .586, 714. .770 










Seq^ No. 


22065 








Seq. ID 


OJ990405_09.9819. 


CIO 


Gene No. 


45901 








Strand 






Start 


1544 








End 


5008 




Name 


OJ990405 09 


.9819. 


C10.O2 




Method 


AAT/GAP 




Start 


1544 








End 


5008 




GI 


none 








Score 


1334 




Exons 


1544. .1887, 


1975. 


.2034, 


2498 


..2538, 3701. .3734, 3815. .3865, 




4806. .5008 














Seq. No. 


22065 • 








Seq. ID 


OJ990405_09.9819. 


CIO 


Gene No . 


45902 








Strand 






Start 


6217 








End 


6871 




Name 


OJ990405 09 


.9819. 


C10.O3 


• qs 


Method 


GENSCAN 




Start 


6217 








End 


6871 




GI 


none 








Score 


.65 




Exons 


6217. .6495, 


6644. 


.6871 










Seq. No. 


22065 








Seq. ID 


OJ990405_09.9819. 


CIO 


Gene No. 


^ 45903 








Strand 






Start 


8652 








End 


14075 




Name 


OJ990405 09 


.9819. 


C10.O4 


.gs 


Method 


GENSCAN 




Start 


8652 








End 


14075 




GI 


none 








Score 


.71 




Exons 


8652. .8839, 


9491. 


.9647, 


9685 


..9974, 10135. .10319, 12789. 


.12 



12936. .13016, 13107. .13686, 137 69 .. 13923, 14005. .14075 



Seq. No. 22065 Seq. ID OJ990405_09 . 98 19 . CIO 

Gene No. 45903 Strand 



22255 




start 8652 End 14075 

Name OJ990405_09. 9819 . CIO . o4 .gp Method AAT/GAP. 

Start 12300 End 13012 

GI none Score 837 

Exons 12300. .12534, 12631 .. 12705, 12789 .. 12868 , 12936.. 13012 



Seq. No. 22066 Seq. ID 

Gene No. 45904 Strand 

Start 69 End 

Name OJ990405_09. 9819 . Cll . ol .gs Method 

Start 69 End 

GI none Score 

Exons 69.. 171 



OJ990405_09. 9819. Cll 
171 

GENSCAN 

171 

.64 





Seq. No. 


22066 




Seq. ID 


OJ990405_09. 9819. Cll 




Gene No. 


45905 




Strand 






Start 


324 




End 


769 




Name • 


OJ990405 09. 9819. Cll. ol 


tm 


Method 


TBLASTX: Maize 




Start 


324 




End 


769 




GI 


none 




Score 


66 




Exons 


324.. 518, 374.. 529, 626 


.769 








Seq. No. 


22067 




Seq. ID 


OJ990405_09.9819.C12 




' Gene No. 


45906 




Strand 






Start 


1 " 




End 


395 




Name 


OJ990405 09.9819.C12.ol 


np 


Method 


AAT/NAP 


j 1 


Start 


1 




End 


395 




GI 


4585985 




Score 


288 




Exons 


1. .395 








15 


GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 





Seq. No. 


22068 


Seq. ID 


OJ990405_ 


_09. 


9819 


.C13 


rll 


Gene No. 


45907 


Strand 












Start 


47 


End 


1555 










Name 


OJ990405 09.9819.C13.ol.gs 


Method 


GENSCAN 










Start 


47 


End 


1555 








* "~S 


GI 


none 


Score 


.76 








:i: 
::i 


Exons 


47. .266, 1454. .1555 














Seq. No. 


22069 


Seq. ID 


OJ990405_ 


_09. 


9819 


.C14 




Gene No. 


45908 


Strand 


+ 










Start 


306 


End 


2180 










Name 


OJ990405 09.9819.C14.ol.gs 


Method 


GENSCAN 










Start 


306 


End 


2180 










GI 


none 


Score 


.81 










Exons 


306.. 315, 1957,. 2180 














Seq. No. 


22069 


Seq. ID 


OJ990405_ 


_09. 


9819 


.C14 




Gene No. 


45909 


Strand 












Start 


263 


End 


3842 










' Name 


OJ990405 09.9819.C14.ol.np 


Method 


AAT/NAP 










Start 


263 


End 


3732 










GI 


4234852 


Score 


2230 










Exons " ••' 


263.. 3522, 3556.. 3732 














GI Descrip. 


{AF082133) gag-pol polyprotein [Zea mays] 










Seq. No. 


22069 


Seq. ID 


OJ990405_ 


09. 


9819 


.C14 



22256 




Gene No. 


45909 




Strand 




Start 


263 




End 


3842 


Name 


OJyyU4uo_09 . 9ol9 . C14 . o2 . 


tw 


Method 


TBLASTX : Wheat 


Start 


314 




End 


710 


GI 


none 




Score 


81 


Exons 


^"IjI COrt COT Tlrt COO 

314. .529, 537. .710, 538. 


. 678 






Seq. No. 


o o r\ 

22069 




Seq. ID 


OJ990405_09. 98 19. CI 4 


Gene No. 


45909 




Strand 




Start 


263 




End 


3842 


Name 


OJ990405 09 , 9819 . C14 . o2 . 


ts 


Method 


m T*^ T TV o m ^7 ^ 1 _ _ _ 

TBLASTX : Soybean 


Start 


317 




End 


883 


GI 


none 




Score 


85 


Exons 


oil CrtO COT /"rtO 001 

317. .508, 537. .683, 731. 


. 883 






Seq. No. 


22069 




Seq. ID 


OJ990405 09.9819.C14 


Gene No. 


45909 




Strand 




Start 


263 




End 


3842 


Name 


OJ990405 09 . 9819 . C14 . o2 . 


tm 


Method 


TBLASTX : Maize 


Start 


779 




End 


1063 


GI 


none 




Score 


80 


Exons 


779. . 1063, 789. . 929 








Seq. No. 


22069. . 




Seq. ID 


OJ9904 05_09. 98 19. CI 4 


Gene No. 


45909 




Strand 




o tar L 


263 




End 


3842 


Name 


OJ990405 09.9819.C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


869 




End 


1652 


GI 


' none 




Score 


66 


Exons 


869. .1075, 873. .1067, 1008.. 


1244, 1044 


..1235, 1054.. 1236, 




1054. .1272, 1279. .1362, 


1367 


..1633, 1368. .1616, 1614. .1652 



Seq. No. 


22069 








Seq. ID 


OJ990405_09.9819 


.C14 


Gene No. 


45909 








Strand 






Start 


263 








End 


3842 




Name 


OJ990405 09. 


9819. 


C14.03 


tm 


Method 


TBLASTX: Maize 




Start 


1186 








End 


1633 




GI 


none 








Score 


87 




Exons 


1186. .1272, 


1358. 


.1633, 


1368. 


.1616 






Seq. No. 


22069 








Seq. ID 


OJ990405_09.9819 


.C14 


Gene No. 


45909 








Strand 






Start 


263 








End 


3842 




Name 


OJ990405 09. 


9819. 


C14.01 


ts 


Method 


TBLASTX : Soybean 




Start 


1358 








End 


1780 




GI 


5509260 








Score 


107 




Exons 


1358. .1633, 


1419. 


.1652, 


1614. 


.1772, 1748. .1780 




GI Descrip. 

















Seq. No. 22069 Seq. ID OJ990405_09 . 9819 . C14 

Gene No. 45909 -Strand. 

Start ■■ 263 End 3842 

Name OJ990405_09 . 9819 . C14 . ol . gp Method AAT/GAP 

Start 2526 End 3099 

GI uC-osflcyp006alObl Score 842 

Exons 2526.. 2777, 2885.. 3099 

GI Descrip. '4234846 7,0e-13 (AF082130) gag-pol polyprotein [Zea mays] * 



22257 




Seq. No. 


22069 


Seq. ID 


OJ990405 


_09 


.9819. 


C14 


Gene No. 


45909 


Strand 










Start 


263 


End 


3842 








Name 


OJ990405 09.9819.C14.ol.tm 


Method 


TBLASTX: 


Maize • 




Start 


2719 


End 


3639 








GI 


none 


Score 


113 








Exons 


2719.. 2781, 3037.. 3315, 3061 


..3639, 3071.. 3517 








Seq. No. . 


22069 


Seq. ID 


OJ990405 


_09 


.9819. 


C14 


Gene No. 


45909 


Strand 










Start 


263 


End 


3842 








Name 


OJ990405 09.9819.C14.o2.gp 


Method 


AAT/GAP 








Start 


3331 


End 


3842 








GI 


uC-osflM202052c07bl 


Score 


995 








Exons 


3331. .3842 












GI Descrip. 


M234848 l.Oe-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] * 


Seq. No. 


22070 


Seq. ID 


OJ990405 


_09 


.9819. 


C15 


Gene No. 


45910 


Strand 










Start 


493 




1220 








Name 


OJ990405 09.9819.C15.ol.gs 












Start 


4 93 


End 


1220 








GI 


none 


Score 


. 54 








Exons 


493. .738, 1100. .1220 












Seq. No. 


22071 


Seq. ID 


OJ990405 


_09 


.9819. 


C16 


Gene No. 


459ir 


Strand 










Start 


505 


End 


X *4 1 J 








Name 


OJ990405 09.9819.C16.ol.gs 




v3 Hi LN O V^rt IN 








Start 


505 


End 


144^ 

X *4 *i J 








GI 


none 


Score 


. 6 








Exons 


505.. 796, 1037.. 1140, 1297.. 


J. *i 1 J 










Seq. No. 


22072 


Seq. ID 


OJ990405 


_09 


.9819. 


C17 


Gene No. 


45912 


Strand 


+ 








Start 


615 


End 


2403 








Name 


OJ990405 09.9819.C17.ol.gs 


Method 


GENSCAN 








Start 


615 


End 


2403 








GI 


none 


Score 


.63 








Exons 


615.. 682, 1628. .1838, 1878.. 


1998, 2096 


. .2403 








Seq. No. 


22072 


Seq. ID 


OJ990405 


_09 


.9819. 


C17 


Gene No. 


45913 


Strand 


+ 








Start 


3994 


End 


4151 








Name 


OJ990405 09.9819.C17.o2.gs 


Method 


GENSCAN 








Start 


3994 


End 


4151 








GI 


none 


Score 


.65 








Exons 


3994. .4065, 4107. .4151 












Seq. No. 


22072 


Seq. ID 


OJ990405_ 


_09 


.9819. 


C17 


Gene No. 


45914 


Strand 


+ 








Start 


6971 


End 


7842 








Name 


OJ990405 09.9819.C17.o3.gs 


Method 


GENSCAN 








Start 


6971 


End 


7842 








GI 


none 


Score 


.75 








Exons 


6971.. 7186, 7439.. 7592, 7814 


. .7842 











22258 



Seq. No. 22072 

Gene No. 45915 
Start * 9043 

Name OJ990405_G9 . 9819 .C17 . o4 . gs 

Start 9043 

GI none 
Exons 



Seq. ID OJ990405_09.9819.C17 

Strand + 

End 13596 

Method GENSCAN 

End 13596 

Score .57 



9043. .9243, 9515. .10245, 10824 11149, 11242 .. 11426, 
11519. .11689, 12274. .12474, 12789 .. 13040 , 13138.. 13596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22072 
45915 
9043 

OJ990405_09.9819.C17.o2.np 
9383 
6330235 



Seq. ID 
Strand 

End 13596 
Method AAT/NAP 
End 13506 
Score 1767 
9383. .10051, 10127. .10245, 10824 .. 11136, 11238. 
11519. .11680, 12265. .12482, 12800 .. 13124 , 13220 
(AB033003) KIAA1177 protein [Homo sapiens] 



OJ990405_09. 9819.C17 
+ 



11426, 
. 13506 



09. 9819.C17 



22072 Seq. ID OJ990405_ 

45915 Strand + 

9043 End 13596 

OJ990405_09. 9819. 017. ol.gp Method AAT/GAP 
11065 End 11604 

4878395 Score 642 

11065. .11149, 11242. .11426, 11519. .11604 

1707032 2.0e-15 {U80445) coded for by C. elegans cDNA ykl3g5.3; 
coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA yk65h8 



Seq. No. 


22072 


Seq. ID 


OJ990405_09.9819.C17 


Gene No.' 


45916 


Strand 


+ 


Start 


24213 


End 


26611 


Name 


OJ990405 09.9819.O17.o6.gs 


Method 


GENSCAN 


Start 


24213 


End 


26611 


GI 


none 


Score 


.68 


Exons 


24213. .24677, 25816 25990, 


26150. .26427, 26504. .26611 


Seq. No. 


22072 


Seq. ID 


OJ990405_09. 9819.C17 


Gene No. 


. 45916 


Strand 


+ 


Start 


24213 


-End 


26611 


Name 


OJ990405 09,9819.C17.o5.gp 


Method 


AAT/GAP 


Start 


25203 


End 


25566 


GI 


uC-osrocyp031c04bl 


Score 


597 


Exons 


25203. .25566 






GI Descrip. 


'1707032 2.0e-15 (U80445) coded for by 


C. elegans cDNA ykl3g5 




coded for by C. elegans cDNA yk21g6.3; 


coded for by C. elegan 




cDNA CEMSE18F; coded for by C. elegans 


cDNA ykl2 6bl.3; coded 




by C. elegans cDNA yk65h8.3; 


coded for 


by C. elegans cDNA 




yk65h8' 






Seq. No. 


22072 


Seq. ID 


OJ990405_09. 9819.C17 


Gene No. 


45916 . 


Strand 


+ 


Start 


24213 


End 


26611 


Name 


OJ990405 09.9819.C17.o6.gp 


Method 


AAT/GAP 



for 



22259 






Start 


25941 


End 


26605 




GI 


35649 1.R1084 


Score 


610 




Exons 


25941. .25990, 26150. .26427, 


26504. .26605 




GI Descrip. 


•4454038/emb|CAA23035.1| 4. 


Oe-29 (AL035394) putative disease 






resistance response protein 


[Arabidopsis thaliana] * 




Seq. No. 


22072 


Seq. ID 


OJ990405_09.9819.C17 




Gene No. 


45917 


Strand 


+ 




Start 


35188 


End 


36360 




Name 


OJ990405 09.9819.C17.o6.np 


Method 


AAT/NAP 




Start 


35188 


End 


36360 




GI 


2979555 


Score 


170 




Exons 


35188. .35276, 36029.. 36360 








GI Descrip. 


(AC003680) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


22072 


Seq. ID 


OJ990405 09 9819 C17 




Gene No . 


45917 


Strand 


-H 




Start 


35188 


End 


36360 




Name 


OJ990405 09.9819.C17.ol0.gs 


Method 


GENSCAN 




Start ■ 


35834 


End 


36352 




GI 


none 


Score 


. 47 




Exons 


35834. .36352 








Seq._ No. 


22072 


Seq. ID 


OJ9904 05 09. 98 19. CI 7 




Gene No. 


45918 


Strand 




:* ri 


Start 


13579 


End 


13953 




Name 


OJ990405 09.9819.C17.o2.gp 


Method 


AAT /GAP 


! i s 

( 


Start 


13579 


End 


13953 


r J 


GI 


uC-osflM202063e08al 


Score 


619 


Lj 


Exons 


13579. .13953 






^3 


GI Descrip. 


M335739/gb|AAD17417| 3.0e- 


11 (AC00624e 


t) hypothetical protein 






[Arabidopsis thaliana] ' 








Seq. No. 


22072 


Seq. ID 


OJ990405_09.9819.C17 




Gene No. 


45919 


Strand 




• J 


Start 


14054 


End 


24617 




Name 


OJ990405 09.9819.C17.o3.gp 


Method 


AAT /GAP 




Start 


14054 


End 


14748 




GI 


3768640. 


Score 


1073 


; 


Exons 


14054. .14508, 14590. .14748 






.J 


GI Descrip. 


4335739/gb|AAD17417| 3.0e-ll (AC006248) 


hypothetical protein 






[Arabidopsis thaliana] 








Seq. No, 


22072 


Seq. ID 


OJ990405_09.9819.C17 




Gene No. 


45919 


Strand 






Start 


• 14054 


End 


24617 




Name 


OJ990405 09.9819.C17.o3.np 


Method 


AAT/NAP 




Start 


14419 


End 


16750- 




GI 


6562002 


Score 


644 




Exons 


14419. .14508, 14590. .14745, 


15144. .15323, 15735 .. 15988 , 






16640.. 16750 








" GI Descrip. 


(AL133363) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22072 


Seq. ID 


OJ990405_09. 9819.C17 




Gene No. 


45919 


. Strand 






Start 


14054 


End 


24617 




Name 


OJ990405 09.9819.C17.o5.gs 


Method 


GENSCAN 



22260 



start 
Exons 



14563 
none 



End 
Score 



23343 
.88 



14563. .14745, 15144 .. 15323, 15735 .. 15993, 16094 16221, 
18358. .18433, 18671 .. 18857, 19840 .. 19863, 20342 .. 20614 , 
22098. .23343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22072 
45919 
14054 

OJ990405_09.9819.C17.o4.gp 

16083 

701288 



Seq. ID OJ990405_09.9819.C17 
Strand 

End 24 617 

Method AAT/GAP 

End 17213 

Score 740 



16083. .16332, 16408 .. 16509, 17112.. 17213 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405 09.9819.C17 



22072 
45919 
14054 

OJ990405_09. 9819.C17.o4.np 
21852 
2623309 

21852. .21918, 22103 .. 23213, 24581. .24617 

(AC002409) putative TGACG-sequence-specif ic bZIP DNA-binding 
protein [Arabidopsis thaliana] • 



24617 
AAT/NAP 
24617 
354 



22072 Seq. ID 

45920 Strand 

27374 End 
OJ9904 05_09 . 9819. C17 . o7 . gs Method 

27374 End 

none Score 
27374. .27997 



OJ990405_09. 9819.C17 

27997 
GENSCAN 
27997 
.89 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22072 Seq. ID 

45920 Strand 

27374 End 
OJ990405_09.9819.C17.o5.np Method 

27380 End 

6694699 Score 
27380. .27979 

(AF210064) dirigent protein [Thuja plicata] 



OJ990405_09.9819.C17 

27997 
AAT/NAP 
27979 
381 



22072 
45921 
30138 

OJ990405_09.9819.C17.ol.tm 

9995 

none 



Seq. ID OJ990405_09. 9819.C17 
Strand 

End 30425 

Method TBLASTX : Mai ze 

End 11380 

Score 289 



9995.. 10021, 10067. .10108, 10070 .. 1024 6, 10095 .. 10259, 
10810. .10995, 10821. .11147, 10821 .. 11147, 10822 .. 1114 8 , 
10930. .11118, 11240. .11314, 1124 1 .. 11315, 11270 .. 11380, 
11301. .11378, 11318.. 11380 



Seq. No. 22072 Seq. ID 

Gene No. 45921 Strand 

Start 30138 End 

Name ' OJ990405_09 . 9819 . C17 . o5 . tc Method 

Start 10088 End 



OJ990405_09.9819.C17 
30425 

TBLASTX: Cress 
10976 



22261 



GI 


none 








Exons 


10088. 


.10246, 


10822. 


.10971, 


Seq. No. 


22072 








Gene No. 


45921 








Start 


.30138 








Name 


OJ990405 09.9819.C17 


. ol . tc 


Start 


11080 








GI 


none 








Exons 


11080. 


.11148, 


11091. 


.11141, 




11240. 


.11431, 


11243. 


.11428, 




11511. 


.11624, 


11511. 


.11624, 


Seq. No. 


22072 








Gene No. 


45921 








Start 


30138 








Name 


OJ990405 09.9819.C17 


. o2 . tm 


Start 


11518 








GI 


none 








Exons 


11518. 


.11580', 


11519. 


.11578, 




11579. 


.11689, 


11586. 


.11699, 




12272. 


.12469, 


12273. 


. 12509, 




12787. 


.12924, 


12788. 


.12925, 




12933. 


.13040, 


13135. 


.13263, 




13143. 


.13262, 


13284. 


.13349, 




13450. 


;i3536. 


13504. 


.13605, 




13638. 


.13655, 


13670. 


.13696 


Seq. No. 


22072 








Gene No . 


45921 








Start 


30138 








Name 


OJ990405 09.9819.C17 


.o2.ts 


Start 


12268 








GI 


none 








Exons 


12268. 


.12489, 


12273. 


.12512, 


Seq. No. 


22072 








Gene No. 


45921 








Start 


30138 








Name 


• OJ990405 09.9819.C17 


.o3, tc 


Start 


12906 








GI 


none 








Exons 


12906. 


.13040, 


12907. 


.13047, 




13135. 


.13224, 


13227. 


.13262, 


Seq. No. 


22072 








Gene No. 


45921 








Start 


30138 








Name 


OJ990405 09.9819.C17 


. o6. tm 


Start 


14326 








GI 


none 








Exons 


14326. 


.14508, 


14327. 


.14515, 




14588. 


.14716 






Seq. No. 


22072 








Gene No. 


45921 








Start 


30138 









Score 195 



Seq. ID OJ990405_09.9819.C17 
Strand 

End 30425 ; 

Method TBLASTX : Cress 

End 11635 

Score 79 



,11427, 
11622, 



Seq. ID OJ990405_09.9819.C17 
Strand 

End 30425 

Method TBLASTX : Mai ze 

End 13696 

Score 82 
11523. .11582, 11555. .11689, 
12270. .12470, 12271 .. 12489, 
12780. .12929, 12787 12933, 
12930. .13040, 12932. .13039, 
13135. .13260, 13136. .13261, 
13318. .13341, 13403. .13525, 
13542. .13598, 13636 .. 13689, 



Seq. ID .OJ990405_09.9819.C17 
Strand 

End 30425 
Method TBLASTX : Soybean 
End 128 60 

Score 278 
12780. .12860, 12788. .12856 

Seq. ID OJ990405_09.9819.C17 
Strand 

End 30425 

Method TBLASTX : Cress 

End 13262 

Score 190 
12914. .13039, 13135. .13230, 
13228. .13260 

Seq. ID OJ990405_09.9819.C17 
Strand 

End 30425 . 

Method TBLASTX': Mai ze 

End 14716 

Score 154 
14572. .14715, 14585 .. 14713, 



Seq. ID OJ990405_09. 9819.C17 
Strand 

End ..30425 



22262 




Nam© 


PlTQOn/in^ HQ QQ1 Q PIT 


. o4 . tc 


Method 


TBLASTX: 


Cress 




otart 






End 


15287 








none 




Score 


81 






Exons 


i/i'^c:^ i>ic;nc; i/i'sqq 
If* joo . . 1^ OUD, i^joy. 


.14 jUo , 


14572. .14748, 15123 


. .15287 




beq, NO. 


zzu / z 




Seq. ID 


OJ990405 


09 . 9819 


. C17 


Gene No. 


45921 




Strand 








Start 


30138 




End 


30425 






Name 


riTQQfi/inc; no qqiq pit 


. o4 . t s 


Method 


TBLASTX: 


Soybean 




o tare 


14 jyz 




End 


15218 




CT 


none 




Score 


76 






Exons 


1^'?Q0 T/IC^HQ 1/|t;T5 

Ifi jyz . , 14DUO/ 140//:. 


.14 /Z4 / 


14572. . 14751, 15123 


. . iDZlo 




oe<5 . WO . 


z^u /z 




Seq. ID 


OJ990405 


09 . 9819 


. C17 


Gene No. 


45921 




Strand 








Start 


30138 




End 


30425 






Name 


nTQQH/inR no qqi o pi "? 
ujyyu^uo uy.yoiy.ui/ 


. oy . tm 


Method 


TBLASTX: 


Maize 




o tar c. 


1 D ID J 




End 


15813 








none 




Score 


75 






iiiXons 


loioj. .idjzd, loiob. 


. ID Jl / , 


15735. .15812, 15736 


. .15813 




o e q . IN o . 


zzu / z 




Seq. ID 


OJ990405 


An A O T A 


. C17 


(aene ino . 


0 yz 1 




Strand 








Start 


30138 




End 


30425 






Name 


OJ990405_09.9819.C17 


.ol.ts 


Method 


TBLASTX: 


Soybean 




o tar t 


iDZ 1 y 




End 


16119 




P T 


none 




Score 


72 






Exons 


TCOIQ TC;'30C TC^O'3T 
lOZiy . . lOOZ D/ lOZOl. 


T C O O ^ 

. iDOZ D, 


15728. .15808, 15730 


. . 15807 , 






TC^TTC^ IC^QQtl ICT^R 


1 c d n c 

. loy yo , 


15736. .1601-4, 16090 


. .16119 




o e q . IN o . 


zz u / z 




Seq. ID 


OJ990405 


A A A O 1 A 

Uy . 9819 


C17 


Gene No. 


45921 




Strand 








Start 


30138 




End 


30425 






Name 


piTQQn^nc; no qqiq pit 
vjuyyufiuo uy.yoiy.ui/ 


. Oo . tm 


Method 


TBLASTX: 


Maize 




o tart 


loo 14 




End 


16163 








none 




Score 


215 






Exons 


1C^Q^/1 IRQQC ic:qiq 

iDoi4 , . loyy D/ looiy. 


. ID yyz , 


16095. .16163, 16096 


. .16146 




oecj . iNO . 


zzu / z 




Seq. ID 


OJ990405 


_09.9819, 


CI 7 


oene ino . 


4 DyZl 




Strand 








Start 


30138 




End 


30425 






Name 


OJ990405_09.9819.C17 


. o5 . tm 


Method 


TBLASTX: Maize 




o t ar t 


Z U 1 0 fi 




End 


20457 






P T 
ol 


none 




Score 


196 






Exons 


Z U104 . . Z U J bo f ZUlOo. 


o n "3 ^ *7 


20160. .20366, 20376 


. .20456, 






o/T^QO or\Ac.ri omoQ 
ZU Jo Z . . ZU4 O J , ZUoby. 


. ZU4 D / , 


20392. .20457 






oeq. NO. 






Seq. ID 


OJ990405_ 


_09. 9819. 


C17 


oene no . 


4 oyz 1 




Strand 








o tar t 


JUUo 




End 


30425 






Name 


ujyyu4Uo uy.yyiy.Li/ 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


4t *i U J 




"End 


22711 






GI 


none 




Score 


96 






Exons 


20463. .20612, 20478. 


.20615, 


20494 . .20616, 22096 


. .22188, 






22097. .22186, 22100. 


.22189, 


22102. .2218 


8, 22112 


. .22162, 






22189. .22251, 22189. 


.22269, 


22190. .22261, 22264 


. .22683, 






22266. .22355, 22297. 


22623, 


22316. .22681, 22624 


. .22710, 





22263 



22652. .22711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22072 
45921 
30138 

OJ990405_09.9819.C17.o3.ts 
24492 



End 

Method 
End 

none Score 
24492. .24617, 244 94 .. 24652, 25803 25976, 258 13 25974 , 
25816. .25989, 25823 .. 25975, 26155 .. 26397 , 26159 .. 26245, 
26160. .26378, 26296.. 26397 



Seq. ID OJ990405_09.9819.C17 
Strand 

30425 

TBLASTX : Soybean 
26397 . 
186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22072 Seq. ID 

45921 Strand 

30138 End 

OJ990405_09 ; 9819 . C17 . o4 . tm Method 

25794 End 

none Score 



OJ990405_09.9819.C17 
30425 

TBLASTX: Maize 

26685 

190 



25794. .25976, 25794 .. 25988, 25813. .25995, 25816 .. 25995, 

25871. .25996, 26149 .. 26430, 26154 .. 26381," 26155 .. 26469, 

26279. .26431, 264 93 .. 26645, 26500 .. 26685, 26501 .. 26587 , 
26502. .26621. 



Seq. No. 22072 

Gene No. 45921 

Start 30138 

Name OJ990405_09 . 9819.C17 . o2 . tc 

Start 27371 

GI none 

Exons 27371. .27649, 27381 27650, 
30141. .30425, 30166.. 30351 



Seq. ID 

Strand 

End 

Method , 

End 

Score 



OJ9904 05_09. 9819.C17 
30425 

TBLASTX: Cress 

30425 

186 



27701. .27736, 27824 .. 27871, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22072 Seq. ID 

45921 Strand 

30138 End 

OJ990405_09 . 9819. C17 . o7 .gp Method 

30138 End 

4969019 Score 
30138. .30396 

4454038/emb I CAA23035.il 4.0e-29 1AL035394) putative disease 

resistance response protein [Arabidopsis thaliana] 



OJ990405_09.9819.C17 

30425 
AAT/GAP 
30396 
470 



22072 Seq. ID 

45922 Strand 
35914 End 
OJ990405_09 . 9819 . C17 . o7 . tm Method 
35914 End 
none Score 

35914. ,36009, 35915 .. 35995, 

36157. .36204, 36158. .36346 



OJ9904 05_09. 9819.C17 
3*6358 

TBLASTX: Maize 
36346 
109 

36020. .36109, 36031 .. 36105, 



Seq. No. 22072 Seq. ID 

Gene No. 45922 Strand 

Start 35914 End 

Name • OJ990405_09 . 9819 . C17 . o5 . ts Method 

Start 36053 End 

GI . none Score 



OJ990405_09.9819.C17 
36358 

TBLASTX : Soybean 

36358 

55 



22264 



Exons 



36053. .36109, 36158.. 36358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22073 
45923 
1 

OJ990405_09. 9819. 018. ol.np 
1 

5487873 
1..606 * 

(AF110333) PrMC3 [Pinus radiata] 



Seq. ID OJ990405_09.9819.C18 

Strand + 

End 624 

Method AAT/NAP 

End 606 

Score 221 



22073 
45923 
1 

OJ990405_09. 9819. 018. ol.gs 

105 

none 

105. .624 



Seq. ID OJ990405_09. 9819.018 

Strand + 

End 624 

Method GENSCAN 

End 624 

Score .99 



Seq. No. 22073 

Gene No. 45924 

Start 2485 

Name OJ990405_09 . 9819 . 018 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990405_09. 9819.018 

Strand + 

End 2954 

Method TBLASTX : Soybean 

End 2922 

Score 58 



1..48, 109. .168, 190. .276, 231. .356, 289. .366, 399. .542, 
400. .600, 2764.. 2838, 2815.. 2922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22073 
45924 
2485 

OJ9904 05_09. 9819. 018. o2.tm 
1 

none 



Seq. ID OJ990405_09. 9819.018 

Strand + 

End 2954 

Method TBLASTX : Maize 

End 2934 

Score 87 



1..60, 6. .278, 85. .276, 2488. .2619, 2520. .2609, 2662. .2712, 
2763. .2849, 2764. .2850, 2815. .2934, 2836. .2898 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22073 
45924 
2485 

OJ9904 05_09.9819.O18.ol.tc 

108 

none 



Seq. ID OJ990405_09. 9819.018 

Strand + 

End 2954 

Method TBLASTX : Oress 

End 597 

Score 61 



108. .155, 109. .162, 202. .276, 207. .275, 289. .366, 306. .356, 
397. .597 



Seq. No. 22073 

Gene No. 45924 

Start 2485 

Name OJ9904 05_09 . 9819 . 018 . ol . tm 

Start 336 

GI none 

Exons 336.. 596, 337.. 600, 520.. 600 



Seq. ID OJ990405_09. 9819.018 

Strand + 

End 2954 

Method TBLASTX: Maize 

End 600 

Score 372 



Seq. No. 
Gene No, 
Start 



22073 
45924 
2485 



Seq. ID OJ990405_09. 9819.018 
Strand . + 
End 2954 



22265 



Name 

Start 

GI 

Exons 



OJ990405_09 . 98 19 . C18 . o2 . gs Method GENSCAN 

2485 End 2945 

none Score , 62 
2485. .2945 



Seq. No. 22073 

Gene No. 45924 

Start 2485 

Name OJ990405_09 . 9819 .'C18 . ol . tw 

Start 2520 

GI none 
Exons 



Seq. ID OJ990405_09. 9819.C18 

Strand + 

End 2954 

Method TBLASTX : Wheat 

End 2849 

Score 104 



2520. .2711, 2521. .2616, 2662. .2712, 2763. .2849, 2764. .2832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- > 



22073 
45924 
2485 

OJ990405_09.9819.C18.o3.np 
2552 
2979555 
2552. .2954 

(AC003680) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990405_09. 9819.C18 

Strand + 

End 2954 

Method AAT/NAP 

End 2954 

Score 127 



22074 
45925 ^ - 
46 

OJ990405_09.9819.C19.ol.gs 
46 

none 
46. .429 



Seq. ID OJ990405_09. 9819.C19 

Strand + 

End 429 

Method GENSCAN 

End 429 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22074 ' 

45926 

1862 

OJ990405_09.9819.C19.o2.gs 

1862 

none 

1862.. 2593, 2642.. 2929 



Seq. ID OJ990405_09. 9819.C19 

Strand + 

End 2929 

Method GENSCAN 

End 2929 

Score .83 



22074 
45926 
1862 

OJ990405_09.9819.C19.ol. np 
2054 
5734715 
2054. .2917 

(AC008075) Similar to gb|AF110333 PrMC3 protein from Pinus 
radiata and is a member of PF| 00135 Carboxylesterases family. 
EST gb|N37841 comes from this gene. [Arabidopsis thaliana] 



Seq. ID OJ990405_09. 9819.C19 

Strand + 

End 2929 

Method AAT/NAP 

End 2917 

Score 290 



22074 

45927 'r. 
3625 

OJ990405_09.9819.C19.o2.tm 

120 

none 



Seq. ID OJ990405_09. 9819.C19 
Strand 

End 4714 

Method TBLASTX : Mai ze 

End 2911 

Score 53 



120. .152, 121. .171, 169. .342, 198. .344, 2641. .2910, 2642. .2911 



22266 



oeq. NO. 


o o m /I 
z^U / 4 


Gene No . 


A QQOT 

4 oy^ / 


Start 


3625 


Name 


OJ990405 09 


otar u 


1 y u / 




none 


Exons 








oeq. NO. 




Gene No. 


45927 


Start 


3625 


Name 


ujyyu^uo uy 


Start 


lyu / 


GI 


none 


Exons 


lyu / . . ly , 


beq. NO. 


ZzU / 4 


bene no . 




Start 


3625 


Name 


OJ990405_09 


b car u 


1 Q 1 Q 

i y 1 y 




none 


Exons 


lyiy . . zuoo. 






Seq. no.. 




Gene No. 


45927 


Start 


3625 


Name 


ujyyu4uo uy 


Start 


"Scot; 


bl 


none 


Exons 




beq. NO. 




Gene No. 


45928 


Start 


2980 


Name 


ujyyu4uo uy 


Start 


o o o n 


bl 


none 


Exons 


zyoU . . oz4U, 


beq. NO. 


^^U / D 


Gene No . 


4oy^o 


Start 


2980 


Name 


OJ990405_09 


b nar u 


oUoO 


GI 


C >l O T O T "5 

548787 J 


Exons 


JU JO . . JO J8 


GI Descrip. 


/ TV in 1 A o o \ 1 


Seq. No. 


22075 


Gene No. 


45928 


Start 


2980 


Name 


OJ990405 09 


Start 


3051 


GI 


none 



.C19.01. tm 



.2055, 
.2365, 



Seq. ID OJ990405_09.9819.C19 
Strand 

End 4714 
Me t hod TBLAS TX : Ma i z e 
End 2583 
Score 135 
2026. .2121, 2042. .2119, 2177.. 2230, 
2344.. 2583, 2402.. 2539 



Seq. ID OJ990405_09.9819.C19 
Strand 

End 4714 

.C19.ol.tw Method TBLASTX: Wheat 

End 2238 

Score 292 
..2113, 1924. .2127, 2177. .2230, 2179. .2238 

Seq. ID OJ990405_09.9819.C19 
Strand 

End 4714 

.C19.ol.ts Method TBLASTX: Soybean 

End 2617 

Score 104 
..2119, 2177.. 2230,. 2276.. 2.353, 2402.. 2518, 



Seq. ID OJ990405_09.9819.C19 
Strand 

End 4714 

.C19.o3.gs Method GENSCAN 

End 4714 

Score . 65 
..4261, 4433. .4551, 4696. .4714 



Seq. ID OJ990405_09.9819.C20 

Strand + 

End 3538 

Method GENSCAN 

End 3501 

Score . 65 



gs 



.C20.O2, 
. .3501 



.C20.ol.np 



Seq. ID OJ990405_09.9819.C20 

Strand + 

End 3538 

Method AAT/NAP 

End 3538 

Score 238 



[Pinus radiata] 



.C20.O1. tw 



Seq. ID OJ990405_09.9819.C20 

Strand + 

End 3538 

Method TBLASTX : Wheat 

End 3358 

Score 172 



22267 




Exons 


3051. .3221, 


3052 


. .3222, 


3262 


..3357, 3263.. 3358 




Seq. No. 


22075 








Seq. ID 


OJ990405 


_09.9819.C20 


Gene No. 


45928 








Strand 


+ 




Start 


2980 








End 


3538 




Name ■ 


OJ990405 09. 


9819 


,C20.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3121 








End 


3538 




GI 


none 








Score 


142 




Exons 


3121.. 3222, 


3126 


. .3221, 


3263 


..3451, 3265. .3399, 


3476. .3538, 




.3499. .3537 














Seq. No. 


22075 








Seq. ID 


OJ990405 


_09.9819.C20 


Gene No. 


45928 








Strand 


+ 




Start 


2980 








End 


3538 




Name 


OJ990405 09. 


9819 


.C20.O1 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3156 








End - 


3538 




GI 


none 








Score 


175 




Exons 


3156. .3185, 


3263 


. .3448, 


3265 


..3399, 3496.-3537, 


3497. .3538 


Seq. No. 


22075 








Seq. ID 


OJ990405 


_09.9819.C20 


Gene No . 


45928 








Strand 


+ 




Start 


2980 








End 


3538 . 




Name;.; ; 


OJ990405 09. 


9819 


,C20.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start'" 


3157 








End 


3532 


GI y- • 


. . none . 








Score 


72 




Exons 


3157. .3222, 


3263 


. .3448, 


3265 


..3399, 3452. .3532 




Seq. No. 


22076 








Seq. ID 


OJ990405 


_09.9819.C21 


Gene No . 


45929 . 








Strand 






Start 


561 








End 


1685 




Name 


OJ990405 09. 


9819 


.C21.01 


.gs 


Method 


GENSCAN 




Start 


561 








End 


1685 




GI 


none 








Score 


.57 




Exons 


561. .664, 1087..: 


1126, 1626.. 


1685- 






Seq, No. 


22077 








Seq. ID 


OJ990405 


_09.9819.C22 


Gene No . 


45930 * • 








Strand 






Start 


28 








End 


370 




Name 


. OJ990405 09. 


9819 


.C22.01 


. gs 


Method 


GENSCAN 




Start 


28 








End 


370 




GI 


none 








Score 


.99 




Exons 


28. .370 














Seq. No. 


22077 








Seq. ID 


OJ990405 


_09.9819.C22 


Gene No . 


45931 








Strand 






Start 


1002 








End 


1214 




Name 


OJ990405 09. 


9819 


.C22.02 


.gs 


Method 


GENSCAN 




Start 


1002 








' End 


1214 




GI 


none 








Score 


.85 




Exons 


1002. .1214 














Seq. No. 


22078 








Seq. ID 


OJ990405 


_09.9819.C23 


Gene No. 


45932 








Strand - 


+ 




Start 


305 








End 


2543 




Name 


OJ990405 09. 


9819. 


.C23.01 


.np 


Method 


AAT/NAP 




Start 


305 








End 


2378 




GI 


6967707 








Score 


293 





22268 



Exons 305.. 434, 1270.. 1395, 1642.. 1793, 2259.. 2378 

GI Descrip. (AL139074) putative acetyltransf erase [Campylobacter jejuni] 

Seq. ID OJ990405_09.9819.C23 
Strand + 
End 2543 



Seq. No. 


22078 


Gene No. 


45932 


Start 


305 


Name 


OJ990405 09.9819 


Start 


311 


GI 


none 


Exons 


311.. 434, 1270.. 


Seq. No. 


22078 


Gene No. 


45933 


Start 


3769 


Name 


OJ990405 09.9819 


Start 


248 


GI 


none 


Exons 


248. .436, 274. .4 




1640.. 1795, 1641 




2259.. 2552, 2431 


Seq. No. 


22078 


Gene No. 


45933 


Start 


3769 


Name 


OJ990405 09.9819 


Start 


248 


GI 


none 


Exons 


248. .436, 274. .4 


Seq. No. 


22078 


Gene No. 


45933 


Start 


3769 


Name 


OJ990405 09.9819 


Start 


268 


GI 


none 


Exons 


268. .435, 269. .4 




1639.. 1794, 1640 




2412. .2513 


Seq. No. 


22078 


Gene No. 


.45933 


Start 


3769 


Name 


OJ990405 09.9819 


Start 


295 


GI 


none 


Exons 


295. .435, 296. .4. 




1640. .1795, 1641 


Seq. No. 


22078 


Gene No. 


45933 


Start 


3769 


Name 


OJ990405 09.9819 


Start 


1638 


GI 


none 


Exons 


1638.. 1793, 1640 



End. 
Score 



2543 
.85 



Seq. ID OJ990405_09.9819.C23 
Strand 

End 3988 

Method TBLASTX ; Mai ze 

End 2555 

Score 250 



Seq. ID OJ990405_09.9819.C23 
Strand 

End 3988 

Method TBLASTX : Wheat 

End 1309 

Score 231 



Seq. ID OJ990405_09.9819.C23 
Strand 

End 3988 

Method TBLASTX: Cress 

End 2513 

Score 206 



Seq. ID OJ990405_09.9819.C23 
Strand 

End 3988 



End 
Score 



2534 
194 



Seq. ID OJ990405_09.9819.C23 
Strand 

End 3988 

Method TBLASTX : Wheat 

End ■ 2489 

Score 228 



Seq. No. 



22078 



Seq. ID OJ990405_09.9819.C23 



22269 



Gene No. 45933 Strand 

Start 3769 End 3988 

Name OJ990405_09. 9819.C23.o2 .gs Method GENSCAN 

Start 3769 End 3988 

GI none Score .49 

Exons 3769.. 3988 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22079 
45934 
1 

OJ990405_09.9819.C24.ol.np 
1 

2760844 



Seq. ID OJ990405_09.9819.C24 
Strand 

End 5584 

Method AAT/NAP 

End 374 6 

Score 756 



1..79, 215. .349, 641. .699, 773. .889, 980. .1160, 1654. .1737, 
1855. .1923, 2223. .2363, 2888. .2980, 3197. .3325, 3459. .3746 
(AC003105) hypothetical protein [Arabidopsis thaliana] 



22079 
45934 
1 

OJ990405_09.9819.C24.ol.ts 

212 

none 



Seq. ID OJ990405_09.9819.C24 
Strand 

End 5584 

Method TBLASTX : Soybean 

End 3665 

Score 94 



212. .355, 213. .350, 632. .700, 633. .701, 774. .890, 775. '.891, 
963.. 1064, 967. .1026, 1651. .1734, 1852.. 1923, 2173.. 2376, 
2223. .2375, 2891. .2980, 3186. .3323, 3194. .3337, 3459.. 3665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22079 
45934 
1 

OJ990405_09.9819.C24.ol.gs 

215 

none 



Seq. ID OJ990405_09. 9819.C24 
Strand 

End 5584 

Method GENSCAN 

End 5584 

Score .54 



215. .349, 773. .1160, 1654. .1737, 1855. .1923, 2223. .2363, 
2888. .2980, 3197. .3325, 3459. .3635, 4966. .5088, 5255. .5584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



22079 
45934 
1 

OJ990405_09. 9819.C24 .o2.tm 

771 

none 



Seq. ID OJ990405_09.9819.C24 
-Strand 

End 5584 

Method TBLASTX : Mai ze 

End 2 971 

Score 122 



771. .881, 772. .885, 980. .1183, 983. .1162, 984. .1163, 988. .1170, 
1645. .1737, 1650. .1739, 1655. .1732, 1839. .1916, 1844. .1915, 
1855. .1923, 2221. .2370, 2226. .2363, 2875. .2952, 2888. .2971 



22079 
45934 
1 

OJ990405_09. 9819.C24.ol.tm 

3187 

none 



Seq. ID OJ990405_09.9819.C24 
Strand 

End 5584 

Method TBLASTX: Maize 

End 3736 

Score 142 



3187. .3330, 3194. .3340, 3195. .3326, 3196. .3336, 3456. .3722, 
3457. .3720, 3459. .3731, 3530. .3736 



Seq. No. 
Gene No. 



22080 
45935 



Seq. ID OJ990405_09. 9819.C25 
Strand 



22270 






Start 


372 


End 


472 








Name 


OJ990405 09.9819.C25.ol.gs 


Method 


GENSCAN 








Start 


372 


End 


472 








GI 


none 


Score 


. 62 








Exons 


372. .472 












Seq. No. 


22081 


Seq. ID 


OJ990405_ 


09 


9819. C26 




Gene No. 


45936 ^ 


Strand 










Start 


1 


End 


1163 








Name 


OJ990405 09.9819.C26.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


548 








GI 


6006359 


Score 


50 








Exons 


1..36, 451. .548 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22081 


Seq. ID 


OJ990405_ 


09 


9819. C26 




Gene No. 


45936 


Strand 










Start 


1 


End 


1163 








Name 


OJ990405 09.9819.C26.ol.gs 


Method 


GENSCAN 








Start 


447 


End 


1163 . 








GI 


none 


Score 


.56 








Exons 


447. .548, 879. .1007, 1089., 


1163 










Seq. No. 


22082 


Seq. ID 


OJ990405_ 


09. 


9819. C27 




Gene No. 


45937 


Strand 


+ 








Start 


126 


End 


2015 






i a 


Name 


OJ990405 09.9819.C27.ol.gs 


Method 


GENSCAN 






i' i 1 


Start 


126 


End 


2015 






^ 


GI 


none 


Score 


.78 , 






i- L§ 


Exons 


126. .301, 1938.. 2015 












Seq. No. 


22082 


Seq. ID 


OJ990405 


09, 


9819. C27 


rLl 


Gene No. 


45938 


Strand 


+ 








Start 


2028 


End 


2279 








Name 


OJ990405 09.9819.C27.ol.gp 


Method 


AAT/GAP 








Start 


2028 


End 


2279 








GI 


4107143 


Score 


316 








Exons 


2028. .2279 












GI Descrip. 


5803242/dbj IAP000399.il AP000399 7.0e-30 Oryza sativa genomic 






DNA, chromosome 6, clone : P0535G04 










Seq. No. 


22082 


Seq. ID 


OJ990405_ 


09. 


9819. C27 




Gene No. 


45939 


Strand 










Start 


2350 


End 


5098 








Name 


OJ990405 09.9819.C27.o2.gs 


Method 


GENSCAN 








Start 


2350 


End 


5098 








GI 


none 


Score 


.7 








Exons 


2350. .2469, 2962. .3060, 3156. .3255, 4475. .4526, 


5006. .5098 




Seq. No. 


22083 


Seq. ID 


OJ990405_ 


09. 


9819. C28 




Gene No. 


45940 


Strand 


+ . 








Start 


382 


End 


509 








Name 


OJ990405 09.9819.C28.ol.gs 


Method 


GENSCAN 








Start 


382 


End 


509 








GI 


none 


Score 


.42 







Exons 382.. 509 



22271 



Seq. No, 22084 ~ Seq. ID OJ990405_09 , 9819 - C30 

Gene No. 45941 Strand + 

Start 72 End 2245 

Name OJ990405_09 . 9819 .C30 . ol . gs Method GENSCAN 

Start 72 End 2245 

GI none Score . 8 

Exons 72.. 557, 938.. 1088, 1725.. 1897, 2T38..2245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22084 
45941 
72 

OJ990405_09 . 9819 . C30 . ol . tm 

467 

none 



Seq. ID OJ990405_09. 9819.C30 

Strand + 

End 2245 

Method TBLASTX : Mai ze 

End 1093 

Score 131 



467. .562, 468. .563, 935. .1093, 936. .1085, 941. .1087 



Seq. No. 


22085 






Seq. ID 


OJ990405_09 


. 9819. C31 


Gene No. 


45942 






Strand 


+ 




Start 


491 






End 


928 




Name 


OJ990405 09.9819.C31.ol 


.gs 




Method 


GENSCAN 




Start 


491 






End 


928 




GI 


none 






Score 


.72 




Exons 


491. .559, 783. .928 












Seq. No. 


22086 






Seq. ID 


J^- . ^ 
OJ9904 05_09 


.9819.C32 


Gene No. 


45943 






Strand 


+ 




Start 


284 






End 


735 




Name 


OJ990405 09. 9819. 032. ol 


.gs* 




Method 


GENSCAN 




Start 


284 






End 


735 




GI 


none 






Score 


.76 




Exons 


284. .487, 517. .735 












Seq. No. 


22086 






Seq. ID 


OJ990405_09 


.9819.C32 


Gene No. 


45944 






Strand 


+ 




Start 


1282 






End 


1705 




Name 


OJ990405 09.9819.C32.ol 


.gp 




Method 


AAT/GAP 




Start 


1282 






End 


1705 




GI 


56595 1.R1084 






Score 


828 . 




Exons 


1282. .1705 












GI Descrip. 


•4314378/gb|AAD15588 1 2 


. Oe- 


•21 


(AC006232) putative 


lipase 




[Arabidopsis thaliana] 


>gi_ 


5306262 gb AAD41994.1 AC006233 5 




(AC006233) putative lipase 


[Arabidopsis thaliana] ' 




Seq. No. 


22086 






Seq. ID 


OJ990405_09 


. 9819. C32 


Gene No. 


45945 






Strand 


+ 




Start 


4489 






End 


5036 




Name 


OJ990405 09.9819.C32.o3 


.gs 




Method 


GENSCAN 




Start 


4489 






End 


5036 




GI 


none 






Score 


.63 




Exons 


4489. .4585, 4618. .4640, 


4661. , 


.4843, 4939. .5036 




Seq. No. 


22086 






Seq. ID 


OJ990405_09 


. 9819. C32 


Gene No. 


45945 






Strand 


.+ 




Start 


4489 






End 


5036 




Name 


OJ990405 09.9819.C32.o3 


• gp 




Method 


AAT/GAP 




Start 


4662 






End 


5036 




GI 


11881 1.R1084 






Score 


447. 





22272 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



4662,. 4843, 4939. 
•2791806 2.0e-51 

22086 
45946 
1 

OJ990405_09.9819. 
1 

6691210 

1..54, 809. .918, 
(AC007508) F1K23. 

22086 
45946 
1 

OJ990405_09.9819. 

1291 

none 

1291.. 1410, 1362. 

22086 
45946 
1 

OJ990405_09.9819. 

1352 

none 

1352.. 2008, 3017. 



.5036 

(AF041433) bet3 [Mus musculus] * 

Seq. ID OJ990405_09.9819.C32 
Strand 

End . 3608 
C32.ol.np Method AAT/NAP 

End 3541 

Score 568 
1363.. 2008, 2969.. 3189, 3292.. 3541 
15 [Arabidopsis thaliana] 

Seq. ID OJ990405_09.9819.C32 
Strand 

End 3608 

C32.ol.tw Method TBLASTX: Wheat 

End 1654 

Score 128 
.1550, 1373. .1549, 1544. .1654 



C32.'o2.gs 



End 

Method 
End 
Score 
.3189, 3292.. 3589 



Seq. ID OJ990405_09.9819.C32 
Strand 

3608 
GENSCAN 
3589 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22086 
45946 
1 

OJ990405_09.9819. 

1358 

none 

1358.. 1564, 1538', 
3294.. 3374, 3392. 

22086 
45946 
1 

OJ990405_09.9819. 

1364 

none 

1364. .1570, 1383. 

22086 
45946 
1 

OJ990405_09.9819, 

1368 

none 

1368. .1652, 1370. 
3090.. 3188, 3287. 



Seq. ID OJ990405_09.9819.C32 
Strand 

End 3608 

C32.ol.tc Method TBLASTX : Cress 

End 3454 

Score 80 
.1654, 1715. .1984, 3140. .3187, 3293.-3364, 
.3454, 3393. .3440 



C32.ol.ts 



End 

Method 
End 
Score 
,1565, 1538.. 1654 



Seq. ID OJ990405_09.9819.C32 
Strand 

3608 

TBLASTX: Soybean 
1654 
84 



Seq. ID OJ990405_09.9819.C32 
Strand 

End 3608 
C32.ol.tm Method TBLASTXrMaize 

End 3470 

Score 137 
.1654, 1715. .1987, 3062 3187 ,• 3078 .. 3188 , 
.3469, 3294.. 3374, 3408. .3470 



Seq. No. 
Gene No. 
Start 



22086 
45946 
1 



Seq. ID OJ990405_09.9819.C32 
Strand 

End' 3608 



22273 



Name 

Start 

GI 

Exons 



OJ990405_09. 9819.C32.o2.ts 

2975 

none 

2975.. 3139, 3003.. 3122, 3140. 
3297.. 3365, 3363.. 3440, 3377. 



Method TBLASTX : Soybean 
End 3457 
Score 4 6 

.3187, 3153. .3179, 3284. .3364, 
.3457 



Seq. No. 22086 Seq. ID- OJ990405_09 . 9819 . C32 

Gene No. 45946 Strand 

Start 1 End 3608 

Name OJ990405_09. 9819.C32.o2.gp Method AAT/GAP 

Start 3015 End 3608 

GI 53758_1.R1084 Score 860 

Exons 3015.. 3189, 3292.. 3608 

GI Descrip. M314 378/gb | AAD15588 | 9.0e-13 (AC006232) putative lipase 

[Arabidopsis thaliana] >gi_5306262_gb_AAD41994 , 1_AC006233_5 
{AC006233) putative lipase [Arabidopsis thaliana] * 



Seq. No. 22087 

Gene No. 45947 

Start 361 

Name OJ990405_09. 9819.C33.ol.gs 

Start 361 

GI none 

Exons ' 361.. 553 



Seq. ID OJ990405_09. 9819.C33 

Strand + 

End 878 

Method GENSCAN 

End 553 

Score .81 



Seq. No. 22087 Seq. ID 

Gene No. 45947 Strand 

Start 361 End 

Name OJ990405_09. 9819.C33.ol.tm Method 

Start 371 End 

GI none Score 

Exons 371. .397, 408. .485, 428. .523, 428. .544, 
465. .563 



OJ990405_09. 9819.C33 
+ 

878 

TBLASTX: Maize 

563 

34 

430. .546, 445. .552, 



Seq. No. 


22087 


Seq. ID 


OJ990405_09. 9819. 


C33 


Gene No. 


45947 


Strand 


+ 




Start 


361 


End 


878 




Name 


OJ990405 09. 9819.C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


434 


'■ End 


563 




GI 


none 


Score 


65 




Exons 


434. .538, 435. .485, 445. .552, 


459. .563 






Seq. No. 


22087 


Seq. ID 


OJ990405_09. 9819. 


C33 


Gene No. 


45947 


Strand 


+ 




Start 


361 


End 


878 




Name 


OJ990405 09.9819.C33.ol.np 


Method 


AAT/NAP 




Start 


439 


End 


878 




GI 


5668814 


Score 


74 




Exons 


439. .563, 842. .878 








GI Descrip, 


(AC007519) ESTs gb|H36253 and gb|AA04251 come from this 


gene 




[Arabidopsis thaliana] 








Seq. No. 


22088 


Seq. ID 


OJ990405_09. 9819. 


C34 


Gene' No. 


45948 


Strand 


+ 




Start 


95 


End 


2149 




Name 


OJ990405 09. 9819.C34.ol.ts 


Method 


TBLASTX : Soybean 




Start 


92 


End 


1909 





22274 




GI none Score 115 

Exons 92.. 247, 150.. 248, 1002.. 1109, 1005.. 1109, 1007.. 1144, 

1009. .1110, 1271. .1489, 1279. .1464, 1786. .1896, 1792.. 1908, 

1811. .1909 



Seq. No. 


22088 


Seq. ID 


OJ990405_ 


09. 9819 


.C34 


Gene No. 


45948 


Strand 


+ 






Start 


95 


End 


2149 






Name 


OJ990405 09.9819.C34.ol.gs 


Method 


GENSCAN 






Start 


95 


End 


1908 






GI 


none 


Score 


. 98 






Exons 


95. .185, 1008. .1107, 1280.. 


1462, 1786. 


.1908 






Seq. No. 


22088 


Seq. ID 


OJ990405_ 


09. 9819 


.C34 


Gene No. 


45948 


Strand 


+ 






Start 


95 


End 


2149 






Name 


OJ990405 09.9819.C34.ol.np 


Method 


AAT/NAP 






Start 


100 


End 


1902 






GI 


2791806 


Score 


372 






Exons 


100. .247, 1008. .1107, 1280. 


.1462, 1786 


. .1902 






GI Descrip. 


(AF041433) bet3 [Mus musculus] 








Seq. No. 


22088 


Seq. ID 


OJ990405_ 


09.9819 


.C34 


Gene No. 


45948 


Strand 


+ 






Start 


95 


End 


2149 






Name 


OJ990405 09.9819.C34.ol.tm 


Method 


TBLASTX: Maize 




Start 


125 


End 


1914 






GI 


none 


Score 


121 






Exons 


125. .247, 150. .293, 1005. .1109, 1009.. 


1110, 1271 


,. .1489, 






1279. .1464, 1784. .1912, 1786. .1896, 1786. .1914, 


1790. .1906 


Seq. No. 


22088 


Seq. ID 


OJ990405_ 


09.9819 


.C34 


Gene No. 


45948 


Strand 


+ 






Start 


95 


End 


2149 






Name 


OJ990405 09.9819.C34.ol.gp 


Method ■ 


AAT/GAP 






Start 


1008 


End 


1464 






GI 


11881 1.R1084 


Score 


507 






Exons 


1008. .1107, 1280. .1464 










GI Descrip. 


'2791806 2.0e-51 (AF041433) 


bet3 [Mus 


musculus] ' 






Seq. No. 


22088 


Seq. ID 


OJ990405_ 


09.9819 


.C34 


Gene No. 


45948 


Strand 


+ 






Start 


95 


End 


2149 






Name 


OJ990405 09.9819.C34.o2.gp 


Method 


AAT/GAP 






Start 


1414 


End 


2149 






GI 


3760040 


Score 


754 






Exons 


1414. .1462, 1786. .2149 










Seq. No. 


22089 


Seq. ID 


OJ990405_ 


09.9819 


.C35 


Gene No. 


45949 


Strand 


+ 






Start 


1 


End 


3256 






Name 


OJ990405 09.9819.C35.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3250 






GI 


1655930 


Score 


976 






Exons 


1..86, 471. .1003, 1184. .1496, 2451. .3250 






GI Descrip. 


(U66564) RUSH-lalpha [Oryctolagus cuniculus] 







22275 




Seq. No. 


22089 






Seq. ID 


OJ990405_09. 9819 


.C35 


Gene No. 


45949 






Strand 


+ 




Start 


1 






End 


3256 




Name 


OJ990405_09 


. 9819.C35.ol 


.gs 


Method 


GENSCAN 




Start 


146 






End 


3256 




GI 


none 






Score 


. 82 




Exons 


146. .1003, 


1184 . . 1496, 


2445. . 


3256 






Seq. No. 


22089 






Seq. ID 


OJ990405_09. 9819 


.C35 


Gene No. 


45950 






Strand 






Start 


4142 






End 


4363 




Name 


OJ990405 09 


.9819.C35.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


389 






End 


3166 




GI 


none 






Score 


67 




Exons 


389. .445, 728. .958, 2780. .2959, 2945.. 


3166, 2965. . 3075 




Seq. No. 


22089 






Seq. ID 


OJ990405_09. 9819 


.C35 


Gene No. 


45950 






Strand 






Start 


4142 






End 


4363 




Name 


OJ990405 09 


.9819.C35.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


533 






End 


8 62 




GI 


none 






Score 


154 




Exons 


533.. 637, 535.. 672, 634 


. .861, 


635. .862 






Seq. No. 


22089 






Seq. ID 


OJ990405_09. 9819 


- 

.C35 


Gene No. 


45950 






Strand 






Start 


4142 






End 


4363 




Name 


OJ990405 09 


.9819.C35.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


629 






End 


967 




GI 


none 






Score 


54 




Exons 


629. .703, 743.. 967 










Seq. No. 


22089 






Seq. ID 


OJ990405_09. 9819 


-C35 


Gene No. 


. 45950 






Strand 






Start 


4142 






End 


4363 




Name 


OJ990405 09 


.9819.C35.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1235 






End 


2595 




GI 


none 






Score 


353 




Exons 


1235. .1480, 


1254. .1475, 


1333. 


.1500, 2435.-2593, 2440. .2595, 




2444. .2593 












Seq. No. 


22089 






Seq. ID 


OJ990405_09. 9819 


.C35 


Gene No. 


45950 






Strand 






Start 


4142 






End 


4363 




Name 


OJ990405 09 


.9819.C35.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2595 






End 


2865 




GI 


none 






Score 


71 




Exons 


2595. .2699, 


2596. .2670, 


2596. 


.2709, 2597. .2710, 2598. .2708, 




2645. .2710, 


2684. .2863, 


2702. 


.2857, 2707. .2865 




Seq. No. 


22089 






Seq. ID - 


OJ990405_09.9819 


.C35 


Gene No. 


45950 






Strand 






Start 


4142 






End 


4363 




Name 


OJ990405 09 


.9819.C35.ol 


.tm 


Method 


TBLASTX: Maize - 




Start 


2932 






End 


3250 




GI 


none 






Score 


409 




Exons 


2932. .3078, 


2933. .3205, 


3149. 


.3250, 3185. .3247 





22276 




Seq. No. 


22089 




Seq. ID 


OJ990405_09. 


9819 


. C35 


Gene No. 


45950 




Strand 








Start 


4142 




End 


4363 






Name 


OJ990405 09 


. 9819.C35.o2.tc 


Method 


TBLASTX: Cress 




Start 


2945 




End 


3241 






GI 


none 




Score 


259 






Exons 


2945. .3241, 


2959. .3081 










Seq. No. 


22089 




Sea ID 


OJ990405_09. 


9819 


. C35 


Gene No. 


45950 




Strand 


- 






Start 


4142 




End 


4363 






Name 


OJ990405 09 


.9819.C35.o2.gs 


Method 


GENSCAN 






Start 


4142 




End 


4363 






GI 


none 




Score 


.49 






Exons 


4142. .4363 












Seq. No. 


22090 




Sea ID 


OJ990415_09. 


9819, 


. CI 


Gene No. 


45951 




Strand 


+ 






Start 


152 




End 


580 






Name 


OJ990415 09 


.9819.Cl.ol.gp 


Method 


AAT/GAP 






Start 


152 




End 


568 






GI 


3760424 




Score 


795 






Exons 


152. .568 












Seq,. No . 


22090 




Sea ID 


OJ990415_09. 


9819. 




Gene No. 


45951 




Strand 


+ 






Start 


152 




End 


580 






Name 


OJ990415 09 


.9819.Cl.ol.gs 


Method 


GENSCAN 






Start 


424 




End 


580 






GI ■ 


none 




Score 


.97 






Exons 


424. .580 












Seq. No. 


22091 




Seq. ID 


OJ990415_09. 


9819, 




Gene No. 


45952 




Strand 


+ 






Start 


84 




End ■ 


410 






Name 


OJ990415 09, 


.^819.C4.ol.gp 


Method 


AAT/GAP 






Start 


84 




End 


410 






GI 


3760424 




Score 


603 






Exons 


84. .410 












Seq. No. 


22091 




Sea ID 


OJ990415_09. 


9819. 


, C4 


Gene No. 


45953 




Strand 


- . 






Start 


113 




End 


709 






Name 


OJ990415 09, 


. 9819.C4 .ol.gs 


Method 


GENSCAN 






Start 


113 




End 


709 






GI 


none 




Score 


.83 






Exons 


113. .247, 620. .709 










Seq. No. 


22092 




Seq. ID 


OJ990415_09. 


9819. 


C6 


Gene No. 


45954 




Strand 








Start 


2172 




End 


2396 






Name 


OJ990415 09, 


.9819.C6.ol.gs 


Method. 


GENSCAN 






Start 


2172 




End 


2396 






GI 


none 




Score 


.7 






Exons 


2172.. 2396 













22277 




Seq. No. 


22093 


Seq. ID 


OJ990415_ 


_09. 


9819 


.C7 


Gene No. 


45955 


Strand 


+ 








Start 


409 


End 


2049 








Name 


OJ990415 09.9819.C7.ol.gs 


Method 


GENSCAN 








Start 


409 


.End 


2049 








GI 


none 


Score 


.44 




* - 




Exons 


409. .570, 759. .915, 1864. .2049 










Seq. No. 


22094 


Seq. ID 


OJ990415 


09. 


9819 


.C8 


Gene No. 


4595.6 


Strand 


+ 








Start 


963 


End 


1481 








Name 


OJ990415 09.9819.C8.ol.np 


Method 


AAT/NAP 








Start 


963 


End 


1481 








GI 


6907088 


Score 


487 








Exons 


963. .1100, 1277. .1481 












GI Descrip. 


. (AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22094 


Seq. ID 


OJ990415_ 


09. 


9819 


.C8 


Gene No. 


45957 ■ 


Strand 










Start 


408 


End 


1007 








Name 


OJ990415 09 9819 C8 ol as 


Met hod 


GENSCAN 








Start 


408 ~ 


End 


1007 








GI 


none 


Score 


.89 








Exons 


408 . . 481, 977 . . 1007 












Seq. No. 


22095 


Seq. ID 


OJ990415_ 


_09. 


9819 


.C9 


Gene No. 


45958 


Strand 


+ 








Start 


229 


End 


2082 








Name 


OJ990415 09.9819.C9.ol.as 


Method 


GENSCAN 








Start 


229 ~ 


End 


2082 








GI 


none 


Score 


,79 








Exons 


229. .1179, 1548. .1673, 1765. 


. .2082 










Seq. No. 


22095 


Seq. ID 


OJ990415_ 


_09. 


9819 


.C9 


Gene No. 


45959 


Strand 










Start 


4953 


End 


5402 








Name 


OJ990415 09.9819.C9.o2.gs 


Method 


GENSCAN 








Start 


4953 


End 


5402 








GI 


none 


Score 


. 99 








Exons 


4953. .5402 












Seq. No. 


22095 


Seq. ID 


OJ990415_ 


_09. 


9819 


.C9 


Gene No. 


45960 


Strand 










Start 


6037 


End 


6398 








Name 


OJ990415 09.9819.C9.o3.gs 


Method 


GENSCAN 








Start 


6037 


End 


6398 








GI 


none 


Score 


.84 








Exons 


6037.. 6230, 6269. .6398 












Seq. No. 


22096 


Seq. ID 


OJ990415_ 


_09. 


9819 


.C13 


Gene No . 


45961 


-Strand 


+ 








Start. 


568 


End 


2505 








Name 


OJ990415 09.9819.C13.ol.gs 


Method 


GENSCAN 








Start 


568 


End 


2505 








GI 


none 


Score 


.68 








Exons 


568. .694, 22.73. .2401, 2471.. 


.2505 











22278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22096 
45962 
3784 

OJ990415_09.9819.C13.o2.gs 

3784 

none 



Seq. ID OJ990415_09.9819.C13 



Strand 
End 

Method 

End 

Score 



+ 

18311 
GENSCAN 
11161 
.47 



3784. .3860, 4324. .4514, 6015. .6267, 6712. .6791, 6848. .6911, 
9J78..9705, 10424. .10582, 10694 .. 10845, 10954.. 11161 



22096 
45962 
3784 

OJ990415_09.9819.C13.ol.np 

6083 

6552743 



Seq. ID OJ990415_09.9819.C13 



Strand 
End 

Method 

End 

Score 



+ 

18311 
AAT/NAP 
18311 
348 



6083.. 6267, 9492.. 9557, 9678.. 9817, 10066. . 10292, 10424 . .10582, 
10694. .10845, 10954 .. 11126, 18259. .18311 
(AC013482) T26F17.11 [Arabidopsis thaliana] 



Seq. No. • 22096 Seq. ID OJ9904 15_09 . 9819 . C13 

Gene No. 45963 Strand + 

Start 21684 End 23046 

Name OJ990415_09 . 9819. C13. o4 . gs Method GENSCAN 

Start 21684 - End 23046 

GI none Score .69 

Exons 21684. .21760, 21977 .. 22109, 22243 .. 22481, 22603 .. 22774, 
22852. .23046 



Seq. No. 22096 Seq. ID 

Gene No. 45964 Strand 

Start 23608 End 

Name OJ990415_09 . 9819. C13 . o5 .gs Method 

Start 23608 End 

GI none Score 

Exons 23608. .23937, 24033 .. 24 618 , 24755 

25203. .25330, 254 13 .. 25512 , 25621 



OJ990415_09.9819.C13 
+ 

25966 
GENSCAN 
25725 
.78 

24870, 24943. .25110, 
25725 



Seq. No. 


22096 


Seq. ID 


OJ990415_09. 9819 


.C13 


Gene No. 


45964 


Strand 


+ 




Start 


23608 


End 


25966 V 




Name 


OJ990415 09.9819.C13.o2.np 


Method 


AAT/NAP 




Start 


23834 


End 


25722 




GI 


639722 


Score 


1973 




Exons 


23834. .24618, 24755 .. 24870, 


24943. .25110, 25203 25330, 






25413. .25512, 25621.. 25722 








GI Descrip. 


(L274 84 ) calcium-dependent 


protein kinase [Zea mays] 




Seq. No. 


22096 


Seq. ID 


OJ990415_09.9819 


.C13 


Gene No. 


45964 


Strand 


+ 




Start ■ 


23608 


End 


25966 




Name 


OJ990415 09.9819.C13.ol.gp 


Method 


AAT/GAP 




Start 


24956 


End 


25966 




GI 


31161 1.R1084 


Score 


1362 




Exons 


24956. .25110, 25203 .. 25330, 


25413. .25512, 25621.. 25966 




GI Descrip. 


•639722 8.0e-68 (L27484) calcium-dependent protein kinase [Zea 



mays] ' 



22279 



Seq. No. 22096 Seq. ID 

Gene No. 45965 Strand 

Start 13286 End 

Name OJ9904 15_09 . 98 19 . C13 . o3 . gs Method 

Start 13286 End' 

GI none Score 

Exons 13286. .13315, 14763 .. 14792, 14908 

15591. .15686, 15899 .. 15986, 17213 



OJ990415 09.9819.C13 



21167 
GENSCAN 
21167 
.54 

15015, 15099. .15184, 
17413, 17899. .17961, 



18041. .18117, 18612. .18672, 20286. . 20415, 21004.. 21167 



Seq. No. 


22096 




Seq. ID 


OJ990415 


_09, 


9819. 


C13 


Gene No. 


45966 




Strand 










Start 


27428 




End 


27963 








Name 


OJ990415 09.9819.C13 


. o6 . gs 


Method 


GENSCAN 








Start 


27428 




End 


27963 








GI 


none 




Score 


.56 








Exons 


27428. .27841, 27898. 


.27963 












Seq. No. 


22096 




Seq. ID 


OJ990415 


_09. 


9819. 


C13 


Gene No. 


45966 




Strand 










Start 


27428 




End 


27963 








Name 


OJ990415 09.9819.C13 


. o2 . gp 


Method 


AAT/GAP 








Start 


27544 




End 


27800 








GI 


2275895 




Score 


-473 








Exons 


27544. .27800 















Seq. No. 22096 

Gene No. 45967 

Start 28135 

Name OJ990415_09. 9819.C13.o3 . ts 

Start 10101 

GI none 

Exons 10101. .10172, 10221 .. 10292, 
10693. .10734, 10694. .10735 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_09. 9819.C13 
28343 

TBLASTX : Soybean 

10735 

55 



10412. .10579, 10435. .10587, 



Seq. No. 22096 
Gene No. 45967 
Start 28135 

Name OJ990415_09 . 9819 . C13 . o2 . tm 

Start 10424 
GI none 
Exons , 10424, 

10495, 

10661, 



,10486, 10426. 
,10575, 10496, 
,10765, 10685, 



.10494, 
.10525, 
.10843, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10432 

10502 



OJ990415 09.9819.C13 



28343 

TBLASTX: Maize 
10845 
83 

10488, 10494 
10573, 10518 



10693. .10845, 10693. 



10571, 
105*74, 
10845 



Seq. No. 22096 
Gene No. 45967 
Start 28135 

Name OJ990415_09 . 981 9 . C13 . o6 . tm 

Start 12920 

GI " ' "'''hone 

Exons 12920. .12994, 14002 .. 14142, 

15897. .15983, 15898 15987, 
17396. .174 37, 18183. .18281, 
18392. .184 96, 18411 184 94, 



Seq. ID 

Strand 

End; . . . 

Method 

End 

Score . 
14902. .15015, 
-17213. .17290, 
18184. .18288, 
18595. .18630 



OJ990415 09.9819.C13 



28343 

TBLASTX: Maize 
18630 
67 

15090. .15185, 
17214 . .17381, 
18224 . .18283, 



Seq. No. 



22096 



Seq. ID OJ990415_09. 9819.C13 



22280 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45967 
28135 

OJ990415_09.9819.C13.o2.ts 

14902 

none 

14902. .15033, 15051 .. 15191, 
17210, .17302, 17213. .17281, 
17899. .17961, 17899 ,. 17961, 
18190. .18276, 18392. .18496, 
19093. .19140, 21015. .21059, 

22096 
45967 
28135 

OJ990415_09.9819.C13.o5.tm 

17598 

none 



Strand 

End 28343 

Method TBLASTX : Soybean 

End 21116 

Score 62 
15882. .15986, 15898 .. 15981, 
17604. .17681, 17755. .17820, 
18039. .18095, 18183 .. 18.281, 
18399. .18494, 18 610 .. 18672, 
21057. .21116 

Seq. ID OJ990415_09.9819.C13 
Strand 

End 28343 

Method TBLASTX : Mai ze 

End 17964 

Score 75 



17598. .17687, 17599 ., 17682, 17755 .. 17820, 17759 .. 17815, 
17899. .17964,- 17900. .17962 



Seq. No. 
Gene No. 
Start 
Name 
Start" - ■ 
GI 

Exons 



22096 
45967 
28135 

OJ9904 15_09 . 9819 .C13 . o4 . tm 

22235 

none 



Seq. ID OJ990415_09.9819.C13 
Strand 

End 28343 

Method TBLASTX: Maize 

End 22452 

Score 126 



22235. ,22450, 22236 .. 22445, 22242 .. 22451, 22243 .. 22452, 
22243. .22452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22096 
45967 
28135 

OJ990415_09.9819.C13.o4.ts 
22595 
none 

22595. .22783, 22595 .. 22753, 22600.. 22776 



Seq. ID OJ990415_09.9819,C13 



Strand 
End 

Method 

End 

Score 



28343 

TBLASTX : Soybean 
22783 
202 



22096 . Seq. ID 

45967 Strand 

28135 End 

OJ9904 15_09 , 9819 .C13 . ol . tm Method 

23605 End 

none Score 



OJ990415_09.9819.C13 
28343 

TBLASTX: Maize 

25115 

50 



23605. ,23721, 23806 .. 23964 , 23813 .. 23968 , 23972 .. 24589, 
23973. ,24620, 24 126 .. 24626, 24733 ,. 24 873, 24 754 24870, 
24759. .24872, 24 945 .. 25115, 24949, .25113 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



22096 Seq. ID 

45967 Strand 

28135 End 

OJ990415_09.9819.C13.ol.ts Method 

23810 End 

none Score 



OJ990415_09.9819.C13 
28343 

TBLASTX : Soybean 

25671 

189 



23810. .23974, 23812 .. 23964, . 23862 .. 23966, 23970 .. 24 620, 

24008. .24616, 24754 .. 24873, 24 754 .. 24 8 67 , 24 936 .. 24 995, 

24958, .25134, 25059 ,. 25109, 25199 .. 25318 , 25201 .. 25224 , 

25203. .25331, 25241 25300, 254 14 ., 25452 , 25621. ,25671 



22281 




Seq. No. 


22096 




Seq. ID 


OJ990415_09.9819. 


C13 


Gene No. 


45967 




Strand 






Start 


28135 




End 


28343 




Name 


OJ990415_09.9819.C13 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


23812 




End 


25671 




GI 


none 




Score 


179 




Exons 


23812. .23958, 23813. 


.23965, 


23970. .24620, 24008 . -. 24 616, 






24754. .24873, 24754 . 


.24867, 


24936. .24995, 24 958 .. 25110, 






25203. .25331, 25203. 


.25325, 


25414. .25509, 25621.. 25671 




Seq. No. 


22096 




Seq. ID 


OJ990415_09. 9819. 


C13 


Gene No. 


45967 




Strand 






Start 


28135 




End 


28343 




Name 


OJ990415 09.9819.C13 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


23985 




End 


24263 




GI 


none 




Score 


368 




Exons 


23985. .24263, 24008. 


.24262, 


24138. .24263 




Seq. No. 


22096 




Seq. ID 


OJ990415_09.9819. 


C13 


Gene No. 


45967 




Strand 






Start 


28135 




End 


28343 




Name 


OJ990415 09.9819.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


24267 




End 


24617 




GI 


none 




Score 


390 




Exons 


24267. .24617, 24293. 


.24604 








Seq. No. 


22096 




Seq. ID 


OJ990415_09.9819. 


C13 


Gene No. 


45967 




Strand 






Start 


28135 




End 


28343 




Name 


OJ990415 09.9819.C13 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


25021 




End 


25671 




GI 


none 




Score 


74 




Exons 


25021. .25134, 25186. 


.25341, 


25203. .25331, 25217 .. 2534 8 , 






25231. .25356, 25413. 


.25475, 


25618. .25665, 25621.. 25671 




Seq, No. • 


22096 




Seq. ID 


OJ990415_09.9819. 


C13 


Gene No . 


45967 




Strand 






Start 


28135 




End 


28343 




Name 


OJ990415 09.9819.C13 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


25203 




End 


25668 




GI ^" 


none 




Score 


217 




Exons 


25203. .25331, 25206. 


.25328, 


25413. .25514, 254 14 .. 25512 , 






25620. .25667, 25621. 


.25668 








Seq. No. 


22096 




Seq. ID 


OJ990415_09. 9819. 


C13 


Gene No. 


45967 




Strand 






Start 


28135 




End 


28343 




Name 


OJ990415 09.9819.C13 


. o3 . gp 


Method 


AAT/GAP 




Start 


28135 




End 


28343 






4 /14794 




Score 


383 




Exons 


28135. .28343 










Seq. No. 


22097 




Seq. ID 


OJ990415_09. 9819. 


C14 


Gene No. 


45968 




Strand 


+ 




Start 


2009 




End 


4789 




Name 


OJ990415 09.9819.C14 


. ol .gs 


Method 


GENSCAN 





22282 




start 


2009 




End 


4789 


GI 


none 




Score 


.5 


Exons 


2009. .2113, 


3950. .4037, 4566. . 


4789 




Seq. No. 


22097 




Seq. ID 


OJ990415_09.9819.C14 


Gene No. 


45969 




Strand 




Start 


1 




End 


2091 


Name 


OJ990415 09 


. 9819. C14 .ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2091 


GI 


6630695 




Score 


452 


Exons 


1..188, 528 


..756, 1163. .1238, 


1324. .1373, 1455. .1517, 




1596. .1649, 


1765.. 1867, 2000.. 


2091 




GI Descrip. 


(AP000969) 


ESTs C97915{C0113), 


C26087 {C11614) correspond to 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 22097 Seq. ID 

Gene No. 45969 Strand 

Start 1 End 

Name OJ990415_09 . 9819 . C14 . ol . gp Method 

Start 551 End 

GI 426600 Score 

Exons 551.. 752 



OJ990415_09.9819.C14 

2091 
AAT/GAP 
752 
377 



Seq. No. 22097 Seq. ID 

Gene No. 45970 Strand 

Start 4289 - End 

Name OJ990415_09 . 9819 . C14 . o2 . gp Method 

Start 4289 End 

GI 3760424 Score 

Exons 4289.. 4705 



OJ990415_09.9819.C14 

4705 
AAT/GAP 
4705' 
19b 



Seq. No. 22097 Seq. ID 

Gene No. 45971 Strand 

Start 7198 End 

Name OJ990415_09 . 9819 . C14 . ol . tm Method 

Start 533 End 

GI none Score 

Exons 533.. 748, 553.. 750 



OJ990415_09. 9819.C14 
7704 . 

TBLASTX: Maize 

750 

179 



Seq. No. 22097 

Gene No. 45971 

Start 7198 

Name OJ990415_09 . 9819 .C14 . o2 . tm 

Start 1160 

GI none 

Exons 1160.. 1240, 1161.. 1241, 1311. 
1459. .1518 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1382, 



OJ990415 09.9819.C14 



7704 

TBLASTX: Maize 
1518 
79 

1324. .1383, 1434. .1511, 



Seq. No. 22097 

Gene No. 45971 

Start 7198 

Name OJ990415_09 . 9819 . C14 . ol . ts 

Start 1763 

GI none 
Exons 



Seq. ID OJ990415_09. 9819.C14 
Strand 
End 

Method 
End 
Score 



7704 

TBLASTX : Soybean 

7605 

81 



1763. .1864, 1765. .1866, 1769. .1867, 1981. .2124, 2021. .2107, 
2174.. 2260, 2541.. 2585, 4272.. 4394, 7510.. 7605 



22283 




Seq. No. 


22097 


Seq. ID 


OJ990415_09. 


9819. 


C14 


Gene No. 


45971 


Strand 








Start 


/19o 


End 


7704 






Name 


OJ99041D 09 . 9819 . C14 . o2 . gs 


Method 


^ XT O ^ TV XI 

GENSCAN 






Start 


7198 


End 


7704 






GI 


none 


Score 


. 58 






Exons 


7198.. 7223, 7506.. 7704 










Seq. No. 


O O ft ft 1 

22097 


Seq. ID 


/^TftftftJlT C ftft 

OJ990415 09. 


ft O T ft 

9819 - 


C14 


Gene No. 


45971 


Strand 








Start 


7198 


End 


7704 






Name 


OJ990415 09.9819.C14.o3.np 


Method 


TV 7\ m / 111 TV r\ 

AAT/NAP 






Start 


7432 


End 


7694 






GI 


6498424 


Score 


ft 1 
83 






Exons 


7432. .7694 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22098 


Seq. ID 


OJ990415_09. 


9819. 


C15 


Gene No. 


45972 


Strand 


+ 






Start 


849 


End 


2175 






Name 


OJ990415 09.9819.C15.ol.gs 


Method 


GENSCAN 






Start 


849 


End 


1717 






GI 


none 


Score 


. 67 - 






Exons 


849. .1104, 1205. .1374, 1566 


. .1717 








Seq. No. 


22098 


Seq. ID 


OJ990415 09. 


9819 - 


C15 


Gene No. 


45972 


Strand 


+ 






Start 


849 


End 


2175 






Name 


OJ990415 09.9819.C15.ol.np 


Method 


AAT/NAP 






Start 


935 


End 


2175 






GI 


6598445 


Score 


480 






Exons 


935. .1107, 1205. .1374, 1458 


..1802, 2152 


!. .2175 






GI Descrip. 


(AC005168) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


22098 


Seq. ID 


OJ990415_09. 


9819. 


C15 


Gene No. 


45972 


Strand 


+ 






Start 


849 


End 


2175 






Name 


OJ990415 09.9819.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1644 


End 


1804 






GI 


none 


Score 


206 






Exons 


1644. .1802, 1697. .1804 










Seq. No. 


22099 


Seq. ID 


OJ990415_09. 


9819. 


C16 


Gene No. 


45973 


Strand 


+ 






Start 


1 


End 


4333 






Name 


OJ990415 09.9819.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3475 






GI 


6598445 


Score 


485 






Exons 


1..440, 787, .982, 1657. .1783, 2079. .2221, 2336. .2455, 






2556. .2615, 3287. .3475 










GI Descrip. 


(AC005168) unknown protein 


[Arabidopsis 


; thaliana] 






Seq. No. 


22099 


Seq. ID 


OJ990415_09. 


9819. 


C16 


Gene No. 


45973 


Strand 


+ 






Start 


1 


End 


4333 






Name 


OJ990415 09.9819.C16.ol.gs 


Method 


GENSCAN 







22284 



start 
GI 

Exons 



309 End 3499 

none Score .85 

309.. 462, 552.. 662, 815.. 982, 1657.. 1783, 2079.. 2237, 

2572.. 2615, 3287.. 3499 



Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22099 
45973 
1 

OJ990415_09.9819.C16.ol.gp 
2398 

3859 1.R1084 



Seq. ID OJ990415_09.9819.C16 

Strand + 

End 4333 

Method AAT/GAP 

End 4333. 

Score 2183 



2398.. 2455, 2556.. 2615, 3287.. 4333 

•3426048 6.0e-26 (AC005168) putative hydroxymethylglutaryl-CoA 
lyase precursor [Arabidopsis thaliana] ' 



22099 
45974 
7028 

OJ990415_09.9819.C16.o3.gs 

7028 

none 



Seq. ID OJ990415_09.9819.C16 

Strand - + 

End 7790 

Method GENSCAN 

End 7790 

Score . 64 



7028. .7030, 7224. .7350, 7405. .7567, 7643. .7790 



Seq. No. 22099 Seq. ID OJ990415_09.. 9819 . C16 

Gene No. 45975 , Strand + 

Start 9698 End 17284 

Name OJ990415_09. 9819.C16.o4.gs Method GENSCAN 

Start 9698 End 17284 

GI none Score .75 

Exons 9698.. 10375, 10676 .. 10731, 1174 3 .. 118 66, 11951 .. 12061 , 

12184. .12321, 12437. .12505, 12752 .. 12820, 13699 .. 13752, 

13831. .13972, 14324 .. 14506, 14873 .. 1514 4 , 17114. .17284 



Seq. No. 


22099 




Gene No. 


45976 




Start 


4084 




Name 


OJ990415 


09.9819.C16.o2 


Start 


297 




GI 


none 




Exons 


297. .461, 


301. .462, 549 


Seq. No. 


22099 




Gene No. 


45976 




Start 


4084 




Name 


OJ990415 


09.9819.C16.o2 


Start 


318 




GI 


none 




Exons 


318. .461, 


319.. 462, 549 


Seq. No. 


22099 




Gene No. 


■ 45976 




Start 


4084 




Name 


OJ990415 


09.9819.C16.o5 


Start 


564 




GI 


none 




Exons 


564. .662, 


565.. 663, 565 




812. .1015 


, 812.. 973, 81 



Seq. ID OJ990415_09.9819.C16 

Strand 

- End . 10203 

.tc Method TBLASTX: Cress 

End 662 

Score 160 
..662, 551. .661 

Seq. ID OJ990415_09.9819.C16 
Strand 

End 10203 - 

.ts Method TBLASTX: Soybean 

End 919 

Score 145 
..662, 551. .673, 812. .919 

Seq. ID OJ990415_09.9819.C16 
Strand 

End 10203 

.tm Method TBLASTX : Maize 

End 2170 

Score 144 
..663, 566. .676, 566. .676, 805. .990, 
4. .990, 1654. .1749, 1656. .1763, 



22285 



1658.. 1783, 2071.. 2169, 2072. .2170 



Seq. No. 22099 

Gene No. 45976 
Start - 4084 

Name OJ990415_09. 9819.C16.o6. tm 

Start 2219 

GI none 
Exons 



Seq. ID OJ990415_09.9819.C16 
Strand 

End 10203 

Method TBLASTX : Mai ze 

End 3475 

Score 37 



2219. .2236, 2349. .2459, 2351. .2470, 2351. .2455, 2409. .2462, 
2541. .2615, 2544. .2633, 3267. .3458, 3279.. 3464, 3281. .3475, 
3284. .3463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22099 
45976 
4084 

OJ990415_09.9819.C16.o2.np 

4066 

6721541 



Seq. ID OJ990415_09.9819.C16 
Strand 

End 10203 

Method AAT/NAP 

End 10203 

Score 1023 



4066. .4317, 4436. .4551, 4797. .4933, 5029. .5192, 5325. .5405, 
5728.. 5907, 9675.. 9802, 10041.. 10203 

(AP001073) ESTs C97134 (C52296) , C97133 (C52296) correspond to a 
region of the predicted gene.; Similar to Putative 
hydroxymethylglutaryl-CoA lyase precursor. (AC005168) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22099 
45976 
4084 

OJ990415_09.9819.C16.o2.gs 

4084 

none 



Seq. ID OJ990415_09. 9819,016 
Strand 

End 10203 

Method GENSCAN 

End 6590 

Score .99 

4084. .4317, 4436. .4551, 4797. .4933, 5029. .5192, 5728. .5907, 
6170.. 6302, 6472.. 6590 



22099 
45976 
4084 

OJ990415_09.9819.C16.o3.tm 

4085 

none 



Seq. ID OJ990415_09.9819.C16 
Strand 

End 10203 

Method TBLASTX : Mai ze 

End 4285 

Score 243 



4085. .4276, 4095. .4277, 4120. .4284, 4121. .4285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22099 
45976 
4084 

OJ990415_09. 9819.C16.ol.tc 

4120 

none 



Seq. ID OJ990415_09. 9819.016 
Strand 

End 10203 
Method TBLASTX : Cress 
End 4909 
Score 212 

4120. .4338, 4121-.. 4321, 4260. .4328, 4401. .4535, 4430. .4552, 
4433. .4552, 4437. .4553, 4724. ,4909, 4792. .4908 



Seq. No. 22099 

Gene No. 45976 

Start 4084 

Name OJ990415_09. 9819. 016. ol.ts 

Start 4126 

GI none 



Seq. ID OJ990415_09. 9819,016 
Strand 

End 10203 

Method TBLASTX : Soybean 

End 5895 

Score 221 



22286 





Exons 


4126. .4338, 


4127. .4315, 4138 


..4320, 4185. .4331, 4433. .4552, 






4440. .4553, 


4459. .4569, 4724 


..4933, 4771. .4935, 4792. .4932, 






4815. .4934, 


5019.. 5114, 5023 


..5205, 5068.. 5193, 5325.. 5408, 






5725. .5895, 


5732. .5893 








Seq. No. 


22099 




Seq. ID 


OJ990415_09.9819.C16 




Gene No. 


45976 




Strand 






Start 


4084 




End 


10203 




Name 


OJ990415 09. 


9819.C16.ol. tm 


Method 


TBLASTX: Maize 




Start 


4433 




End 


5884 




GI 


none 




Score 


114 




Exons 


4433. .4552, 


4433. .4552, 4440 


..4553, 4^ 


144. .4554, 4724. .4933, 






4768. .4935, 


4792. .4932, 5019 


..5114, 5023. .5205, 5026. .5184, 






5325. .5408, 


5326.. 5406, 5725 


..5883, 5726.. 5884 




Seq. No. 


22099 




Seq. ID 


OJ990415_09. 9819.C16 




Gene No. 


45976 




Strand 






Start 


4084 




End 


10203 




Name 


OJ990415 09. 


9819.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5325 




End 


5910 




GI 


none 




Score 


247 




Exons 


5325. .5408, 


5684. .5893, 5715 


..5891, 5723. .5896, 5725.. 5910, 






5734. .5895 








i ::r 

= -f 


Seq. No. 


22099 




Seq. ID 


OJ990415_09.9819.C16 


' ri 




45976 




Strand 






Start 


4084 




End 


10203 




Name 


OJ990415 09. 


9819.C16.o8.tm 


Method 


TBLASTX: Maize 


zz:f 


Start 


9830 




End 


9970 


.1.1 


GI 


none 




Score 


1-87 


si:? 


Exons 


9830. .9964, 


9850.. 9936, 9917 


. .9970 




' ! S 


Seq. No. 


22099 


* 


Seq. ID 


OJ990415_09. 9819.C16 




Gene No. 


45977 




Strand 




: 


Start 


11741 




End 


12321 


: . i 


Name 


OJ990415 09. 


9819.C16.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11741 




End 


12240 




GI 


none 




Score 


62 




Exons 


11741. .11806 


, 11742. .11798, 


11892. .12062, 11915. .12061, 






11928. .12062 


, 11938. .12063, 


11938. .12063, 11939. .12064, 


-J 




12182. .12238 


, 12183. .12239, 


12184. .12240 




Seq. No- 


22099 




Seq. ID 


OJ990415_09.9819.C16 




Gene No. 


45977 




Strand 






Start 


11741 




End 


12321 




Name 


OJ990415 09. 


9819.C16.o7.tm 


Method 


TBLASTX: Maize 




Start 


11965 




End 


12246 




GI 


none 




Score 


152 




Exons 


11965. .12066 


, 11966. .12064, 


12182. .12244, 12182 .. 12244 , 






12183. .12245 


, 12183. .12245, 


12184. .12246 




Seq. No. 


22099 




Seq. ID 


OJ990415_09.9819.C16 




Gene No. 


45977 




Strand 






Start 


11741 




End 


12321 




Name 


OJ990415 09. 


9819.C16.o3.ts 


Method 


TBLASTX : Soybean 




Start 


12016 




End ■ 


12321 




GI 


none 




Score 


73 



22287 



Exons 



12016. .12066, 12017. .12064, 12183 12320, 12184.. 12321 



Seq. No. 22099 

Gene No. 45978 

Start 12247 

Name OJ990415_09 . 9819 .C16. o4 . tm 

Start 12247 

GI none 
Exons 



Seq. ID OJ990415_09.9819.C16 
Strand 

End 12811 

Method TBLASTX : Mai ze 

End 12811 

Score 113 



12247. .12321, 12247 12312, 12249 12320, 12434 12556, 
12440. .12505, 12598 .. 12645, 12602 1264 6, 12603 .. 12644 , 
12738.. 12770, 12749.. 12811, 1274 9 12808 , 12751. .12810 



Seq. No. 22099 

Gene No. 45979 

Start 13560 

Name OJ990415_09 . 9819 .C16. o2 . tm 

Start 13560 

GI none 
Exons 



Seq. ID OJ990415_09.9819.C16 
Strand 

End 13971 

Method TBLASTX : Mai ze 

End 13971 

Score 104 



13560. .13616, 13562. .13615, 13698 .. 13751 , 13699 .. 13755, 
13699. .13752, 13828 .. 13971 , 13828.. 13872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22100 
45980 . 
1 

OJ990415_09.9819.C17.ol.np 
1 

3377509 



Seq. ID OJ990415_09.9819.C17 

Strand + 

End 2729 

Method AAT/NAP 

End 2 622 

Score 1381 



1..1070, 1342. .1614, 1725. .1810, 1911. .2068, 2159. .2235, 
2559.. 2622 

(AF056027) auxin transport protein REHl [Oryza sativa] 



22100 
45980 

1 • 

OJ990415_09. 9819.C17.ol.gs 
56 

none 



Seq. ID OJ990415_09.9819.C17 

Strand + 

End 2729 

Method GENSCAN 

End 2729 

Score . 95 



56. .968, 1365. .1614, 1725. .1810, 1911. .2068, 2559. .2729 



Seq. No. 22100 

Gene No. 45980 

Start - 1 - 

Name OJ990415_09. 9819.C17 .ol.gp 

Start 1346 

GI 2310765 

Exons 1346. .1614, 1725. .1762 

GI Descrip. 3377509 2.0e-24 (AF056027) auxin transport protein REHl [Oryza 
sativa] 



Seq. ID OJ990415_09.9819.C17 

Strand + 

End 2729 

Method AAT/GAP 

End 1762 

Score 476 



Seq. No. 22100 

Gene No. 45981 

Start 4091 

Name OJ9904 15_09 . 98 1 9 . C17 . o3 . tm 

Start 25 

GI none 

Exons 25.. 186, 35.. 169 



Seq. ID OJ990415_09.9819.C17 
Strand 

End . 4180 

Method TBLASTX : Mai ze 

End 18 6 

Score 224 



22288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22100 
45981 
4091 

OJ990415_09.9819.C17.ol.tc 
35 

none 



Seq. ID OJ990415_09.9819.Cl-7 
Strand 

End . 4180 
Method TBLASTX: Cress 
End 2655 
Score 212 



35. .169, 37. .315, 227. .316, 337. .459, 338. .502, 383. .502, 
623. .769, 664. .738, 832. .894, 836. .895, 1350. .1424, 1379. .1444, 
1486. .1629, 1487. .1615, 1720. .1827, 1722. .1817, 1886. .2074, 
1909. .2061, 2156. .2236, 2157. .2231, 2158. .2235, 2542. .2655, 
2559.. 2630 



Seq. No- 22100 Seq. ID 

Gene No. 45981 Strand 

Start 4091 End 

Name OJ990415_09. 9819.C17 .o3. ts Method 

Start 35 End 

GI none Score 

Exons 35.. 169, 37.. 183 



OJ990415_09.9819.C17 
4180 

TBLASTX : Soybean 

183 

215 



Seq. No. 


22100 




Seq. ID 


OJ990415_09.9819.C17 


Gene No. 


45981 




Strand 




Start 


4091 




End . 


4180 


Name 


OJ990415 


09.9819.C17.o2.tm 


Method 


TBLASTX: Maize 


Start 


230 




End 


505 


GI 


none 




Score 


130 


Exons 


230. .316, 


244.-. 315, 331.. 459, 


.338. .502, 


. 383. .505 


Seq. No. 


22100 




Seq. ID 


OJ990415_09.9819.C17 


Gene No. 


45981 




Strand 




Start 


4091 




End 


4180 


Name 


OJ990415 


09.9819.C17.o2.ts 


Method 


TBLASTX: Soybean 


Start 


239 




End 


502 


GI 


none 




Score 


129 


Exons 


239. .316, 


241. .315, 331. .462, 


338. .502, 


383. .496 


Seq. No. 


22100 




Seq. ID 


OJ990415_09.9819.C17 


Gene .No. 


45981 




Strand 




Start 


4091 




End 


4180 


Name 


OJ990415 


09.9819.C17.ol.ts 


Method 


TBLASTX : Soybean 


Start 


851 




End 


2625 


GI 


none 




Score 


75 


Exons 


851. .895, 


1379. .1402, 1429. .1629, 1454. 


.1615, 1531. .1617, 



1693.. 1827, 1719.. 1814, 1720.. 1827, 1886.. 2074, 1886.. 1969, 
1909. .2067, 2071. .2211, 2151. .2225, 2154. .2216, 2155. .2232, 
2156. .2233, 2542. .2625 



Seq. No. 22100 
Gene No. 45981 
Start 4091 

Name OJ990415_09 . 9819. C17 . ol 

Start 1526 
GI none 

Exons 1526.. 1615, 1532.. 1615, 

1719. .1817, 1720. .1827, 
2156.. 2233, 2158.. 2232, 



Seq. ID OJ990415_09.9819.C17 
"Strand 
End 4180 
.tm ■ Method TBLASTX: Maize 
End 2622 
Score 135 
1546. .1617, 1560. .1616, 1693. .1827, 
1886. .2074, 1909. .2064, 1911. .2093, 
2545. .2622 



22289 




Seq. No. 


22100 


Seq. ID 


OJ990415_09. 9819.C17 


Gene No. 


45981 


Strand 




Start 


4091 


End 


4180 


Name 


OJ990415 09.9819.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1526 


End 


2212 


GI 


none 


Score 


87 


Exons 


1526.. 1615, 1526.. 1606, 1907. 


.2074, 1909.. 2064, 2156.. 2212 


Seq. No. 


22100 


Seq. ID 


OJ990415 09.9819.C17 


Gene No. 


45981 


Strand 




Start 


4091 


End 


4180 


Name 


OJ990415 09.9819.C17.o2.gs 


Method 


GENSCAN 


Start 


4091 


End 


4180 


GI 


none 


Score 


.62 


Exons 


4091. .4180 






Seq. No. 


22101 


Seq. ID 


OJ990415_09.9819.C18 


Gene No. 


45982 


Strand 


+ 


Start 


1 


End 


3992 


Name 


OJ990415 09.9819.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2076 


GI 


4150963 


Score 


83 


Exons 


1..56, 1252. . 1364/ 1779. .1831, 1956. .2076 


GI Descrip. 


(Y18620) DsPTPl protein [Arabidopsis thaliana] 


Seq. No. 


22101 


Seq. ID 


OJ990415_09. 9819.C18 


Gene No. 


45982 


Strand 


+ 


Start 


1 


End 


3992 


Name 


OJ990415 09.9819.C18.ol.gp 


Method 


AAT/GAP 


Start 


870 


End 


2188 


GI 


4714793 


Score 


1308 


Exons 


870. .1364, 1779. .1831, 1956.. 


2020, 210C 


>. .2188 


GI Descrip. 


6005956/ref |NP_009171.1|pYVHl 


1 2.0e-15 


S. cerevisiae YVHl 




protein-tyrosine phosphatase 


ortholog 






>gi_5764099_gb_AAD51134.1_AF119226_l (AF119226) dual-specif 




tyrosine phosphatase YVHl [Homo sapiens] 


Seq. No. 


22101 


Seq. ID 


OJ990415_09. 9819.C18 


Gene No. 


45982 


Strand 


+ 


Start 


1 


End 


3992 


Name 


OJ990415 09.9819.C18.ol.gs 


Method 


GENSCAN 


Start 


946 


End 


2948 


GI 


none 


Score 


.93 


Exons 


946.. 1364, 1779.. 1831, 1956.. 


2020, 210C 


I..2178, 2597. .2896, 




2929. .2948 






Seq. No. 


22101 


Seq. ID 


OJ990415_09.9819.C18 


Gene No. 


45982 


Strand 


+ 


Start 


1 


End 


3992 


Name 


OJ990415 09.9819.C18.o2.np 


Method 


AAT/NAP 


Start 


977 V 


End 


3992 


GI 


2832664 


Score 


229 


Exons 


977. .1003, 2710. .2896, 3143.. 


3245, 3897 


..3992 


GI Descrip. 


(AL021710) pollen-specific protein - like [Arabidopsis thai: 


Seq. No. 


22101 


Seq. ID 


OJ990415_09.9819.C18 


Gene No. 


45982 


Strand 


+ 



22290 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990415_09.9819.C18.o2.gp 

3395 

4714794 

3395.. 3603 

22101 
45983 
3352 

OJ990415_09.9819.C18.ol.tm 

906 

none 



End 

Method 

End 

Score 



3992 
AAT/GAP 
3603 
383 



Seq. ID OJ990415_09.9819.C18 



Strand 
End 

Method 

End 

Score 



3888 

TBLASTX: Maize 

1981 

76 



906. .980, 925. .987, 1035. .1364, 1042. .1362, 1280. .1369, 
1281. .1364, 1777. .1830, 1780. .1830, 1782. .1832, 1949. .1981 



22101 
45983 
3352 

OJ990415_09.9819.C18.ol.ts 

946 

none . 



Seq. ID OJ990415_09.9819.C18 
Strand 

End 3888 

Method TBLASTX : Soybean 

End 3288 

Score 40 



946. .987, 1038. .1112,* 1042. .1113, 1165. .1362, 1225. .1347, 
1230. .1364, 1777. .1830, 1936. .2034, 1949. .2023, 2093. .2176, 
2097. .2171, 2707. .2826, 2716. .2805, 2718. .2864, 2839. .2889, 
3102. .3257, 3142. .3288, 3151. .3273 



22101 Seq. ID 

45983 Strand. 
3352 End 
OJ9904 15_09 . 9819 . C18 . o2 . tm Method 
2637 End 
none Score 

2637. .2660, 2638. .2676, 2671. .2895, 2676, 

3140.. 322.9, 3140.. 3229, 3141.. 3230, 3142. 

22101 Seq. ID 

45983 Strand 
3352 End 
OJ990415_09. 9819. 018. o2.gs Method 
3352 End 
none Score 

3352. .3449, 3789. .3888 



OJ990415_09. 9819.C18 
3888 

TBLASTX: Maize 
3231 
37 



.2894, 2711, 
.3231 



.2896, 



OJ990415_09.9819.C18 

3888 
GENSCAN 
3888 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



22102 Seq. ID OJ990415_09 . 9819 .C19 

45984 Strand + 

1 End 838 

OJ990415_09.9819.C19.ol.np Method AAT/NAP 

1 End 838 

6630695 Score 196 

1..113, 204. .253, 333. .408, 599. .838 

(AP000969) ESTs C97915 (C0113) , 026087(011614) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



22102 
45984 
1 



Seq. ID OJ990415_09. 9819.C19 
Strand + 
End 838 



22291 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990415_09.9819.C19.ol.tm Method TBLASTX : Maize 

50 End 414 

none Score 94 

50. .112, 51. .113, 192. .257, 197. .253, 325. .414, 330. .413 



22103 
45985 
219 

OJ990415_09.9819.C20.ol.gs 

219 

none 

219.. 335, 406.. 525, 593. .595 

22104 
45986 • 
101 

OJ990415_09.9819.C21.ol.gs 

101 

none 

101.. 327 



Seq. ID OJ990415_09.9819.C20 
Strand 

End 595 

Method GENSCAN 

End 595 

Score .47 



Seq. ID OJ990415_09.9819.C21 

Strand + 

End 327 

Method GENSCAN 

End . 327 

Score .91 



Seq. No. 22104 
Gene No. 45987 
Start 15763 

Name OJ9904 15_09 . 9819 . C21 . o5 . np 

Start 15760 
GI 6598445 
Exons 15760. .15969, 16352. 

17269. .17438, 17484. 

22203. .22262, 22608. 

23558. .23614, 24205. 



22831. .23226, 23303.. 
GI Descrip. (AC005168) unknown protein [Arabidopsis thaliana] 



.16519, 
.17589, 
.22726, 
.24328 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16872 

18381 



OJ990415_09.9819.C21 
+ 



24328 
AAT/NAP 
24328 
1230 
17008, 17087. 
18561, 20087. 



17198, 
20198, 
23467, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22104 
45987 
15763 

OJ990415_09. 9819. 021.03. gs 

15763 

none 



Seq. ID OJ990415_09.9819.C21 

Strand + 

End 24328 

Method GENSCAN 

End ^ 23467 

Score .77 



15763. .15945, 16352 .. 16519, 16613 .. 16702, 16872 .. 17008 , 

17087. .17177, 17319. .17401, 17483 .. 17589, 18381 .. 18533, 

19920. .19998, 20090 .. 20198, 20386 .. 20472, 22203 :. 22262, 

22608. .22726, 22831 .. 23206, 23283.-23467 



22104 
45988 
682 

OJ990415_09.9819.C21.o2.gs 

682 

none 

682.. 927, 1193.. 1304, 1664 



OJ990415_09.9819.C21 

15352 
GENSCAN 
15278 
.58 

1745, 2705.. 2808, 2993.. 3129, 
3515. .3667, 4328. .4355, 4445. .4554, 5248. .5379, 5758. .5878, 
6357. .6476, 6481. .6524, 6592. .6870, 9219. .9302, 9665. .9862, 
9971. .10189, 10476. .10661, 11333 .. 11516, 11602 .. 117 11 , 
13854. .13977, 15172.. 15278 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 



22104 



Seq. ID OJ990415_09.9819.C21 



22292 



Gene No. 


45988 


Strand 






Start 


682 


End 


15352 




Name . 


OJ990415 09.9819.C21.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3513 


End 


15290 




GI 


none 


Score 


81 




Exons 


3513.. 3542, 3581.. 3673, 4177 


..4341, 4277. .4357, 


4433. .4465, 




4444 .4572, 4497.. 4550. 5758 


..5880, 5759. .5872, 


6371 .6478. 




10524. .10667, 10532 10669, • 


10546. .10677, 11333 


. .11524, 




11338. .11520, 11598. .11714, 


11599. .11706, 12501 


. .12572, 




12510. .12572, 12512. .12580, 


12515. .12634, 13835 


. .13966, 




13846. .13974, 13854 .. 13976, 


15160. .15243, 15171 


. .15233, 




15234. .15290, 15247.. 15285 








Seq. No. 


22104 


Seq. ID 


OJ990415 


_09.9819.C21 


Gene No. 


45988 


Strand 






Start 


682 


End 


15352 




Name 


OJ990415 09. 9819.C21.o3.np 


Method 


AAT/NAP 




Start 


3550 


End 


6475 




GI 


5262221 


Score 


272 




Exons 


3550. ,3661, 4166.. 4310, 4442 


..4554, 5248. .5321, 


5754. .5878, 




6357. .6475 








GI Descrip. 


(AL080254) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


22104 


Seq. ID 


OJ990415 


_09.9819.C21 


Gene No. 


45988 


Strand 






Start 


682 


End 


15352 




Name 


OJ990415 09.9819.C21.ol.np 


Method 


AAT/NAP 




Start 


3572 


End 


5906 




GI 


3850583 


Score 


292 




Exons 


3572.. 3667, 4172.. 4355, 4445 


..4558, 5225. .5357, 


5754. .5906 


GI Descrip. 


(AC005278) Contains similarity to transcription 


initiation 




factor HE, alpha subunit gb 1X634 68 from Homo sapiens. 




[Arabidopsis thaliana] 








Seq. No. 


22104 


Seq. ID* 


OJ990415 


_09.9819.C21 


Gene No. 


45988 


Strand 






Start 


682 


End 


15352 




Name 


OJ990415 09.9819.C21.ol.ts 


Method 


TBLASTX:, 


Soybean 


Start 


3584 


End 


12633 




GI 


none 


-Score 


75 




Exons 


3584. .3673, 4170.. 4256, 4171 


.'.4293, 4277.. 4357, 


4444. .4572, 




10473. .10541, 10474. .10587, 


10569. .10667, 10578 


. .10667, 




11333. .11506, 11333. .11518, 


11598. .11714, 11610 


. .11714, 




11638. .11715, 12510. .12572, 


12517. .12570, 12562 


. .12633 


Seq. No. 


22104 


Seq. ID 


OJ990415_ 


_09.9819.C21 


Gene No. 


45988 


Strand 






Start 


682 


End 


15352 




Name 


OJ990415 09.9819.C21.o2.np 


Method 


AAT/NAP 




Start 


4157 


End 


5968 




GI 


5738379 


Score 


216 




Exons 


4157. .4355, 4445. .4554, 5248 


..5357, 5754.. 5968 




GI Descrip. 


(AL080253) putative .protein 


[Arabidopsis thaliana] 


Seg.v No. 


22104 


Seq. ID 


OJ9?0415_ 


_09.9819.C21 


Gene No. 


. 45988 


Strand 






Start . 


682 


End 


15352 





22293 



Name 


OJ990415 09.9819.C21.o4.np 


Method 


AAT/NAP 


Start 


9186 


End 


15352 


GI 


3850583 


Score 


607 


Exons 


9186. .9248, 9614. .9862, 9917. .10189, 10476. . 10658, 11330 .. 11516, 




11602. .11716, 12491.. 12638 


, 13854. .13974, 15172. .15352 


GI Descrip. 


(AC005278) Contains similarity to transcription initiation 




factor HE, alpha subunit 


gb 1X634 68 from Homo sapiens. 




[Arabidopsis thaliana] 






Seq. No. 


22105 


Seq. ID 


OJ9904I5_09.9819.C22 


Gene No. 


45989 


Strand 


+ 


Start 


1 


End 


4243 


Name 


OJ990415 09.9819.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4243 


GI 


6598445 


Score 


1998 


Exons 


1..375, 1032. .1199, 1306.. 


1599, 1998.. 


2174, 2310. .2592, 




2809. .3095, 3205. .3540, 3706. .3837, 4151. .4243 


GI Descrip. 


(AC005168) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


22105 


Seq. ID 


OJ990415__09.9819.C22 


Gene No. 


45989 


Strand 


+ 


Start 


1 


End ' 


4243 


Name 


OJ990415 09.9819.C22.o2.ts 


Method 


TBLASTX : Soybean 


Start . - 


217' 


End 


1202 


GI 


none 


Score 


206 


Exons 


217. .375, 270. .377, 1029.. 


1196, 1031.. 


1201, 1032.. 1202 


Seq. No. 


22105 


Seq. ID 


OJ990415_09.9819.C22 


Gene No . 


45989 


Strand 


+ 


Start 


1 


End 


4243 


Name 


OJ990415 09.9819.C22.ol.gs 


Method 


GENSCAN 


Start 


223 


End 


4059 


GI 


none 


Score 


. 91 


Exons 


223,. 375, 1032.. 1199, 1306 


..1599, 1998 


. .2174, 2310. .2573, 



2710. .2808, 2911. .3095, 3205. .3540, 3706. .3859, 3949. .4059 



Seq. No. 22105 

Gene No. 45989 

Start 1 

Name OJ990415_09 . 9819.C22 . o3 . ts 

Start 2040 

GI none 

Exons 2040.. 2096, 2133.. 2177, 2301. 



Seq. ID OJ990415_09.9819.C22 

Strand + 

End 4243 

Method TBLASTX : Soybean 

Ertd 24 65 

Score 35 
.2465, 2309. .2464 



Seq. No. 22105 

Gene No. 45989 

Start 1 

Name OJ990415_09.9819.C22.ol.tm 

Start 2919 

GI none 

Exons 2919.. 3095, 2920.. 3084, 2923. 
3203.. 3544, 3691 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3096, 

3768, 3698.. 3766, 3703 .. 3783, 3705 . 



OJ990415_09.9819.C22' 
+ 

4243 

TBLASTX: Maize 
4036 
250 

3199. .3321, 3202. 



,3540, 
,3782, 



3769. .3858, 3770. .3859, 3946. .4035, 3947. .4036, 3948. .4034 



Seq. No. 
Gene No, 
Start 



22105 
45989 
1 



Seq. ID OJ990415_09. 9819.C22 
Strand + 
End 4243 



22294 



• # 



Name 


OJ990415 09.9819.C22.ol. 


tw 


Method 


TBLASTX: Wheat. 




Start 


3072 




End 


3544 




GI 


none 




Score 


50 




Exons 


3072.. 3095, 3194.. 3532, 


3203. 


.3544, 3204. .3539 




Seq. No. 


22105 




Seq. ID 


OJ990415_09.9819 


.022 


Gene No. 


45989 




Strand 


+ 






1 




End 


4243 




Name 


OJ990415 09.9819.C22.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3364 




End 


4059 




GI 


none 




Score 


161 




Exons 


3364.. 3540, 3365.. 3544, 


3694. 


.3858, 3698. .3859, 3946. .4059, 




3948. .4058 










Seq. No. 


22105 




Seq. ID 


OJ990415_09.9819 


.C22 








Strand 


+ 




Start 


1 




End 


4243 




Name 


OJ990415 09.9819.C22.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3715 




End 


4070 




GI 


none 




Score 


145 




Exons 


3715. .3858, 3716. .3859, 


3946. 


.4059, 39^ 


8. .4070 




Seq. No. 


22106 




Seq. ID 


OJ990415_09. 9819 


.C23 




-4 R Q Q n 




Strand . 


+ 




Start 


233 




End 


546 




Name 


OJ990415 09.9819.C23.ol. 


gs 


Method 


GENSCAN 




Start 


233 




End 


546 




GI 


none 




Score 


. 41 




Exons 


233. .314, 515. .546 










Seq. No. 


22107 




Seq. ID 


OJ990415_09.9819 


.C24 




*± *J _7 ^ i 




Strand 


- 




Start 


98 




End 


322 




Name 


OJ990415 09.9819.C24.ol. 


gs 


Method 


GENSCAN 




Start 


98 




End 


322 




GI 


npne 




Score 


. 52 




Exons 


98. .322 










Seq. No. 


22108 




Seq. ID 


OJ990415_09.9819 


.025 




H J J ^ 




Strand 






Start 


146 




End 


628 




Name 


OJ990415 09.9819.C25.ol. 


gs 


Method 


GENSCAN 




Start 


146 




End 


628 




GI 


none 




Score 


. 67 




Exons 


146. .362, 496. .628 










Seq. No. 


22108 




Seq. ID 


OJ990415_09.9819 


.025 








Strand 






Start 


146 




End 


628 '-^ 




Name 


OJ990415 09.9819.C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


153 




End 


369 




GI 


none 




Score 


159 




Exons 


153. .362, 153. .362, 154. 


.363, 


160. .369 






Seq. No. 


22108 




Seq. ID 


OJ990415_09. 9819 


-025 


Gene No. 


45992 




Strand 






Start 


146 




End 


628 





22295 



Name 

Start 

GI 

Exons 



OJ9904 15_09 . 9819 . C25 . ol . ts Method TBLASTX : Soybean 

255 End 607 

none Score 92 

255. .344, 256. .348, 494. .607, 496. .606 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22109 
45993 
1 

OJ990415_09.9819.C26.ol.np 
1 

4929629 
1..291, 803. .851 

(AF151838) CGI-80 protein [Homo sapiens] 



Seq. ID OJ990415_09. 9819.C26 

Strand + 

End 851 

Method AAT/NAP 

End . 851 

Score 85 



22109 
45993 
1 

OJ990415_09.9819.C26.ol.ts 

108 

none 

108. .296, 108. .266, 113. .289 



Seq. ID OJ990415_09. 9819.C26 

Strand + 

End 851 

Method TBLASTX : Soybean 

End 296 

Score 202 



Seq. No. 22109 

Gene No. 4 5993 

Start 1 

Name OJ990415_09 . 9819 . C26 . ol . gs 

Start 116 

GI none 

Exons 116.. 287, 365.. 559 



Seq. .ID- OJ990415_09. 9819.C26 

Stxand + . 

End 851 

Method GENSCAN 

End 559 

Score .75 



Seq. No. 22110 

Gene No. 45994 

Start 127 

Name OJ990415_09 . 9819 . C27 . ol . gs 

Start 127 

GI none 

Exons 127,. 305, 599.. 804 



Seq. ID OJ990415_09. 9819.C27 

Strand + 

End 804 

Method GENSCAN 

End 804 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name- 
Start 
GI 

Exons 



22111 
45995 
1 

OJ990605_40.9919.Cl.ol.np 
1 

3056594 
1.-.239, 267. .1370 

(AC004255) T1F9.15 [Arabidopsis thaliana] 



Seq. ID ■OJ990605_40. 9919.C1 
Strand 

End 1370 

Method AAT/NAP 

End 1370. 

Score 290 



22111 
45995 
1 

OJ990.605_40.9919.Cl.ol.gs 

• 147 
none 



Seq. ID OJ990605_40.9919.C1 
Strand 

End 1370 

Method GENSCAN 

End - 1339 

Score .42 



147. .929, 982. .1061, 1148. .1339 



Seq, No. 
Gene No, 



22111 
45995 



Seq. ID OJ990605_40. 9919.C1 
Strand 



22296 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990605_40 . 9919 . CI . ol . tm 

194 

none 



End 

Method 

End 

Score 



1370 

TBLASTX: Maize 

414 

59 



194. .268, 209. .253,. 244. .399, 255. .398, 257. .412, 271. .414 



22111 
45995 
1 

OJ990605_40.9919.Cl.o2.np 
221 

6651300 
221. .1285 

(AF161333) S-locus related 1 [Raphanus raphanistrum subsp. 
raphanistrum] 



Seq. ID OJ990605_40.9919.C1 
Strand 

End 1370 

Method AAT/NAP 

End 1285 

Score 306 



22111 
45995 
1 

OJ990605_40 . 9919 . CI . o2 . tm 

809 

none 



Seq. ID OJ990605_40.9919.C1 
Strand 

End 1370 

Method TBLASTX: Maize 

End 1190 

Score 106 



809. .919, 951. .974, 972. .1013, 1057. .1185, 1058. .1189, 
1059.. 1190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 



22112 Seq. ID 

45996 Strand 

2340 End 

OJ990605_40 . 9919 . C2 . ol . gp Method 

2340 End 

LIB34 32-020-P1-K1-H1 Score 
2340. .2810 

•2735017 l.Oe-40 (U82481) KI domain interacting kinase 1 [Zea 
mays] * 



OJ990605_40.9919.C2 
+ 

2810 
AAT/GAP 
2810 
889 



22112 Seq. ID 

45997 Strand 
356 End 
OJ990605_40 . 9919 . C2 . ol . gs Method 
356 End 
none Score 
356. .674, 706. .840, 1814. .1899, 2009... 
2635.. 2878, 2949.. 3127, 3594.. 4842 



22112 
45997 
356 

OJ990605_40. 9919.C2.ol.np 

1600 

6686398 

1600.. 1899, 2009.. 2159, 2293. 
3293.-3434, 3582.. 4783, 5569. 
6545.. 6755, 6836.. 6972, 7262. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605_40.9919.C2 

7295 
GENSCAN 
4842 
.84 

2159, 2293.. 2383, 



OJ990605 40. 9919.02 



7295 
AAT/NAP 
7295 
1872 

2530, 2635.. 2845, 2949. 
5873, 5958.. 6108, 6213. 
7295 



3127, 
6450, 



GIDeserip. (AC007234) F1E22.15 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



22112 
45997 



Seq. ID 
Strand 



OJ990605 40. 9919. C2 



22297 




start 


356 








End 7295 




Name 


OJ990605 40 


. 9919. 


C2.o2. 


ts 


Method TBLASTX: 


Soybean 


Start 


1685 








End 57 68 




GI 


none 








Score 71 




Exons 


1685. . 1801, 


1687. 


.1917, 


5653. 


.5766, 5658. .5768 




Seq. No. 


22112 








Seq. ID OJ990605 


_40.9919.C2 


Gene No, 


45997 








Strand 




Start 


356 








End 7295 




Name 


OJ990605 40 


.9919. 


C2.01. 


tc 


Method TBLASTX: 


Cress 


Start 


1687 








End 6919 




GI 


none 








Score 85 




Exons 


1687. .1914, 


2051. 


.2155, 


2052. 


.2156, 2293.. 2493, 


2298. .2465, 




2316. .2510, 


2341. 


.2511, 


2635. 


.2790, 2636. .2791, 


2636. .2848, 




2706. .2846, 


2937. 


.3029, 


5661. 


.5885, 5736. .5837, 


5980. . 6105, 




5991. .6104, 


6016. 


. 6105, 


6216. 


.6431, 6233. .6460, 


6531. . 6677, 




6539. . 6670, 


6546. 


. 6764, 


6616. 


.6699, 6836. .6919 




Seq. No. 


22112 








Seq. ID OJ990605 


_40. 9919.C2 


Gene No. 


45997 








Strand 




Start 


356 








End 7295 




Name 


OJ990605 40 


,9919. 


C2.01. 


tm 


Method TBLASTX: 


Maize 


Start 


1696 








End 6940 




GI' 


none 








Score 66 




Exons 


1696. . 1749, 


1733. 


. 1825, 


1735. 


.1929, 1856. .1900, 


1997. .2158, 




2019. .2159, 


2059. 


.2160, 


2271. 


.2513, 2316.. 2513, 


2344. .2514, 




2607. .2846, 


2636. 


.2848, 


2636. 


.284'8, 2949.. 3059, 


5643. .5702, 




5670. .5699, 


5698. 


.5778, 


5712. 


.5885, 5821. .5886, 


6001. .6108, 




6012. .6107, 


6026. 


.6109, 


6213. 


.6431, 6233. .6460, 


6546. . 6764, 




6601. .6699, 


6836. 


.6940 








Seq. No. 


22112 








Seq. ID OJ990605 


_40.9919.C2 


Gene No. 


45997 








Strand 




Start 


356 








End 7295 




Name 


OJ990605 40 


. 9919. 


C2 .ol . 


ts 


Method TBLASTX: 


Soybean 


Start 


2048 








End 6916 




GI 


none 








Score 64 




Exons 


2048. .2161, 


2064. 


.2162, 


2316. 


.2522, 2328.. 2507, 


2341. .2523, 




2636. .2848, 


2637. 


.2846, 


2949. 


.3020, 5769.-5873, 


5964. . 6110, 




6013. . 6144, 


6230. 


.6442, 


6249. 


.6440, 6546. .6764, 


6836. . 6916 


Seq. No. 


22112 








Seq. ID OJ990605 


__40. 9919.C2 


Gene No.. 


45997 








Strand 




Start 


356 








End 7295 




Name 


OJ990605 40 


.9919. 


C2.02. 


tw 


Method TBLASTX: 


Wheat 


Start 


2048 








End 6335 




GI 


none 








Score 110 




Exons 


2048. .2158, 


2052. 


.2159, 


2295. 


.2414, 2296.. 2415, 


2316. .2414, 




5832. .5873, 


5964. 


.6107, 


6001. 


.6108, 6215. .6334, 


6216. .6335, 



6233. .6334 



Seq. No. 22112 Seq. ID 

Gene No. 45997 Strand 

Start 356 End 

Name OJ990605_40 . 9919 . C2 . ol . tw Method 

Start 2416 End 

GI none Score 



OJ990605_40. 9919.C2 
7295 

TBLASTX: Wheat 

6758 

69 



22298 



Exons 



2416. .2547, 2416. .2505, 2418. .2513, 2636. .2848, 2640. .2846, 
6336.. 6500, 6338.. 6460, 6546.. 6758, 6598.. 6702 



Seq. No. 22112 Seq. ID 

Gene No. 45997 Strand 

Start 356 End 

Name OJ990605_40 . 9919 . C2 , o3 . tm Method 

Start 3643 End 

GI none Score 

Exons 3643.-3696, 3653.. 3694, 3685. -.3846, 
3758. .3841 



OJ990605_40.9919.C2 
7295 

TBLASTX: Maize 
3871 
58 

3698.. 3871, 3699.. 3830, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22112 
45997 
356 

OJ990605_40. 

3913 

none 

3913. .3939, 
4394. .4528 



9919.C2.o2.tc 



3964. .4002, 4015. 



Seq. ID OJ990605_40.9919.C2 
Strand 

End 7295 

Method TBLASTX : Cress 

End 4752 

Score 75 

.4104, 4234. .4353, 4393. .4752, 



Seq. No. 


22112 








Seq. ID 


OJ990605_40.9919.C2 


Gene No. 


45997 








Strand 




Start 


356 








End 


7295 


Name 


OJ990605 40 


.9919. 


C2.03. 


ts ■ 


Method 


TBLASTX: Soybean ' 


Start 


-4310 








End 


4689 


GI 


none 








Score 


84 - 


Exons 


4310. .4438, 


4315. 


.4440, 


4459. 


.4524, 4510. .4689 


Seq. No. 


22112 








Seq. ID 


OJ990605_40.9919.C2 


Gene No. 


45997 








Strand 




Start 


356 








End 


7295 


Name 


OJ990605 40 


.9919. 


C2.02. 


tm 


Method 


TBLASTX :Maize 


Start 


4311 








End 


4794 


GI ' 


none 








Score 


35 


Exons 


4311. .4355, 


4369. 


.4497, 


4406. 


.4486, -4411. .4494, 4413. .4520, 




4490. .4675, 


4504. 


.4689, 


4511. 


.4675, 4539. .4679, 4681. .4794, 




4699. .4791 












Seq. No. 


22112 








Seq. ID 


OJ9906b5_40.9919-C2 


Gene No. 


45997 








Strand 




Start 


356 








End - 


7295 


Name 


OJ990605 40 


.9919. 


C2.02. 


gs 


Method 


GENSCAN 


Start 


5571 








End 


6355 


GI 


none 








Score 


.65 


Exons 


5571. .5873, 


5958. 


.6108, 


6213. 


.6355 





Seq. No. 22113 

Gene No. 45998 

Start 416 

Name OJ990605 

Start 416 

GI none 

Exons 416. .551, 688. .814, 849. .1298 



40.9919.C3.ol.gs 



Seq. ID OJ990605_40.9919.C3 

Strand + 

End ■ 1298 

Method. GENSCAN , ■ 

End 1298 

Score . 8 



Seq. No. 
Gene No. 



22113 
45998 



Seq. ID OJ990605_40.9919.C3 
Strand + 



22299 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



416 End 1298 

OJ990605_40 . 9919 . C3 . ol . np Method AAT/NAP 

788 End 1298 

2347189 Score 152 

788. .1298 

(AC002338) hypothetical protein [Arabidopsis thaliana] 



22113 
45999 
2900 

OJ990605_40.9919.C3.ol.tm 

861 

none 



Seq. ID OJ990605_40.9919.C3 

Strand + 

End 3478 

Method TBLASTX: Maize 

End 1067 

Score 120 



861. .956, 861. .944, 869. .955, 957. .1067, 972. .1022, 980. .1054 



22113 
45999 
2900 

OJ990605_40.9919.C3.ol.gp 
2900 

17023_1.R1084 
2900. .3145 

•4508073/gb|AAD21417.1| l.Oe-15 (AC005'882) 43220 [Arabidopsis 
thaliana] ' 



Seq. ID OJ990605_40.9919.C3 

Strand + 

End . 3478 

Method AAT/GAP 

End 3145 

Score 409 



Seq. No. 


22113 


Seq. ID 


OJ990605_40 


.9919. C3 


Gene No. 


45999 


Strand 


+ 




Start 


2900 


End 


3478 




Name 


OJ990605 40.9919.C3.o2.np 


Method 


AAT/NAP 




Start 


2959 


End 


3478 




GI 


2239260 


Score 


85 




Exons 


2959. .3145, 3440. .3478 








GI Descrip. 


(Y13734) cinnamoyl CoA reductase [Zea 


mays] 




Seq. No. 


22114 


Seq. ID 


OJ990605_40 


9919. C4 


Gene No. 


46000 


Strand 


+ 




Start 


532 


End 


7562 




Name 


OJ990605 40. 9919.C4.ol.np 


Method 


AAT/NAP 




Start 


532 


End 


1481 




GI 


6689826 


Score 


239 




Exons 


532. .692, 994. .1228, 1328.. 


1481 






GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 




Seq. No. 


22114 


Seq. ID 


OJ990605 40. 


9919. C4 


Gene No. 


46000 


Strand 


+ 




Start 


532 


End 


7562 




Name 


OJ990605 40.9919.C4.ol.gs 


Method 


GENSCAN 




Start 


596 


End 


6308 




GI 


none 


Score 


.83 




Exons 


596. .692, 994. .1231, 1328.. 


1441, 2123. 


.2247, 4215., 


4400, 




4842. .5008,^^ 5185. .5388, 5517 .. 567 6,' 5833 .. 604.6, 6161. .6308 


Seq. No. 


-22114 


Seq. ID 


OJ990605_40. 


9919. C4 


Gene No. 


46000 


Strand 


+ 




Start 


532 


End 


7562 




Name 


OJ990605 40. 9919.C4.o2.np 


Method 


AAT/NAP 




Start 


4283 


End 


7562 





22300 



GI 5732928 Score 430 

Exons 4283.. 4400, 4842.. 5008, 5185.. 5388, 5517.. 5688, 5863.. 6036, 

6154. .6274, 7521. .7562 
GI Descrip. (AF169801) dihydrof lavonol-4-reductase [Lilium hybrid cultivar 

VII cv. 'Acapulco'] 



Seq. No. 22114 

Gene No. 4 6000 

Start 532 

Name OJ990605_40 . 9919 . C4 . ol . gp 

Start 5939 

GI 2797550 

Exons 5939.. 6046, 6161.. 6297 



Seq. ID OJ990605_40.9919.C4 

Strand + 

End 7562 

Method AAT/GAP 

End 6297 

Score 44 4 



Seq. No. 22114 

Gene No. 46001 

Start 7144 

Name OJ990605_40 . 9919 . 04 . ol . ts 

Start 1026 

GI none 

Exons 1026.. 1091, li40..1229, 1329. 
6162.. 6239, 6164.. 6238 



OJ990605_40.9919.C4 
7451 

TBLASTX : Soybean 

6239 

80 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1406, 5874. .6047, 5876. .6043, 



Seq. No. 22114 
Gene No. 4 6001 

Start 7144 

Name OJ990605_40 . 9919 . C4 . o2 . tm 

Start 1184 
GI none 

Exons 1184.. 1231, 1185.. 1229, 1187. 

1342. .1461, 1346. .1468, 1347. 
6180. .6302 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 40. 9919. C4 



7451 

TBLASTX: Maize 
6302 
56 

1231, 1201.. 1236, 1326.. 1463, 
1469, 6177.. 6290, 6179.. 6301, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22114 
46001 
7144 

OJ990605_4 0 . 9919 . C4 . ol . tm 

4294 

none 



Seq. ID OJ990605_40.9919.C4 
Strand 
End 

Method 
End 
Score 



7451 

TBLASTX: Maize 

5262 

165 



4294. .4407, 4295. .4408, 4295. .4408, 4820. .5008, 4825. .5010, 
4841. .5008, 4842. .5009, 5182. .5262, 5187. .5261 



Seq. No. 22114 

Gene No. 46001 

Start 7144 

Name OJ990605_4 0 . 9919 . 04 . ol . tw 

Start 4312 

GI none 

Exons 4312. .4404, 4313. .4405, 4841. 

5182.. 5295, 5182.. 5295, 5193. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5005, 4841 
.5300 



OJ990605 40. 9919. C4 



7451 

TBLASTX: Wheat 
5300 
126 

4990, 5151. .5189, 



Seq. No. 22114 Seq. ID 

Gene No. 4 6001 Strand 

Start 7144 End 

Name OJ990605_4 0 . 9919 . 04 . o2 . gs Method 

Start 7144 End 

GI none - Score 



OJ990605_40.9919.C4 

7451 
GENSCAN 
7451 
.83 



22301 




Exons 


7144. .7205/- 7238. .7451 






Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


Gene No. 


46002 


Strand 


+ 


Start 


1 


End 


142 


Name 


OJ990605 40.9919.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


142 


GI 


5042454 


Score 


72 


Exons 


1. .142 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


(^pnp No 

111 v./ • 


46003 


Strand 


+ 


Start 


195 


End 


6529 


Name 


OJ990605 40.9919-.C5.ol.gs 


Method 


GENSCAN 


Start 


195 


End 


6529 


GI 


none 


Score 


.58 


Exons 


195.. 299, 356.. 2722, 2801.. 


2983, 3002. 


.6073, 6083.. 6529 


Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


Gene No. 


46003 


Strand 


+ 


Start 


195 


End 


6529 


Name 


OJ990605 40.9919.C5.o2.np 


Method 


AAT/NAP 


Start 


879 . 


End 


6526 


GI 


6498441 


Score 


6905 


Exons 


879. .1943, 2274. .2737, 2801 


..3174, 3358. .3492, 3667. .4093, 




4286. .4582, 4754. .6151, 6245. .6526 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


{AF098806) 


[Oryza sativa] 


Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


Gphp No 


46004 


Strand 


+ 


Start 


14779 


End- 


16356 


Name 


OJ990605 40.9919.C5.o3.gs 


'Method 


GENSCAN 


Start 


14779 


End 


16356 


GI 


none 


Score 


.77 


Exons 


14779. .14835, 15089 15263, 


16241. .16356 


Seq. No. 


22115 


Seq. ID 


OJ990605__40. 9919.C5 


Gene No. 


46005 


Strand 


+ 


Start 


18466 


End 


27146 


Name 


OJ990605 40.9919.C5.o4,gs 


Method 


GENSCAN 


Start 


18466 


End 


27126 


GI 


none 


Score 


.73 


Exons 


18466. .18586, 197 63 .. 19929,. 


20114. .20314, 21017. .21176, 




21274. .21487, 21705 .. 21828 , 


22005. .22195, 23659 .. 23750, 




23872. .24351, 25887 .. 26426, 


26432. .26738, 26808. .27126 


Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


Gene No. 


46005 


Strand 


+ 


Start 


18466 


End 


27146 


Name 


OJ990605 40.9919.C5.o2.gp 


Method 


AAT/GAP 


Start 


23907 


End 


24040 


GI 


uC-osflM202039g09bl 


Score 


176 


Exons 


23907. .24040 







GI Descrip. ' 6016845/dbj | AP00'0570 . 1 1 AP000570 6.0e-28 Oryza sativa genomic 



22302 



DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22115 
46005 
18466 

OJ990605_40 . 9919 . C5 . o4 . np 

23971 

3152576 



Seq. ID OJ990605_40. 9919.C5 

Strand + 

End 27146 

Method AAT/NAP 

End 27146 

Score 614 



23971. .24351, 25887 .. 2674 4 , 26808.. 27146 

(AC002986) Similar to liver-specific transport protein gb|L27 651 
from Rattus norviegicus. [Arabidopsis thaliana] 



Seq. No. 


22115 




Seq. ID 


OJ990605 


_40.9919. 


C5 


Gene No. 


46005 




Strand 


+ 






Start 


18466 




End 


27146 






Name 


OJ990605 40. 9919. C5 


. o3 . gp 


Method 


AAT/GAP 






Start 


26362 




End 


26682 






GI 


568937 




Score 


628 






Exons 


26362. .26682 












Seq. No. 


22115 




Seq. ID 


OJ990605 


_40.9919. 


C5 


Gene No. 


46006 




Strand 


+ 






Start 


28085 




End 


30672 






Name 


OJ990605 4,0.9919.05 


. o5 . gs 


Method. 


GENSCAN 






Start 


28085 




End 


30672 






GI 


none 




Score 


.69 






Exons 


28085. .28157, 28486 


. .28730, 


30436. .30466, 30590 


. .30672 




Seq. No. 


22115 




Seq. ID 


OJ990605 


_40.9919. 


C5 


Gene No. 


46007 




Strand 


+ 






Start 


32193 




End 


33823 






Name 


OJ990605 40. 9919. C5 


.o5.gp 


Method 


AAT/GAP 






Start 


32154 




End 


33243 






GI 


71813 1.R1084 




Score 


1010 






Exons 


32154. .32352, 32471 


. .32571, 


32945. .33243 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 6.0e- 


28 Oryza 


sativa genomic 




DNA, chromosome 1, 


clone :P0711E10' 








Seq. No. 


22115 




Seq. . ID 


OJ990605 


_40.9919. 


C5 


Gene No. 


46007 




Strand 


+ 






Start 


32193 




End 


33823 






Name 


OJ990605 40. 9919. C5 


. o5 . np 


Method 


AAT/NAP 






Start 


32184 




End 


33649 






GI 


4262149 




Score 


788 






Exons 


32184. .32352, 32471 


. .32571, 


32945. .33196, 33272 


. .33454, 






33488. .33649 












GI Descrip. 


(AC005275) putative 


xyloglucan endotransglycosylase [Arabidop 




thaliana] 












Seq. No. 


22115 




Seq. ID 


OJ990605 


_40.9919. 


05 


Gene No. 


46007 




Strand 


+ 






Start 


32193 




End 


33823 






Name 


OJ990605 40. 9919. C5 


. o6. gs 


Method 


GENSCAN 






Start 


32193 




End 


33643 






GI 


none 




Score 


.62 






Exons 


32193. .32352, 32471 


. .32575, 


32928. .33643 







22303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990605_40.9919.C5 

Strand + 

End 33823 

Method AAT/GAP 

End 33823 

Score 848 



22115 
46007 
32193 

OJ990605_40.9919.C5.o6,gp 
33356 

76282_1.R1084 
33356.. 33823 

M262149/gb|AAD14449| 7.0e-17 (AC005275) putative xyloglucan 
endotransglycosylase [Arabidopsis thaliana] * 



22115 
46008 
34739 

OJ990605_40.9919.C5.o7.gs 

34739 

none 



Seq. ID OJ990605_40.9919.C5 

Strand + 

End 36188 

Method GENSCAN 

End 36188 

Score .78 



34739. .34759, 35327.-35579, 36047 .. 36123, 36138. .36188 



Seq. No. 22115 

Gene No. 46009 

Start 7169 

Name OJ990605_40 . 9919 . C5 . o2 . gs 

Start 716? 

GI none 
Exons 



Seq. ID OJ990605_40.9919.C5 
Strand 

End 13600 

Method GENSCAN 

End 13600 

Score .52 



7169. .9071, 9169. .10234, 12288 .. 13074 , 13547. .13600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22115 
46009 
7169 

OJ990605_40 . 9919 . C5 . o3 . np 

7172 

5803259 



Seq. ID OJ990605_40. 9919.C5 
Strand 

End 13600 

Method AAT/NAP 

End 13600 

Score 4754 



7172. .9071, 9169. .10276, 13447. .13600 
(AP000399) hypothetical protein [Oryza sativa] 



22115 
46009 
7169 

OJ990605_40.9919.C5.ol.gp 
10991 

uC-osflcyp033a04bl 
. 10991. .11374 

*6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990605_40.9919.C5 
Strand 

End 13600 

Method AAT/GAP 

End 11374 ; / ' 

Score 669 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



22115 
46010 
36528 

OJ990605_40.9919.C5.o6.np 
36528 
3269281 
36528. .36591, 37758 .. 38641 . 

(AL030978) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990605_40. 9919.C5 
Strand 

End 44222 

Method AAT/NAP 

End 38641 

Score 561 



22115 
46010 
36528 



Seq. ID OJ990605_40. 9919.C5 
Strand 

End 44222 



22304 






OJ990605 40.9919,C5.o8.gs 


Method 


GENSCAN 


Start 


37794 


End 


44222 


GI 


none 


Score 


.76 


Exons 


37794. .38304, 38409 38602, 39250 .. 39293, 39660 .. 39757 , 




40638. .40681, 4 1028 41147 , 4 1277 .. 4 1645, 41901 42051 , 




42892. .43033, 44054. .44222 






Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


Gene No. 


46010 


Strand 


- 


Start 


36528 


End 


44222 


Name 


OJ990605 40.9919.C5.o7.gp 


Method 


AAT/GAP 


Start 


39261 


End 


39461 


GI 


3106943 


Score 


299 


Exons 


39261. .39461 






GI Descrip. 


1019378/cibj ID17785IRICNH4 621 


l.Oe-104 


Rice DNA for U3 smalJ 




nuclear RNA, partial sequence 






Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


Gene No. 


46010 


Strand 


- 


Start 


36528 


End 


44222 


Name 


OJ990605 40.9919.C5.o8.gp 


Method 


AAT/GAP 


Start 


40649 


End 


40848 


GI 


.3106943 


Score 


374 


:3 Exons 


40649 40848 






GI Descrip. 


1019378/dbj | D17785 | RICNH4621 


l.Oe-104 


Rice DNA for U3 smal] 


- rh 
: • = 


nuclear RNA, partial sequence 






y Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


' = CX^r-\^ Mo 


46011 


Strand 


- 


Start 


45782 


End 


47652 


Name 


OJ990605 40. 9919.C5.o6.tw 


Method 


TBLASTX: Wheat 


;r; start 


1028 


End 


1420 


GI 


none 


Score 


58 


Exons 


1028. .1075, 1082. .1180, 1087. 


.1179, 11 


47. .1386, 1163. .1420 


'J 

J Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 




46011 


Strand 


- 


1 Start 


45782 


End 


47652 


Name 


OJ990605 40.9919.C5.o9.tm 


Method 


TBLASTX: Maize 


J Start 


1033 


End 


1318 


3 GI 


none 


Score 


196 


Exons 


1033. .1317, 1070. .1318 






Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 




46011 


Strand 




start 


45782 


End 


47652 


Name 


OJ990605 40.9919.C5.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2158 


End 


2617 


GI 


none 


Score 


407 


Exons 


2158. .2295, 2159. .2617, 2353. 


.2613 




Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919.C5 


Gene No. 


46011 


Strand 




Start 


45782 


End 


47652 


Name 


OJ990605 40.9919.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2808 


End. 


3271' 


GI 


none 


Score 


202 



22305 






Exons 


2808. .3251, 


2809. 


.3264, 


2810. 


.3271, 2810.. 3265 






Seq. No. 


22115 








Seq. ID 


OJ990605_40.9919. 


C5 






4 601 1 








Strand 








Start 


45782 








End 


47652 






Name 


OJ990605 40. 


9919. 


C5.07. 


ts 


Mpthod 


TBLASTX • Sovbean 






Start 


2849 








End 


3214 






GI 


none 








Score 


111 






Exons 


2849. .3073, 


3080. 


.3214 












Seq. No. 


22115 








Seq. ID 


OJ990605_40.9919. 


C5 














St rand 








Start 


45782 








End 


47652 






Name 


OJ990605 40. 


9919, 


C5.03. 


tm 




TBLASTX ' Ma i 7P 






Start 


2939 








End 


3295 






GI 


none 








Score 


383 






Exons 


2939. .3295, 


2974. 


.3285, 


2990. 


. 3295 








Seq. No. 


22115 








Seq. ID 


OJ990605_40. 9919. 


C5 






*i U U X X 








Strand 








Start 


45782 








End 


47652 






Name 


OJ990605 40. 


9919. 


C5.04. 


tm 




TBLASTX • Mai ze 






Start 


3322 








End 


3706 






GI 


none 








Score 


357 




•I 


Exons 


3322. .3687, 


3323. 


.3706 












Seq. No. 


22115 








Seq. ID 


OJ990605_40.9919. 


C5 






46011 

1 U W i X 








Si" r;^nH 








Start 


45782 








End 


47652 




L J 


Name 


OJ990605 40. 


9919. 


C5.02. 


tw 




TBLASTX • Wheat 




: 


Start 


3379 








End 


3799 






GI 


none 








Score 


4 91 




! z 
! Lp 


Exons 


3379. .3792, 


3380. 


.3799 










^ J 


Seq. No. 


22115 








Seq. ID 


OJ990605_40.9919. 


C5 


- 




46011 

*± W X X 








Strand 








Start 


45782 








End 


47652 




i::. 


Name 


OJ990605 40. 


9919. 


05. p6. 


ts 


Mpi" hod 


TBLASTX • Sovbpan 






Start 


3458 








End 


3829 




Q 


GI 


none 








Score 


277 




I. 


Exons 


3458. .3829, 


3475. 


.3618 












Seq. No. 


22115 








Seq. ID 


OJ990605_40.9919. 


C5 




Gene No. 


46011 








Strand 








J L.OJ. L. 


45782 








End 


47652 






Name 


OJ990605 40. 


9919. 


C5.o5. 


tw ' 


Method 


TBLASTX: Wheat 






Start 


4326 








End 


4888 






GI 


none 








Score 


233 






Exons 


4326. .4346, 


4454. 


.4 678, 


4469. 


.4678, 4519. .4704, 4739. .4888, 






4748. .4885, 


4750. 


.4887 












Seq'. No. 


22115 








Seq. ID 


OJ990605_40. 9919. 


C5 




Gene No. 


46011 








Strand 








Start 


45782 








End 


47652 






Name 


OJ990605 40. 


9919. 


C5.011 


.tw 


Method 


TBLASTX: Wheat 






Start 


4891 








End 


5203 






GI 


none 








Score 


184 





22306 




Exons 


4891. .'4989, 4943.. 5203 








Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919 


.C5 




46011 


Strand 






start 


45782 


End 


47652 




Name 


OJ990605 40.9919.C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


5396 


End 


5719 




GI 


none 


Score 


354 




Exons 


5396. .5719, 5425. .5706 








Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919 


.C5 




46011 


Strand 






Start 


45782 


End 


47652 




Name 


OJ990605 40.9919.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


5533 


End 


5914 




GI 


none 


Score 


375 




Exons 


5533.. 5589, 5534.. 5914, 5534 


..5875, 5635. .5883 




Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919 


.C5 




46011 


Strand 






Start 


45782 


End 


47652 




Name 


OJ990605 40.9919.C5.o8.tw 


Method 


TBLASTX: Wheat 




Start 


5915 


End 


6517 






none 


Score 


253 




Exons 


5915.. 6217,. 5920.. 6198, 6391 


..6513, 6392.. 6517 




Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919 


.C5 


Gene No. 


46011 


Strand 






Start 


45782 


End 


47652 




Name 


OJ990605 40.9919.C5.o8.tm 


Method 


TBLASTX: Maize 




Start 


18453 


End 


20191 




GI 


none 


Score 


164 




Exons 


18453. .18584, 18478 .. 18585, 


19693. .19929, 1974 1 .. 19929, 






19746. .19931, 197 63 .. 19930, 


20087. .20191 




Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919 


.C5 


Gene No. 


46011 


Strand 






Start 


45782 • 


End 


47652 




Name 


OJ990605 40.9919.C5.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


18498 


End 


20227 




GI 


none 


Score 


125 




Exons 


18498. .18584, 184 99 .. 18585, 


18516. .18587, 19762 .. 19938 , 






19762. .19911, 20111. .20224, 


20111. .20227 




Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919 


.C5 




45011 


Strand 






Start 


45782 


End 


47652 




Name 


• OJ990605 40.9919.C5.o9.tw 


Method 


TBLASTX: Wheat 




Start 


24020 


End 


24172 




GI 


none 


Score 


216 




Exons 


24020. .24172, 24021. .24167 








Seq. No. 


22115 


Seq. ID 


OJ990605_40.9919 


.C5 


Gene No. 


46011 


Strand 






Start 


45782 


End 


47652 




Name 


OJ990605 40.9919.C5.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


24021 


End 


24353 





22307 



GI 4397580 Score 185 

Exons 24021. .24161, 24029 24 172, 24237 24353, 24254.. 24352 

GI Descrip. 3152576 6,0e-14 {AC002986) Similar to liver-specific transport 

protein gb_L27651 from Rattus norviegicus. [Arabidopsis 

thaliana] 



Seq. No, 


22115 




Seq, ID 


OJ990605_40. 9919. 


,05 


Gene No, 


46011 




Strand 






Start 


45782 




End 


47652 




Name 


OJ990605 40. 9919, C5. 


o2. tc 


Method 


TBLASTX:Oress 




Start 


24258 




End 


26217 




GI 


none 




Score 


72 




Exons 


24258.-24353, 25879. 


.26217, 


25880. ,26140 




Seq. No, 


22115 




Seq. ID 


OJ990605_40. 9919. 


,05 


Gene No. 


46011 




Strand 






Start 


45782 




End 


47652 




Name 


OJ990605 40.9919,05. 


o2, ts 


Method 


TBLASTX : Soybean 




Start 


25907 




End 


26383 




GI 


none 




Score 


322 




Exons 


25907. .26185, 25909, 


.26169, 


26186. .26383, 26201., 26362 




Seq, No., 


22115 . 




Seq. ID 


OJ990605_40.9919. 


C5 


Gene Nfo, 


. -4 6011 


- 


, Strand, ■ 






Start 


45782 




End 


47652 




Name 


OJ990605 40,9919,05. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


26458 




End 


26853 




GI 


none 




Score 


269 




Exons 


26458. .26739, 26806. 


.26853 








Seq. No. 


22115 




Seq. ID 


OJ990605_40. 9919. 


05 


Gene No. 


46011 




Strand 






Start 


45782 




End 


47652 




Name 


OJ990605 40.9919.05, 


o6. tm 


Method 


TBLASTX: Maize 




Start 


32261 




End 


33118 




GI 


none 




Score 


158 




Exons 


32261. .32311, 32262, 


.32354, 


32428, .32577, 324 69 .. 32570, 






32470. .32571, 32933. 


.33079, 


32945, .33118, 32947 '.. 33117 




Seq'.' No. 


22115 




Seq. ID 


OJ990605_40.9919, 


05 


Gene No. 


46011 




Strand 






Start 


45782 - 




End 


47652 




Name 


OJ990605 40.9919.05. 


ol.tc 


Method 


TBLASTX :Oress 




Start 


32262 




End 


33631 




GI 


none 




Score 


93 




Exons 


32262. .32354, 32434. 


,32577, 


32469. .32570, 32945 .. 33178, 






32947. .33177, 33298. 


.33384, 


33299. .33415, 33494.. 33631 




Seq. No. 


22115 




Seq. ID 


OJ990605_40.9919. 


05 


Gene No. 


46011 




Strand 






Start 


45782 




End 


47652 




Name 


OJ990605 40,9919.05. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


32262 




End 


33631 




GI 


none 




Score 


115 




Exons 


32262, ,32354, 32467, 


.32577, 


32469, ,32570, 32945 .. 33178 , 






32947. .33180, 33298. 


,33387, 


33299. ,33415, 334 93 .. 33630, 





33494, ,33631 



22308 



OJ990605 40. 9919. C5 



Seq. No. 22115 Seq. ID 

Gene No. 46011 Strand 

Start 45782 End 

Name OJ990605_4 0 . 9919 . C5 . ol . tm Method 

Start 33119 End 

GI none Score 

Exons 33119. .33178, 33203 .. 33217 , 33298.-33639, 33299 3364 3, 
33681. .33701 



47652 

TBLASTX: Maize 

33701 

103 



Seq. No. 


22115 






Seq. ID 


OJ990605_40.9919 


.C5 


Gene No. 


46011 






Strand 






Start 


45782 






End 


47652 




Name 


OJ990605 40. 9919. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


37830 






End 


38165 




GI 


none 






Score 


185 




Exons 


37830. 


.37871, 37872. 


.38165, 


37872. .38165 




beq, NO. 


22115 






Seq. ID 


OJ990605_40.9919 




Gene No. 


46011 






Strand 






Start 


45782 






End 


47652 




Name 


OJ990605 40. 9919. C5. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


37872 






End^. . ... 


38467-- 




GI 


none 






Sco%e •* ' 


122- 




Exons 


37872. 


.38285, 37879. 


.38268, 


38330. .38467, 38349... 38447 




Oeq . INO . 


- 22115 






Seq. ID 


OJ990605_40. 9919 




Gene No. 


46011 






Strand 






Start 


45782 






End 


47652 




Name 


OJ990605 40. 9919. C5. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


38173 






End 


38621 




GI 


. none 






Score' 


70 




Exons 


38173. 


.38280, 38175. 


.38330, 


38176. .38268, 38337 .. 38 621, 






38340. 


.38615, 38342. 


.38620 








Seq. No. 


22115 






Seq. ID 


OJ990605_40. 9919 


.C5 


Gene No. 


46011 






Strand 






Start 


45782 






End 


47652 




Name 


OJ990505 40. 9919. C5. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


38232 






End- 


38620 




GI 


none 






Score 


87 




Exons 


38232. 


.38318, 38342. 


.38488, 


38343. .38489, 38501.. 38620 




Seq. No. 


22115 






Seq. ID 


OJ990605_40.9919 


.C5 


Gene No. 


46011 






Strand 






Start 


45782 






End 


47652 




Name 


OJ990605 40. 9919. C5. 


o9.gs 


Method 


GENSCAN 




Start 


45782 






End 


47652 




GI 


none 






Score 


.62 




Exons 


45782. 


.45795, 47454. 


.47652 









Seq. No. 22115 Seq. ID 

Gene No. 46011 Strand 

Start 45782 End 

Name OJ990605_4 0 . 9919 . C5 . o7 . np Method 

Start ■ 45910 End 

GI 6069646 Score 



OJ990605_40.9919.C5 

47652 
AAT/NAP 
46354 
411 



22309 



Exons 45910.. 46354 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 ' genomic sequence, 
putative non-LTR retroelement reverse transcriptase. {ACQ06248) 
[Oryza sativa] 



Seq. No. 


22115 


Seq. ID 


OJ990605_40. 9919.05 


Gene No. 


46011 


Strand 




Start 


45782 


End 


47652 


Name 


OJ990605 40.9919.C5.ol0.tm 


Method 


TBLASTX: Maize 


Start 


46020 


End 


46358 


GI 


none 


Score 


91 


Exons 


46020. .46163, 4 6153 .. 46272, 46251. .46358 


Seq. No. 


22116 


Seq. ID 


OJ990605_40. 9919.06 


Gene No. 


46012 


Strand 


+ 


Start 


934 


End 


1442 


Name 


OJ990605 40 9919 06 ol as 


Method 


GENSOAN 


Start 


934 


End 


1442 


GI 


none 


Score 


.56 


Exons 


934 . . 939, 1299. . 1442 






Seq.' No. 


22116 ' 


•Seq. ID 


OJ990605_40. 9919:06 


Gene No'. 


46013 


Strand 


+ 


Start 


3617 


End ' 


11103 ' 


Name 


OJ990605 40 9919 C6 o3 no 


Method 


AAT/NAP 


Start 


3617 ~ 


End 


7559 


GI 


4508068 


Score 


261 


Exons 


3617.. 3637, 6496.. 6552, 6743. 


.6808, 6992.. 7063, 7416.. 7559 


GI Descrip. 


(AC005882) 3063 [Arabidopsis 


thaliana] 




Seq. No. 


22116 


Seq. ID 


OJ990605_40. 9919.06 


Gene No. 


46013 


Strand 


+ 


Start 


3617- 


End 


11103 


Name 


OJ990605 40. 9919.06. o3.gs 


Method 


GENSOAN 


Start 


5346 


End 


11103 


GI 


none 


Score 


.65 


Exons 


5346. .5711, 5932. .6339, 6448. 


.6552, 6992. .7057, 7219. .7272, 




7416. .7558, ,8516. .8565, 10357 


. .10543, 


10782. .11103 


Seq. No. 


22116 


Seq. ID 


OJ990605_40. 9919.06 


Gene No. 


46014 


Strand 




Start 


1 


End 


4117 


Name 


OJ990605 40.9919.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4117 


GI 


6016874 


Score 


2229 


Exons 


1..42, 1203. .1465, 1941. .2280 


, 2398.. 2577, 2971.. 3130, 




3521.. 3753, 3818.. 3955, 4039. 


.4117 




GI Descrip. 


(AP000570) ESTs 019143 (E10020) , D25076 (R3116) correspond to 




region of the predicted gene. 


; Similar 


to putative AC9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


22116- 


Seq. ID 


OJ990605_40. 9919.06 


Gene No. 


46014 


Strand 




Start 


1 


End 


4117 


Name 


OJ990605 40.9919.06.o2.gs 


Method 


GENSOAN 



22310 



start 
GI 

Exons 



1937 End 4117 

none Score .76 

1937.. 2397, 2971.. 3130, .3521.. 3753, 3818.. 3955, 4039.. 4117 



Seq. No. 22116 
Gene No. 4 6014 

Start 1 

Name OJ990605_40 . 9919 .C6.ol .gp 

Start 2920 
GI uC-osflcypll0c07bl 
Exons 2920.. 3428 

GI Descrip. ' 4680178/gb | AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes* 



Seq. ID - OJ990605_40.9919.C6 
Strand 

End 4117 
Method AAT/GAP 
End 3428 
Score ^ 970 



Seq. No. 


22116 








Seq. ID 


OJ99p605_40.9919. 


C6 


Gene No. 


46015 








Strand 






o uar L 


4 o ± o 










f± D / J 




Name 


OJ990605 40 


.9919. 


C6.02. 


tm 


Method 


TBLASTX: Maize 




Start 


2003 








End 


2246 




GI 


none 








Score 


97 




Exons 


2003. .2236, 


2088. 


.2246 










Seq. No. 


-22116* 








Seq. ID 


Gj990605_40.9919\ 


C6 


Gene No. 


4 6015 








Strand 






O Udl. L. 


fi J X D 










4673 




Name 


OJ990605 40 


.9919. 


C6.04. 


tm 


Method 


TBLASTX: Maize 




Start 


2358 - 








End 


2710 




GI 


none 








Score 


131 




Exons 


2358. .2699, 


2429. 


,2710 










Seq. No. 


22116 








Seq. ID 


OJ990605_40.9919. 


C6 


Gene No. 


46015 








Strand 






Start 


4516 








End 


4673 




Lxa.it LC 


OJ990605 40 


.9919. 


C6.03. 


tm 


Method 


TBLASTX: Maize 




Start 


2915 








End 


3229 




GI 


none 








Score 


108 




Exons 


2915. .3142, 


2916. 


.3134, 


3155. 


.3229 






Seq. No. 


22116 








Seq. ID 


OJ990605_40.9919. 


C6 


Gene No. 


46015 








Strand 






Start 


4516 








End 


4673 




Name 


OJ990605 40 


.9919. 


C6.01. 


tm 


Method 


TBLASTX: Maize 




Start 


3323 








End 


3769 




GI ' 


none 








Score 


101 




Exons 


3323. .3361, 


3356. 


.3412, 


3449. 


.3697, 34( 


39. .3698, 3683. .3769 


Seq. No. 


22116 








Seq. ID 


OJ990605_40.9919. 


C6 


Gene No. 


46015 








Strand 






Start 


4516 








End 


4673 




Name 


OJ990605 40 


.9919. 


C6.02. 


np 


Method 


AAT/NAP 




Start 


4516 








End 


4673 




GI 


6907084 . 








Score 


150 




Exons 


4516. .4673 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


22117 








Seq. ID 


OJ990605_40.9919. 


C7 



22311 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46016 Strand + 

9621 End 11006 

OJ990 605_40 . 9919 . C7 . o2 . gs Method GENSCAN 

9621 End 11006 

none Score . 94 

9621. .9679, 10385 10555, 10925. .11006 



22117 
46017 
1127 

OJ990605_40 . 9919. C7 .ol . np 
912 

6686398 

912. .1211, 1293. .1443, 1536. 
2442.-2579, 3275. .4464, 6126 



Seq. ID OJ990605_40.9919.C7 
Strand 

End 9355 

Method AAT/NAP 

End 9355 

Score 2443 
.1773, 1877.. 2087, 2200.. 2390, 
..6430, 6517. .6667, 6759. .6996, 



7097.. 7307, 7392.. 7520, 7772.. 7959, 8083.. 9355 
GI Descrip. (AC007234) F1E22.15 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene* "No. 
Start ■ 



22117 
46017 
1127 

OJ990605_40.9919.C7.ol.gs 
1127- . . ■ 

none . • ' - ' ' : 
1127.. 1211, 1536.. 1686, 1877. 
4945.. 5306, 5376.. 5801, 6158. 
7097. .7307, 7392. .7573, 7651. 



Seq. ID OJ990605_40.9919.C7 
Strand 

End 9355 

Method GENSCAN 

End 9328 

Score; . 74 . 
.2087, 2200.. 2381, 3311 
.6430, 6580. .6667, 6759 
.7752, 8074.. 9328 



4542, 
6942, 



22117 
46018 
11236 

OJ990 605_40 . 9919 . C7 . ol . tm 
881 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 40. 9919. C7 



12562 

TBLASTX: Maize 
11814 
246 

881. .1207, 891. .1223, 894. .1244, 1291. .1449, 1293. .1448, 
1293. .1451, 1294. .1449, 1325. .1450, 6013. .6066, 6029. .6064, 
6122. .6445, 6122 .. 6442, 6505 .. 6681 , 6513. .6680, 6524.. 6691, 
11236. .11277, 11296. .11535, 11324 .. 11539, 11631 .. 11666, 
11652. .11807, 11658. .11813, 11671.. 11814 



22117 
46018 
11236 

OJ990605_40.99I9.C7.ol.tc 

984 

none 

984. .1202, 1000. .1137, 1336. 
1539. .1754, 1878. .2087, 1948 
6237. .6356, 6559.. 6663, 6560 
7092.. 7238, 7116.. 7310, 7180 
11278. .11535, 11342. .11464, 
11692. .11784', 11878. .12057, 
12333. .12545, 12334. .12486 

22117 
46018 
11236 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 40. 9919. C7 



12562 

TBLASTX: Cress 
12545 
86 

.1437, 1347. .1439, 1538. .1780, 
. .2037, 2200. .234 0, 6233. .64 60, 
..6664, 6762. .6974, 6782. .7003, 
..7308, 7392. .7532, 7393. .7473, 
11661. .11780, 11677. .11781, 
11879. .12058, 11882. .12181, 



Seq. ID OJ990605_40. 9919.C7 
Strand 

End 12562 



22312 



Name 

Start 

GI 

Exons 



OJ990605_40.9919.C7.ol,ts 

985 

none 

985. .1200, 990. .1223, 1032.. 
1348.. 1443, 1538.. 1789, 1539 
1905.. 2087, 1906.. 2028, 1911 
6237.. 6440, 6557.. 6664, 6560 
6788.. 7018, 7125.. 7310, 7126 
11236. .11535, 11324. .11539, 
11682. .11783, 11880. .12092, 
12321. .12356, 12350 .. 12484 , 
12368. .12484, 12390.. 12515 



Method TBLASTX: Soybean 
End 12545 
Score 115 
1223, 1339.. 1443, 1347.. 1469, 
1775, 1562.. 1789, 1869.. 1901, 
2232, 6176.. 6442, 
6666, 6762.. 7013, 
7346, 7392.. 7424, 
11680. .11781, 
11882. .12124, 



2090, 2200. 
6667, 6565. 
7308, 7131. 
11665. .11784, 
11882. .12127, 



12360. .12545, 12361 .. 124 83, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22117 
46018 
11236 

OJ990605_40 . 9919. C7 . o3 . tw 

1006 

none 



Seq. ID OJ990605_40.9919.C7 
Strand 
End 

Method 
End 
Score 



12562 

TBLASTX: Wheat 

11535 

68 



1006. .1134, 1008. .1211, 6233. .6388, 11330 .. 11458 , 11332. .11535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22117 
46018 
11236 , ■ 

OJ990605_40.9919.C7.ol.tw 

1293 

none 



Seq. ID OJ990605_40.9919.C7 
Strand 

End - 12562 

Method TBLASTX : Wheat 

End 12055 

Score 57 



1293. .1439, 1293. .1442, 1312. .1443, 1538. .1708, 1538. .1711, 
1539. .1709, 6389. .6448, 6517. .6666, 6545. .6667, 6761. .6931, 
6762. .6932, 6782. .6934, 11661. .11783, 11677. .11784, 
11882. .12055, 11883. .12053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22117 
46018 
11236 

OJ990605 40.9919.C7.o2.tm 



1536 
none 

1536. .1754, 
6759. .6974, 



1537, 
6782, 



Seq. ID 
Strand 
• End 
Method 
End 
Score 

1656, 1538. .1774, 



OJ990605 40. 9919. C7 



12562 

TBLASTX: Maize 
. 12545 
166 

1878.. 2087, 1879. 



.6997, 7099. .7308, 7116. .7310, 11882 



.2037, 
. .12136, 



11883. .12095, 11885. .12127, 12333 .. 12545 , 12349. .12486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22117 
46018 
11236 

OJ990605_40 . 9919 . C7 . o2 . tw 

1712 

none 



Seq. ID OJ990605_40.9919.C7 



Strand 
End 

Method 

End 

Score 



12562 

TBLASTX: Wheat 

12545 

126 



1712.. 1780, 1870.. 2103, 1878.. 2087, 6935.. 7003, 6936.. 7004, 
7090.. 7308, 7116.. 7310, 12056 .. 12136, 12325 12486, 12327.. 12545 



Seq. No. 22117 Seq. ID 

Gene No. 4 6018 Strand 

Start 11236 End 

Name OJ990605_40 . 991 9 . C7 . o5 . tm Method 

Start 2200 . End 

GI none Score 



OJ990605_40.9919,C7- 
12562 

TBLASTX: Maize 

7742 

131 



22313 



Exons 



2200.. 2382, 2200.. 2382, 2467, 
7395. .7574, 7646. .7741, 7647. 



.2583, 7381. .7497, 7392. .7574, 
.7742 



Seq. No. 22117 
Gene No. 4 6018 

Start 11236 

Name OJ990605_4 0 . 9919 . C7 . o4 . tm 

Start 3324 
GI none 

Exons 3324.. 3377, 3324.. 3404, 3334, 

3375.. 3521, 3392.. 3526, 3394, 
8120. .8173, 8169. .8288, 8170, 

Seq. No. _ 22117 
Gene No. 46018 
Start 11236 

Name OJ990605_40 . 9919 . C7 . o2 . tc 

Start 3588 
GI none 

Exons 3588.. 3635, 3633.. 3773, 3889. 

4057. .4104, 4194. .4424, 4273. 
8858. .8968, 8858. .8947, 8969. 

•Seq. No. . 22117 * . 

Gene No. 46018 
Start 11236 

Name OJ990 605_4 0 . 9919 . C7 . o3 . tm 

Start ' 3879 

GI none 

Exons 3879.. 3971, 3909.. 3956, 3963. 

8706. .8765, 8750. .8998, 8772. 
8948. .9124, 9000. .9080, 9045. 
9070. . 9135 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 40. 9919. C7 



12562 

TBLASTX: Maize 
8321 
51 

3393, 3366.. 3521, 3370.. 3522, 
3522, 8115.. 8162, 8119.. 8187, 
8286, 8174.. 8320, 8175.. 8321 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 40. 9919. C7 



12562 

TBLASTX: Cress 
9256 
65 

.3999, 3891. .4022, 4056. .4148, 
.4404, 8711. .8812, 8712. .8795, 
.9115, 9033.. 9116, 9107.. 9256 

Seq. ID OJ990605_40.9919.C7 
Strand 

End 12562 
Method TBLASTX : Mai ze 
End ■ 9135 
Score 41 

.4361, 3985.. 4353, 8702.. 8767, 
.8939, 8792.. 8977, 8900.. 8965, 
.9128, 9067.. 9105, 9069.. 9122, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



22117 
46018 
11236 

OJ990605_40.9919.C7.o2.ts 

3975 

none 

3975. .4109, 3979. .4110, 4104, 
4368.. 4433, 8771.. 8905, 8775, 
9079.. 9120, 9158.. 9268 



OJ990605 40. 9919. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 88 

.4211, 4128. .4388, 4284. .4358, 
.8903, 8978. .9058, 9017. .9118, 



12562 

TBLASTX : Soybean 
9268 



22117 
46018 
11236 

OJ990605_40.9919.C7.o2.np 
11218 
2181190 

11218. .11535, 11631. .11784, 11880 .. 12117 , 12332. .12562 
(Y12531) serine/threonine kinase [Brassica oleracea] 



Seq. ID OJ990605_40. 9919.C7 
Strand 

End 12562 

Method AAT/NAP 

End 12562 

Score 760 



22117 
46018 
11236 
OJ990605 



40.9919.C7.o3.gs 



Seq. ID 

Strand 

End 

Method 



OJ990605_40.9919.C7 

12562 
GENSCAN 



22314 



start 


11236 




End 


12524 


GI 


none 




Score 


.9 


Exons 


11236. .11418, 11631. . 11784, 


11880. .12117, 12332.. 12524 


Seq. No. 


22118 




Seq. ID 


OJ990605_40.9919,C8 


Gene No. 


46019 




Strand 




Start 


1230 




End 


2016 


Name 


OJ990605 40.9919.C8.ol.np 




Method 


AAT/NAP 


Start 


1230 




End 


2016 


GI 


5295955 




Score 


247 


Exons 


1230. .2016 








GI Descrip- 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V0155 




[Oryza sativa] 








Seq. No. 


22119 




Seq. ID 


OJ990605_40.9919.C9 


Gene No. 


46020 




Strand 




Start 


1 




End 


2066 


Name 


OJ990605 40.9919.C9.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


1612 


GI 


5295955 




Score 


215 


Exons 


1..218, 900. .1013, 1552. .1612 






GI Descrip, 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome . (V0155 




[Oryza sativa] 








Seq. No. 


22119 




Seq. ID 


OJ990605_40.9919.C9 


Gene No. 


46020 




Strand 


— 


Start 


1 




End 


2066 


Name 


OJ990605 40.9919.C9.ol.gs 




Method 


GENSCAN 


Start 


394 




End 


2066 


GI 


none 




Score 


.89 


Exons 


394. .475, 959. .1077, 1484., 


1620, 1943 


. .2066 


Seq. No. 


22119 




Seq. ID 


OJ990605_40.9919.C9 


Gene No. 


46021 




Strand 




Start 


3066 




End 


4199 


Name 


OJ990605 40.9919.C9.o2,gs 




Method 


GENSCAN 


Start 


3066 




End 


4199 


GI 


none 




Score 


.99 


Exons 


3066. ,4199 








Seq. No. 


22120 




Seq. ID 


OJ990605_40. 9919. CIO 


Gene No.. 


46022 




Strand 


+ 


Start . 


1195 




End 


5745 


Name 


OJ990605 40.9919.C10.ol.gs 




Method 


GENSCAN 


Start 


1195 




End 


5745 


GI 


none 




Score 


.94 


Exons 


1195. .5745 








Seq. No. 


22120 




Seq. ID 


OJ990605_40, 9919. CIO 


Gene No. 


46022 




Strand 


+ 


Start 


1195 




End 


574 5 


Name 


OJ990605 40.9919.C10.oI.np 




Method 


AAT/NAP 


Start 


1195 




End 


5742 


GI 


4680179 




Score 


6764 


Exons 


1195. .5742 








GI Descrip, 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 



22315 




Seq. No. 


22120 








Seq. ID 


OJ990605_40.9919. 


CIO 


Gene No . 










0 urana 


+ 




Start 


1195 








End 


5745 




Name 


OJ990605 40. 


9919. 


C10.O7 


.tw 


Method 


TBLASTX: Wheat 




Start 


1408 








End 


1788 




GI 


none 








Score 


304 




Exons 


1408. .1788, 


1428. 


.1787 










Seq. No. 


22120 








Seq. ID 


OJ990605_40. 9919. 


CIO 


Gene No . 










Strand 


+ 




Start 


1195 








End 


5745 




Name 


OJ990605 40. 


9919. 


CIO.06 


.tm 


Method 


TBLASTX: Maize 




Start 


1669 








End 


2001 




GI 


none 








Score 


226 




Exons 


1669. .2001, 


1692. 


.1856 










Seq. No. 


22120 








Seq. ID 


. OJ990605_40. 9919. 


CIO 


Gene No . 


/I c n o 9 








Strand 


+ 




Start 


1195 








End 


5745 




Name 


OJ990605 40. 


9919. 


CIO. 08 


.tw 


Method 


TBLASTX: Wheat 




Start 


2329 








End 


2730 




GI 


none 








Score 


150 




Exons 


2329. .2553, 


2343. 


.2495, 


2557. 


.2730, 2590.. 2649, 2631.. 2699 


Seq. No. 


■ . 22120 








Seq. ID 


OJ990605_40.9919. 


CIO 


bene No. 


4 OUZZ 








Strand 


+ 




Start 


1195 








End 


5745 




Name 


OJ990605 40. 


9919. 


CIO. 08 


.tm 


Method 


TBLASTX: Maize 




Start 


2367 








End 


2643 




GI 


none 








Score 


195 




Exons 


2367. .2468, 


2368. 


.2643 










Seq. No. 


22120 








Seq. ID 


OJ990605_40.9919. 


CIO 


Gene No. 


4 oUZZ 








Strand 


+ 




Start 


1195 






- 


End 


5745 




Name 


OJ990605 40. 


9919. 


C10.O4 


.tw 


Method 


TBLASTX: Wheat 




Start 


2905 








End 


3387 




GI 


none 








Score 


546 




Exons 


2905. .3387, 


3009. 


.3344 










Seq. No. 


22120 








Seq. ID 


OJ990605 40.9919.,C10 


Gene No . 


^OUZZ 








Strand 


+ 




Start 


1195 








End' 


5745 




Name 


OJ990605 40. 


9919. 


C10.O5 


. tm 


Method 


TBLASTX: Maize 




Start 


2917 








End 


3206 




GI 


none 








Score 


322 




Exons 


2917. .3204, 


3015. 


.3206 










Seq. No. 


22120 








Seq. ID 


OJ990605_40. 9919. 


CIO 


Gene No . 


4 ouZZ 








Strand 


+ 




Start 


1195 








End 


5745 . 




Name 


OJ990605 40. 


9919. 


C10.O4 


. ts 


Method 


TBLASTX : Soybean 




Start 


2941 








End 


3255 




GI 


none 








Score 


183 




Exons 


2941. .3255 














Seq. No. 


22120 








Seq. ID 


OJ990605_40.9919. 


CIO 



22316 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46022 
1195 

OJ990605_40, 

3274 

none 

3274. .3453, 

22120 
46022 
1195 

OJ990605_40. 

3328 

none 

3328. .3360, 
3456. .3722 

22120 
46022 
1195 

OJ990605_40. 

3436 

none 

3436. .3738, 

22120 
46022 
1195 

OJ990605_40, 

3739 

none 

3739. .4248, 

22120 
46022 
1195 

OJ990605_40, 

3745 

none 

3745. .3990 

22120 
46022 
1195 

OJ990605_40. 

3811 

none 

3811. .4164, 

22120 
46022 
1195 

OJ990605_40. 

4252 

none 

4252. .4731, 



9919.C10.o3. tm 



Strand 
End 

Method 

End 

Score 



+ 

5745 

TBLASTX: Maize 

3774 

157 



3439.. 3774, 3525.. 3656, 3681.. 3728 

Seq. ID OJ990605_40. 9919. CIO 

Strand + 

End 574 5 

9919 . CIO . ol . ts Method TBLASTX : Soybean 

End 3723 

Score 57 

3330.. 3356, 3364.. 3723, 3371.. 3511, 3376.-3693, 



9919. CIO. o5.tw 
3437.. 3514, 3439. 

9919. CIO. o2.tw 
3747.. 4157, 3781. 

9919. CIO. o3.ts 



Seq. ID OJ990605_40. 9919. CIO 

Strand + 

End 5745 

Method TBLASTX : Wheat 

End 3738 

Score 396 
.3729, 3465.. 3737 



9919. CIO. o2.tm 



3813.. 4157, 3851. 



9919. CIO. o3.tw 



4285. .4695, 4476. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4161 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4174 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4730 



OJ990605_40. 9919. CIO 
+ 

5745 

TBLASTX: Wheat 

4248 

619 



OJ9906Q5_40. 9919. CIO 
+ 

5745 

TBLASTX : Soybean 

3990 

209 



OJ990605_40. 9919. CIO 
+ 

5745 

TBLASTX: Maize 

4174 

477 



OJ990605_40. 9919. CIO 
+ 

5745 . 

TBLASTX: Wheat 

4731 

587 



Seq. No. 



22120 



Seq. ID OJ990605_40. 9919-ClO 



22317 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6022- Strand 
1195 End 
OJ990605_4 0.9919, CIO . ol . tc Method 
44 38 End 
none Score 
-4438. .4611, 4612. .4755, 4614. .4754 



+ 

5745 

TBLASTX: Cress 

4755 

90 



Seq. No. 22120 Seq. ID 

Gene No. 4 6022 Strand 

Start 1195 End 

Name OJ990605_4 0 . 9919 . CIO . o2 . ts Method 

Start 4519 End 

GI none Score 

Exons 4519.. 4779, 4524.. 4778 



OJ990605_40. 9919. CIO 
+ 

5745 

TBLASTX : Soybean 

4779 

300 



Seq. No. 22120 Seq. ID 

Gene No. 4 6022 Strand 

Start 1195 End 

Name OJ990605_4 0.9919 .CIO . o4 . tm Method 

Start 4578 End 

GI none Score 

Exons 4578.. 4865, 4579.. 4869 



OJ990605_40. 9919. CIO 
+ 

5745 

TBLASTX: Maize 

4869 

390 



Seq. No. 22120' -VSeq. ID 

Gene No. 4 6022 Strand 

Start 1195' End 

Name OJ990605_4 0 . 9919 . CIO . ol . tw Method 

Start 4738 End 

GI none Score 

Exons 4738.. 5364, 4740.. 5363 



0J99O6O5_4O. 9919. CIO 
+ 

5745 

TBLASTX: Wheat 

5364 

729 



Seq. No. 22120 

Gene No. 4 6022 

Start 1195 

Name OJ990605_40 . 9919. CIO .ol.tm 

Start 4918 

GI none 

Exons 4918.. 5079, 
5244 . .5504 



Seq. ID OJ9906,05_40. 9919. CIO 

Strand + 

End 5745 

Method TBLASTX : Mai ze 

End 5505 

Score 226 
4924. .5070, 4926. .5072, 5077. .5505, 5082. .5174, 



Seq. No. 22120 Seq. ID 

Gene No. 46022 Strand 

Start 1195 End 

Name OJ990605_40 . 9919 . CIO . o6 . tw Method 

Start 5364 . End 

GI none Score 

Exons 5364.. 5696, 5365.. 5697 



OJ990605_40. 9919. CIO 
+ 

5745 

TBLASTX: Wheat ' 

5697 

366 



Seq. No. 22120 Seq. ID 

Gene No. 46022 Strand 

Start ' 1195 ^. End 

Name OJ990605_46 . 9919 . CIO . o7 . tm Method 

Start 5506 End 

GI none Score 

Exons 5506.. 5718 



OJ990605_4 0. 9919.C10 
+ 

5745 

TBLASTX: Maize 

5718 

206 



Seq. No. 



22121 



Seq. ID OJ990605_37.5922.C2 



22318 



Gene No. 4 6023 Strand + 

Start 304 End 3223 

Name OJ990605_37 . 9922 .C2 . ol . np Method AAT/NAP 

Start 304 End 3220 

GI 3834304 Score 1267 

Exons 304.. 681, 1177.. 1358, 1730.. 1879, 1953.. 2069, 2193.. 2294, 

2518.. 2691, 2846.. 3220 
GI Descrip. {AC005679) Contains similarity to gi 11786244 hypothetical 24.9 

kD protein in surA-hepA intergenic region yabO from Escherichia 

coli genome gb|AE000116, and to hypothetical YABO family 

PF| 00849. [Arabidopsis thaliana] 



Seq. No. 22121 Seq. ID 

Gene No. 4 6023 Strand 

Start 304 End 

Name OJ990605_37 . 9922 . C2 . ol . gs Method 

Start 318 - • . End 

GI none Score 
Exons 



OJ990605_37.9922.C2 
+ 

3223 
GENSGAN 
3223 
.88 



318. .632, 1038. .1109, 1200. .1358, 1730. .1858, 1953. .2069, 
2518.. 2676, 2849.. 3223 



Seq. No. 22121 

Gene No. 4 6024 

Start 3677 . 

Name OJ990605_37 . 9922 . 02 . o2 . tm 

Start 531 

GI none 
Exons 



Seq. ID OJ990605_37.9922.C2 



Strand 
End 

Method 

End 

Score 



4120 : 

TBLASTX: Maize 

1810 

156 



531. .641, 539. .634, 1036. .1119, 1038.. 1124, 1191.. 1358, 
1191. '.1355, 1199. .1360, 1199. .1378, 1712. .1810, 1729. .1809 



Seq. No. 22121 

Gene No. 4 6024 

Start 3677 

Name OJ990605_37 . 9922 . C2 . o2 . ts 

Start 2223 

GI 5606701 

Exons 2223.. 2297, 2515.. 2679, 2517. 
2980.. 3066, 2990.. 3067 

GI Descrip. 



OJ990605_37. 9922.C2 
4120 

TBLASTX : Soybean 

3067 

79 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2672, 2846.. 2956, 2848.. 2982, 



3834304 4.0e-41 (AC005679) Contains similarity to gi_1786244 
hypothetical 24.9 kD protein in surA-hepA intergenic region yabO 
from Escherichia coli genome gb_AE000116, and to hypothetical 
YABO family PF_00849. [Arabidopsis thaliana] 



Seq. No. 22121 

Gene No. 46024 

Start 3677 

Name OJ990605_37 . 9922 . C2 . o4 . tm 

Start 2498 

GI none 

Exons 2498., 2683, 2515.. 2685, 2517. 
2845.-2976 



OJ990605_37.9922.C2 
4120 

TBLASTX: Maize 

2976 

182 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2684, 2838. .2975, 2843. .2974, 



Seq. No. 22121 Seq. ID 

Gene No. 4 6024 Strand 

Start 3677 End 

Name OJ990605_37 . 9922 . C2 . ol . tm Method 

Start 3005 End 



OJ990605_37. 9922.C2 
4120 

TBLASTX: Maize 
3225 



22319 



GI 

Exons 



none Score 340 

3005.. 3214, 3005.. 3223, 3010.. 3222, 3010.. 3225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22121 Seq. ID 

46024 Strand 

3677 End 

OJ990605_37 . 9922 . C2 . o3 . tm Method 

3672 End 

none Score 



OJ990605_37.9922.C2 
4120 

TBLASTX: Maize 

3898 

246 



3672. .3749, 3675.-3866, 3677. .3898, 3677. .3865, 3770. .3847, 
3809. .3847 



Seq. No. 22121 Seq. ID 

Gene No. 46024 Strand 

Start 3677 End 

Name OJ990605_37 . 9922 . C2 . o2 . gs Method 

Start 3677 End 

GI none Score 

Exons 3677.. 4078 



OJ990605_37.9922.C2 

4120 
GENSCAN 
4078 
.75 



Seq. No. 22121 Seq. ID 

Gene No. 4 6024 Strand 

Start 3677 End 

Name . • OJ990605_37 . 9922 .C2 . ol . ts Method 

Start 3872 End 

GI none Score 

Exons 3872.. 4120, 3924. .4118 



Seq. No. 22122 
Gene No. 46025 
Start 1148 

Name OJ990605_37 . 9922 . C3 . ol . gp 

Start 822 

GI 19315_1.R1084 

Exons 822.. 1450, 

GI Descrip. ■'•'4530509/gb|AAD22071.1| 2, 
protein [Larix laricina] ^ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_37.9922.C2 
4120 

TBLASTX : Soybean 

4120 

171 



OJ990605_37.9922.C3 

8928 
AAT/GAP 
1450 
1167 



Oe-11 (AF124748) putative RNA-binding 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

'Exons ■ 



22122 
46025 
1148 

OJ990605_37.9922.C3.ol.gs 
1148. 
none 

1148. .1441, 1530. .1703, 1884. .1975, 2498. .2620, 3904. .3965, 
4060. .4136, 4799. .4901, 5179. .5240, 6246. .6572, 6763. .6820, 
8305. .8380, 8583. .8725, 8846. .8928 



Seq. ID OJ990605_37.9922.C3 
Strand 

End 8928 ' 

Method GENSCAN 

End 8928 

Score .88 



22122 
46025 
1148 

OJ990605_37.9922.C3.ol.np 

1151 

4587549 



Seq. ID OJ990605_37.9922.C3 
Strand 

End 8928 

Method AAT/NAP 

End 6392 

Score 886 



1151. .1441, 1530. .1703, 1884. .1962, 2500. .2620, 2724. .2754, 
3392.. 3467, 3722.. 3809, 3904.. 3965, 4060.. 4136, 4799.. 4901, 
5179.. 5243, 6267.. 6392 



22320 



GI Descrip. (AC006577) Similar to gb|U55861 RNA binding protein nucleolysin 
(TIAR) from Mus musculus and contains several PF 10007 6 RNA 
recognition motif domains. .ESTs gb|T21032 and gb|T44127 come 
from this gene. [Arabidopsis t... 

Seq. No. 22122 Seq. ID OJ990605_37 . 9922 . C3 

Gene No. 4 6025 Strand 

Start 1148 ■ End 8928 

Name • bj990605_37 . 9'922 .C3 . o2 . gp Method AAT/GAP 

Start 4106 End 6653 

GI 26236_1.R1084 Score 1129 

Exons 4106.. 4136, 4799.. 4901, 5179.. 5240, 6246.. 6653 

GI Descrip. ' 4680340/gb | AAD27631 . 1 | AF128457_5 9.0e-23 (AF128457) putative 
nucleolysin [Oryza sativa subsp. indica] ' 



Seq. No. 22122 

Gene No. 4 6026 

Start 10388 

Name OJ990605_37 . 9922 . C3 . o2 

Start 872 

GI none 

Exons 872.. 904, 87 
1148. .1201, 



Seq. ID 
Strand 
End 

, tm Method 
End 
Score 



OJ990605 37. 9922. C3 



1362. 
1532. 
2502. 
3381. 
3721. 
4053. 



.1442, 
.1708, 
.2627, 
.3467, 
.3876, 
.4139, 



/3..935, 10 
1149> .1235 
1398. .1442 
1881. .1982 
2503. .2625 
3388. .3465 
3902. .3970 
4059. .4139 



19286 

TBLASTX: Maize 
4877 
46 

31. .1072, 1040. .1096, 1055, .1144, 
, 1158. .1223, 1165.. 1362, 1272.. 1358, 
, 1527. .1634, 1530.. 1706, 1531. .1704, 
, 1882. .1974, 2498..2617, 2502. .2618, 
, 2718. .2756, 2719. .2769, 2723. .2758, 
, 3390. .3467, 3398. .3469, 3713. .3826, 
, 3903. .3968, 3906.. 3971, 3910.. 3969, 
, 4791.. 4877, 4799.. 4876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22122 
46026 
10388. . 

OJ99Q605_37 . 9922 .C3 . o3 . ts 
1283 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 37. 9922. C3 



19286 

TBLASTX: Soybean 
5243 

none * Score 73 

1283. .1366, 1398. .1442, 1527. .1634, 1530. .1715, 1531. .1677, 
1881. .1991, 1882. .1959, 2502. .2567, 2523. .2627, 2575. .2628, 
2578. .2634, 2723. .2761, 3390. .3467, 3398.-3469, 3721. .3810, 
3722.. 3826, 3902.. 3961, 3903.. 3968, 4059.. 4139, 4799.. 4900, 
4800. .4898, 5173. .5241, 5178. .5243 



Seq. No. 22122 

Gene No. 46026 

Start 10388 

Name OJ990605_37 . 9922 . C3 . o2 . gs 

Start 10388 

GI none 

Exons 10388. .12066, 13111 .. 13235, . 13723 .. 13913, 14086 
16085. .16235, 16328 .. 16367, 16699 .. 16821 , 16902 



Seq. ID OJ990605_37 . 9922.C3 
Strand 

19286 
GENSCAN 
19215 
.71 



End 

Method 

End 

Score 



. 15929, 
.17066, 



17178. .17268, 17481 .. 17565, 17 653 .. 17817 , 19174. .19215 



Seq. No. 22122 Seq. ID 

Gene No. 46026 Strand 

Start 10388 End 

Name OJ990605_37 . 9922 . C3 . o5 . tm Method 

Start 11128 End 



OJ990605_37.9922.C3 
19286 

TBLASTX: Maize 
11421 



22321 



GI 

Exons 



none Score 81 

11128. .11217, 11147. .11227, 11147 .. 11218 , 11216 114 19, 

11224.. 11421 



Seq. No. 22122 Seq. ID 

Gene No. 4 6026 Strand 

Start 10388 End 

Name OJ990605_37 . 9922 .C3 .o3 . gp Method 

Start 12632 End 

GI none Score 

Exons 12632. .13104 



OJ990605_37.9922.C3 

19286 
AAT/GAP 
13104 
8 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



22122 Seq. ID OJ990605_37 . 9922 . C3 

46026 Strand 

10388 End 19286 

OJ990605_37 . 9922 . C3 . o2 . np Method AAT/NAP 

13058 End 19286 

4104929 Score 1530 

13058. .13235, 13723 13913, 14086 15929, 16085 .. 16223, 

16292. .16367, 16699 16821 , 16902 17066, 17178 17268 , 

17481. .17565, 17 653 17808, 17905 17 961 , 18081 .. 1817 9, 

19174.. 19286 

(AF042195) auxin response factor 7 [Arabidopsis thaliana] 



Seq. No. 


22122 








Seq. 


ID OJ990605 


_37.9922 


Gene No. 


46026 








Strand 






Start 


10388 








End 


19286 




Name 


OJ990605 37.9922.03. 


ol . tc 


Method TBLASTX: Cress 


Start 


13061 








End 


19272 




GI 


none 








Score 


1 80 






Exons 


13061. 


.13234, 


13098. 


.13250, 


13718. . 


13855, 


13722 


. .13922, 




13780. 


.13914, 


13782. 


.13916, 


14896. . 


15060, 


15778 


. .15843, 




15794. 


.15829, 


15856. 


.15930, 


15857. . 


15931, 


16081 


. .16218, 




16089. 


.16229, 


16280. 


.16369, 


16280. . 


16369, 


16294 


. .16392, 




16693. 


.16755, 


16695. 


.16760, 


16767. . 


16820, 


16768 


. .16809, 




16873. 


.17064, 


16874. 


.17068, 


16875. . 


17069, 


17177 


. .17269, 




17178. 


.17270, 


17464. 


.17565, 


17480. . 


17566, 


17651 


. ,17752, 




17653. 


.17817, 


17655. 


.17807, 


17893. . 


17970, 


17908 


. .17970, 




18084. 


.18143, 


18088. 


.18144, 


18150. 


18182, 


19171 


. .19272, 




19172. 


.19270 














Seq.' No. 


22122 








Seq. 


ID OJ990605 


_37.9922 


Gene No. 


46026 








Strand 






Start 


10388 








End 


19286 




Name 


OJ990605 37. 9922. C3. 


ol . tm 


Method TBLASTX:! 


Maize 


Start 


13080 








End 


16357 




GI 


none 








Score 


204 






Exons 


13080. 


.13250, 


13082. 


.13234, 


13715. . 


13915, 


13722 


, .13922, 




13780. 


.13914, 


14083. 


.14127, 


14085. . 


14123, 


14112 


. .14330, 




14112. 


.14558, 


14128. 


.14559, 


14132. . 


14545, 


14549 


. .14905, 




14553. 


.14906, 


14555. 


.14905, 


14907. . 


15044, 


14913 


. .15017, 




14917. 


.15066, 


14918. 


.15019, 


15068. . 


15115, 


15116 


. .15166, 




15144. 


.15209, 


15158. 


.15211, 


15159. . 


15212, 


15312 


. .15395, 




15317. 


.15454, 


15329. 


.15385, 


15398. . 


15466, 


15452 


. .15934, 




15465. 


.15929, 


15469. 


.15930, 


16086. . 


16223, 


16087 


. .16227, 




16289. 


.16357, 


16293. 


.16355, 


16298. . 


16357 







22322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22122 
46026 
10388 

OJ990605_37. 
13106 
none 
13106, 
14083, 
14326. 



9922.C3.o2.ts 



,13234, 
,14109, 
,14394 



13110. .13235, 
14140. .14223, 



Seq, ID OJ990605_37.9922.C3 
Strand 

End 19286 

Method TBLASTX : Soybean 

End 14394 

Score 116 
13722. .13922, .13780 13914 , 
14156. .14251, 14159. .1424 5, 



Seq. No. 22122 Seq. ID 

Gene No. 4 6026 Strand 

Start 10388 End 

Name OJ990605_37 . 9922 . C3 . o4 . gp Method 

Start 14070 End 

GI none Score 

Exons 14070. .14532 



OJ990605_37.9922.C3 

19286 
AAT/GAP 
14532 
703 



Seq. No. 22122 

Gene No. 4 6026 

Start 10388 

Name OJ990605_37 . 9922 . C3 . ol . tw 

Start 14217 

GI none 

Exons 14217. .14330, 14219 14338, 
14332. .14433, 14334 .. 14447 , 



Seq. ID 
Strand 
End 

Method 
End 
Score" 

14219 

14334 



OJ990605 37. 9922. C3 



19286 

TBLASTX: Wheat 
14447 

129 - 
14326, 14326. .14442, 
14447 



Seq. No. 22122 
Gene No. 4 6026 

Start 10388 

Name OJ990605_37 . 9922 . C3 . o4 . ts 

Start 16077 
GI 5509656 

Exons 16077. .16229, 16081 16224 , 16081 

16281. .16367, 16288 16368 , 16290 

16695. .16760, 167 67 16823, 16768 

16908. .17006, 16910.. 16978 
GI Descrip. 4103243 7.0e-51 (AF022368) BIPOSTO [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_37.9922.C3 
19286 

TBLASTX : Soybean 
17006 
103 



16239, 16280. .16366, 
16376, 16693. .16755, 
16824, 16889. .16987, 



Seq. No. 22122 Seq. ID 

Gene No. 4 6026 Strand 

Start 10388 End 

Name . OJ990605_37 . 9922 . C3 . o4 . tm Method 

Start 16693 End 

GI none Score 
Exons 



OJ990605_37.9922.C3 
19286 

TBLASTX: Maize • 

17565 

166 



16693. .16857,. 16695 .. 16823, 16729 .. 16824 , 16900 .. 17070 , 
16902. .17069, 17177 .. 17296, 17178 17270, 17179 .. 1727 1 , 
17464. .17565, 17470. .17565 



Seq. No. 22122 

Gene No. 4 6026 

Start 10388 

Name OJ990605_37 . 9922 ..C3 . ol . ts 

Start 17491 

GI none 

Exons 17491. .17565,. 174 98 17560, 
17908. .17952 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_37.9922.C3 
19286 

TBLASTX : Soybean 

17952 

66 



17653... 17817, 17 671 .. 17745, 



22323 



Seq, No. 22122 

Gene No. 46026 

Start 10388 

Name OJ990605_37 . 9922 .C3.o3.tm 

Start 17659 

GI none 
Exons 



Seq, ID OJ990605_37.9922.C3 
Strand 

End 19286 

Method TBLASTX: Maize 

End 19258 

Score 138 



17659. .17817, 17662 .. 17763, 17664 17816, 1788 6 .. 17960, 
17902. .17961, 17902. .17961, 17903 17 992, 18067 .. 18180, 
18081. .18182, 19171. .19257, 19171 19257 , 19172. .19258 



Seq. No. 22123 Seq. ID 

Gene No. 4 6027 Strand 

Start 2075 End 

Name OJ990605_37 . 9922 . C4 . o2 . gs Method 

Start 2075 End 

GI none Score 

Exons 2075.. 2212 



OJ990605__37.9922.C4 

2212 
GENSCAN 
2212 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22124 
46028 
2340 

OJ990605_37.9922.C5.ol.gs 

2340 

none 

2340.. 2400, 3530.. 3861 

22124 
46029 
6913 

OJ990605_37.9922.C5.ol.np 
6913 
6721547 
6913. .7026, 



Seq. ID 

Strand 

End 

Method 

End- 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_37.9922.C5 
+ 

3861 
GENSCAN 
3861 
.61 



OJ990605_37.9922.C5 
+ 

7946 
AAT/NAP 
7946 
93 



7859. .7946 



(AP001073) Similar .to Oryza sativa gene for Pib. (AB013448) 



22124 
46029 
6913 

OJ990605_37 . 9922 . C5 . ol . gp 

7767 

none 

7767. .7946 



Seq. ID OJ990605_37.9922.C5 

Strand + 

End 794 6 

Method AAT/GAP 

End 794 6 

Score 343 



Seq. No. 22124 , Seq. ID 

Gene No. 4 6030 Strand 

Start 4651 End 

Name OJ990605_37 . 9922 . C5 . o2 . gs Method 

Start 4651 End 

GI none Score 

Exons 4651.. 4844, 7554.. 7895 

Seq. No. ' 22125 Seq. ID 

Gene No. 4 6031 Strand 

Start 2372 End 

Name OJ990605_37 . 9922 . C6 . o3 . gs Method 

Start 2372 End 



OJ990605_37.9922.C5 

7895 
GENSCAN 
7895 
.49 



OJ990605_37.9922.C6 
+ 

4341 . 

GENSCAN 

4341 



22324 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

2372. .2593, 4052. .4180, 4270. .4341 

22125 Seq. ID 

4 6032 Strand 

8 End 

OJ990605_37 . 9922 . C6 . ol . gs Method 

8 End 

none . Score 
8. .148 



.83 



OJ990605_37.9922.C6 
148 

GENSCAN 

148 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22125 
46033 
1123 

OJ990605_37 . 9922 . C6 . o2 . gs 
1123 
none 

1123.-1636; 1746. .2116 

22125 
46033 
1123 

OJ990605_37.9922.C6.ol.np 
1126 
6751704 
1126. .2113 

(AC018848) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_37.9922.C6 

2116 
GENSCAN 
2116 
.47 



OJ990.605_37.9922.C6 

2116 
AAT/NAP 
2113 
515 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605 37. 9922. C6 



22125 
4 6034 
4851 

OJ990605_37 . 9922 . 06 . ol . gp 
4740 

60_1.R1084 

4740. .5108, 5229. .5346, 5440, 
6355.. 6518 

'3252794/dbj IBAA29041I O.Oe-f-00 (AB015615) isoamylase [Oryza 
sativa] ' 



6742 
AAT/GAP 
6518 
1607 



,5519, 5600.. 5680, 5835.. 5918, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22125 
46034 
4851 

OJ990605_37.9922.C6.ol.tm 

4823 

none 

4823. .4981, 4827. .5105, 4829. 
5232.. 5333, 5232.. 5348, 5236, 
5439. .5501, 5439. .5498, 5481, 
5582.. 5662, 5595.. 5660 

22125 
46034 . 
4851 

OJ990605_37.9922.C6.o2.np 
4829 
3252794 
4829. .5108, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 37. 9922. C6 



6742 

TBLASTX: Maize 
5662 
182 

5107, 4839.. 5126, 5021.. 5110, 
5352, 5435.. 5494, 5435.. 5497, 
5513, 5486.. 5518, 5487.. 5522, 



. Seq. ID OJ99G605_37.9922.C6 
Strand 

End 6742 

Method AAT/NAP 

End 6742 

Score 1286- 
5229. .5346, 5440. .5519, 5600. .5680, 5835. .5918, 



22325 



6355. .6516, 6718. .6742 
GI Descrip. {AB015615) isoamylase [Oryza sativa] 



Seq. No. 


22125 








Seq. ID 


OJ990605_37.9922.C6 


Gene No. 


46034 








Strand 




Start 


4851 








End 


6742 


Name 


OJ990605 37. 


9922. 


06. o4. 


gs 


Method 


GENSCAN 


Start 


4851 








End 


6513 


GI 


none 








Score 


.98 


Exons 


4851. .5108, 


5229. 


.5346, 


5440. 


.5519, 5600.. 5680, 6355.. 6513 


Seq. No. 


22125 








Seq. ID 


OJ990605_37.9922.C6 


Gene No. 


46034 








Strand 




Start 


4851 








End 


6742 


Name 


OJ990605 37. 


9922. 


C6.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


4983 








End 


5471 


GI 


none 








Score 


77 


Exons 


4983. .5105, 


5221. 


.5319, 


5225. 


.5320, 5226.. 5321, 5226.. 5342, 




5227. .5343, 


5439. 


.5471 








Seq. No. 


22125 








Seq. ID 


OJ990605_37.9922.C6 


Gene No. 


46034 








Strand 




Start 


4851 








End 


6742 


Name 


OJ990605 37. 


9922. 


C6.01. 


tc 


Method 


TBLASTX: Cress * 


Start 


5007 








End 


5665 


GI 


none 








Score 


61 


Exons 


5007. .5126, 


5013. 


.5087, 


5226. 


.5345, 5227.. 5343, 5442.. 5498, 




5484 . .5513, 


5582. 


.5665, 


5607. 


.5663, 5608.. 5664 


Seq. No. 


22125 








Seq. ID 


OJ990605__37.9922.C6 


Gene No. 


46034 








Strand 




Start 


4851 








End 


6742 


Name 


OJ990605 37. 


9922. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5824 








End 


6519 


GI 


none 








Score 


115 


Exons 


5824. .5919, 


5834. 


.5920, 


5835. 


.5921, 6348.. 6515, 6353.. 6514, 




DjOj • . DOJ.D, 


Dfl J D . 










Seq. No. 


22125 








Seq. ID 


OJ990605_37.9922.C6 


Gene No. 


46034 








Strand 




Start 


4851 








End 


6742 


Name 


OJ990605 37. 


9922. 


C6.02. 


ts 


Method 


TBLASTX : Soybean 


Start 


6361 








End 


6519 


GI 


none 








Score 


108 


Exons 


6361. .6390, 


6397. 


.6516, 


6437. 


.6511, 6439. .6519 


Seq. No. 


22126 








Seq. ID 


OJ990605_37.9922.C7 


Gene No. 


46035 








Strand 




Start 


1 








End 


4335 


Name 


OJ990605 37. 


9922. 


C7.01. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


4335 


GI 


60 1.R1084 








Score 


2198 


Exons 


1..193, 635. 


.721, 


1075. 


.1201, 


1290. .1361, 1760. .1844, 




1959. .2066, 


2149. 


.2290, 


2872. 


.2948, 3342'. .3494, 3851.. 3943, 




4048. .4236, 


4310. 


.4335 








GI Descrip. 


'3252794/cibj 


IBAA29041I 


O.Oe+00 {AB015615) isoamylase [Oryza 



sativa] 



22326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



22126 
46035 
1 

OJ990605_37 . 9922 . C7 . ol . np 
1 

3252794 

1..193, 635. .721, 1075. .1201, 1290. .1361, 1760 
1959.. 2066, 2149.. 2290, 2872.. 2948, 3342.. 3494 
4048.. 4259 

{AB015615) isoamylase [Oryza sativa] 



Seq. ID OJ990605_37.9922.C7 
Strand 

4335 
AAT/NAP 
4259 
1905 



End 

Method 

End 

Score 



,1845, 

3851. .3943, 



Seq. No. 22126 Seq. ID 

Gene No. 4 6035 Strand 

Start 1 End 

Name OJ990 605_37 . 9922 . C7 . ol . gs Method 

Start 101 End 

GI none - Score 
Exons 



OJ990605 37. 9922. C7 



4335 
GENSCAN 
4239 
.64 

1361, 1760. 



,1844, 



101.. 193, 635.. 721, 1075.. 1201, 1290. 
2030.. 2066, 2149.. 2290, 2872.. 2948, 3342.. 3494, 3851.. 3943, 
4048. .4239 



Seq. No. 22126 
Gene No. 46035 
Start 1 

Name OJ990605_37 . 9922 . C7 . ol . tm 

Start 635 
GI none 

Exons 635.. 721, 636.. 740, 636.. 722, 

1282.. 1362, 1290.. 1367, 1291. 
1763.. 1873, 1935.. 2066, 1936. 
1959.. 2069, 2138.. 2290, 2146. 
2875. .2949, 3334. .3480, 3364. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 37. 9922. C7 



4335 

TBLASTX: Maize 
3482 
139 

1066. .1233, 1070. .1204, 
1362, 1292.. 1363, 1756. .1860, 
2067, 1937. .2071, 1940. .2068, 
2295, 2871. .2951, 2872. .2955, 
3480, 3366. .3482, 3366. .3482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22126 
46035 
1 

OJ990605_37 . 9922 . C7 . ol . ts 
1153 



none 
1153. 
1756. 
2020. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1206, 1156.. 1233, 1292.. 1363, 
1860, 1763.. 1873, 1935.. 2066, 
2067, 2138.. 2227, 2146.. 2226 



OJ990605_37.9922.C7 
4335 

TBLASTX : Soybean 
2227 
55 

1298. .1363, 1299. .1367, 
1960. .2049, 2016. .2069, 



Seq. No. 


22127 


Gene No. 


46036 


Start 


7460 


Name 


OJ990605 37 


Start 


7460 


GI 


2827528 


Exons 


7460. .7530, 


GI Descrip. 


(AL021633) 


Seq. No. 


22127 


Gene No. 


46036 


Start 


7460 


Name 


OJ990605 37 



Seq. ID 
Strand 
End 

i22.C8.ol.np Method 
End , 
Score 

i50..8800, 8875.. 9428 
(AL021633) predicted protein [Arabidopsis thaliana] 



OJ990605_37.9922.C8 
+ 

9792 
AAT/NAP 
9428 
590 



Seq. ID OJ990605_37.9922.C8 

Strand + 

End 97 92 

Method AAT/GAP 



22327 



start 
GI 

Exons 



8553 
428385 
8553. .8762 



End 
Score 



8762 
408 



Seq. No. . 22127 
Gene No. " ;\ 4 6036 
Start ' 7460 

Name OJ990605_37 . 9922 . C8 .o2 .gp 

Start -^"^147 
GI 18766_1.R1084 
Exons 9147.. 9792 

GI Descrip. ' 2827528/emb | CAA16536 . 1 | 4.0e-17 (AL021633) predicted protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990605_37.9922.C8 
Strand + 

9792 
AAT/GAP 
9792 
1238 



End 

Method 

End 

Score 



Seq. No. 


22127 








Seq. ID 


OJ990605_37.9922. 


C8 


Gene No. 


46037 








Strand 






Start 


8468 








End 


13636 




Naine 






fft o9 


gs 


Method 


GENSCAN 




Start 


8468 








End 


13636 




GI 


none 








Score 


.46 




Exons 


8468. .8895, 


8970 


. .9483, 


13220 


. .13636 






Seq. No. 


22127 








Seq. ID 


OJ990605_37.9922. 


C8 


Gene No. 


46037 








Strand 






Start 


8468 








End 


13636 




Name 




QQ99 




U S 


Method 


TBLASTX : Soybean 




Start 


8632 








End 


9024 




GI 


none 








Score 


172 




Exons 


8632. .8802, 


8633 


. .8800, 


8868. 


.9023, 8872. .9024 




Seq. No. 


22127 








Seq. ID 


OJ990605_37. 9922. 


C8 


Gene No. 


46037 








Strand 






Start 


8468 








End 


13636 




Name 




QQ9 9 


. L/O . O J. . 


LC 


Method 


TBLASTX: Cress 




Start 


8633 








End 


9369 




GI 


none 








Score 


140 




Exons 


8633. .8800, 


8872 


. .9156, 


8874. 


.9074, 9120.. 9350, 9205.. 9369 


Seq. No. 


22127 








Seq. ID 


OJ990605_37. 9922. 


C8 


Gene No. 


46037 








Strand 






Start 


8468 








End 


13636 




Name 


OJ990605 37 


.9922 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8635 








End 


8973 




GI 


none 








Score 


214 




Exons 


8635. .8799, 


8636 


. .8800, 


8872.. 


.8973, 8877. .8972 




Seq, No. 


22127 








Seq. ID 


OJ990605_37.9922. 


C8 


Gene No. 


46037 








Strand 






Start 


8468 








End 


13636 




Name 


OJ990605 37 


.9922 


.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


9205 








End 


9375 




GI 


none 








Score 


195 




Exons 


9205. .9375, 


9240 


. .9350 










Seq. No. 


22127 








Seq. ID 


OJ990605_37. 99'22. 


C8 


Gene No. 


46037 








Strand 






Start 


8468 








End 


13636 





22328 



Name 

Start 

GI 

Exons 



OJ990 605_37 . 9922 . C8 . o2 . tm Method TBLASTX : Mai ze 
9226 End 9400 

none Score 223 

9226.. 9393, 9240.. 9356, 9280.. 9399, 9287.. 9400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22128 Seq. ID 

46038 Strand 

997 End 

OJ990605_37 . 9922 . C9 . ol . np Method 

997 End 

6498441 Score 



OJ990605_37.9922.C9 
+ 

6899 
AAT/NAP 
5739 
6130 



997. .2061, 2392. .2855, 2919. .3292, 3476. .3610, 3785. .4507, 
4679. .5739 

(AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. {AF098806) [Oryza sativa] 



Seq. No. 


22128 






Seq. ID 


OJ990605_37.9922 


.C9 


Gene No . 


4 bU Jo 






Strand 


+ 




Start 


997 






End 


6899 




Name 


OJ990605 37 


.9922. 


C9.o2.np 


Method 


AAT/NAP 




Start 


4950 






End 


6899 




GI 


4680186 






Score 


253 




3 ■ Exons 


4950. .5062, 


6669. 


.6899 








;1 GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




P'z 
: : 

Seq. No. 








Seq. ID 


OJ990605_37.9922 


. uy 


if Gene No. 


46039 






Strand 






2 start 


6446 






End 


6827 




if Name 


OJ990605 37. 


■.'9922. 


C9.04 .tm 


Method 


TBLASTX: Maize 




1 start 


1188 






End 


1436 






none 






Score 


195 




Exons 


1188. .1436, 


1190. 


.1435, 1284. 


.1436 






J Seq. No. 


22128 






Seq. ID 


OJ990605_37.9922 


.C9 


■J Gene No. 


46039 






Strand 






Start 


6446 






End 


6827 




Name 


OJ990605 37 


.9922. 


C9.o6.tw 


Method 


TBLASTX: Wheat 




i start 


1200 






End 


1538 




i 


none 






Score 


109 




J Exons 


1200. .1298, 


1217. 


.1297, 1265. 


.1504, 1281.. 1538 




Seq. No. 


22128 






Seq. ID 


OJ990605_37.9922 


.C9 


Gene No. 


46039 






Strand 






Start 


6446 






End 


6827 




Name 


OJ990605 37 


.9922. 


C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2276 






End 


2762 




GI 


none 






Score 


400 




Exons 


2276. .2449, 


2277. 


.2762, 2471. 


.2731 






Seq. No. 


22128 






Seq. ID 


OJ990605_37. 9922 


.C9 


Gene No. 


46039 






Strand 






Start 


6446 






End 


6827 




Name 


OJ990605 37 


. 9922. 


C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2927 






End 


3389 




GI 


none 






Score 


576 




Exons. 


2927. .3382, 


2928, 


.3389, 2928. 


.3383 







22329 




















Gene No. 


46039 








Strand 






Start 


6446 








End 


6827 




Name 


OJ990605 37. 


.9922 


.C9.03. 


ts 


Method 


TBLASTX : Soybean 




Start 


2967 








End 


3332 




GI 


none 








Score 


117 




Exons 


2967. .3191, 


3198 


. .3332 










Seq. No. 


22128 








Seq. ID 


OJ990605_37.9922 


.C9 


Gene No. 


46039 








Strand 






Start 


6446 








End 


6827 




Name 


OJ990605 37, 


.9922 


.C9.01. 


tm 


Method 


TBLASTX: Maize 




Start 


3057 








End 


3413 




GI 


none 








Score 


389 




Exons 


3057. .3413, 


3092 


. .3403, 


3297. 


.3413 







Seq. No. 22128 Seq. ID 

Gene No. 46039 Strand 

Start 644 6 End 

Name OJ990605_37 . 9922 . C9 . o2 . tm Method 

Start 3440 End 

GI none Score 

Exons • 3440.. 3805, 3441.. 3824 , - 



OJ990605_37.9922.C9 
6827 

TBLASTX: Maize 

3824 

361 



Seq. No. 22128 Seq. ID 

Gene No. 4 6039 • - Strand 

Start 64 4 6 End 

Name OJ990605_37 . 9922 . C9 . o2 . tw Method 

Start 34 97 End 

GI none Score 

Exons 3497.. 3922, 3498.. 3920, 6267.. 6311 



OJ990605_37.9922.C9 
6827 

TBLASTX: Wheat 

6311 

486 



Seq. No. 22128 Seq. ID 

Gene No. 4 6039 Strand 

Start 6446 End 

Name OJ990 605_37 . 9922 . C9 . ol . ts Method 

Start 3576 End 

GI none Score 

Exons 3576.. 3947, 3593.. 3736 



OJ990605_37.9922.C9 
6827 

TBLASTX : Soybean 

3947 

274 



Seq. No. 22128 

Gene No. 46039 

Start 6446 

Name OJ990605_37 . 9922 . C9 . o5 . tw 

Start 4380 

GI none 
Exons 



OJ990605 37. 9922. C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4380. .4466, 4462. ,4629, 4463. .4630, 4664. .4813, 4673. .4798, 
4675. .4812 



6827 

TBLASTX: Wheat 

4813 

67 



Seq. No. 22128 

Gene No. 46039 

Start 6446 

Name OJ990605_37 . 9922 . C9 . o2 . ts 

Start 4502 

GI 5666795 
Exons 



Seq. ID OJ990605_37.9922.C9 
Strand 

End 6827 

Method TBLASTX : Soybean 

End 5068 

Score 62 



4502. .4600, 4676. .4813, 4868. .5068 



22330 



GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea mays] 




Seq. No. 


22128 




Seq. ID 


OJ990605 


_37.9922.C9 


Gene No . 


x cm Q 
4 oU jy 




otrana 






Start 


OHHK> 




bna 


CQ O "7 

bOii / 




Name 


ujyyuoUD J / . yyz^; . t^y . o / . 


4- t * 


Me unoa 


'PDT 7\ OTV . 

ibliAbi A : 


Wheat 


Start 


jI O 1 c 

4 0 lb 




h*na 






GI 


none 




Score 


iyz 




Exons 


4olb..4yyz, 4ooo..DiZo 










Seq. No. 


22128 




Seq. ID 


OJ990605 


_37.9922.C9 


Gene No. 


4 bU jy 




Strand 






Start 


64 4 6 




End 


6827 




Name 


OJyy0605 J / . yyz2 . cy . oo . 


tm 


Method 


TBLASTX: 


Maize 


Start 


5321 




End 


5682 




GI 


none 




Score 


112 




Exons 


5321. .5464, 5445. .5630, 


545o . 


.5643, 5514.. 5663, 


5635. .5682 


Seq. No. 


22128 




Seq. ID 


OJ990605 


_37.9922.C9 


Gene No. 


46039 




Strand 






btart 


o4 4 b 




End 


6827 




Name 


OJ9yuDU5 3 / . y y^iz . cy . o4 . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


53z4 




End 


5714 




GI 


none 




Score 


116 




Exons 


53z4..54d4, 534/..546y/ 


Zi A A ^ 

5445 . 


.5636, 5453.. '5614, 


5455. .5712, 




3 boo . .0/14 










Seq. No. 


0 O 1 O Q 

Izo 




Seq. ID 


OJ990605 


_37.9922.C9 


Gene No. 


46039 




Strand 






Start 


6446 




End 


6827 




Name 


OJ990605 37.9922.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


6446 




End 


6827 




GI 


uC-osflcyp033a04bl 




Score 


671 




Exons 


6446. .6827 










GI Descrip. 


'6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


22129 




Seq. ID 


OJ990605 


_37.9922^.C10 


Gene No. 


46040 




Strand 


+ 




Start 


1 




End 


1507 




Name 


OJ990605 37. 9922. CIO. ol 


.np 


Method 


AAT/NAP 




Start 


1 




End' 


1504 




GI 


6498441 




Score 


1010 




Exons 


1..40, 780. .1129, 1223. 


.1504 









GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. {AF098806) [Oryza sativa] 



Seq. No. 22129 

Gene No. 46040 

Start 1 

Name OJ990605_37 . 9922 . CIO . ol . gs 

Start 370 

GI none 

Exons 370.. 376, 747.. 1507 



Seq. ID OJ990605_37. 9922. CIO 

Strand + 

End 1507 

Method . GENSCAN 

End 1507 

Score .86 



Seq. No. 



22129 



Seq. ID OJ990605_37. 9922. CIO 



22331 





46041 




o trana 




Start 


2131 




End 


5692 


Name 


OJ990605 37. 9922. CIO., ol 


.tw 


Method 


TBLASTX: 


Start 


887 




End 


4322 


GI 


none 




Score 


273 


Exons 


887. .1183, 931. .1176, 1369. 


.1491, 1370 


..1495, 4 


Seq. No, 


OO 1 O Q 




Seq. ID 


OJ990605 


Gene No . 






Strand 




Start 






End 


5692 


Name 


OJ990605 37. 9922. CIO. ol 


.tm 


Method 


TBLASTX:; 


Start 


1363 




End 


1516 


GI 


none 




Score 


187 


Exons 


lEirtT 1*301 IRIC 








Seq. No. 


n O 1 O Q 




Seq. ID 


OJ990605 


Gene No. 


4 dU4 1 




Strand 




o rarr 


Z 1 ol 




End 


5692 


Name 


uoyyuouo j / . yyzz .uiu . oz 


.gs 


Method 


GENSCAN 


Start 


2131 




End 


5692 


GI 


none 




Score 


.59 


Exons 


01*^1 "5100 "^OTI ^QRT 


4095. .4263, 4291. .4823, 




co'^Q c;oTc: c^CHQ t^i^QO 








Seq. No. 


0 O 1 O Q 

zz iz y 




Seq. ID 


OJ990605 


Gene No. 


4 oU4 1 




Strand 






Z ioi 




End 


5692 


Name 


OJ990605 37. 9922. CIO. o2 


. np 


Method 


AAT/NAP 


Start 


2134 




End 


5355 


GI 


oy u / uo y 




Score 


4273 


Exons 


01'5y1 "^QQI /nQR R T R c; 

zio4..oyyi, 4uyo..Dooo 








GI Descrip. 


(Afuuiizyj nypourieuicai 


protein [Oryza 


sativa] 


Seq. No. 


ZZ loU 




Seq. ID 


OJ990605 


Liene ino. 


4 DU4 z 




Strand 


+ 


Start 


z J y 




End 


1323 


Name 




.gs 


Method 


GENSCAN 


Start 






End 


1323 


GI 


none 




Score 


.75 


Exons 


239. .283, 413. .502, 773 


..943, 1237.. 1323 


Seq. No. 


ZZ UU 




-Seq. ID 


OJ990605 


Gene No. 


y1 en /I "3 




Strand 




Start 


1 




End 


976 


Name 


OuyyubUo J / . yyzZ . CI 1 . ol 


.np 


Method 


AAT/NAP 


o uar L 


1 




End 


976 


GI 


5922623 




Score 


158 


Exons 


1..140, 328. .443, 866..! 


976 






GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 




gi| 6016856|dbj IBAA85199 


.11 


(AP000570) ] 


hypothetii 




[Oryza sativa] 








Seq. No. 


22130 




Seq. ID 


OJ990605 


Gene No. 


46044 




Strand 




Start 


1476 




End 


2258 


Name 


OJ990605 37.9922.Cll.o2 


.gp 


Method 


AAT/GAP 


Start ' 


1476 




End 


1851 



22332 



GI 89874_1.R1084 Score 696 

Exons 1476.. 1851 

GI Descrip. * 3047095 . 4 . Oe-37 (AF058826) similar to eukaryotic protein kinase 
domains (Pfam: pkinase.hmm, score: 72.39) [Arabidopsis 
thaliana] ' 



Seq. No. 22130 

Gene No. 4 604 4 

Start 1476 

Name OJ990605_37 . 9922 . Cll . o2 . gs 

Start 1622 

GI none 

Exons 1622.. 2191 



Seq. ID OJ990605_37. 9922. Cll 
Strand 

End 2258 

Method GENSCAN 

End 2191 

Score 1 



Seq. No. 22130 

Gene No. 46044 

Start 1476 

Name OJ990605_37 . 9922 .Cll .o2 .np 

Start 1646 

GI 3015486 

Exons 1646.. 2258 

GI Descrip. (U58473) receptor-like protein kinase [Lycopersicon esculentum] 



Seq. ID OJ990605_37. 9922. Cll 
Strand 

End 2258 

Method AAT/NAP 

End 2258 

Score 412 



vSeq. No. . 


22130 




Seq. ID 


OJ99.0605_3.7.9922 


.Cll 


Gene No. 


46044 




Strand 






Start 


1476 




End 


2258 




Name 


OJ990605 37 


.9922. Cll. ol.tm 


Method 


TBLASTX: Maize 




Start 


1691 




End 


2207 




GI 


none 




Score 


299 




Exons 


1691. .1831, 


1814.. 1957, 1943. 


.2206, 1968.. 2207 




Seq. No. 


22130 




Seq. ID 


OJ990605_37.9922 


.Cll 


Gene No. 


46044 




Strand 






Start 


1476 




End 


2258 




Name 


OJ990605 37 


.9922. Cll. ol.ts 


Method 


TBLASTX: Soybean - 




Start 


1967 




End 


2224 




GI 


none 




Score 


95 




Exons 


1967. .2071, 


1968.. 2069, 2087. 


.2224, 2088. .2105, 2154. .2213 


Seq. No. 


22131 




Seq. ID 


OJ990605_37.9922 


.C12 


Gene No. 


46045 




Strand 






Start 


1 




End 


2228 




Name 


OJ990605 37 


. 9922.C12.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2228 




GI 


3047095 




Score 


750 




Exons 


1..25, 548. 


.1198, 1301. .1996, 


2124.. 2228 




GI Descrip. 


{AF058826) 


similar to eukaryotic protein kinase domains 


(Pfam: 




pkinase.hmm 


, score: 72.39) [Arabidopsis thaliana] 




Seq. No. 


22131 




Seq. ID 


OJ990605_37.9922 


.C12 


Gene No. 


46045 




Strand 






Start 


1 




End 


2228 




Name 


OJ990605 37 


.9922.C12.ol.gs 


Method 


GENSCAN 




Start 


163 




End 


2030 




GI 


none 




Score 


. 94 




Exons 


163. .290, 548. .2030 









22333 




Seq. No. 


22131 


Seq. ID 


OJ990605_37.9922. 


C12 


Cpne No 


46045 


strand 






start 


1 


End 


2228 




Name 


OJ990605 


37 . 9922 . C12 . ol . tm Method 


TBLASTX: Maize 




Start 


543 


End 


869 




GI 


none 


Score 


45 




Exons 


543. .701, 


544.. 636, 682.. 807, 708.. 869 






Seq. No, 


22131 


Seq. ID 


OJ990605_37.9922. 


C12 


HpriP No 


46045 


Strand 






-Start 


1 


End 


2228 




Name 


OJ990605 


37.9922.C12.o2.tc Method 


TBLASTX: Cress 




Start 


543 


End 


1826 




GI 


none 


Score 


56 




Exons 


543. .692, 


690. .836, 1752. .1826 






Seq. No. 


22131 


Seq. ID 


OJ990605_37.9922. 


C12 


Cpnp No 


46045 


Strand 






Start 


1 


End 


2228 




Name 


OJ990605 


37.9922.C12.ol.ts Method 


TBLASTX: Soybean 




Start 


543 


End 


845 




GI 


none 


Score 


120 




Exons 


543. .845, 


547. .807 






3 

^= Seq. No. 


22131 


Seq. ID 


OJ99p605_37. 9922. 


C12 


1 Gene No. 


46045 


Strand 


- 




: start 


1 


End 


2228 




:? Name 


OJ990605 


37 . 9922 . C12 . ol . gp Method 


AAT/GAP 




J start 


1247 


End 


1713 




J 


3761696 


Score 


860 




% Exons 


1247. .1713 






5 GI Descrip. 


3047095 4 


.Oe-37 (AF058826) similar to 


eukaryotic protein 


I kinase 



domains (Pfam: pkinase.hmm, score: 72.39) [Arabidopsis thaliana] 



il Seq. No. 

Gene No. 
\2 start 
' 1 Name 

Start 
P GI 
i;j Exons 



22131 
46045 
1 

OJ990605_37 . 9922 . C12 . o2 . tm 
1326 
' none 

1326. .1577, 1374. .1616, 1665. 



Seq. ID OJ990605_37.9922.C12 
Strand 

End 2228 

Method TBLASTX : Maize 

End 1745 

Score 68 

1745 



Seq. No. 22131 

Gene No. 46045 

Start 1 

Name OJ990605_37 . 9922 . C12 . ol . tc 

Start 1332 

GI none 

Exons 1332.. 1577, 1458.. 1607, 1605, 
1845. .1892 



Seq. ID OJ990605_37. 9922.C12 
Strand 

End 2228 

Method TBLASTX : Cress 

End 1892 

Score 44 

.1748, 1605. .1676, 1674. .1739, 



Seq. No. 22131 

Gene No. 46045 

Start 1 

Name OJ990605_37 . 9922 . C12 . o2 . ts 

Start 1497 

GI none 



Seq. ID OJ990605_37. 9922.C12 
Strand 

End 2228 

Method TBLASTX : Soybean 

End 1754 

Score 62 



22334 



Exons 



1497., 1622, 1510.. 1626, 1584. .1742, 1617.. 1754 



Seq. No. 22131 Seq. ID OJ990605_37 . 9922 .C12 

Gene No. 4 6045 Strand 

Start 1 End 2228 

Name OJ990605_37 . 9922 . Ci2 . o2 .gp Method AAT/GAP 

Start 1807 End 2167 

GI 73943_1.R1084 Score 640 

Exons 1807.. 2167 

GI Descrip. '3047095 4.0e-37 (AF058826) similar to eukaryotic protein kinase 

domains (Pfam: pkinase.hmm, score: 72.39) [Arabidopsis 
thaliana] ' 



Seq. No. 


22132 








Seq. ID 


OJ990605_ 


37.9922.013 


Gene No. 


46046 








Strand 


+ 




Start 


2745 








End 


6649 




Name 


OJ990605 37 


.9922. 


C13.02 


.gs 


Method 


GENSCAN . 




Start 


2745 








End 


6562 




GI 


none 








Score 


.8 




Exons 


2745. .2797, 


3100. 


.3200, 


3592 


..3704, 3803. .4088, 


4515. .4579, 




5769. .5799, 


6011. 


.6162, 


6518 


. .6562 






Seq. No. 


22132 








Seq. ID 


OJ990605_ 


37.9922.C13 


Gene No; • 


46046 








Strand 


+ 




Start 


2745 








End 


6649 




Name 


OJ990605 37 


.9922. 


C13.02 


.gp 


Method 


AAT/GAP 




Start 


2909 






End 


3846 




GI 


97026 1.R1084 






Score 


577 




Exons 


2909. .3099, 


3321. 


.3363, 


3592 


..3704, 3806. .3846 




GI Descrip. 


'2760323 2. 


Oe-19 


(AC002130) 


F1N21 . 8 [Arabidopsis 


thaliana] ' 


Seq. No. 


22132 








Seq. ID 


OJ990605_ 


37. 9922.C13 


Gene No. 


46046 








Strand 


+ 




Start 


2745 








End 


6649 




Name 


OJ990605 37 


.9922. 


C13.03 


.gp 


Method 


AAT/GAP 




Start 


4002 








End 


6649 




GI 


29364 1.R1084 






Score 


1464 




Exons 


4002. .4088, 


4515. 


.4579, 


4800 


. .4851, 4932. .5041, 


5769. .5799, 




6011. .6162, 


6331. 


.6649 










GI Descrip. 


'2760323 6. 


Oe-32 


(AC002130) 


F1N21 . 8 [Arabidopsis 


thaliana] * 


Seq. No. 


22132 








Seq. ID 


OJ990605_ 


37.9922.C13 


Gene No. 


46047 








Strand 


+ 




Start 


7646 








End 


7998 




Name 


OJ990605 37 


.9922. 


C13.03 


.gs 


Method 


GENSCAN 




Start 


7646 








End 


7998 




GI 


none 








Score 


.57 




Exons 


7646. .7726, 


7780. 


.7998 











Seq. No. 22132 Seq. ID 

Gene No. 46048 Strand 

Start 4 90 End 

Name OJ990605_37 . 9922 . C13 . ol . gs Method 

Start 4 90 End 

GI none Score 
Exons 



OJ990605_37.9922.C13 

1976 
GENSCAN 
1976 
.87 



490. .620, 704. .959, 1039. .1440, 1533. .1976 



22335 




Seq. No. 


22132 








Seq. ID 


OJ990605 


_37.9922.C13 




4 O U 4 O 














Start 


490 








End 


1976 




Name 


OJ990605 37. 


.9922 


.C13.01 


.gp 


Method 


AAT/GAP 




Start 


1668 








End 


1884 




GI 


none 








Score 


' 426 




Exons 


1668. .1884 














Seq. No. 


22132 








Seq. ID 


OJ990605 


_37.9922.C13 












<Zf- r-a nrl 






Start 


9417 








End 


14101 




Name 


OJ990605 37. 


9922 


.C13.03 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1072 








End 


1338 




GI 


none 








Score 


286 




Exons 


1072. .1338, 


1073 


. .1336 










Seq. No. 


22132 








Seq. ID 


OJ990605 


_37.9922.C13 


Gene No. 


46049 








Strand 






Start 


9417 








End 


14101 




Name 


OJ990605 37. 


9922 


.C13.04 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3570 








End 


6539 




GI 


none 








Score 


203 




Exons 


3570. .3704, 


3582 


. .3704, 


3588. 


.3680, 3591.. 3692, 


3603. .3695, 




3611. .3715, 


3611 


. .3691, 


3653. 


.3715, 3832.. 3969, 


3833. .3970, 




3835. .4104, 


3846 


. .4091, 


4130. 


.4165, 4510.. 4545, 


4512. .4550, 




43J.4. m *±DD£. g 


HDD/ 


. . 4 O O U , 


H DD f * 


.4592, 4558.. 4599, 


4/0/..400^, 




.4852, 


4800 


. .4880, 


4921. 


.5034, 4930. .5040, 


4931. .5041, 




4931. .5056, 


4941 


. .5042, 


4943. 


.5032, 6007.. 6165, 


6010. .6114, 




6012. .6125, 


6025 


. .6114, 


6025. 


.6114, 6288.. 6395, 


6289. .6396, 




6296. .6400, 


6314 


. .6397, 


6398. 


.6427, 6399.. 6428, 


6400. .6447, 




6431. .6454, 


6477 


. .6539, 


6480. 


.6533 






Seq. No. 


22132 








Seq. ID 


OJ990605 


_37.9922.C13 


Gene No. 


46049 








Strand " 








QAM 

5 4 X / 








End 


14101 




Name 


OJ990605 37. 


9922 


.C13.05 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3573 








End 


6162 




GI 


none 








Score 


191 




Exons 


3573. .3683, 


3582 


. .3701, 


3611." 


.3703, 4924.. 5034, 


4931. .5032, 




4940. .5041, 


6025 


...6162 










Seq. No. 


22132 








Seq. ID 


OJ990605 


_37.9922.C13 


Gene No. 


46049 








Strand 






Start 


9417 








End 


14101 




Name 


OJ990605 37. 


9922 


.C13.05 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3582 








End 


6186 






none 








Score 


182 




Exons 


3582.. .3701, 


3600 


. .3692, 


3603. 


.3698, 3611. .3703, 


3788. .3859, 




3902. .3961, 


3961 


.,.4011, 


4022. 


.4090, 4535.. 4579, 


4567. .4602, 




'4800. .4850, 


4924 


. .5034, 


4931. 


.5032, 4933.. 5031, 


4934. .5053, 




4940. .5032, 


4943 


. .5059, 


4946. 


.5041,- 6007. .6162, 


6015. .6113, 




6025. .6186, 


6025 


; .6153 










Seq. No. 


22132 








Seq. ID 


OJ990605 


_37.9922.C13 


Gene No. 


^ 46049 








Strand 






Start 


9417 








End 


14101' 




Name 


OJ990605 37. 


9922,C13.o4 


. gs 


Method 


GENSCAN 





22336 




start 


9417 


End 


14086 




GI 


none 


Score 


.41 




Exons 


9417, .9425, 


10009. .10180, 10505. .10649, 10827 10944 , 






11281.. 13613, 13653. .13764, 13790.. 14086 




Seq. No. 


22132 


Seq. ID 


OJ990605 37 9922 


C13 




46049 


Strand 






start 


9417 


End 


14101 




Name 


OJ990605 37. 


9922.C13.o3 tc Method 


TBLASTX " Cress 




start 


9671 ~ 


End 


10176 




GI 


none 


Score 


58 




Exons 


9671. .9727, 


9754.. 9957, 9973.. 10095, 


10105. . 10176 




Seq. No. 


22132 


Seq. ID 


OJ990605_37.9922. 


C13 


Gene No. 


46049 


Strand 






Start 


9417 


End 


14101 




Name 


OJ990605 37. 


9922.C13.ol.np Method 


AAT/NAP 




Start 


9721 


End 


14101 




GI 


2586082 


Score 


4220 




Exons 


9721. .11358, 


11389. .11630, 11694.. 14101 




GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. . 


22132 


Seq. ID 


OJ990605_37.9922. 


C13 


Gene No. 


46049 


Strand 






Start 


9417 


End' 


14101 




Name 


OJ990605 37. 


9922 . C13 . ol . ts Method 


TBLASTX : Soybean 




Start 


9745 


End 


10368 




GI 


none 


Score 


57 




Exons 


9745. .10368, 


9773.. 9949, 9778.. 10170, 


9980. . 10174, 10214 


. .10366 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22132 
46049 
9417 

OJ990605_37.9922.C13.o6.tw 

9769 

none 



Seq. ID OJ990605 37.9922.C13 



Strand 
End 

Method 

End 

Score 



14101 

TBLASTX: Wheat 

10125 

48 



9769.. 9960, 9878.. 9961, 9967.. 10125, 9974.. 10075 



22132 
46049 
9417 

OJ990605_37.9922.C13.ol.tm 

9772 

none 



Seq. ID OJ990605_37 .9922.C13 
Strand 
End 

Method 
End 
Score 



14101 

TBLASTX: Maize 

10380 

54 



9772. .9948, 9851. .9949, 9973. .10380, 10031 .. 10174 , 10214. .10378 



Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922. 


C13 


Gene No. 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37,9922.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10132 




End 


10569 




GI 


none 




Score 


50 




Exons 


10132. .10569, 10134. 


.10172, 


10250. .10564 




Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922- 


C13 


Gene No. 


46049 




Strand 






Start 


9417 




End 


14101 





22337 




Name 


OJ990605 37.9922.C13 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


10435 




End 


10686 




GI 


none 




Score 


203 




Exons 


10435. .10686 










Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922 


.C13 


Gene No . 


46049 




Strand 






Start 


3417 




End 


14101 




Name 


6J990605 37.9922.C13 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


10504 




. End 


10950 




GI 


none 




Score 


112 




Exons 


10504. .10950, 10640. 


.10930 








Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922 


.C13 


Gene No. 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10570 




End 


11083 




GI 


none 




Score 


83 




Exons 


10570. .10752, 10738. 


.11082, 


10774. .10929, 10865 .. 10933, 






10985. .11083 










Seq. No.. . 


22132 




Seq. ID 


OJ990605_37.9922 


.C13 


Gene No. 


' 46049 




Strand ' 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10747 




End 


11250 




GI 


5509260 




Score 


115 




Exons 


10747. .11250, 10760. 


.10924, 


10964. .11128 




GI Descrip. 


— 










Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922 


.C13 


Gene No . 


46049 




Strand 






Start 


9417 




End 


14101 . 




Name 


OJ990605 37.9922.C13 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


10864 




End 


lli30 




GI 


none 




Score 


70 




Exons 


10864. .11130, 10873. 


.10941, 


10883. .11119 




Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922 


.C13 


Gene No . 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13 


. o8 . tm 


Method 


TBLASTX: Maize 




Start 


10951 




End 


11203 




GI 


none 




Score 


126 




Exons 


10951. .11202, 10952. 


.11203 








Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922 


.C13 


Gene No . 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 •37,9922.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11899 




End 


12255 




GI 


none 




Score 


165 




Exons 


11899. .12255, 11915., 


. 12238 








Seq. No. 


22132 




Seq. ID 


OJ990605_37. 9922, 


.C13 


Gene No. 


46049 • 




Strand 







22338 




start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


11908 




End 


12357 




GI 


none 




Score 


336 




Exons 


11908. . 12357 










Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922. 


C13 


Gene No . 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


11929 




End 


12360 




GI 


none 




Score 


260 




Exons 


11929. . 12360 










Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922. 


C13 


Gene No. 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


11936 




End 


12363 




GI 


none 




Score 


80 




Exons 


11936. .12121, 11938. . 


12252, 


12274. .12363 




Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922. 


C13 


Gene No . 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12367 




End 


12768 




GI 


none 




Score 


77" 




Exons 


12367. .12540, 12562. . 


12669, 


12673. .12768 




Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922. 


C13 


Gene No. 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13. 


o7 , tm 


Method 


TBLASTX: Maize 




Start 


12853 




End 


13155 




GI 


none 




Score 


63 




Exons 


12853. .13155, 12886. . 


13005, 


12932. .13150 




Seq. No: 


22132 




Seq. ID 


OJ990605_37.9922. 


C13 


Gene No. 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12862 




End 


13251 




GI 


none 




Score 


173 




Exons 


12862. .13251, 12868. . 


13140, 


12965. .13234 




Seq. No. 


22132 




Seq. ID 


OJ990605_37.9922. 


C13 


Gene No . ' . - 


46049 




Strand 






Start 


9417 




End 


14101 




Name 


OJ990605 37.9922.C13. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


13438 




End 


13755 - 




GI 


none 




Score 


109 




Exons 


13438. .13755, 13541.. 


13750 








Seq.. No. 


22132 




Seq. ID 


OJ990605_37.9922-^ 


C13 


Gene No. 


46049 




Strand 






Start 


9417 




End 


141Q1 





22339 



Name 

Start 

GI 

Exons 



OJ990605_37 . 9922 . C13 . 06 . tm Method TBLASTX : Mai ze 

13585 End 14005 

none Score 118 

13585. .13785, 13589 13759, 13835 .. 13888, 13925.. 14005 



Seq. No. 22133 Seq. ID 

Gene No. 4 6050 Strand 

Start 97 End 

Name OJ990605_37 . 9922 . C14 . ol . gs Method 

Start 97 End 

GI none Score 

Exons 97. .255 



OJ990605_37.9922.C14 
+ 

255 

GENSCAN 

255 

.99 



Seq. No. 


22133 




Seq. ID 


OJ990605_37. 9922. 014 


Gene No. 


46051 




Strand 




Start 


2312 




End 


3111 


Name 


OJ990605 37. 9922. 014. ol. 


gp 


Method 


AAT/GAP 


Start 


2312 




End 


3111 


GI • 


none 




Score 


816 


Exons 


2312.. 2639, 2870.. 2928, 


3071. 


.3111 




Seq. No. 


22133 




Seq. ID 


OJ9906g5_37. 9922. 014 


Gene No. 


46052 




Strand 




Start ■ 


3121 




End 


4108 


Name 


OJ990605 37. 9922. 014. o2. 


gp 


Method 


AAT/GAP 


Start 


3121 




End 


4108 


GI 


7375 1.R1084 




Score 


1107 


Exons 


3121.. 3156, 3413.. 3458, 


3566. 


.4108 




GI Descrip. 


'4049342/emb ICAA22567.il 


3.0e 


-14 (AL034567) adenylate 




translocator (brittle-1) 


-like 


protein 


[Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22133 
46053 
8370 

OJ990605_37 . 9922 . 014 . o4 . gs 
8370 



none 
8370. . 
9992. . 
11362. 
15058. 
18549, 



Seq. ID OJ990605_37. 9922. 014 
Strand 

18873 
GENSCAN 
18873 
.48 



End 

Method 
End 
Score 

9322, 9648. .9791, 9865. .9923, 
10298, 10822. .10903, 10980 .. 11113, 11198 .. 11291, 
.11638, 11747. .11899, 12051 13285, 13821 .. 14882, 
.15987, 16364. .16549, 16676 1 6795, 18354 .. 18503, 
.18873 



8595, 8746. .8771, 9238, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22133 Seq. ID 

46053 Strand 

8370 End 

OJ990605_37 . 9922 . 014 . ol . np Method 

12003 End 

6815072 Score 



OJ990605_37. 9922. 014 

18873 
AAT/NAP 
16174 
3469 



12003. .14213, 14610. .14897, 14984 .. 15682, 15791. .16174 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAO 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



Seq. No. 22133 Seq. ID 

Gene No. 46054 Strand 

Start 19927 End 

Name OJ990 605_37 . 9922 . 014 . o5 . gs Method 



OJ990605_37. 9922. 014 

20718 
GENSCAN 



22340 




start 


19927 




End 


20718 




GI 


none 




Score 


.59 




Exons 


19927. .20071, 20322. 


.20361, 


20409. .20718 




Seq: No. 


22133 




C ■ X 


OJ990605 37 9922 


.C14 




46055 




L. X OllU 






Start 


21569 




End 


21897 




Name 


OJ990605 37.9922.C14 


.o5. tm 




X O XJ/^k^ X x\ * L iCL X ^ C 




Start 


7301 




FnH 


7 S61 




GI 


none 




Score 


209 




Exons 


7301. .7489, 7306. .7452, 7496 


1. .7561 






Seq. No. 






Seq. ID 


OJ9906n5 37 9922 


.C14 








O L. X d 






start 


^ J. J O -? 




End 


21897 




Name 


n.TQQOfinS ^7 QQ99 PI 4 


n1 f <5 

. vJX • 


Mpthod 


TBLA^^TX * Sovbpan 




Start 


1 9nQfi ~ 

J. ^ U Z7 O 




End 


12278 




GI 


,none 




Score 


108 




Exons 


12096. .12278, 12100. 


.12276 








Seq. No. 


991 

£^ £^ 1. O O 




Seq. ID 


OJ990605_37.9922 


.C14 




4 fiORS 

*± \>\J -J -J 




Strand 






start 


91 SfiQ 

Z. X J D ;7 




End' 


21897 




Name 


O.TQQnfiOS ^7 QQ99 PI 4 




" Method 


TBLASTX: Maize 




Start 


1 9909 ~ 




End 


12524 




GI 


none 




Score 


44 




Exons 


12202. .12282, 12204. 


.12293, 


12303. .12524, 12304.. 12522 




Seq. No. 


991 "^^ 

Z, ^ X o o 




Seq. ID 


OJ990605_37.9922 


.C14 








Strand 






Start 


91 SfiQ 

Z J. J U -7 




End 


21897 




Name 


n.TQQOfinS ^7 QQ99 PI 4 


ril -hr 


Method 


TBLASTX: Cress 




Start 


1997n ~ 




End 


12527 




GI 






Score 


100 




Exons' 


12270. .12527, 12328. 


.12516 








Seq. No. 


991 ^'^ 
z z ± o J 




Seq. ID 


OJ990605_37.9922 


.C14 


OCT lie LNU ■ 






Strand 






start 


91 Rf^Q 

Z X J u 7 




End - 


21897 




Name 




\Oc. * Lm 


Method 


TBLASTX: Maize 




Start 


12831 




End 


13199 




GI 


none 




Score 


126 




Exons 


12831. .13199, 12955. 


.13182, 


13101. .13199 




Seq. No. 


22133 




Seq. ID 


OJ990605_37.9922 


.C14 


Gene No. 


46055 




Strand 






CH- a r-f- 
O L dl. L 


21569 




End 


21897 




Name 


OJ990605 37.9922.C14 


.o4. tm 


Method 


TBLASTX: Maize 




Start 


14827 




End • 


15293 




GI 


none 




Score 


69 




Exons 


14827. .14910,. 14828. 


.14,911, 


14939. .15097, 15101 .. 15292, 






15102. .15293 










Seq. No. 


■ 22133 




Seq. ID 


OJ9906Q5_37.9922 


.C14 


Gene No. 


46055 




Strand 






Start 


21569 




End 


21897 




Name 


OJ990605 37.9922.C14 


. ol . tw 


Method 


TBLASTX: Wheat 





22341 



start 
GI 

Exons 



14976 
none 



End 
Score 



15337 
103 



14976. .15095, 15017 15115, 15113 .. 15337, 15114 15284 , 
15122. .15295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22133 
46055 
21569 

OJ990605_37 . 9922 . C14 . ol . tin 
15356 



OJ990605 37.9922.C14 



none 

15356. 

15989. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15505, 15530. .15880, 15534 15599, 15947 .. 15979, 
16048 



21897 

TBLASTX: Maize 

16048 

76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



22133 
46055 
21569 

OJ990605_37 . 9922 . C14 . o2 . np 
21569 
2864612 
21569. .21668, 21824. .21897 

(AL021811) L-ascorbate peroxidase - like protein [Arabidopsis 
thaliana] gi | 4049334 | emb | CAA22559 . 1 | (AL034567) L-ascorbate 
pefoxidase-like protein [Arabidopsis thaliana] . 



Seq. ID OJ990605_37.9922.C14 
Strand 

End 21897 

< Method AAT/NAP 

End 21897 - 

Score 91 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605 37.9922.C17 



22134 
46056 
1 

OJ990605^37.9922.C17.ol.np 
1 

2498930 
1..377, 544. .607 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



607 

AAT/NAP 

607 

705 



22134 Seq. ID 

46056 Strand 

1 End 
OJ990605_37.9922.C17.ol.gs Method 

75 End 

none Score 

75. .377, 544. .603 



OJ990605_37.9922.C17 
607 

GENSCAN 

603 

.62 



22135 
46057 
7329 

OJ990605_36.9919.Cl.o4.gp 
7329 

2231_2.R1084 
7329.-7786 

/11957/emb|X1590irCHOSXX l.Oe-145 Rice complete chl'oroplast 
genome' 



Seq. ID OJ990605_36.9919.C1 

Strand + 

End 7786 

Method AAT/GAP 

End 7786 

Score 844 



22135 
46058 
7882 

OJ990605_36.9919.Cl.o5.gp 



Seq. ID OJ990605_36. 9919.C1 
Strand 

End * 8770 

Method AAT/GAP 



22342 



start 
GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7882 End 8770 

7587_1.R1084 Score 1667 

7882.. 8770 

'131283/sp|P12158|PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) {CP43) 

>gi_72710_pir F2RZ4 4 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 
PSII 43kDa protein [Oryza sativa] * 



22135 
46059 
8833 

OJ990605_36.9919.Cl.o7.gp 
8833 

306_9.R1084 
8833.. 8860, 9937.. 10111 

'287391/dbj ID13111IRICMT15 l.Oe-178 Oryza sativa mitochondrial 
rpoB pseudogene' 



Seq. ID OJ990605_36.9919.C1 

Strand + 

End 10111 

Method AAT/GAP 

End 10111 

Score 239 



22135 
46060 
13853 

OJ990605_36.9919.Cl.o8.gp 
13853 
1036999 
13853.. 13963 

11957/emb 1X15901 1 CHOSXX 2.0e-52 Rice complete chloroplast genome 



Seq. ID OJ990605_36.9919.C1 

Strand + 

End 13963 

Method AAT/GAP 

End. 13963 

Score 189 



22135 Seq. ID 

4 6061 Strand 

14037 End 

OJ990605_36. 9919.Cl.o9.gp Method 

14037 End 

LIB3432-021-P1-K1-A3 Score 
14037. .14182 

'11957/emb 1X15901 1 CHOSXX l.Oe-52 Rice complete chloroplast 
genome ' 



OJ990605_36.9919.C1 
+ 

14182 
AAT/GAP 
14182 
213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990605_36. 9919.01 
+ 

28212 
AAT/GAP 
28212 
1070 



22135 Seq. ID 

4 6062 Strand 
27670 End 
OJ990605_36'. 9919 . CI . ol2 . gp Method 
27670 End 
42732_1.R1084 Score 
27670. .28212 

'114657/sp|P12083|ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN ' 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



22135 Seq. ID 

4 6063 Strand 

28253 End 

OJ990605_36. 9919.Cl.ol3.gp Method 

28253 End 

LIB3477-011-P1-K1-C10 Score 



OJ990605_36.9919.C1 
+ 

28623 
AAT/GAP 
28623 
734 



22343 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28253. .28623 

'114657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ {X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



OJ990605_36. 9919.01 
+ 

32068 
AAT/GAP 
32068 
1047 



22135 Seq. ID 

46064 Strand 
31522 End 
OJ990605_36.9919.Cl.ol6.gp Method 
31522 End 
5005311 Score 
31522. .32068 

114521/sp|P12084 |ATPA_ORYSA l.Oe-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb__CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990605_36.9919.C1 
+ 

33063 
AAT/GAP 
33063 
734 



22135 Seq. ID 

46065 Strand 
32647 End 
OJ990605_36.'9919.Cl.ol7.gp Method 
32647 End 
LIB3431-040-P1-K2-C1 Score 
32647. .33063 

'114521/sp|P12084|ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi__1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 



22135 
46066 
38676 

OJ990605_36.9919.Cl.ol9.gp 
38676 

uC-osflM202088b07al 
38676. .38934 

'11957/emb 1X15901 1 CHOSXX 2, 
genome ' 



Seq. ID OJ990605_36.9919.C1 



Strand 
End- 
Method 
End 
Score 



+ 

38934 
AAT/GAP 
38934 
514 



Oe-52 Rice complete chloroplast 



22135 Seq. ID 

46067 Strand 

44460 • End 

OJ990605_36 . 9919 . CI . o21 . gp Method 

44460 End 

56420_1.R1084 Score 
44460. .44521 

'2979562 2.0e-16 (AC003680) unknown protein [Arabidopsis 
thaliana] >gi_3386623 (AC004665) unknown protein [Arabidopsis 
thaliana] ' 



OJ990605_36.9919.C1 
+ 

44521 
AAT/GAP 
44521 
88 



Seq. No. 
Gene No, 
Start 



22135 
46068 
-51357 



Seq. ID OJ990605_36. 9919.C1 
Strand + 
End 52086 



22344 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990605_36 . 991 9 . CI . q24 . gp Method AAT/GAP 
51357 End 52086 

24824_1.R1084 Score 1379 

51357. .52086 

•476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large: ISOTYPE=truncated [Oryza sativa] ' 



22135 
46069 
52183 

OJ990605_36.9919.Cl.o25.gp 
52183 

14384_1.R1084 

52183. .52894, 52980. .53008 
•5881726/dbj IBAA84417.il 3. 



Seq. ID OJ990605_36.9919.C1 

Strand + 

End 53008 

Method AAT/GAP 

End 53008 

Score 1358 

Oe-24 (AP000423) RNA polymerase alpha 



subunit [Arabidopsis thaliana] * 



Seq. No. 
Gene No. 
Start 
Name 
Start 
• GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



22135 Seq. ID 

46070 Strand 
54824 End 
OJ990605_36. 9919.Cl.o26.gp Method 
54824 End 
7528_2.R1084 • Score ' 

54824.. 55447 

'140291/sp|P12206|YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORE 185) >gi_82541_pir S05116 hypothetical protein 185 

- rice chloroplast *>gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi 226618 prf . 1603356AQ ORE 185 [Oryza sativa] ' 



OJ990605_36.9919.C1 
+ 

55447 
AAT/GAP 
55447 
1143 



OJ990605_36. 9919.01 
+ 

57299 
AAT/GAP 
57299 
831 



22135 Seq. ID 

46071 Strand 
56858 End 
OJ990.605_36 . 9919 . CI . o28 , gp Method 
56858 End 
uC-osflM202092b08bl Score 
56858.-57299 

•118048/sp|P07888|CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ {X15901) cytochrome f [Oryza sativa] 
>gi 226621 prf 1603356AU cytochrome f [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -Descrip. 



Seq. No. 
Gene No. 



22135 - Seq. ID 

4 6072 Strand 
61864 End 
OJ990605_36 . 9919 . CI . o29 . gp Method 
.61864 End 
uC-osflm202104g03bl Score 
61864.. 62386 

'131211/sp|P19443|PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I 'REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi___552734 {J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] ' 



OJ990605_36.9919.C1 
+ 

62386 
AAT/GAP 
62386 
1026 



22135 
46073 



Seq. ID OJ990605_36.9919.C1 
Strand + 



22345 



start 65930 End 66058 

Name OJ990605_36. 9919.C1 .o31.gp Method AAT/GAP 

Start 65930 End 66058 

GI LIB3432-057-P1-K1-A8 Score 169 

Exons 65930. , 66058 

GI Descrip. • 11957/einb 1X15901 1 CHOSXX 7.0e-52 Rice complete chloroplast 
genome * 



OJ990605_36.9919.C1 
+ 

67160' 
AAT/GAP 
67160 
1023 



Seq. No. 22135 Seq. ID 

Gene No. 4 6074 Strand 

Start 66608 End 

Name OJ990605_36 . 991 9 . 01 . o32 . gp Method 

Start 66608 End 

GI 2896_1.R1084 Score 

Exons 66608. .67160 

GI Descrip. • 131271/sp I P12157 | PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] ' 

Seq. No. 22135 ... Seq. ID OJ990605_36 . 9919 . CI 

Gene No. 4 6075 Strand 

Start 943 End 1211 

Name OJ990605_36 . 9919 . CI . ol . gp Method AAT/GAP 

Start 943 End 1211 

GI 40596_1.R1084 Score 450 

Exons 943.. 1211 

GI Descrip. ' 11957/emb | X15901 | CHOSXX l.Oe-104 Rice complete chloroplast 
genome ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



22135 Seq. ID OJ990605_36 . 9919 . CI 

46076 Strand 

-1805 End 3051 

OJ990605_36 . 9919 . CI . o2 . gp Method AAT/GAP 

1805 End 3051 

uC-osflcyp086a01al Score 831 

1805. .1995, 2806. .3051 

'133806/sp|P25875|RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] ' 

22135 Seq. ID OJ990605__36 . 9919 . CI 

4 6077 Strand 

3132 End 3582 

OJ990605_36. 9919.Cl.o3.gp Method AAT/GAP 

3132 End 3582 

uC-osflcyp086a01bl Score 902 

3132.. 3582 

'11957/emb 1X15901 1 CHOSXX l.Oe-135 Rice complete chloroplast 
genome ' * 



22135 
46078 
9088 



Seq. ID 

Strand 

End 



OJ990605 36. 9919. CI 



9546 



22346 



Name 


OJ990605 36. 9919. CI. 06, gp 


Method 


AAT/GAP 


Start 


9088 


End 


9546 


GI 


45273 1.R1084 


Score 


850 


Exons 


9088. .9546 






GI Descrip. 


'1022811 4.0e-21 (U37703) 


ORF 62 [Hordeum vulgare] • 


Seq. No. 


22135 


Seq. ID 


OJ990605_36. 


Gene No. 


46079 


Strand 




Start 


16266 


End 


16396 


Name 


OJ990605 36.9919.Cl.ol0.gp 


Method 


AAT/GAP 


Start 


16266 


End 


16396 


GI 


5607624 


Score 


215 


Exons 


16266. .16396 






GI Descrip. 


287391/cibj | D13111 1 RICMT15 


l.Oe-178 Oryza sativa mit 




rpoB pseudogene 







mitochondrial 



Seq. No. 22135 Seq. ID OJ990605_36 . 9919 . CI 

Gene No. 4 6080 Strand 

Start 23618 End 23703 

Name OJ990605_36 . 9919 , CI . oil , gp Method AAT/GAP 

Start 23618 End 23703 

GI LIB3432-013-P1-K1-E3 Score - 133 

Exons 23618. .23703 

GI Descrip. ' 13344 6/sp | P12093 | RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 

. (EC 2.7.7.6) beta ''-2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901 ). RNA polymerase beta ' ' subunit-2 
[Oryza sativa] * 

Seq. No. 22135 Seq. ID OJ990605_36 . 9919 . CI 

Gene No. 4 6081 Strand 

Start 29288 End 30328 

Name OJ990605_36. 9919.C1 .ol4 .gp Method AAT/GAP 

Start 29288 End 30328 

GI 2721_1.R1084 Score 1986 

Exons 29288.. 30328 

GI Descrip. ' 114 622/sp | P12087 | ATPF_ORYSA l.Oe-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZl H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subuhit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 



Seq. No. 22135 

Gene No. 46082 

Start 30366 

Name OJ990605_36 . 9919 . CI . ol5 . gp 

Start 30366 

GI 2135_1.R1084 

Exons 30366. ,30911 

GI Descrip. ' 11957/emb | X15901 | CHOSXX 1, 
genome * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36. 9919.C1 

30911 
AAT/GAP 
30911 
1072 



Oe-159 Rice complete chloroplast 



Seq. No. 22135 Seq. ID 

Gene No. 46083 Strand 

Start 35300 End 

Name OJ990605_36 . 9919 . CI . 0I8 . gp Method 

Start 35300 End 



OJ990605_36.9919.C1 

35730 

AAT/GAP 

35730 



22347 



GI uC-bsflcyp021gl0bl Score 766 

Exons 35300.. 35730 

GI Descrip. • 131148/sp | P12156 | PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



22135 Seq. ID OJ990605_36 . 9919 . CI 

46084 Strand 

42612 End 42727 

OJ990605_36.9919.Cl.o20.gp Method AAT/GAP 

42612 End 42727 

LIB3431-013-P1-K1-B3 Score 181 

42612. .42727 

'6002093/emb|X84149.1|CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 

Exons 

GI Descrip, 



22135 Seq. ID OJ990605_36 . 9919 . CI 

46085 Strand 

46564 End 47533 

OJ990605_36.9919.Cl.o22.gp Method AAT/GAP 

46564 End 47533 

2409_1.R1084 Score 1911 

46564. .47533 

'128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1,6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] * 



Seq. No. 


22135 


Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46086 


Strand 




Start 


50376 


End 


50893 


Name 


OJ990605 36.9919.Cl.o23.gp 


Method 


AAT/GAP 


Start 


50376 


End 


50893 


GI 


uC-osflM202083hl2bl 


Score 


953 


Exons 


50376. .50893 






GI Descrip. 


'552857 3.0e-25 (M31464) atpB 


gene product [Oryza sativa] ' 


Seq. No. 


22135 


Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46087 


Strand 




Start 


55451 


End 


55988 


Name 


OJ990605 36.9919.Cl.o27.gp 


Method 


AAT/GAP 


Start 


55451 


End 


55988 


GI 


2653 1.R1084 


Score 


1052 


Exons 


55451. .55988 






GI Descrip. 


'11998/emb|CAA33959| 5.0e-35 


(X15901) 


ORF85 [Oryza sativa] 




>gi_226619_prf 1603356AR ORE 


85A [Oryza sativa] ' 


Seq. No. 


22135 


Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 


Strand 




Start 


64702 


End 


67526 


Name 


OJ990605 36.9919.Cl.o31.ts 


Method 


TBLASTX : Soybean 


Start 


3 


End 


495 



22348 



GI none Score 7 6 

Exons 3. .146, 5. .139, 153. .227, 160. .213, 216. .347, 218. .349, 

242. .352, 364. .495 



Seq. ID OJ990605_36.9919.C1 
Strand 
End 

Method 
End 
Score 

81. ,221, 82. .207, 195. .347, 223. .345, 242. .352, 243. .350, 
380. .493, 381. .494, 382, .495, 382. .495 



Seq. No. 22135 

Gene No. 4 6088 

Start 64702 

Name OJ990605_36 . 9919 . 01 . o50 . tc 

Start 81 

GI none 
Exons 



67526 

TBLASTX: Cress 

495 

83 



Seq. No. 22135 
Gene No. 46088 
Start 64702 

Name OJ990605_36, 9919.Cl.o48 . tc 

Start 683 
GI none 

Exons 683.. 733, 688.. 735, 695.. 736, 

748. .783, 876. .959, 877. .963, 
1051.. 1092, 1052.. 1090, 1066. 
1081. .1221 



Seq. ID OJ990605_36.9919.C1 
Strand 
End 

Method 
End 
Score 
737. .778, 



67526 

TBLASTX: Cress 
1230 
49 

737. .775, 738. .782, 



883. .975, 887. .1000, 982. .1026, 
1092, 1079.. 1222, 1081.. 1230, 



Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919.C1 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36. 


9919 


.C1.044, 


tm 


Method 


TBLASTX: 


Maize 


Start 


935 








End 


1195 




GI 


none 








Score 


122 




Exons 


935.-958, 947,. 1024, 955 


..1050, 995,, 


1195, 1015 


. .1194 


Seq. No. 


22135 








Seq. ID 


OJ990605 


_36. 9919.01 


Gene No. 


46088 








Strand 






Sl^rt 


64702 








End 


67526 




Name 


OJ990605 36. 


9919 


.Cl,o64. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1196 








End 


1570 




GI 


none 








Score 


68 




Exons 


1196. .123t, 


1197 


,1238, 


1198 


..1239, 1235. .1276, 


1236. .1301, 




1290. .1328, 


1293 


,1331, 


1304 


..1342, 1315. .1392, 


1316. .1396, 




1332. .1391, 


1333 


.1395, 


1390 


..1434, 1414. .1512, 


1424. .1519, 




1425. .1520, 


1461 


.1520, 


1517 


. .1570 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36. 9919.01 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36. 


9919 


C1.025. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1799 








End 


56358 




GI 


none 








Score 


211 




Exons 


1799. .1999, 


1800 


.1994, 


1816 


..1998, 2772. .2858, 


2780. .2860, 




2790. .2873, 


2797 


.2874, 


28.06 


..2877, 2898. .2918, 


2899. .2922, 




53867. ,54088, 5392 6 .. 54045, 


54548. .54685, 54550 


. .54639, 



54560. ,54646, 54561 ,. 54 647 , 55007 ,. 55168 , 55012 ,. 55152 , 

55156, ,55359, 55164 ., 55205, 55190 ,. 55405 , 55190,-55402, 

55425.-55487, 55428 .. 554 87 , 55436 .. 55492, 55514 .. 55573, 

55514. .55591, 55887 .. 55955, 55899.-55958, 55901 .. 55963, 

55980. .56354, 55984 .. 56358 , 55990 .. 56094 , 56010 .. 56357 , 



22349 




56173. .56358 



Seq. No. 


22135 








Seq. ID 


OJ990605_36,9919.C1 


Gene No. 


46088 








Strand 


- 


Start 


64702 








End 


67526 


Name 


OJ990605 36 


.9919 


.C1.053 


.tc 


Method 


TBLASTX: Cress 


Start 


1874 








End 


2061 


GI 


none 








Score 


204 


Exons 


1874. .2053, 


1875 


. .2060, 


1966. 


.2061 




Seq. No. 


22135 








Seq. ID 


OJ990605_36, 9919.01 




T D U O O 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36 


.9919 


.C1.024 


.tm 


Method 


TBLASTX: Maize 


Start 


2402 








End 


3031 


GI 


none 








Score 


113 


Exons 


2402. .2497, 


2403 


. .2486, 


2489. 


.2632, 2509.. 2676, 2542.. 2679, 




2556. .2690, 


2652 


. .2930, 


2664. 


.2924, 2678. .2932, 2917. .2955, 




2920. .2952, 


2953 


. .3003, 


2954. 


.2986, 2981. .3028, 2987. .3031 




£.£. L O -J 








Seq. ID 


OJ990605_36. 9919.01 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36 


.9919 


.C1.029 


.tw 


Method 


TBLASTX: Wheat 


Start 


3817 








End 


4192 


GI 


none 








Score 


154 


Exons 


3817. .4005, 


3906 


. .4004, 


3908. 


.4009, 4114. .4188, 4118. .4192, 




4118. .4189 












Seq. No. 


22135 








Seq. ID 


OJ990605_36. 9919.01 




T o u o o 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36 


.9919 


.C1.013 


.tm 


Method 


TBLASTX: Maize 


Start 


4102 








End 


4668 


GI 


none 








Score 


198 


Exons 


4102. ,4230, 


4109, 


. .4255, 


4110. 


.4259, 4248.. 4562, "4253.. 4561, 




4375. .4566, 


4565, 


. .4630, 


4566. 


.4628, 4568. .4630, 4616. .4666, 




4616. .4666, 


4627, 


. .4668 








Corf No 


3 >J 








Seq. ID 


OJ990605_36. 9919.01 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36 


.9919, 


.01. o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4238 








End 


67526 


GI 


none 








Score 


78 


Exons 


4238. .4411, 


7182, 


. .8018, 


7182. 


.7469, 1\\ 


36. .7677, 7524. .8120, 




7528. .8112, 


7726. 


. .8622, 


7733. 


.8623, 67365.. 67526 


Seq. No. 


22135 








Seq. ID 


OJ990605_36. 9919.01 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36, 


.9919, 


.Cl.o2.- 


tw 


Method 


TBLASTX: Wheat 


Start 


4238 








End 


8358 


GI 


none 








Score 


75 


Exons 


4238. .4411, 


7725, 


. .8018, 


7725. 


.8120, 7726. .8112, 7726. .8259, 




7733. .8260, 


8160. 


. .8264, 


8166. 


.8279, 8179.. 8280, 8223.. 8357, 




8239. .8358, 


8240. 


. .835-6 









22350 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919-C1 




46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36 


.9919. 


C1.03. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4238 








End 


67526 




GI 


none 








Score 


76 




Exons 


4238. .4411, 


7162. 


.8106, 


7162. 


.7677, 7511. .7678, 


7524- .8120, 




7718. .8638, 


7733. 


.8656, 


67365 


, .67526 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919-C1 




*3 o u o o 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36 


.9919. 


C1.037 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4412 








End 


5149 




GI 


none 








Score 


154 




Exons 


4412. .4531, 


4414. 


.4515, 


4883. 


.5011, 4884. .5012, 


4884. .5009, 




4885. .5013, 


5054. 


.5149 










Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919.C1 




*i U \J O O 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36 


.9919. 


C1.059 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4669. 








End 


4876 




GI 


none 








Score 


86 




Exons 


4669. .4737, 


4671. 


,4739, 


4728. 


.4784, 4738. .4803, 


4739. .4795, 




4764. .4874, 


4769. 


.4876, 


4778. 


.4876 








£. 1. O ^ 








Seq. ID 


OJ990605 


'^f^ QQ1 Q n 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36 


.9919. 


C1.057 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4869 








End 


5149 




GI 


none 








Score 


215 




Exons 


4869. .5012, 


4882. 


.5025, 


4882. 


.5025, 5123. .5149, 


5123, .5149 


Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919.C1 


Gene No. 


46088 








Strand 






Start . 


64702 








End 


67526 




Name 


KJkJ J \j\J O JO 


■ 5 -7 X ^ . 






Method 


TBLASTX: 




Start 


5221 








End 


5649 




GI 


none 








Score 


95 




Exons 


5221. .5286, 


5222. 


.5287, 


5223. 


.5288, 5272.. 5331, 


5273- .5329, 




5277. .5351, 


5278. 


.5382, 


5357. 


.5386, 5387. .5503, 


5388. .5525, 




5405. .5527, 


5483. 


.5545, 


5483. 


.5545, 5552.-5647, 


5552- .5632, 




5554. .5649, 


5554. 


.5649 










Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919.C1 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36 


.9919. 


C1.O20 


.tw 


Method 


TBLASTX: 


Wheat - 


Start 


5326 








End 


5881 




GI 


none 








Score 


57 




Exons 


5326. .5385, 


5357. 


.5386, 


5375. 


5467, 5380. .5466, 


5388. .5468, 




5388. .5471, 


5442. 


.5513, 


5460. 


5501, 5462.. 5551, 


5462. .5512, 




5471. .5545, 


5487. 


.5558, 


5550. 


5675, 5552.-5665, 


5644 . .5838, 




5662. .5802, 


5691. 


.5813, 


5762. 


5848, 5807,-5881 





22351 




Seq. No. 


22135 








Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36. 


9919. 


CI.06O 


. tm 


Method 


TBLASTX: Maize 


Start 


5651 








End 


5891 


GI 


none 








Score 


181 


Exons 


5651. .5788, 


5662. 


.5787, 


5662. 


.5790, 5792.. 5836, 5795.. 5848 




5797. .5838, 


5826. 


.5891, 


5828. 


.5881 




Seq. No. 


22135 








Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36. 


9919. 


C1.025 


. tw 


Method 


TBLASTX: Wheat 


Start 


5882 








End 


6255 


GI 


none 








Score 


44 . 


Exons 


5882. .5914, 


5885. 


. 5932, 


5890. 


.5931, 5904.. 5933, 5924.. 5980 




5934. .5981, 


5937. 


.5981, 


5938. 


.5982, 5939.. 5983, 5970.. 5996 




5975. . 6010, 


5981. 


. 6103, 


5982. 


.6107, 5983.. 6108, 5983.. 6108 




6106. . 6123, 


6135. 


. 6251, 


6135. 


.6212, 6139.. 6255, 6139.. 6255 


Seq. No. 


22135 








Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 








Strand 




Start ^ 


64702 








End 


67526 


Name 


OJ990605 36. 


9919. 


Cl.o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


6133 








End 


6955 


GI 


none 








Score 


1367 


Exons 


6133. . 6954, 


6135. 


. 6953, 


6137. 


.6955 




Seq. No. 


22135 








Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36. 


9919. 


CI.0I6 


- tc 


Method 


TBLASTX: Cress 


Start 


6195 








End 


6567 


GI 


none 








Score 


447 


Exons 


6195. i 6566, 


6195. 


.6566, 


6196. 


.6567, 6196.. 6567 


Seq. No. 


22135 








Seq. ID 


OJ990605_36. 9919.01 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36. 


9919. 


C1.021 


. tm 


Method 


TBLASTX: Maize 


Start 


6507 








End 


6929 


GI 


none 








Score 


671 


Exons 


6507. .6929, 


6508. 


. 6927 








Seq. No. 


22135 








Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36. 


9919. 


C1.021 


.tc ■ 


Method 


TBLASTX: Cress 


Start 


6651 








End 


6980 


GI 


none 








Score 


521 


Exons 


6651. .6980, 


6655. 


.6978 








Seq. No. 


22135 








Seq. ID 


OJ990605_36. 9919.C1 


Gene No. 


46088 








Strand 




Start 


64702 








End 


67526 


Name 


OJ990605 36. 


9919. 


Cl.oS.i 


tw 


•Method 


TBLASTX: Wheat 



22352 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6721 
none 

6721. . 6756, 

22135 
46088 
64702 

OJ990605_36. 

7223 

none 

7223. .7474, 

22135 
46088 
64702 

OJ990605_36. 
7326 
none - 
7326. .7469, 
7528, .7725 

22135 
46088 
64702 

OJ990.605_36, 

7710 

none 

7710. .8117, 

22135 
46088 
64702 

OJ990605_36, 

8196 

none 

8196. .8630, 
8628. .8657, 

22135 
46088 
64702 

OJ990605_36. 

8359 

none 

8359. .8616, 
8651. .8722, 

22135 
46088 
64702 

OJ990605_36. 

8849 

none - 

8849. .8905, 
9103. .9150, 



6741.. 7163, 6742. 

9919.Cl.ol4.tm 
7225.. 7674, 7226. 

9919.Cl.ol4.tw 
7327.. 7668, 7328. 



End 7164 
Score 43 
.7164, 6748. .7164 



Seq. ID OJ990605_36.9919.C1 
Strand 

67526 

TBLASTX: Maize 
7674 
754 



End 

Method 
End 
Score 
.7672 



9919.Cl.ol5.tm 



7711. .8106, 7715. 



9919.Cl.o20.tm 



8197.. 8616, 8197, 
67365. .67526 



9919.Cl.o21.tw 



8361.. 8657, 8361, 
67365. .67526 



9919.Cl.o29.ts 



8851.. 8910, 8851. 
9194.. 9418, 9202, 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Wheat 

End 7725 

Score 578 

.7723, 7511.. 7672, 7524.. 7724, 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Mai ze 

End 8196 

Score 626 

.8194, 7733. .8194, 8041. .8196 

Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX: Maize 

End . 67526 

Score 668 

.8631, 8198. .8632, 8627. .8659, 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Wheat 

End 67526 

Score 390 

.8657, 8628.. 8711, 8650.. 8721, 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Soybean 

End 9426 

Score 7 6 

.8910, 8899.. 8928, 8900.. 8932, 
.9426, 9202.. 9414 



Seq. No. 



.22135 



Seq. ID OJ990605 36. 9919. CI 



22353 




Gene No. 


46088 


Strand 




Start 


64702 


End 


67526 


Name 


ujyyubUD oD . y y ly . L,i . oz / . rm 


Method 


TBLASTX: Maize 


Start 


8896 


End 


9526 




none 


Score 


77 


Exons 


8896.. 8985, 8897.. 8944, 8956 


..8994, 9083.. 9181, 9097.. 9183 




9098.. 9181, 9102.. 9200, 9138 


..9452, 9148.. 9453, 9182.. 9454 




9184.. 9456, 9467.. 9511, 9472 


..9510, 9485.-9526 


Seq. No. 


22135 


Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 


Strand 




btart 


b4 /U^ 


End 


67526 


Name 


OJ990605 36. 9919. CI. o43. to 


Method 


TBLASTX: Cress 


Start 


8897 


End 


9426 


GI 


none 


Score 


45 


Exons 


8897.. 8935, 8976.. 9044, 9007 


..9039, 9105.. 9152, 9105.. 9134 




9197.. 9421, 9202.. 9426, 9202 


..9414, 9203.. 9415, 9210.. 9425 


Seq. No. 


22135 


Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 


Strand 




Start 


64702 


End 


67526 


XT m A T 

Name 


OJ990605 36.9919.Cl.o63.tm 


Method 


TBLASTX: Maize 


Start 


9924 


End 


33553 


GI 


none - ^: 


Score 


44 - 


Exons 


9924.. 9950, 10074 .. 10151, 10078.. 10233 


, 10080. .10235, 




10081. .10236, 33474. .33536, 


33475. .33540, 33478 3354 6, 




33491. .33553 






Seq. No. 


22135 


Seq. ID 


OJ990605_36.9919.C1 


Gene No. 


46088 


Strand 




Start 


64702 


End 


67526 


Name 


OJ990605 36.9919.Cl,o52.tm 


Method 


TBLASTX: Maize 


Start 


10765 


End 


11037 


GI 


none 


Score 


86 


Exons 


10765. .10833, 10766 10855, 


10815. .10919, 10823. .10960, 




. 10823. .10963, 10825 11004 , 


10952. .11035, 10953. .11036, . 




10954. .11037, 10954. .11037 






Seq. No. 


22135 


Seq. ID 


OJ990605_36.9919.C1 


Gene No . 


46088 


Strand 




Start 


64702 


End 


67526 


Name 


OJ990605 36. 9919.Cl.o57.tm 


Method 


TBLASTX: Maize 


Start 


11972 


End 


12175 


GI 


none 


Score 


106 


Exons 


11972. .12046, 11974. .12045, 


12032. .12175, 12040.. 12165 


Seq. No. 


22135 


Seq. ID 


OJ990605_36.9919.C1 


Gene No . 


4 6088 


Strand 




Start 


64702 


End 


67526 


Name 


OJ990605 36. 9919. CI. o60. to 


Method 


TBLASTX: Cress 


Start 


13030 


End 


13167 


GI 


none 


Score 


191 


Exons 


13030. .13167, 13030.. 13167 






Seq. No. 


22135 


Seq. ' ID 


OJ990605_36.9919.C1 


Gene No. 


46088 


Strand 




Start 


64702 


End 


67526 



22354 



Name 

Start 

GI 

Exons 



OJ990605_36.9919.Cl.o54.tni 

13036 

none 

13036. .13200, 13036. .13218, 
i3264. .13308,. ,13264. .13302 



Method TBLASTX : Mai ze 
End 13308 
Score 250 
13037. .13219, 13059. .13226, 



Seq. No. 22135 

Gene No. 4 6088 

Start 64702 

Name OJ990605_36. 9919 . CI . o61 . tc 

Start 13814 

GI none 

Exons 13814. .13861, 13926 .. 13973, 
13965. .14084, 13975.. 14136 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36.9919.C1 
67526 

TBLASTX: Cress 

14136 

41 



13927. .13974, 13963 .. 14109, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 

OJ990605_36.9919.Cl.ol9.tm 

13887 

none 

13887. .13913, 13887 13913, 
13922. .13969, 13923 13970, 
13963. .14136, 13967 14143, 
14114. .14341, 14151. .14219, 
14334. .14378, 14337 14381, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13888 

13924 

13969 

14172 

14364 



OJ990605_36.9919.C1 
67526 

TBLASTX: Maize 

14459 

44 



13926, 13888. 

13974-, 13959. 

14136, 14112. 

14225, 14174. 

14453, 14370. 



,13935, 
,14135, 
14342, 
14221, 
,14459 



OJ990605 36. 9919. CI 



Seq. No. 22135 Seq. ID 

Gene No. 4 6088 Strand 

Start 64702 End 

Name OJ990605_36 . 991 9 . CI . o31 . tw Method 

Start 13926 End 

GI none Score 

Exons 13926. .13973, 13927 .. 13974 13963 .. 14124 , 13965 .. 14084 , 
13975. .14118 



67526 

TBLASTX: Wheat 

14124 

50 



Seq. No. 22135 
Gene No. 4 6088 

Start 64702 

Name OJ990605_36 . 9919 . CI . o27 . tw 

Start 14172 
GI none 

Exons 14172. .14243, 14172 .. 14219, 

14240. .14266, 14242 .. 14262, 
14316. .14396, 14500 .. 14595, 
14707. .1474 8, 14709. .14756 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 36.9919.01 



67526 

TBLASTX: Wheat 
14756 
86 

14173. .14244, 14174 14221, 
14265. . 14345, 14277 .. 14408 , 
14505. . 14582, 14573 .. 14614 , 



Seq. No. 22135 Seq. ID 

Gene No. 46088 Strand 

Start 64702 End 

Name OJ990605_36 . 9919 . CI. o39 . ts . Method 

Start 14828 End • 

GI none Score 

Exons 14828. .14956, 14843.. 14965 



OJ990605_36.9919.C1 
67526 

TBLASTX : Soybean 
'14965 
128 



Seq. No. 
Gene No. 



22135 
46088 



Seq. ID 
Strand 



OJ990605 36. 9919. CI 



22355 




start 


64702 




End 


67526 




Na.ni6 


OJ99060S 36 991 9 C^ 




Method 


TBLASTX: Cress 




Start 


16318 




End 


16888 




GI 


none 




Score 


38 




Exons 


16318. .16353, 16323 


. .16352, 


16370. .16444, 16371. .16445, 






16495;. 16767, 16503 


. .16769, 


16503. .167 66, 16505. .16768, 






16770. ,16886, 16771 


. .16881, 


16781. .16888, 16781. .16888 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 




Strand 






Start 


64709 




End 


67526 




Name 


OJ990605 36. 9919. CI 


.o28. ts 


Method 


TBLASTX: Soybean 




Start 


16362 




End 


16768 




GI 


none 




Score 


51 




Exons 


16362. .16436, 16365 


. . 16469, 


16382. .16456, 16384 .. 1647 9, 






16473. .16766, 16475 


. .16768, 


16504. .16767 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 




4 6088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI 


o28.tm 


Method 


TBLASTX: Maize 




Start 


16383 




End 


16781 




GI 


none 




Score 


542 




Exons - 


16383. .16781, 16385 


.16780^. 








Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 




*1 O \J o o 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI 


o4 6. tm 


Method 


TBLASTX: Maize 




Start 


16782 




End 


16975 




GI 


none 




Score 


304 




Exons 


16782. .16967, 16782 


.16973, 


16784. .16972, 16784. .16975 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 


fjpnp Nn 

VJ ^ 11 W LN a 


46088 




Strand 






start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


o26.tc 


Method 


TBLASTX: Cress 




Start 


16968 




End 


17329 




GI 


none 




Score 


483 




Exons 


16968. .17327, 16970. 


.17329, 


16970. .17284, 16984. .17328 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 




nil -he 


Method 


TBLASTX : Soybean 




Start 


17010 




End 


17841 




GI 


none 




Score 


568 




Exons 


17010. .17414, 17012. 


.17284, 


17014. .17415, 17152. .17415, 






17274. .17420, 17415. 


.17564, 


17416. .17571, 17438. .17581, 






17585. .17839, 17597. 


.17839, 


17610. .178' 


iO, 17623. .17841 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


o38. tc 


Method 


TBLASTX: Cress 




Start 


17330 




End 


17696 




GI 


none 




Score 


88 





22356 




Exons 


17330. 


.17410, 


17330. 


.17377, 


17337. .17414, 17337 


. .17420, 






17338. 


.17454, 


17394. 


.17576, 


17415. .17564, 17419 


. .17577, 






17420. 


.17581, 


17438. 


.17581, 


17585. .17692, 17585 


. .17692, 






17610. 


.17696, 


17638. 


.17694 










Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


ol6.ts 


Method 


TBLASTX: 


Soybean 






17938 








End 


18482 






GI 


none 








Score 


227 






Exons 


17938. 


.18117, 


17946. 


.18098, 


17948. .18118, 17961 


. .18128, 






18080. 


.18262, 


18095. 


.18262, 


18099. .18284, 18255 


. .18293, 






18304. 


.18441, 


18308. 


.18460, 


18308. .18442, 18309 


. .18482, 






18315. 


.18479 














Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 




46088 








Strand 








start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o41.tc 


Method 


TBLASTX: 


Cress 




start 


18029 








End 


18224 






GI 


none 








Score 


175 . 






Exons 


18029. 


.18223, 


18029. 


.18223, 


18030. .18224 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








- End 


67526 






Name 


OJ990605 36. 9919. CI. 


o23 . ts 


Method 


TBLASTX: 






Start 


18682 








End 


19097 






GI 


none 








Score 


105 






Exons 


18682. 


.18909, 


18687. 


.18911, 


18689. .18907, 18926 


. .19054, 






18926. 


.19060, 


18930. 


.19064, 


18931. .19074, 19061 


. .19096, 






19062. 


.19097 














Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 




46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o56. tm 


Method 


TBLASTX: 


Maize 




Start 


18875 








End 


19478 






GI 


none 








Score 


153 






Exons 


18875. 


.19114, 


18930. 


.19217, 


19287. .19478 






Seq. No. 


,22135 








Seq. ID 


OJ990605 


_36.9919- 


CI 




46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o42.tc 


Method 


TBLASTX: 


Cress 




Start 


18930 








End 


19487 






GI 


none 








Score 


155 






Exons 


18930. 


.19217, 


18968. 


.19114, 


19287. .19487 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o9.ts 


Method 


TBLASTX: 


Soybean 




Start 


19400 








End 


20216 






GI 


none 








Score 


437 






Exons 


19400. 


.19612, 


19401. 


.19733, 


19473. .19760, 19588 


. ,19761, 





22357 




19742. .19861, 19759 .. 20211, 19761 20216, 19762 20211, 
19802.. 20215 



Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI, 


.o27.tc 


Method 


TBLASTX: Cress 




Start 


19500 




End 


19899 




GI 


none 




Score 


323 




Exons 


19500. .19739, 19506. 


. .19739, 


19597. .19761, 19768 .. 19899, 






19770. . 19898, 19771 


19899 








Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


.o45. tc 


Method . 


TBLASTX: Cress 




Start 


20194 




End 


20475 




GI 


none 




Score 


270 




Exons 


20194. .20475, 20202. 


. . 20420 








9prf No 


22135 




Seq. ID 


OJ990605_36.9919 


. CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


61526 




Name 


OJ990605 36. 9919. CI, 


.o34 . ts 


Method 


TBLASTX: Soybean 




Start 


20301 




End 


20754 




GI 


none 




Score 


43 




Exons 


20301. .20360, 20332, 


, ,20361, 


20362. .20487, 20362 .. 20436, 






20458. .20562, 20475. 


. .20714, 


20484. .20669, 204 97 20709, 






20710 20754 20713 


20751 








Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


.o24 . tc 


Method 


TBLASTX: Cress 




Start 


20564 




End 


20985 




GI 


none 




Score 


52 




Exons 


20564. .20611, 20565. 


. .20669, 


20581. .20985, 20620.. 20985 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


.o7.tc. 


Method 


TBLASTX: Cress 




Start 


20997 




End 


21741 




GI 


none 




Score 


377 




Exons 


20997. .21428, 20997, 


. .21437, 


20998. .21444, 21082 .. 2 1438, 






21491. .21739, 21505. 


. .21741, 


21507. .21740 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


.o21. ts 


Method 


TBLASTX: Soybean 




Start 


21271 




End 


21713 




GI 


none 




Score 


218 




Exons 


21271. .21438, 21287, 


, .21436, 


21306. .21437, 21479 .. 21709, 






21489. .21626, 21496. 


. .21711, 


21507. .21713 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919 


.CI 



22358 




Gene No. 


46088 






Strand 








Art 


64702 






End 


67526 






Name 


OJ990605 36. 9919. CI. 


o47 . tm 


Method 


TBLASTX: 


Maize 




Start 


21382 






End 


21715 






GI 


none 






Score 


82 






Exons 


21382. 


.21438, 21384. 


.21437, 


21479. .21715, 21489 


. .21626, 






21496. 


.21714 












Seq. No. 


22135 






Seq. ID 


OJ990605 


_36.9919 


.CI 


Gene No. 


46088 






Strand 








Start 


64702 






End 


67526 






Name 


OJ990605 36. 9919. CI. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


21714 






End 


24676 






GI 


none 






Score 


99 






Exons 


21714. 


.21788, 21718. 


.21792, 


21721. .21792, 21917 


. .21964, 






21921. 


.21965, 21983. 


.22015, 


22013. .22720, 22014 


. .22373, 






22015. 


.22722, 22716. 


. ^ ^ O 1 X , 


22717. .22866, 22718 


2284 6 






22853. 


.22915, 22859. 


.23467, 


22874. .22918, 22894 


. .23457, 






22915. 


.23604, 22916. 


.23605, 


23076. .23606, 23485 


. .23607, 






23495. 


.23620, "23609. 


.23665, 


23612. .23761, 23619 


. .23762, 






23620. 


.23823, 23731. 


.23901, 


23756. .23899, 23772 


. .23900, 






24327. 


.24611, 24328. 


.24609, 


24401. .24676 






Seq. No. 


22135 






Seq. ID 


OJ990605 


_36.9919 


.CI 


Gene No. 


46088 






Strand 










64702 






End 


67526 






Name 


OJ990605 36. 9919. CI. 


o50 . tm 


Method 


TBLASTX : 


Maize 




Start 


21717 






End 


22213 






GI 


none 






Score 


140 






Exons 


21717. 


.21818, 21718. 


.21822, 


21718. .21819, 21917 


. .21964, 






21921. 


.21965, 21983. 


.22015, 


22013. .22213, 22015 


. .22212 




Seq. No. 


22135 






Seq. ID 


OJ990605 


_36.9919 


.CI 


Gene No. 


46088 






Strand 








Start 


64702 






End 


67526 






Name 


OJ990605 36. 9919. CI. 


o64 . tc 


Method 


TBLASTX: 


Cress 




Start 


21753 






End 


22105 






GI 


none 






Score 


81 






Exons 


21753. 


.21818, 21754. 


.21810> 


21926. .21976, 21930 


. .21977; 






22016. 


.22105, 22018. 


.22104 










Seq. No. 


22135 






Seq. ID 


OJ990605 


_36.9919 


.CI 




46088 






Strand 








Start 


64702 






End 


67526 






Name . 


OJ990605 36. 9919. CI. 


o20.tc 


Method 


TBLASTX : 


Cress 




Start 


22108 






End 


22501 






GI 


none 






Score 


595 






Exons 


22108. 


.22500, 22109. 


.22501 










Seq. No. 


22135 






Seq. ID 


OJ990605 


_36.9919 


.CI 


Gene No. 


46088 






Strand 








Start' 


64702 






End 


67526 






Name 


OJ990605 36. 9919. CI. 


ol2.tw 


Method 


TBLASTX: 


Wheat 




Start 


22801 






End 


23244 






GI 


none 






Score 


182 






Exons 


22801. 


.22914, 22801. 


.22914, 


22802. .22915, 22893 


. .23243, 






22894. 


.2324.4, 22915. 


.23244 











22359 




OeC^ > INO • 


22135 








Seq. ID 


OJ990605 


J y ± ^ 




Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


. OJ990605 36. 9919. CI 


.o22. tc 


Method 


TBLASTX: 


Cress 




Start 


22945 








End 


23361 






GI 


none 








Score 


394 






Exons 


22945. 


.23355, 


22946 


. .23359, 


22950. .23357, 22951 


, .23361 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


.CI 




46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36,9919.01 


.o34 . tc 


Method 


TBLASTX: 


Cress 




Start 


23376 








End 


23891 






GI 


none 








Score 


158 






Exons 


23376. 


.23573, 


23376 


. .23594, 


23377. .23613, 23377 


, .23598, 






23635. 


.23889, 


23700 


. .23882, 


23745. .23891 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


.CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI 


.o4 8.tm 


Method 


TBLASTX : 


Maize 




Start 


23871 








End 


24232 






GI 


none 








Score 


138 






Exons 


23871. 


.23993, 


23878 


. .24018, 


23880. .23993, 23887 


. .23994, 






23890. 


.23964, 


23891 


. .23938, 


23892. .23963, 23908 


. .23964, 






23914. 


.24024, 


23918 


. .24016, 


23922. .23969, 23923 


. .24018, 






23923. 


.24024, 


23927 


. .24028, 


23953. .24027, 23956 


. .24015, 






23960. 


.24046, 


23960 




23981. .24067, 23999 


. t ^ H \J ^ *J f 






24002. 


.24055, 


24008 


. .24106, 


24008. .24055, 24008 


. .24106, 






24008. 


.24055, 


24050 


. .24214, 


24050. .24214, 24056 


. .24211, 






24074. 


.24229, 


24077 


. .24211, 


24085. .24129, 24092 


. .24232, 






24092. 


.24115, 


24113 


. .24145, 


24119. .24184, 24133 


. .24177, 






24134. 


.24184, 


24136 


. .24213, 


24137, .24223, 24142 


. .24186, 






24170. 


.24232, 


24190 


. .24228, 


24193. .24231 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


.CI 


oene ino . 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI 


.08. tm 


Method 


TBLASTX: 


Maize 




Start 


24233 








End 


25044 






GI 


none 








Score 


46 






Exons 


24233. 


.24271, 


24266 


. .24631, 


.24296. .24349, 24297 


. .24632, 






24298. 


.25044, 


24298 


. .24630, 


24324 . .25043, 24706 


. .25044 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


.CI 


taene wo . 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI 


. o46 . tc 


Method 


TBLASTX: 


Cress 




Start 


24275 








End 


24573 






GI 


none 








Score 


66 






Exons 


24275. 


.24382, 


24297 


. .24572, 


24298. .24573, 24298 


, .24570, 






24327. 


.24572 














Seq. No. 


22135 








Seq. ID 


OJ990605 


_36. 9919 


.CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 







22360 



Name 


OJ990605 36. 9919. CI 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


24498 






End 


25117 




GI 


none 






Score 


42 




Exons 


24498. 


.24569, 24509 


.24547, 


24535. .24795, 24542 24703, 






24696. 


.25112, 24696 


.25115, 


24697. .25116, 24698. .25117 




Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI 




Method 


TBLASTX: Cress 




Start 


24574 






End 


25281 




GI 


none 






Score 


55 




Exons 


24574. 


.24609, 24608 


.24697, 


24616. .24693, 24 685 .. 24951, 






24711. 


.24932, 24719 


.24979, 


24945. .25049, 24 94 5 25052 , 






24946. 


.25281, 24946 


.25077, 


25135. .25272, 25137.. 25280 




Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36.9919. CI 


OO . LO 


Method 


TBLASTX: Cress 




Start 


25351 






End 


26496 




GI 


none 






Score 


47 




Exons 


25351. 


.25407, 25359 


.25451, 


25513. .25569, 25516 25560, 






25564. 


.25638, 25572 


.25628, 


25650. .26375, 25651. .26382, 






26179. 


.26382, 26440 


.26496, 


26442. .26495 




Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI 


UO • L o 


Method 


TBLASTX: Soybean 




Start 


25486 






End 


26561 




GI 


none 






Score 


143 




Exons 


25486. 


.25641, 25507 


.25641, 


25650. .26027, 25650 26375, 






25651. 


.26442, 26311 


.26439, 


26312. .26443, 26422 .. 26484 , 






26429. 


.26497, 26429 


.26497, 


26442. .26501,, 26454.. 26561 




Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919. 


CI 


oene ino . 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI 


o61 . tm 


Method 


TBLASTX: Maize ■ 




Start 


25756 






End 


25893 




GI 


none 






Score 


215 




Exons 


25756. 


.25893, 25756 


.25893 








Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 






Strand 






o uart 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI 


o36. tm 


Method 


TBLASTXiMaize 




Start 


26082 






End 


26376 




GI 


none 






Score 


67 




Exons 


26082. 


.26171, 26090 


.26137, 


26118. .26375, 26118 .. 26375, 






26119. 


.26376, 26176 


.26376 








Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI 


oll.tw 


Method 


TBLASTX: Wheat 





22361 




start 


26133 








End 


26541 




GI 


none 








Score 


632 




Exons 


26133. 


.26540, 


26137. 


.26541, 


26176. .26541 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


o22.tm 


Method 


TBLASTX: 


Maize 


Start 


26377 








End 


27037 






none 








Score 


276 




Exons 


26377. 


.26550, 


26378. 


.26548, 


26545. .26577, 26546 


. .26578, 




26547. 


.26585, 


26583. 


.26624, 


26589. .26624, 26632 


. .26697, 




26632. 


.26697, 


26683. 


.26727, 


26689. .26781, 26697 


. .26759, 




26699. 


.26782, 


26821. 


.26997, 


26831. .27016, 26834 


. .27016, 




27011. 


.27037, 


27011. 


.27037 








Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


Gene No. 


46088 








-Strand 






o Uai L 


64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


ol8.tc 


Method 


TBLASTX: 


Cress 


Start 


26696 








End 


27318 




GI 


* none 








Score 


35 




Exons 


. 26696. 


.26716, 


26697. 


.26714, 


26831. .27205, 26833 


. .27207, 




26834. 


.27208, 


27203. 


.27316, 


27205. .27318 




Seq. No. 


22135 








Seq, ID 


OJ990605 


_36.9919 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


o5. ts 


Method 


TBLASTX: 


Soybean 


Start 


26698 








End 


50405 




GI 


none 








Score 


530 




Exons 


26698. 


.26721, 


26829. 


.27527, 


26831. .27520, 26833 


. .27549, 




26834. 


.27544, 


27102. 


.27554, 


27560. .27601, 27785 


. .28534, 




27786. 


.28385, 


28440. 


.28535, 


29167. .29229, 29254 


. .29322, 




29299. 


.29586, 


29312. 


.29584, 


29444 . .29590, 29611 


. .29679, 




30015. 


.30194, 


30019. 


..30195, 


30019. .30195, 30024 


. .30197, 




30275. 


.30298, 


30286. 


.30345, 


30288. .30359, 30291 


. .30344, 




30292. 


.30345, 


30351. 


.30404, 


30352. .30405, 30355 


. .30402, 




30390. 


.30443, 


30392. 


. 4 / D f 


30412. .30483, 30436 


. .OU40u, 




30483. 


.30542, 


30502. 


.30549, 


30502. .30543, 30571 


. .30639, 




30574. 


.30645, 


30581. 


.30640, 


30730. .30747, 30829 


. .30870, 




30836. 


.30865, 


30906. 


.31406, 


30910. .31404, 31426 


. .31461, 




31466. 


.32029, 


31477. 


.32376, 


31656. .32309, 32140 


. .32310, 




32307. 


.32375, 


32311. 


.32367, 


50046. .50405 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


oclltr LNvJ . 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


o30. tm 


Method 


TBLASTX: 


Maize 


Start 


27038 








End 


27322 




GI 


none 








Score 


475 




Exons 


27038. 


.27322, 


27038. 


.27322 








Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605_36.9919.C1. 


ol3.tc 


Method 


TBLASTX: Cress 



22362 




start 


27774 








End 


28286 






GI 


none 








Score 


58 






Exons 


27774, 


.27824, 


27781. 


,27822, 


27812. .28261, 27825 


. .28286, 






27827. 


.28285 














Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


CI 




46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o41 . tm 


Method 


TBLASTX : 


Maize 




Start 


28181 








End 


28443 






GI 


none 








Score 


327 






Exons 


28181. 


.28441, 


28181. 


.28387, 


28183. .28443, 28216 


. .28443 




Seq. No. 


22135 








Seq, ID 


OJ990605 


_36.9919 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End ' 


67526 






Name 


OJ990605 36. 9919. CI. 


o45 . tm 


Method 


TBLASTX : 


Maize 






28444 








End 


28787 






GI 


none 








Score 


172 






Exons 


28444. 


.28566, 


28445. 


.28561, 


28449. .28565, 28450 


. .28566, 






28553. 


.28687, 


28559. 


.28702, 


28561. .28731, 28578 


. ,28715, 






28696. 


.28719, 


28718. 


.28759, 


28719. .28760, 28762 


. ,28785, 






28764. 


.28787 














Seq. No. 


22135 








Seq.- ID 


OJ990605 


_36.9919 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


olO. tm 


Method 


TBLASTX : 


Maize 




Start 


28874 








End 


29809 






GI 


none 








Score 


186 






Exons 


28874. 


.29041, 


28889. 


.28918, 


28911. .29042,' 29007 


. ,29042, 






29018. 


.29098, 


29051. 




29080. .29151, 29090 








29126. 


.29218, 


29151. 


.29222, 


29152. .29223, 29154 


. ,29222, 






29227. 


.29268, 


29227. 


.29265, 


29254. .29310, 29255 


. ,29311, 






29264. 


.29311, 


29272. 


.29313, 


29292. .29378, 29303 


. ,29674, 






29305. 


.29673, 


29443. 


.29697, 


29681. .29725, 29683 


. ,29727, 






29711. 


.29809, 


29724. 


.29807, 


29726. .29809 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36,9919 


CI 




46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o37.tc 


Method 


TBLASTX: 


Cress 




Start 


29278 








End 


29584 






GI 


none 








Score 


328 






Exons 


29278. 


,29574, 


29279. 


.29584, 


29444, .29584 






Seq. No. 


22135 








Seq, ID 


OJ990605 


_36.9919 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI, 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


29812 








End 


31478 - 






GI 


none 








Score 


200 






Ej^ons 


29812. 


.29976, 


29812. 


.29913, 


29904. .29936, 29949 


. .30263, 






29961, 


.30263, 


29962. 


.30264, 


29969. .30265, 30223 


. ,30348, 






30233, 


.30346, 


30235. 


.30348, 


30348. .30440, 30349 


. .30465, 






30349. 


,30477, 


30356. 


.30487, 


30427. .30573, 30469 


. ,30573, 






30483. 


.30578, 


30566. 


.30643, 


30567, .30647, 30574 


. .30651, 





22363 



30604. .30714, 30607.. 30720, 30635 30736, 30658 .. 30873, 

30694. .30819, 30719 .. 30865, 30822 30908 , 30876 .. 31406, 

30895. .31416, 31135 .. 31416, 314 11 .. 314 64 , 314 11 .. 31470, 
31416.. 31478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 

OJ990605_36.9919.Cl.ol9.tc 

30078 

none 



Seq. ID OJ990605_36.9919.C1 



Strand 
End 

Method 

End 

Score 



67526 

TBLASTX: Cress 

31698 

129 



30078. .30176, 30087 .. 3017 6, 31002 31376, 31002 .. 31406, 
31003. .31413, 31466. .31690, 31480 31 698 , 31501. .31698 



Seq. No. 22135 
Gene No. 46088 
Start 64702 

Name OJ990605_36 . 9919. CI . ol5 . tw 

Start 30195 
GI none 
Exons 30195. 

30312. 

30446. 

30555. 

30635. 



,30311, 30196. .30315, 

,30350, 30348. .30440, 

,30556, 30474. .30557, 

,30641, 30558. .30638, 
,30670 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 36.9919.01 



67526 

TBLASTX: Wheat 
30672 
183 

30196. .30315, 30312 .. 30359, 
30349. .30471, 30350 .. 304 72 , 
30475. .30558,. 30475 30555, 
3055.9. .30645, 30568 3.0672, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 ■ 

OJ990605_36.9919.Cl.o9.tw 

30894 

none 



Seq. ID OJ990605_36.9919.C1 



Strand 
End 

Method 

End 

Score 



67526 

TBLASTX: Wheat 

31339 

120 



30894. .30980, 30895 30978, 30908 .. 30988 , 30912 30980, 
30984. .31334, 30986 31324 , 30989. .31339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 

OJ990605_36.9919.Cl.o6.tm 
31687 



OJ990605 36. 9919. CI 



none 
31687, 
49281, 
49944, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,32058, 49138. .49278, 4 914 3 4 9280, 49278 .. 49925, 
,49529, 49282. .49914, 4 9569 4 9925, 4 9926 .. 50168 , 
,50435, 50035. .50454 



67526 

TBLASTX: Maize 

50454 

148 



Seq. No. 22135 
Gene No. 46088 
Start 64702 

Name OJ990605_36 . 9919 . CI . ol . tc 

Start 31699 
GI none - 

Exons '31699. .32058, 48701 .. 48787, 

48777. .48941, 48784 .. 4 8 945, 
48943.-49278, 49244 .. 49279, 
49280. .50287, 4 9575 .. 50366, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 36. 9919. CI 



67526 

TBLASTX: Cress 
50613 
129 

4 8711. .48 941, 48712 .. 48 951, 
48872. .48955, 48 922 .. 4 92 96, 
49278. .50612, 49279 .. 4 9950, 
50035. .50613 



Seq. No. 



22135 



Seq. ID OJ990605_36.9919.C1 



22364 




Gene No. 4 6088 Strand 

Start 64702 End 67526 

Name OJ990605_36 . 9919 .CI . o6. tw Method TBLASTX : Wheat 

Start - 31774 End 50339 

GI none Score 133 

Exons 31774. .32070, 49644 .. 49925, 49645 .. 49914 , ■■4'9650 .. 4 9919, 

49944. .50006, 50013 .. 50051, 50062 .. 50331 , 50076.. 50339 

Seq. No. 22135 Seq. ID OJ990605_36 . 9919 . CI 

Gene No..- 4 6088 Strand 

Start 64702 End 67526 

Name OJ990605_36 . 991 9 . CI . o54 . tc Method TBLASTX : Cress 

Start 32335 End 32475 

GI none Score 229 

Exons 32335.-32475, 32337,, 32474 

Seq. No. 22135 Seq. ID OJ990605_36 . 9919 . CI 

Gene No. 4 6088 . Strand 

Start 64702 End 67526 

Name OJ990605_36 . 9919 . CI . o20 . ts Method TBLASTX : Soybean 

Start 32606 End 33036 

GI none Score 457 

Exons 32606. .32992, 32607 ., 33029, 32607 ., 33029, 32791.. 33036 

Seq. No. 22135 Seq. ID OJ990605_36 . 9919 . CI 

Gene No. 4 6088 Strand 

Start 64702 End 67526 

Name OJ990605_36 . 9919 . CI . o33 . tc Method TBLASTX : Cress 

Start 32606 End 33239 

GI none Score 431 

Exons 32606. .32992, 32607 .. 33035, 32616 33035, 32800 .. 33036, 

33163. .33228, 33167 .. 33238, 33167 .. 33235, 33168.. 33239 

Seq. No. 22135 Seq. ID OJ990605_36 . 9919 . CI 

Gene No. 4 6088 Strand 

Start 64702 End 67526 

Name OJ990605_36 . 9919 . CI . o25 . tc Method TBLASTX : Cress 

Start 33497 End 34179 

GI none . Score 8 6 

Exons 33497. .33580, 334 98 .. 33578, 33606 .. 33803, 33608 .. 33808 , 

33609. .33803, 33822 .. 33953, 33857 . .33925, 34068 .. 34178, 

34069. .34179, 34094,. 34177 

Seq. No. 22135 Seq. ID OJ990605_36 . 9919 . CI 

Gene No. 4 6088 ^'ii' Strand 

Start 64702 ^ .End 67526 

Name OJ990605_36 . 9919 . CI . ol . ts Method TBLASTX : Soybean 

Start 33825 End 37559 

GI none Score 117 

Exons 33825. .33971, 33857 33922, 33892 .. 33933, 34044 .. 35306, 

34045. .34557, ,34094 35341, 34094 .. 3534 1 , 36322 .. 364 14 , 
36426. .36569, ,36444. .3*6533,- 36573. .36653, 36697. .37038, 

36720. .37034, 3708 9 .. 37133, 37155 .. 37559, 37159.. 37260 

Seq. No. 22135 Seq. ID OJ990605_36 . 9919 .CI 

Gene No. 4 6088 Strand 

Start 64702 End 67526 



22365 



Name 

Start 

GI 

Exons 



OJ990605_36.9919.Cl.ol.tm 

33843 

none 

33843. .33941, 33857 33940, 

34001. .34048, 34002 .. 34055, 

34057. .34557, 34082 .. 354 94 , 

35544. .35627, 35592 .. 35687, 

35606. .35686, 36426 36569, 

36720. .37034, 36721 37038, 

37159. .37572, 37324 .. 37560, 



Method TBLASTX : Maize 

End 37805 

Score 164 
33942. .33959, 3394 3 .. 33969, 
34003. .34059, 34053 .. 35306, 
34094. .35626, 35263 .. 35616, 
35597. .35704, 35602 .. 35682, 
36573. .36653, 36720 .. 36902, 
37089. .37133, 37155 37559, 
37566. .37805, 37590.. 37715 



Seq. No. 22135 
Gene No. 4 6088 

Start 64702 

Name OJ990605_36. 9919.C1 . o6. tc 

Start 34220 
GI none 
Exons 34220. 

34386. 

36444. 

36721. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36.9919.C1 
67526 

TBLASTX: Cress 

36924 

266 



.34387, 34221. .34385, 34225 .. 34386, 34381 .. 34557, 

.34766, 34388. .34768, 34389 .. 34769, 36438 .. 36569, 

.36542, 36579. .36653, 36720 .. 36905, 36720 .. 36923, 
.36924 



Seq. No. , 22135 
Gene No. 4 6088 

Start 64702 

Name OJ990605_36 . 9919 . CI . o3 . tc 

Start 34871 
GI none 
Exons 34871. 

34929. 

35807, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36.9919.C1 
67526 

TBLASTX: Cress 

38127 

34 



.34900, 34874. .34918, 34 922 .. 35155, 34925 .. 35329, 
.35279, 35342. .35488, 35343 .. 35495, 35666 .. 35797, 
.35911, 36924. .38126, 36961 .. 38127, 36976. .38127 



Seq. No. 22135 
Gene No. 46088 
Start 64702 

Name OJ990605_36. 9919.Cl.ol5.ts 

Start 35341 
GI none 

Exons 35341. .35601, 35342 354 94 , 

35344. .35496, 35539 35592, 

35629. .35826, 35629 .. 35817 , 

37740. .37787, 37893 .. 38006, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 36. 9919. CI 



67526 

TBLASTX : Soybean 
38007 
163 

35342. .35815, 35343 .. 354 95, 
35544. .35816, 35549 ., 35818, 
37566. .37736, 37567 .. 37737, 
37894. .38007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 Seq. ID 

46088 Strand 

64702 End 

OJ990605_36.9919.Cl.o59.tc Method 

35496 End 

none Score 



OJ990605_36.9919.C1 
67526 

TBLASTX: Cress 

35666 

141 



35496. .35654, 354 98 35659, 35521 .. 35655, 35543 .. 35665, 
35544. .35666 



Seq. No. 22135 Seq. ID 

Gene No. 4 6088 Strand 

Start 64702 End 

Name OJ990605_36 . 9919 . CI . o31 . tm Method 

Start 35705 End 



OJ990605_36.9919.C1 
67526 

TBLASTX: Maize 
38138 



22366 



GI 

Exons 



none Score 384 

35705. .35998, 35705 35998 , 35706 .. 35999, 37893 38015, 

37915. .38007, 38022.. 38138 



Seq. No. 22135 Seq. ID OJ990605_36 . 9919 . CI 

Gene No. 46088 Strand 

Start 64702 End 67526 

Name OJ990605_36 . 991 9 . CI . o24 . ts Method TBLASTX : Soybean 

Start 35829 End 38258 

GI none Score 351 

Exons 35829. .36074, 35829 35924 , 35858 .. 36073, 38022 .. 38138 , 
38205. .38258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 

OJ990605_36. 9919.Cl.ol5.tc 
35915 



End 

Method 
End 

none Score 
35915. .36034, 35916 36035, 35984 .. 364 09, 35985 .. 364 34 , 
35988. .36434, 35998.-36435, 36013 .. 364 35, 38217 .. 38363, 
38358. .38429 



Seq. ID OJ990605_36. 9919.C1 
Strand 

67526 

TBLASTX: Cress 
38429 
75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 

46088 

64702 

OJ990 

35999 

none 

35999 

38148 

38597 

38780 

38851 

38953 

39006 

39131 



605 36.9919.Cl.o7,tm 



.36157, 
.38627, 
.38674, 
.38809, 
.38955, 
.39009, 
.39086, 
.39277 



36155. 
38149. 
38649. 
38781. 
38865. 
38957. 
39114. 



.36226, 
.38604, 
.38777, 
.38810, 
.38954, 
.39010, 
.39266, 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Mai ze 

End 39277 

Score 742 
38147. ,38599, 38147 384 82, 
38574.-38687, 38590 -. 38634 , 
38663. .38779, 38 669 -- 38785, 
38823. .38873, 38826.-38873, 
38888. .38968, 38952.-39023, 
39004- .39084, 39006 39086, 
39126. .39263, 39130 .. 39270, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 Seq. ID 

46088 Strand 

64702 End 

OJ990605_36. 9919.Cl.ol8.ts Method- 

36074 ■ End 

none Score 



OJ990605_36. 9919.C1 
67526 

TBLASTX : Soybean 

38698 

365 



36074. .36157, 36155 .. 36226, 38280 38597 , 38280 .. 38 615, 
38284. .38616, 38287 38616, 38669.. 38698 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 • 
64702 

OJ990605_36. 9919.Cl.o39.tc 

38430 

none 



Seq. ID OJ990605_36. 9919.C1 
Strand 

End 67526 

Method TBLASTX : Cress 

End 38698 

Score 234 



38430. .38597, 38430 .. 38597, 38431 .. 38598 , 38437 .. 38598 , 
38592. .38675, 38669.-38698 



Seq. No. 



22135 



Seq. ID OJ990605 36. 9919. CI 



22367 



Gene No. 


46088 








C4-a ri- 
ot- ai- C 


64702 








Name 


OJ990605 36. 9919. CI. 


o36. ts 


Start 


39156 








GI 


none 








Exons 


39156. 


.39311, 


39157. 


.39312, 




39999. 


.40145, 


40028. 


.40144, 


Seq. No. 


22135 








Gene No. 


46088 








Start 


64702 








LNcLlllC 


OJ990605 36. 9919. CI. 




start 


39207 








GI 


none 








Exons 


39207. 


.39347, 


39207. 


.39335, 




39324. 


.39374, 


39325. 


.39378, 




■39437. 


.39511, 


39441. 


.39512, 


Seq. No. 


22135 








Gene No. 


46088 








Start 


64702 








Name 


OJ990605 36. 9919. CI. 


o 3 4 • tm 


Start 


^39332 








GI 


none 








Exons 


39332. 


.39487, 


39335. 


.39487, 




39487. 


.39612, 


39489. 


.39596, 




39592. 


.39654, 


39596. 


.39673, 


Seq. No. 


22135 










46088 








Start 


64702 








Name 


OJ990605 36. 9919. CI. 


o32.tc 


Start 


40006 








GI 


none 








Exons 


40006. 


.40263, 


40008. 


.40343, 


Seq. No. 


22135 








Gene No. 


46088 








Start 


64702 








Name 


OJ990605 36. 9919. CI. 


o4 . tm 




40017 








GI 


none 








Exons 


40017. 


.40367, 


40017. 


.40352, 




40362. 


.40991, 


40366. 


.41022, 




40945. 


.41148, 


40970. 


.41149, 




40987. 


.41151, 


41151. 


.41171, 


Seq. No. 


22135 








Gene No. 


46088 








Start 


64702 








Name 


OJ990605 36. 9919. CI. 


o4 . tw 


Start 


40120 








GI 


none 








Exons 


40120. 


.40191, 


51084. 


.51212, 




51203. 


.51301, 


51232. 


.51294, 




51315. 


.51767-, 


51315. 


.51767, 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



67526 

TBLASTX : Soybean 

40146 

149 

L2, 39197. .39322, 
16, 40036. .40146 

OJ990605_36.9919.C1 

67 526 

TBLASTX: Cress 

39538 

136 



9326. .39379, 39437 .. 39481, 
94 95. .39533, 39500. .39538 

Seq. ID OJ990605_36. 9919.01 
Strand 

End 67526 
Method TBLASTX : Mai ze 
End 39675 
Score 240 

9437.. 39559, 39483 .. 39599, 
9585.. 39635, 3958 9 .. 39672, 
9625. .39675 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36.9919.C1 
67526 

TBLASTX: Cress 

40356 

393 



Seq. ID OJ990605_36. 9919.C1 
Strand 

End 67526 

Method TBLASTX : Maize 

End 41171 

Score 556 
40217. .40369, 40303 .. 40368 , 
40367. .40975, 40398 .. 40988 , 
4 098 6. .41150, 40986 .. 41150, 
41153. .41170 



Seq. ID 
Strand 
End 

Method 

End 

Score 
51084 . .51245, 
51257. .51331, 



OJ990605 36. 9919. CI 



67526 

TBLASTX: Wheat 
51769 
58 

51086. .51229, 
51295. .51723, 



51344. .51769, 51586. .51768 



22368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 Seq. ID 

46088 Strand 

64702 End 

OJ990605^36 . 9919 . CI . o35 . tc Method 

40422 , End 

none Score 



OJ990605_36.9919.C1 
67526 

TBLASTX: Cress 

41160 

56 



40422. .40478, 40434 40454 , 40489 .. 40542, 40506 .. 40541, 

40506. .40637, 40547 40663, 40548 .. 40664 , 4 0552 .. 40671, 

40659. .40775, 40671 .. 40775, 40672 .. 40785, 40784 .. 40876, 

40796. .40876, 407 98 .. 40881, 40967 .. 4114 6, 40974 .. 4 1156, 

40974, .41156, 40975. .41160 

22135 
46088 
64702 

OJ990605_36. 9919.Cl.o27.ts 
40485 



none 

40485. 

40547. 

40788. 

40881. 

40987, 



.40541, 
.40666, 
.40814, 
.40907, 
.41154, 



40486. .40545, 
40548. .40676, 
40795. .40869, 
40885. .40908, 
41000. .41161 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 
Method TBLASTX : Soybean 
End 41161 
Score 54 
40505. .40546, 40518 .. 4064 0, 
40719. .40754, 40729 .. 4 0752, 
40815. .40886, 40829 .. 4 0873, 
40986. .41153, 40987 .. 4 1154 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 

OJ990605_36.9919.Cl.o39.tm 

41338 

none 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Mai ze 

End . 41724 

Score 291 



41338. .41358, 4 1342 .. 4 1626, 4 1361 .. 4 1486, 4 1362 .. 4 14 93, 
41381. .41629, 41539. . 41634, 41625 .. 4 1714 , 4 1628 4 1714 , 
41629. .41724, 41629. .41715 



Seq. No. 22135 Seq. ID 

Gene No. 4 6088 Strand 

Start 64702 End 
Name OJ990605_36 . 9919 . CI . ol7 . tm Method 

Start 41805 End 

GI none Score 
Exons 41805. 

41833. 

41892. 



.41888, 41805. .41858, 4 1806 4 188 6, 41807 
.41889, 41888. .42040, 4 1889 42314 , 41890 
.42320, -42312. .42347 



OJ990605_36.9919.C1 
67526 

TBLASTX: Maize 

42347 

97 

41887, 
42330, 



Seq. No. 22135 

Gene No. 46088 

Start 64702 

Name OJ990605_36 . 9919 . CI . ol7 . tw 

Start 41975 

GI none 

Exons 41975. .42013, 42012 .,. 42092, 
42037. .42093, 42052. ^42375, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42024 . .42092, 42031 
42081. .42374 



OJ990605_36.9919,C1 
67526 

TBLASTX: Wheat 

42375 

101 

42093, 



Seq. No. 22135 Seq. ID 

Gene No. 4 6088 Strand 

Start 64702 End 

Name OJ990605 36 . 9919 . CI . o9 . tc Method 



OJ990605_36.9919.C1 
67526 

TBLASTX: Cress 



22369 




start 


42102 








End 


43099 




GI 


none 








Score 


585 




Exons 


42102. 


.42731, 


42103. 


.42732, 


42105. .42731, 42112 


. .42732, 




42602. 


.42736, 


42750. 


.42821, 


42751. .42798, 42964 


. .43083, 




42996. 


.43085, 


43003. 


.43080, 


43004. .43099, 43004 


. .43090 


Seq. No, 


22135 








Seq. ID 


OJ990605 


_36.9919 


Gene No. 


46088 








Strand 








64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


ol7.ts 


Method 


TBLASTX: 


Soybean 


Start 


42327 








End 


42830 




GI 


none 








Score 


369 




Exons 


42327. 


.42722, 


42327. 


.42728, 


42328. .42729, 42328 


. .42729, 




42635. 


.42730, 


42774. 


.42830 








Seq. No. 


22135 








Seq. ID 


OJ990605 


_36. 9919 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


o4 9 . tm 


Method 


TBLASTX:! 


Mai ze 


Start 


42608 








End 


42865 




GI 


none 








Score 


163 




Exons 


42608. 


.42721, 


42608. 


.42721, 


42609. .42722, 42610 


. .42750, 




42716. 


.42808, 


42718. 


.42831, 


42720. .42830, 42721 


. .42843, 




42722. 


.42841, 


42839. 


.42865, 


42840. .42863, 42841 


. .42864 


Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


oil. tm 


Method ■ 


TBLASTX:! 


Maize 


Start 


43459 








End 


44450 




GI 


none 








Score 


78 




Exons 


43459. 


.43572, 


43491. 


.43574, 


43567. .43728, 43569 


. .43727, 




43570. 


.43740, 


43720. 


43950 


43721. .43951, 43724 


43960, 




43725. 


.43961, 


43957. 


.43992, 


43960. .44079, 43961 


. .43990, 




43984. 


.44076, 


43985. 


.44083, 


43995. .44087, 44159 


. .44206, 




44166. 


.44264, 


44167. 


.44265, 


44259. .44306, 44260 


. .44337, 




44260. 


.44337, 


44261. 


.44338, 


44274. .44342, 44335 


. .44409, 




44336. 


.44446, 


44336. 


.44449, 


44349. .44450 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


Gene No. 


46088 








Strand 






ti^ L. d J- U 


64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


o38.ts 


Method 


TBLASTX:, 


Soybean 


Start 


43812 








End 


44079 




GI 


none 








Score 


165 




Exons 


43812. 


.43961, 


43834. 


.43995, 


43851. .43961, 43951 


. .44001, 




43957. 


.44079, 


43958. 


.44074, 


43983. .44075, 44023 


, .44076 


Seq. No. 


22135 








Seq. ID 


OJ990605 


_36. 9919 


Gene No. 


46088 








Strand 






Start 


64702 








End 


67526 




Name 


OJ990605 36. 9919. CI. 


o28.tw 


Method 


TBLASTX: Wheat 


Start 


43836 








End 


44098 




GI 


none 








Score 


176 




Exons 


43836. 


.44024, 


43843. 


.43953, 


43844. .43960, 43940 


. .43993, 




43959. 


.44000, 


44012. 


.44098, 


44024. .44098 





22370 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


.CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI 


o65. tc 


Method 


TBLASTX: 


Cress 




Start 


44339 








End 


44475 






GI 


none 








Score 


133 






Exons 


44339. 


,44455, 


44342 


.44473, 


44349. .44462, 44349 


. ,44474, 






44452. 


.44475 














Seq. No. 


22135 








Seq, ID 


OJ990605 


_36.9919 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI 


o2.tm 


Method 


TBLASTX: 


toize 




Start 


45065 








End 


47767 






GI 


none 








Score 


68 






Exons 


45065. 


.45115, 


45065 


.45115, 


45118, .45186, 45128 


. .45157, 






45183. 


.45842, 


45189 


.45824, 


45822. .45860, 45829 


. .46038, 






45833. 


.46048, 


45864 


.46055, 


45865, .46035, 45872 


. .46036, 






46021. 


.46545, 


46024 


.46407, 


46025, .46576, 46025 


. .46555, 






46559. 


.46870, 


46581 


.47081, 


46597. .47082, 46876 


. .47082, 






47079. 


,47240, 


47083 


.47241, 


47084, .47266, 47085 


. .47267, 






47276. 


.47320, 


47297 


. 47350, 


47297. .47326, 47302 


. .47349, 






47343. 


.47369, 


47347 


.47370, 


47400. .47462, . 47402 


, .47464, 






47417. 


.47464, 


47431 


.47475, 


47436, .47558, 47469 


. .47513, 






47470. 


,47517, 


47485 


.47607, 


47492. .47593, 47592 


. .47654, 






47592. 


,47651, 


47593 


.47652, 


47649. .47675, 47654 


. .47767, 






47656. 


,47766 














Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


CI 


ripnp No 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI 


ol2.tc 


Method 


TBLASTX: 


Cress 




Start 


45272 








•End 


45749 






GI 


none 








Score 


463 






Exons 


45272. 


.45739, 


45273 


.45740, 


45273. .45749, 45403 


. .45747 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919 


CI 


npnp No 


.46088 








Strand 








Start 


^64702 








End 


67526 






Name 


OJ990605 36, 9919, CI 


ol4.ts 


Method 


TBLASTX: 


Soybean 




Start 


45324 








End 


45774 






GI 


none 








Score 


383 






Exons 


45324. 


.45758, 


45324, 


.45758, 


45400. .45774 






Seq. No, 


22135 








Seq. ID 


OJ990605 


_36.9919 


CI 


Gene No, 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI, 


o8 . tc 


Method 


TBLASTX: Cress 




Start 


45836 








End 


46553 






GI 


none 








Score 


146 






Exons 


45836. 


.46024, 


45861, 


.46025, 


45862. .46128, 46015 


. .46086, 






46073. 


.46129, 


46122, 


4 62*52 


46122. .46199, 46123 


...46545, 






46124. 


,46552, 


46239. 


,46553 










Seq. No. 


22135 








Seq. ID 


OJ990605_ 


_36.9919, 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 














22371 









Name 


OJ990605 36. 9919. CI. 


ol2. ts 


Method 


TBLASTX: 


Soybean 




Start 


45904 








End 


46588 






GI 


none 








Score 


778 






Exons 


45904. 


.46545, 


45905. 


.46588, 


45905. .46552 






Seq. No. 


22135 












_36.9919. 


CI 




46088 
















Start 


64702 










67526 






Name 


OJ990605 36. 9919. CI. 


o3. tw 






Wheat 




•Start 


45991 








End 


46522 






GI 


none 








Score 


697 






Exons 


45991. 


.46521, 


45992. 


.46522 










Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 


Gene No. 


46088 








Strand 










64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o29.tc 


Method 


TBLASTX: 


Cress 




Start 


46584 








End 


46983 






GI 


none 








Score 


251 






Exons 


46584. 


.46616, 


46632. 


.46856, 


46633. .46983, 46633 


. .46977, 






46665. 


.46979, 


46916. 


.46981 










Seq. No.. 


22135 








Seq. ID 


OJ990605 


_36. 9919. 


CI 




46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o22.ts 


Method 


TBLASTX : 


Soybean 




Start 


46590 








End 


46923 






GI 


none 








Score 


306 






Exons 


46590. 


.46865, 


46591. 


.46923, 


46593. .46922 






Seq. No. 


22135 








Seq. ID 


OJ990605 


__36.9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o30.ts 


Method 


TBLASTX : 


Soybean 




Start 


47675 








End 


48344 






GI 


none 








Score 


137 






P von Q 


47675. 


.47779, 


47676. 




47677. .47763, 47715 


47780 






47739. 


.47825, 


47747. 


.47821, 


47759. .47833, 47761 


. .47841, 






47814. 


.47948, 


47832. 


.47861, 


47867. .47965, 47883 


. .47957, 






47884. 


.47997, 


47975. 


.48043, 


48003. .48035, 48045 


. .48080, 






48045. 


.48080, 


48174. 


.48206, 


48175. .48204, 48262 


. .48333, 






48277. 


.48336, 


48279. 


.48344 










Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o47.tc 


Method 


TBLASTX: 


Cress 




o t.dr t 


47696 








End 


48252 






GI 


none 








Score 


88 






Exons 


47696. 


.47764, 


47698. 


.,47763, 


47715. .47765, 47759 


. .47821, 






47759. 


.47836, 


47760. 


.47831, 


47817. .47867, 47895 


. .47957, 






47896. 


.47967, 


47898. 


.47936, 


47944. .48168, 47949 


. .48050, 






47950. 


.48057, 


48042. 


.48107, 


48175. .48204, 48214 


. .48252 




Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 







22372 



Name 

Start 

GI 

Exons 



OJ990605_36.9919.Cl.ol6.tm Method 
47853 End 
none Score 



TBIASTX: Maize 

48437 

470 



47853. .48185, 47854 .. 48183, 48133 .. 48186, 48180 .. 48356, 
48180. .48371, 48181 .. 48366, 48358 .. 48402 , 48360. .48437 



Seq. No. 22135 Seq. ID 

Gene No. 4 6088 Strand 

Start 64702 End 

Name OJ990605_36. 9919.C1 . o37 . tm Method 

Start 48651 End 

GI none Score 

Exons 48651. .48980, 48652 48996, 48663 

48872. .48997, 4 8965 4 9033, 48987 



48980, 
4 9034 



OJ990605_36.9919.C1 
67526 

TBLASTX: Maize 

49034 

328 

48763. .48981, 



Seq. No. 22135 
Gene No. * 4 6088 
Start 64702 

Name OJ990605_36 . 9919 . CI . o4 . ts 

Start. 48711 
GI none 

Exons 48711. .49100, 48712 .. 49296, 

48802. .49278, 4 92.77 .. 4 9489, 

49281. .50012, 49688.. 50014 



Seq. ID 
Strand 
End 

Method 
End 
Score 

48713 

49278 



OJ990605 36. 9919. CI 



67526 

TBLASTX : Soybean 
50014 
69 

48787, 48795. .49277, 
50012, 49279. .49950, 



Seq. No. 22135 Seq. ID 

Gene No. 4 6088 Strand 

Start 64702 End 

Name OJ990605_36. 9919.Cl.o23.tw Method 

Start 49170 End 

GI none Score 

Exons 49170. .49280, 4 9171 .. 4 9278, 49278 .. 4 9556, 4 9281 .. 4 9529, 
49282. .49533 



OJ990605_36.9919.C1 
67526 

TBLASTX: Wheat 
49556 
63 



Seq. No. 22135 

Gene No. 46088 

Start 64702 

Name OJ990605_36. 9919.C1 . o33 . ts 

Start 50406 

GI none 

Exons 50406. .50609, 50406 .. 50609, 
51045.. 51101 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Soybean 

End 51101 

Score 184 
50407. .50610, 50407 .. 50610, 



Seq. No. 22135 

Gene No. 4 6088 

Start 64702 

Name OJ990605_36 . 9919. CI . o43 . tm 

Start ■ 50454 

GI none 

Exons 50454. .50633, 504 55 50661, 
50656. .50685, 50690.. 50707 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Mai ze 

End 50707 

Score 261 
50456. .50665, 50656 .. 50685, 



Seq. No. 22135 

Gene No. 4 6088 

Start 64702 

Name OJ990605_36 . 9919 . CI . ol9 . tw 

Start 50483 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Wheat 

End 50917 



22373 






GI 


none 




Score 


215 








Exons 


50483. .50632, 50483. 


.50578, 


50485. .50661, 50485 


. .50622, 








50583. .50669,. 50584. 


.50694, 


50629. .50715, 50630 


. .50704, 








50693. .50869, 50702. 


.50869, 


50703. .50879, 50704 


. .50883, 








50706. .50897, 50828. 


.50917, 


50843.. 50917 








Seq. No. 


22135 




Seq. ID 


OJ990605 


_36.9919 


.CI 




Gene No. 


4 6088 




Strand 












"7 no 
/ uz 




End 


67526 








Name 


OJ990605 36. 9919. CI. 


o62.tm 


Method 


TBLASTX: 


Maize 






Start 


50708 




End 


50897 








GI 


none 




Score 


199 








Exons 


50708. .50845, 50708. 


.50845, 


50709. .50870, 50710 


. .50847, 








50838. .50879, 50843. 


.50884, 


50844. .50897 








Seq. No. 


22135 




Seq. ID 


OJ990605 


_36.9919 


.CI 




Gene No. 


46088 




Strand 










Start 


64702 




End 


67526 








Name 




^ A r\ 4-Tn 

04 u . um 


Method 


TBLASTX: 


Mai ze 






Start 


51041 




End 


51350 








GI 


none 




Score 


186 








Exons 


51041. .51163, 51045. 


.51164, 


51140. .51250, 51149 


. .51205, 








51151. .51228, 51153. 


.51248, 


51154. .51258, 51223 


. .51348, 








51225. .51350 












hJ 


Seq. No. 


22135 




Seq. ID 


OJ990605 


_36.9919 


.CI 




Gene No . 


H bUo 0 




Strand 










Start 


64702 




End 


67526 






r "5 


Name 


OJ990605 36. 9919. CI. 


olO.ts 


Method 


TBLASTX: 


Soybean 






Start 


51324 




End 


52027 






' z 


GI 


none 




Score 


1013 








Exons 


51324. .52010, 51324. 


.52025, 


51347. .52027, 51512 


. .52027 




it 


Seq. No. 


22135 




Seq. ID 


OJ990605 


_36.9919 


.CI 


':' "a 


Gene No. 


46088 




Strand 








I; -5 


0 car L 


C/l TOO 




End 


67526 








Name 


OJ990605 36. 9919. CI. 


ol7.tc 


Method 


TBLASTX: 


Cress 




Ms 


Start 


51333 




End 


51809 








GI 


none 




Score 


41 






:_ 


Exons 


51333. .51365, 51367. 


.51717, 


51368. .51790, 51369 


. .51809, 








51372. .51809 














Seq. No. 


22135 




Seq. ID 


OJ990605 


_36.9919 


.CI 




ijjene no . 


DUo 0 




Strand 










Start 


64702 




End 


67526 








Name 


OJ990605 36. 9919. CI. 


o9.tm 


Method 


TBLASTX: 


Maize 






Start 


51351 




End 


52097 








GI 


none 




Score 


1079 








Exons 


51351. .52049, 51363. 


.52091, 


52047. .52097 








Seq. No. 


22135 




Seq. ID 


OJ990605 


_36.9919 


.CI 




Gene No. 


46088 




•Strand 










Start 


64702 




End 


67526 








Name 


OJ990605 36. 9919. CI. 


o26.tw 


Method 


TBLASTX : 


Wheat 






Start 


51770 




End 


51952 








GI 


none 




Score 


319 








Exons 


51770. .51952, 51771. 


.51950 











22374 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


ol.tw . 


Method 


TBLASTX: Wheat 




Start 


52095 




End 


52847 




GI 


none 




Score 


926 




Exons 


52095. .52841, 52096. 


.52797, 


52096. .52842, 52101. .52847 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


o53 . tm 


Method 


TBLASTX: Maize 




Start 


52100 




End 


52389 




GI 


none 




Score 


205 




Exons 


52100. .52384, 52101. 


.52388, 


52105. .52383, 52120.. 52389 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


o63 . tc 


Method 


TBLASTX: Cress 




Start 


52332 




End 


52479 




GI 


none 




Score 


156 




Exons 


52332. .52454> 52333. 


.52479, 


52334. .52468 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No . 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


o25.tm 


Method 


TBLASTX: Maize 




Start ' 


52442 




End 


52978 




GI 


none 




Score 


310 




Exons 


52442. .52801, 52451. 


.52657, 


52464. .52811, 524 67 .. 52811 , 






52919. .52978, 52923. 


.52976 








Seq. No. 


' 22135 




Seq. ID 


OJ990605_36.9919. 


CI 




46088 




Strand 






start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI. 


o36. tc 


Method 


TBLASTX: Cress 




Start 


52562 • 




End 


52831 




GI 


none 




Score 


353 




Exons 


52562. .52693, 52563. 


.52829, 


52563. .52829, 52564 .. 52830 , 






52730. .52831 










Seq. No. 


22135 




Seq-. ID 


OJ990605_36. 9919. 


CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36 9919 CI 


o29 . tm 


Method 


TBLASTX: Maize 




Start 


54502 




End 


54932 




GI 


none 




Score 


273 




Exons 


54502. .54681, 54508. 


.54681, 


54684. .54782, 54 684 547 64 , 






54685. .54783, 54685. 


.54798, 


54771. .54848, 5477 9 .. 54 850, 






54782. .54850, 54784. 


.54870, 


54818. .54916, 5484 0 . . 54 917 , 






54843. .54932, 54847. 


.54918 








Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 





22375 



Name 


OJ990605 36. 9919. CI. 


olO. tc 


Method 


TBLASTX: Cress 




Start 


55013 






End 


56354 




GI 


none 






Score 


699 




Exons 


55013. 


.55498, 55015. 


.55503, 


55016. .55504, 55438 .. 55506, 






55485. 


.55574, 55490. 


.55573, 


55902. .55976, 55976 .. 56335, 






55977. 


.56354, 55981. 


.56352 ^ 








Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI. 


ol8 . tm 


Method 


TBLASTX: Maize 




Start 


55171 






End 


55768 




GI 


none 






Score 


46 




Exons 


55171. 


.55203, 55172. 


.55204, 


55182. .55589, 55187 .. 55591, 






55190. 


.55591, 55677. 


.55700, 


55678. .55701, 55697 .. 5574 4 , 






55699. 


.55743, 55736. 


.55768, 


55740. .55760 




Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI. 


o6. ts 


Method 


TBLASTX : Soybean 




Start 


56362 






End 


57898 




GI 


none 






Score 


332 




Exons 


56362. 


.56679, 56382. 


.56687, 


56908. .57117, 56914 .. 578 97, 






56915. 


.57898 










Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919 


.CI 


Gene No 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI. 


o55 . tc 


Method 


TBLASTX: Cress 




Start 


56374 






End 


56591 




GI 


none 






Score 


228 




Exons 


56374. 


.56589, 56376. 


.56591 








Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


56592 






End 


57858 




GI 


none 






Score 


91 




Exons 


56592. 


.56672, 56593. 


.56664, 


56894. .57694, 56908 .. 57117, 






56915. 


.57703, 57800. 


.57856, 


57800. .57856, 57808.. 57858 




Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 




Name 


OJ990605 36. 9919. CI. 


ol6. tw 


Method 


TBLASTX: Wheat 




Start 


56683 






End 


57109 




GI 


none 






Score 


39 




Exons 


56683. 


.56709, 56684. 


.56719, 


56685. .56723, 56697 56774 , 






56713. 


.56784, 56714. 


.56833, 


56729. .56854, 56769 .. 56981, 






56787. 


.56951, 56789. 


.56980, 


56794. .56982, ' 56881 56982, 






56984. 


.57109, 56987. 


.57106, 


56989. .57108 




Seq. No. 


22135 






Seq. ID 


OJ990605_36.9919 


.CI 


Gene No. 


46088 






Strand 






Start 


64702 






End 


67526 





22376 



Name 


OJ990605 36. 9919. CI 


.o23.tm 


Start 


56735 




GI 


none 




Exons 


56735. .56773, 56736 


. .56771, 




56771. .57214, 56775 


. .57215 


Seq. No. 


22135 




Cpnp No 


46088 




Start 


64702 - 




Name'* 


OJ990605 36. 9919. CI 


. o51 . tm 


Start 


57216 




GI 


none 




Exons 


57216. .57383, 57217 


. .57384, 


Seq. No. 


22135 




(^pnp No 

VJ die \J . 


46088 




Start 


64702 




Name 


OJ990605 36. 9919. CI 


.o30.tw 


Start 


57441 




GI 


none 




Exons 


57441. .57557, 57443 


. .57556 


Seq. No. 


22135 




UtC lie \J • 


46088 




Start 


64702 




Name 


OJ990605 36. 9919. CI 


.ol8 . tw 


Start 


57676 




GI 


none 




Exons 


57676. .57939, 57683 


. .58003, 


Seq. No. 


22135 




fiprip No 


46088 




Start 


64702 




Name 


OJ990605 36. 9919. CI 


.o40.tc 


Start 


58822 




GI 


none 




Exons 


58822. .59067, 58825 


. .59067, 


Seq. No. 


22135 




Gene No. 


46088 




Start 


64702 




.Name 


OJ990605 36. 9919. CI 


. o35. tm 


Start 


58876 




GI 


none 




Exons 


58876. .59091, 58876 


. .59130, 




59093. .59158 




Seq. No. 


22135 




f^pnp Mo 


46088 




Start 


64702 




Name 


OJ990605 36. 9919. CI, 


.olO.tw 


Start 


59111 




GI 


none 




Exons 


59111. .59551, 59112, 


. .59537, 


Seq. No. 


22135 




Gene No. 


46088 





Method TBLASTX: Maize 
End 57215 
Score 53 
56737. .56781, 56770 .. 57117 , 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX: Maize 

• End 57384 

Score 273 
57218. .57382 

Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method - TBLASTX : Wheat 

End 57557 

Score 205 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 6752 6 

Method TBLASTX: Wheat 

End 58003 

Score 377 
57683. .58003 

Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Cress 

End 59159 

Score 273 
59106. .59159, 59107.. 59157 

Seq. ID OJ990605_36.9919.C1 
■ Strand 

End 67526 

Method TBLASTX : Mai ze 

End 59159 

Score 364 
59091. .59159, 59092 .. 59157 , 



Seq. ID OJ990605_36.9919.C1 
Strand, ... - 
•End . 67526 
Method TBLASTX : Wheat 
■'-Erld 5 9553 

Score 667 
59113.. 59553 

Seq. ID' OJ990605_36.9919.C1 
Strand 



22377 



start 
Name 
Start 
GI 

Exons 



64702 End 

OJ990605_36. 9919.Cl.ol4.tc Method 

59198 End 

none Score 



67526 

TBLASTX: Cress 

59776 

74 



59198. .59251, 59199 59255, 59199 59255, 59200 59256, 

59200. .59256, 59257 59385, 59258 59386, 59259.-59387, 

59388. .59669, 59391 .. 59657, 59392 59670, 59393 59665, 

59393.-59674, 59669 .. 59701, 59673 59702, 59705 .. 59776, 
59709. .59771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 Seq. ID 

46088 Strand 

64702 End 

OJ990605_36 . 9919 . CI . o66 . tm Method 

59618 . End 

none Score 



OJ990605_36.9919.C1 
67526 

TBLASTX: Maize 

59770 

89 



59618. .59671, 59618 .. 59665, 59619 .. 59687 , 59620 59679, 
59666. .59725, 59673 .. 59726, 59673 .. 59726, 59726 59770, 
59729. .59770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 

46088 

64702 

OJ990605 

59631 

none 



36.9919.Cl.o22.tw 



Seq. ID OJ990605_36.9919.C1 
Strand 
End 

Method 
End 
Score 



67526 

TBLASTX: Wheat 

60032 

79 



59631. .59681, 59631 .. 59705, 59632 .. 59682 , 59652 .. 59867, 
59664. .59867, 598 61 .. 60007, 59886 60029, 59907. .60032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 

OJ990605_36. 9919.Cl.o65.tm 
59806 



OJ990605 36. 9919. CI 



none 

59806. 

59857. 

59961, 

60031. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

59877, 59824. .59877, 59828 .. 59884 , 59829 .. 59882, 
59949, 59889. .59945, 59890 .. 5994 9, 59943 .. 59984 , 
60026, 60030. .60107, 60031 .. 60102, 
60214, 60139, .60201 



67526 

TBLASTX: Maize 

60214 

58 



,60023, 59964. 
,60111, '60137. 



Seq. No. 22135 
Gene No. - 4 6088 
Start 64702 

Name OJ990605_36 . 9919 . CI . ol3 . tw 

Start 60394 
GI none 
Exons 60394 
60547 
. 60638 
60700 
.60814 



..60522, 60398. .60523, 

..60588, 60562. .60627, 

..60715, 60666. .60713, 

..60825, 60701. .60826, 

..60990, 60819. .60989 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Wheat 

End ' 60990 

Score 136 
60399. .60494, 60401. .60523, 
60581. .60664, 6058 6 .. 60663, 
60667. .60717, 60668 .. 60715, 
60705. .60824, 60713 .. 60826, 



Seq. No. 22135 Seq. ID 

Gene No. 4 6088 Strand 

Start 64702 End 

Name OJ990605_36 . 9919 . CI . ol2 . tm Method 

Start 60556 End 



OJ990605_36.9919.C1 
67526 

TBLASTX: Maize 
61299 



22378 



PT 


none 








Score 


139 






Exons 


60556. 


.60714, 


60581. 


.60706, 


60583. .60732, 60588 


. .60728, 






60701. 


.60787, 


60702. 


.60785, 


60781. .60951, 60783 


. .60953, 






60968. 


.61000, 


60969. 


.61022, 


60995. . 61021, 61003 


. .61032, 






61019. 


.61126, 


6102.0. 


.61088, 


61021. . 61095, 61083 


. .61265, 






61084. 


.61299, 


61086. 


.61292, 


61087. .61293 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 


Gene No. 


46088 








Strand 










64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o49.tc 


Method 


TBLASTX: 


Cress 




Start 


60883 








End 


61225 






GI 


none 








Score 


74 






Exons 


60883. 


.60969, 


60885. 


.60950, 


61025. .61090, 61028 


. .61090, 






61100. 


.61225, 


61111. 


.61221 










Seq. No. 


22135 








Seq. ID 


OJ990605 


_36.9919. 


CI 




46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o35 , ts 


Method 


TBLASTX: 


Soybean 




Start 


61025 








End 


61240 






GI 


none 








Score 


230 






Exons 


61025. 


.61090, 


61084. 


.61239, 


.61085. . 61240 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36. 9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


r\ 9 4 f - IaT 
fl . L W 


Method 


TBLASTX: 






Start 


61761 








End 


62149 






GI 


none 








Score 


83 






Exons 


61761. 


.61820, 


61761. 


.61820, 


61762. .61821, 61762 


. .61839, 






61803. 


.61841, 


61817. 


.61840, 


61864. .62112, 61868 


. .62134, 






61874. 


.62149 














Seq. No. 


22135 








Seq. -ID 


OJ9906p5 


_36.9919. 


CI 


Gene No. 


- 46088 








Strand-. 










64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o32.tm 


Method 


TBLASTX : 


Maize 




Start 


61845 








End 


62161 






GI 


none 








Score 


264 






Exons 


61845. 


.62027, 


61845. 


.62141, 


61846. . 62154, 61847 


. .62161, 






61847. 


. 62161 














Seq. No. 


22135 








Seq. ID 


OJ990605 


_36. 9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 






Name 


OJ990605 36. 9919. CI. 


o32.ts 


Method 


TBLASTX: 


Soybean 




O LdX L 


61920 








End 


63283 






GI 


none 








Score 


168 






Exons 


61920. 


.62027, 


61922. 


.62074, 


61922. .62074, 62470 


. .62634, 






62480.. 


..62710," 


62493. 


.62723, 


62507. .62710, 62973 


. . 63044, 






62975'. 


.63037, 


62981. 


.63025, 


63032. . 63094, 63104 


. . 63274, 






63106. 


.63270, 


63106. 


.632^9, 


63122. . 632? 


13 






Seq. No. 


22135 








Seq. ID 


OJ990605 


_36. 9919. 


CI 


Gene No. 


46088 








Strand 








Start 


64702 








End 


67526 







22379 



Name 

Start 

GI 

Exons 



OJ990605_36 . 9919 . CI , o58 . tc Method 
61923 End 
none Score 



TBLASTX: Cress 

62083 

165 



61923. .62027, 61923 62069, 61924 62070, 61925.. 62083 



Seq. No. 22135 

Gene No. 4 6088 

Start 64702 

Name OJ990605_36 . 9919 . CI . o42 . tm 

Start 62344 

GI none 
Exons 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX : Mai ze 

End 62681 

Score 94 



62344. .62427, 62434. .62643, 62445. .62681, 624 77. .62677, 
62487. .62681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 

OJ990605_36.9919.Cl.o44.tc 

62493 

none 



Seq. ID OJ990605_36. 9919.C1 



Strand 
End 

Method 

End 

Score 



67526 

TBLASTX: Cress 

63426 

280 



62493. .62711, 62510 .. 62710, 62978 .. 63025, 63002 .. 63094 , 
63106. .63270, 63106 63270, 63122 .. 63283, 63328.. 63426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22135 
46088 
64702 
OJ990605 
64025 
none 
64025 
64129 
64305 
64558 



36.9919.Cl.o52.tc 



64054, 
64176, 
64448, 
64602 



64091, 
64212. 
64387. 



.64126, 
.64298, 
. 64449, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
64094. .64123, 
64213. .64287, 
64485. .64529, 



OJ990605 36. 9919. CI 



67526 

TBLASTX: Cress 
64602 
37 

64116. .64175, 
64304. .64402, 
64488. .64529, 



Seq. No. 22135 
Gene No. 46088 
Start 64702 

Name OJ990605_36 . 9919 . CI . o26 . ts 

Start 64121 
GI none 

Exons 64121. .64171, 64 129 64 179, 

64210. .64236, 64248 64292, 
64304. .64357, 64347 64412, 
64387. .64458, 64541 .. 64606, 
64657. .64833, 64 682 .. 64816, 
65013. . 65168, 65013. . 65168, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
64205. .64246, 
64350, 



OJ990605 36. 9919. CI 



64282 
64353 
64548 
64818 



65021. .65170, 



67526 

TBLASTX : Soybean 
65170 
73 

64209. .64286, 
64303. .64347, 
.64445, 64354. .64446, 
,64601, 64654. .64815, 
,64862, 64836.-64862, 
65023. . 65169 



Seq. ID OJ990605_36.9919.C1 
Strand 

End 67526 

Method TBLASTX: Maize 

End 64700 

Score 62 

64512. .64538, 64 514. .64540, 64542. .64700, 6454 4. .64 699 



Seq. No. 22135 

Gene No. 46088 

Start 64702 

Name . OJ990605_36 . 9919 . CI , o55 . tm 

Start 64512 

GI none 
Exons 



Seq. No. 
Gene No. 



22135 
46088 



Seq. ID 
Strand 



OJ990605 36. 9919. CI 



22380 



start 


64702 




End 


67526 


Name 


OJ990605 36.9919.Cl.o5.tm 


Method 


TBLASTX: Maize 


Start 


64701 




End 


65707 


GI 


none 




Score 


106 


Exons 


64701. 


.64766, 64701. .64829, 


64 702. .64833, 64702. .64833, 




64703. 


.64834, 64821. .64865, 


64827. . 64865, 64 834 .. 64866, 




64866. 


.64889, 64867. .64893, 


64867. . 64893, 64896 .. 65705, 




64901. 


.65707, 64902.. 65684 






Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


Gene No. 


46088 




Strand 




Start 


64702 




End 


67526 


Name 


OJ990605 36.9919.Cl.o30.gp 


Method 


AAT/GAP 


Start 


64702 




End 


64869 


GI 


LIB3431-017-P1-K1-H4 


Score 


283 


Exons 


64702. 


.64869 






GI Descrip. 


•1173189/sp|P12340|RR12 MAIZE 8.0e-18 


CHLOROPLAST 30S RI 




PROTEIN S12 >gi 2119091 pir 


S58629 ribosomal protein SI 




maize 


chloroplast >gi 342619 


(M17841) 


ribosomal protein 




mays] 


>gi 1216141 emb CAA60309_ (X86563) ribosomal prote 




[Zea mays] ' 






Seq. No. 


22135 




Seq. ID 


OJ990605_36. 9919. 


Gene No. 


46088 




Strand 




Start 


64702 




End 


67526 


Name 


OJ990605 36.9919.Cl.ol9.ts 


Method 


TBLASTX : Soybean 


Start 


65172 




End 


65662 


GI 


none 




Score 


309 


Exons 


65172. 


.65600, 65181. .65600, 


65182. .65601, 65183 .. 65620, 




65429. 


.65620, 65639. ,.65662 






Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919, 


Gene No . 


46088 




Strand 




Start 


64702 




End 


67526 


Name 


OJ990605 36.9919.Cl.o23.tc 


Method 


TBLASTX: Cress 


Start 


65190 




End 


65620 


GI 


none 




Score 


351 


Exons 


65190. 


.65600, 65191. .65601, 


65234. .65620 


Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


Gene No. 


46088 




Strand 




Start 


64702 




End 


67526 


Name 


OJ990605 36.9919.Cl.o33.tm 


Method 


TBLASTX: Maize 


Start 


65917 




End 


66207 


GI 


none 




Score 


167 


Exons 


65917. 


.66033, 65917. .66033, 


66024 . . 66206, 66036. .66203, 




66037. 


.66207 






Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


Gene No. 


46088 




Strand 




Start 


64702 




End 


67526 


Name 


OJ990605 36.9919.Cl.o62.tc 


Method 


TBLASTX: Cress 


Start 


66086 




End 


66365 


GI 


none 




Score 


. 166 


Exons 


66086. 


.66358, 66099.. 66365 







[Zea 



Seq. No, 



22135 



Seq.' ID OJ990605_36. 9919.C1 



22381 




Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI 


.oll.tc 


Method 


TBLASTX: Cress 




Start 


66542 




End 


67092 




GI 


none 




Score 


206 




Exons 


66542. .66688, 66543 


. .66710, 


66549. .66689, 66684 .. 67088, 






66687. .67088, 66728 


. .67084, 


66877. .67092 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


. 46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


66650 




End 


67081 




GI 


none 




Score 


691 




Exons 


66650. .66694, 66651 


. .67079, 


66651. .67079, 66728 .. 67081, 






66877. ,67080 










•Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 




46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI 


.o58.tm 


Method 


TBLASTX: Maize 




Start 


66687 




End 


66896 




GI 


none. 




Score 


221 




Exons 


66687. .66827, 66687 


. . 66824, 


66688. .66825, 66831.. 66896 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI 


.ol3.ts 


Method 


TBLASTX : Soybean 




Start 


66759 




End 


67203 




GI 


none 




Score 


694 




Exons 


66759. .67199, 66760 


. . 67203, 


66760. .67065, 66761 .. 67198, 






67102. .67203 










Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No 


46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI 


.o26.tm 


Method 


TBLASTX: Maize 




Start 


66899. 




End 


67213 




GI 


none 




Score 


567 




Exons 


66899. . 67213, 66900 


. .67211 








Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 




46088 




Strand 






Start 


64702 




End 


67526 




Name 


OJ990605 36. 9919. CI 


.o30. tc 


Method 


TBLASTX: Cress 




Start 


67093 




End 


67364 




GI 


none 




Score 


455 




Exons 


67093. .67332, 67095 


. .67364, 


67095. .67364 




Seq. No. 


22135 




Seq. ID 


OJ990605_36.9919. 


CI 


Gene No. 


46089 




Strand 






Start 


67587 




End 


67905 




Name 


OJ990605 36. 9919. CI 


. o56 . tc 


• Method 


TBLASTX: Cress 




Start 


67587 




End 


67905 




GI 


none 




Score 


75 




Exons 


67587. . 67670, 67590 


. . 67667, 


67591. .67671, 67592 .. 67 672 , 





22382 



67704. .67784, 67704 67784 , 67783 67905, 67784.. 67876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
Start 
Name' 



22136 . Seq. ID 

46090 Strand 
957 End 
GJ990605_36 . 991 9 . C2 . o3 . gp Method 
957 End 
uC-osflcypOllbOlbl Score 
957. .1463 

•343210 5.0e-78 {M35995) apocytochrome b6 (alt.) 
>gi_2267 62_prf 1604 4 69A cytochrome b6 



OJ990605_36.9919.C2 
+ 

1463 
AAT/GAP 
1463 
987 



[Oryza sativa] 
[Oryza sativa] * 



OJ990605_36.9919.C2 
+ 

8587 
AAT/GAP 
8587 
2153 



22136 Seq. ID 

46091 Strand 
7483 End 
OJ990605_36 . 991 9 . C2 . o8 . gp Method 
7483 End 
2291_1.R1084 Score 
7483. .8587 

'133936/sp|P12146|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934._ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



OJ990605_36.9919.C2 
+ 

10074 
AAT/GAP 
10074 
2931 



22136 Seq. ID 

46092 Strand 
8 602 End 
OJ990605_36. 9919.C2.o9.gp Method 
8602 End 
3073_1.R1084 Score 
8602. .10074 

' 133936/spl P12146|RR3_ORYSA 5.0e-95 CHLOROPLAST. 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 

22136 Seq. ID OJ990605_36 . 9919 . C2 

46093 Strand ~ - 
56 End 507 
OJ990605_36. 9919.C2.ol.gp Method AAT/GAP 
56 End 507 
uC-osflcyp003hllbl Score 872 

56. .507 

'131332/sp|P09449|PSBH_ORYSA l.Oe-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] * 



22136 
46094 
637 

OJ990605_36.9919.C2.o2.gp 



Seq. ID OJ990605_36. 9919.C2 
Strand 

End 800 

Method AAT/GAP • 



22383 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



637 End 800 

uC-osflcyp084g07al Score 201 

637.. 800 

•11957/emb|X15901|CHOSXX 7.0e-38 Rice complete chloroplast 
genome * 



22136 
46095 
'3938 

OJ990605_36.9919.C2.o4.gp 

3938 

2798177 

3938. .4503 

5881726/clbj IBAA84417.il 3. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36.9919.C2 

4503 
AAT/GAP 
4503 
1010 



Oe-24 (AP000423) RNA polymerase alpha 



subunit [Arabidopsis thaliana] 



OJ990605 36. 9919. C2 



22136 Seq. ID 

46096 Strand 

5286 End 5676 

OJ990605_36 . 9919 . C2 . o5 . gp Method AAT/GAP 

5286 End 5676 

5003883 Score 782 

5286. .5676 

11957/emb 1X15901 1 CHOSXX .l.Oe-166 Rice complete chloroplast 
genome 

22136 Seq. ID OJ990605_36 . 9919 . C2 

46097 Strand 

6247 End 6832 

OJ990605_36 . 9919 . 02 . o6 . gp Method AAT/GAP 

6247 End 6832 

481_1.R1084 Score 1023 

6247. .6832 

'132672/sp|P12137|RK14_ORYSA 6.0e-57 CHLOROPLASTi SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_OAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] ' 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22136 Seq. ID OJ990605_36 . 9919.C2 

46098 Strand 

7137 End 7400 

OJ990605_36.9919.C2.o7.gp Method AAT/GAP 

7137 End 7400 

LIB3432-015-P1-K1-H8 Score 450 

7137. .7400 

* 11957/emb 1X15901 1 CHOSXX l.Oe-129 Rice complete chloroplast 
genome * 



22136 
^4 6099 
'17169 

OJ990605_36.9919.C2.ol0.tm 
1 

none 



Seq. ID OJ990605_36. 9919.C2 



Strand 
End 

Method 

End 

Score 



20033 

TBLASTX: Maize 

4 60 

304 



1..201, 1..207, 2. .202, 108. .218, 187. .264, 198. .263, 198. .269, 
239. .268, 256. .306, 256. .306, 257. .307, 297. .428, 308. .340, 



22384 



312. .392, 386. .427, 394. .429, 421. .456, 434. .460 



Seq. No. 


22136 




Seq. ID 


OJ990605_36.9919 


.C2 


Gene No. 


4 6099 




Strand 






Start 


17169 




End 


20033 




Name 


OJ990605 36. 9919. C2. 


ol2.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


289 




GI 


none 




Score 


249 




Exons 


1..153, 2. .166, 238. 


.288, 


239. .289 






Seq. No. 


22136 




Seq. ID 


OJ990605_36.9919 


.C2 


Gene No. 


46099 




Strand 






Start 


17169 




End 


20033 




Name 


OJ990605 36. 9919. C2. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


1974 




GI 


none 




Score 


245 




Exons 


1..153, 2. .166, 237. 


.263, 


1094. .1588, 


1097. .1744, 1099. 


.1761, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1105. .1743, 1797. .1868, 1799. .1867, 1802. 
1920. .1973, 1936.. 1974 



1876, 1920. .1973, 



22136 
46099 
17169 

OJ990605_36.9919.C2.o2.ts 
590 
none 



Seq. ID OJ990605_36.99i9.C2 
Strand 

20033 

TBLASTX : Soybean 
1836 
57 



End 

Method 
End 
Score 

590. .634, 636. .689, 638. .688, 696. .734, 698. .730, 1015. .1059, 
1016. .1078, 1016. .1075, 1055. .1771, 1067. .1588, 1105. .1770, 
1800.. 1829, 1801.. 1836 



^ Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


11 Gene No. 


46099 








Strand 






U start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919 


C2.06. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1100 








End 


1744 




^! GI 


none 








Score 


961 




Exons 


1100. .1744, 


1103 


.1570, 


1162. 


.1743 






1 Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


=i Gene No. 


46099 








Strand 






S Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919 


C2.014 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1910 








End 


2151 




GI 


none 








Score 


290 




Exons 


1910. .2104, 


1911 


.2102, 


2106. 


.2150, 2107.. 2148, 


2107. .2151 


Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919. 


C2.04. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2059 








End 


3621 




GI 


none 








Score 


75 




Exons 


2059. .2151, 


2059. 


.2178, 


2154. 


.2300, 2210. .2299, 


2316. .2342, 




2419. .2466, 


2425. 


.2466, 


2578. 


.3033, 2596.. 3165, 


2603. .3142, 




2603. .3169, 


2613. 


.3167, 


3073. 


.3171, 3190.. 3270, 


3213. .3269, 




3425. .3601, 


3427. 


.3621 











22385 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



22136 
46099 
17169 

OJ990605_36.9919.C2.ol3.tc 
2595 
none 

2595.. 2690, 2596.. 2841, 2609.. 2842 



Seq. iD OJ99"0605_36. 9919.C2 
Strand 

End 20033 

Method TBLASTX : Cress 

End 2842 

Score 367 



Seq.- No. 22136 

Gene No. 46099 

Start 17169 

Name OJ990605_36. 9919 . C2 . ol5 . tc 

Start 2843 

GI none 

Exons 2843., 3046, 2843.. 3046, 2845.. 3048 



Seq. ID OJ990605_36. 9919.C2 
Strand 

End 20033 

Method TBLASTX : Cress 

End 3048 

Score 316 



Seq. ID OJ990605_36. 9919.C2 
Strand 
End 

Method 
End 
Score 

3448. .3513, 3499. .3537, 3504. .3542, 3554. .3598, 3641. .3877, 
3650.. 3877, 3696.. 3890, 3748.. 3879, 3759.. 3890 



Seq. No. 22136 

Gene No. 46099 

Start 17169 

Name OJ990605_36 . 9919 . C2 . ol6 . tc 

Start 3448 

GI none 
Exons 



20033 

TBLASTX: Cress 

3890 

36 



Seq. No. 22136 

Gene No. 46099 

Start . 17169 

Name OJ990605_36. 9919 .C2 .o3 . ts 

Start 3641 

GI none 

Exons 3641.. 4351, 3641.. 4405, 3648. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4376, 3712. .4398 



OJ990605_36.9919.C2 
20033 

TBLASTX : Soybean 
4405 
523 



Seq. No. 22136 Seq. ID 

Gene No. 46099 Strand 

Start 17169 End 

Name OJ990605_36. 9919 . C2 . o7 , tm Method 

Start 3839 End 

GI none Score 

Exons 3839.. 4312, 3840.. 4313 



OJ990605_36.9919.C2 
20033 ' 

TBLASTX: Maize 

4313 

662 



Seq. No. 22136 
Gene No. 46099 
Start 17169 

Name OJ990605_36 . 9919 . C2 . o7 . tc 

Start 4133 
GI none 

Exons 4133.. 4405, 4137.. 4376, 4388. 

4447. .4620, 4453. .4587, 4461, 
4622. .4720, 4623. .4718, 4624. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4447, 
.4622, 
.4719 



OJ990605_36. 9919.C2 
20033 

TBLASTX: Cress 
4720 
295 

4420. .4464, 4420. .4464, 
4461. .4631, 4490. .4645, 



Seq. No. 22136 Seq. ID 

Gene No. 4 6099 Strand 

Start 17169 -End 

Name OJ990605_36 . 9919 . C2 . ol5 . tm Method 

Start 4321 End 

GI none Score 



OJ990605_36. 9919.C2 
20033 

TBLASTX: Maize 

4583 

51 



22386 




Exons 


4321. .4395, 


4340 


. .4399, 


4341. 


.4379, 4342.. 4395, 


4449. .4577, 




4462. .4578, 


4462 


. .4578, 


4464. 


.4583, 4490.. 4582 




Seq. No. 


22136 








Seq. ID 


OJ990605 


_36. 9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919 


.C2.011 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4600 








End 


4887 




GI- 


none 








Score 


188 




Exons 


4600. .4713, 


4601 


, .4717, 


4601. 


.4717, 4715. .4885, 


4716. .4886, 




4717. .4887, 


4718 


. .4885 










Seq. No. 


22136 








Seq. ID 


OJ990605 


_36. 9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919 


.C2.014 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4675 








End 


4927 




GI 


none 








Score 


91 




Exons 


4675. .4767, 


4676 


. .4846, 


4685. 


.4846, 4826. .4927, 


4827 . .4919, 




4831. .4920 














Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End - 


20033 




Name 


OJ990605 36. 


9919 


.C2:b2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4888 








End 


6405 




GI 


none 








Score 


38 




Exons 


4888 . . 4920, 


4889 


. .4939, 


4912. 


.4995, 4932. .4994, 


4944. .5021, 




4951. .5022, 


5006 


. .5023, 


5040. 


.-5279, 5043.. 5264, 


5062. .5280, 




5286. . 5564, 


5287 


. .5565, 


5303. 


.5566, 5307.. 5567, 


5315. .5365, 




5339. . 5617, 


5350 


. .5628, 


5572. 


.5613, 5573.. 5611, 


5575. .5655, 




5663. .5707, 


5668 


. .5721, 


5670. 


.5720, 5739.. 5822, 


5740. .6387, 




5740. . 6270, 


5759 


. .6403, 


5970. 


.6404, 6343.. 6405 




Seq. No. 


22136 








Seq. ID 


OJ990605 


_36. 9919.C2 


Gene No . 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919 


.C2.015 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5372 








End 


5561 




GI 


none 








Score 


174 




Exons 


5372. .5557, 


5373 


. .5561 










Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919 


.02. o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5663 








End 


6121 




GI 


none 








Score 


45 




Exons 


5663. .5707, 


5669 


. .5707, 


5670. 


.5720, 5718. .5738, 


5739. .5819, 




5740. .6114, 


5759 


. .6112, 


5759. 


.6121, 5844. .6113 




Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919 


.C2.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5752 








End 


11458 




GI 


none 








Score 


158 





22387 



Exons 



5752. .5916, 5752. .5964, 5759.-5968, 5759. .5986, 5959. .6165, 
5975.. 6166, 5979.. 6287, 5981.. 6202, 6200.. 6226, 6243.. 6308, 
6294. .6596, 6305. .6595, 6414. .6608, 6584. .6685, 6591. .6710, 
6771. .7004, 6787.. 7149, 6787.. 7182, 6801.. 7190, 6806.. 7192, 
7053. .7187, 8415.. 8555, 8416.. 8796, 8417.. 8785, 8800.. 8907, 
8970.. 9104, 8971.. 9120, 8971.. 9120, 9030.. 9125, 9115.. 9144, 
9725.. 9877, 9729.. 9962, 9739.-9963, 9739.. 9963, 9967.. 9993, 
9968.. 9991, 10188 .. 10532, 10241 .. 10531, 10242 10571 , 
10297. .10536, 10477 .. 10686, 10504 .. 10701 , 10604 .. 10702 , 
10673. .10744, 10684 10782, 10695 .. 10820, 10731 ... 10787 , 
10779. .10823, 10781 10822, 10782 .. 10823, 10823 .. 11002 , 
10825. .11001, 10826. .11053, 11007 .. 11084 , 11008 .. 11085, 
11063. .11458, 11077.. 11370 



Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919. 


C2.o8. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5752 . 








End 


6272 




GI 


none" 








Score 


156 




Exons 


5752. .5964, 


5755. 


. 5925, 


5759. 


.5956, 5959.. 6168, 


5972 . . 6166, 




5981. .6175, 


5986. 


.6174, 


6190. 


.6231, 6191.. 6223, 


6234. .6272 


Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919. 


C2.o9. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


6193 








End 


6557 




GI 


none 








Score 


60 




Exons 


6193. .6228, 


6194. 


.6232, 


6202. 


.6270, 6212.. 6268, 


6214. .6270, 




6279. .6557, 


6279. 


. 6554, 


6296. 


.6556 






Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


Gene No. 


46099 








Strand 






Start - 


17169 








End 


20033 




Name 


OJ990605_36. 


9919. 


C2.012 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6298 








End 


6685 




GI 


none 








Score 


114 




Exons 


6298. .6498, 


6299. 


.6502, 


6306. 


.6503, 6503.. 6550, 


6503. .6595, 




6504. .6596, 


6571. 


.6603, 


6584. 


.6685, 6591.. 6683 




Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919.C2 


Gene No. 


46099 








Strand 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919. 


C2.05. 


tm 


Method 


TBLASTX : 


Maize 


Start 


6446 








End 


8285 




GI 


none 








Score 


75 




Exons 


6446. .6490, 


6447 . 


.6491, 


6491. 


.7192, 6492. .7187, 


8229. .8285 


Seq. No. 


22136 








Seq. ID 


OJ990605 


_36. 9919-02 


Gene No. 


46099 








Strand- 






Start 


17169 








End 


20033 




Name 


OJ990605 36. 


9919. 


C2.b6. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6710 








End 


7101 




GI 


none 








Score 


80 




Exons 


6710. .6763, 


6712. 


.6762, 


6714. 


.6767, 6717.. 7100, 


6718. .7101 



22388 



Seq. No. 22136 

Gene No. 4 6099 

Start 17169 

Name OJ990605_36 . 9919 . C2 . o9 . tc 

Start 6719 

GI none 

Exons 6719.. 6751, 
6885. .7184 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36.9919.C2 
20033 

TBLASTX: Cress 

7192 

48 



6825.. 6890, 6870.. 7190, 6871.. 7146, 6881.. 7192, 



Seq. No. 22136 

Gene No. 4 6099 

Start 17169 

Name OJ990605_36. 9919.C2 .olO. tw 

Start 7133 

GI none 

Exons 7133.. 7207, 7134.. 7208, 7178. 

7213.. 7338, 7322.. 7345, 7324. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 36. 9919. C2 



20033 

TBLASTX: Wheat 
15285 
131 

7303, 7204.. 7308, 7208.. 7303, 
7347, 7346. .7393, 7378. .7458, 



7389. .7451, 7505. .7537, 7506. .7538, 15199. .15285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 



22136 
46099 
17169 

OJ990605_36.9919.C2.ol2.tm 

7502 

none 

7502. .7750, 



7503.. 7751, 7510. 



22136 
46099 
17169 

OJ990605_36.9919.C2.ol0.tc 

7541 

none 

7541. .7582, 7549. .7569, 7601. 
7657. .7746, 7660. .7752, 7873. 
8221.. 8262, 8232.. 8279, 8352. 
8402. .8758 



Seq. ID OJ990605_36.9919.C2 
Strand 

End 20033 

Method TBLASTX: Maize 

End 7825^- V' 

Score 352 

.7821, 7513. .7806, 7757. .7825 

Seq. ID OJ990605_36.9919.C2 
Strand 

End 20033 
Method TBLASTX : Cress 
End 8775 
Score 4 9 

.7663, 7619, .7663, 7656.-7745, 
.7899, 7895. .7939, 8048. .8110, 
.8594, 8359. .8730, 8401. .8775, 



Seq. No. 22136 
Gene No. 46099 
Start 17169 

Name OJ990605_36. 9919.C2.o5 .tw 

Start 7625 
GI none 

Exons 7625.. .7783, 7626.. 7775, 7627. 

7760.. 7834, 7822.. 7935, 7831. 
7953.. 8132, 8012.. 8182, 8022. 
8226. .8258 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 36. 9919. C2 



20033 

TBLASTX: Wheat 
8259 
202 

7803, 7750. .7836, 7751. .7837, 
7938, 7836. .7943, 7945. .8154, 
8192, 8036.. 8182, 8212. .8259, 



Seq. No. 22136 

Gene No. 46099 ' • 

Start 17169 

Name OJ990605_36 . 9919 . C2 . ol3 . tm 

Start 7866 

GI none 

Exons 7866.-7895, 7867.. 7902, 7867. 

7896.. 799.4, 7897.. 8154, 7897. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7899, 7892 
.8067, . 8024 



OJ990605 36. 9919. C2 



20033 

TBLASTX: Maize 
8189 
59 

7933, 7892. 



.7939, 



.8182, 8025. .8132, 



22389 





8028. .8189, 


8036. 


.8170, 


8122. 


.8181 




Seq. No. 


22136 








Seq. ID 


OJ990605_36.9919.C2 


Gene No. 


46099 








Strand 




Start 


17169 








End 


20033 


Name 


OJ990605 36. 


9919. 


C2.03. 


tm 


Method 


TBLASTX: Maize 


Start 


8329 








End 


10091 


GI 


none 








Score 


37 


Exons 


8329. .8361, 


8338. 


.8910, 


8340. 


.8558, 8353.. 8751, 8360.. 8908, 




8803. .8910, 


8863. 


.9141, 


8905. 


.9144, 9124. .9582, 9136.. 9582, 




9530. .9643, 


9574. 


.9648, 


9591, 


.9647, 9593. .9697, 9662.. 9880, 




9681. .9995, 


9690. 


.9959, 


9697. 


.9996, 9926.. 10000, 9932.. 10000, 




9961. .10050, 


9987 


..10046, 9989.. 10090, 


10002. .10091 


Seq. No. 


22136 








Seq. ID 


OJ990605_36.9919.C2 




46099 








Strand 




Start 


17169 








End 


20033 


Name 


OJ990605 36. 


9919. 


C2 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


8811 








End 


9576 


GI 


none 








Score 


137 


Exons 


8811. .8906, 


8812. 


.9144, 


8812. 


.9141, 9175.. 9573, 9181.. 9576 


Seq. No. 


22136 








Seq. ID 


OJ990605_36.9919.C2 


Gene No. 


46099 








Strand 




Start 


17169 








End 


20033 


Name 


OJ990605 36. 


9919. 


C2.011 


. tc 


Method 


TBLASTX: Cress 


Start 


9006 








End 


9522 


GI 


none 








Score 


129 


Exons 


9006. .9104, 


9007. 


.9117, 


9014. 


.9118, 9021.. 9119, 9168.. 9275, 




9190. .9486, 


9199. 


.9522 








Seq. No. 


22136 








Seq. ID 


OJ990605_36.9919.C2 


Gene No. 


46099 








Strand 




Start 


17169 








End 


20033 


Name 


OJ990605 36. 


9919. 


C2.013 


. ts 


Method 


TBLASTX : Soybean ' 


Start 


9197 








End 


9525 


GI 


none 








Score 


137 


Exons 


9197. .9487, 


9199. 


.9525, 


9211. 


. 9492 





Seq. No. 22136 Seq. ID 

Gene No. 4 6099 Strand 

Start 17169 End 

Name OJ990605_36 . 9919 . 02 . o5 . tc Method 

Start 9864 End 

GI none - Score 
Exons 9864.. 9962, 9865.. 9963, 9867.. 9956, 10102 

10103. .10180, 10104. .10160, 10105 .. 10170, 

10154. .10183, 10240. .10407, 10242 .. 104 09, 

10297. .10413, 10423. .10671, 10427 .. 10666, 
10604. .10672 



OJ990605 36. 9919. C2 



20033 

TBLASTX: Cress 
10728 
92 

.10152, 10103. 
10154. .10183, 
10242. .10412, 
10435. .10728, 



10153, 



Seq. No. -22136 Seq. ID 

Gene No. 4 6099 Strand 

Start 17169 End 

Name OJ990605_36 . 9919 . C2 , o9 . tm Method 

Start 10275 End 

GI none Score 



OJ990605_36. 9919.C2 
20033 

TBLASTX: Maize 

11103 

135 



22390 



Exons 



10275. .10382, 10298 10381, 10299 .. 10382, 10729 .. 11103, 
10730. .11095, 10731. .11096, 10957.. 11097 



*^e^n Mo 

C * ^ • 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10384 






End 


12102 




GI 


none 






Score 


400 




Exons 


10384. 


.10671,. 10384. 


, .10728, 


11327. .11536, 11329. .11577, 






11332. 


.11577, 11406. 


, .11579, 


11513. .11578, 11572. .12102, 






11581. 


.12102 










Seq. No. 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2. 


,o8.tw 


Method 


TBLASTX: Wheat 




Start 


10413 






End 


10720 




GI 


none 






Score 


343 




Exons 


10413. 


.10676, 10413. 


.10718, 


10414. .10719, 10414. .10719, 






10604. 


.10720 










Seq. No. 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 








17169 






End 


20033 




Name 


OJ990605 36. 9919. C2. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


11007 






End 


12226 




GI 


none 






Score 


79 




Exons 


11007. 


.11048, 11009. 


.11182, 


11009. .11203, 11085. .11216, 






11202. 


.11315, 11203. 


.11319, 


11204. ,11323, 11327. .11536, 






11329. 


.12042, 11332. 


.12042, 


12029. .12127, 12039. .12134, 






12043. 


.12135, 12047. 


.12133, 


12061. .12135, 12136. .12216, 






12140. 


.12226, 12141. 


. 12224 








Seq. No. 


. 22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2. 


o6- ts 


Method 


TBLASTX : Soybean 




Start 


11459 






End 


12036 




GI* 


none 






Score 


107 




Exons 


11459. 


.11536, 11461. 


.12036, 


11463. .11720, 11464. .12030 




Seq. No. 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033^ 




Name 


OJ990605 36. 9919. C2. 


o2.tw 


" Method 


TBLASTX: Wheat 




Start 


11697 






End ' 


12074 




GI 


none 






Score 


51 




Exons 


11697. 


.11723, 11697. 


.12047, 


11698. .12072, 11698. .12072, 






11699. 


.12073, 11772. 


.12074 








Seq. No. 


22136 






•^Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2. 


ol2. tw 


Method 


TBLASTX: Wheat 




Start 


12075 






End 


12302 




GI 


none 






Score 


104 





22391 



Exons 


12075. 


.12134, 12077 


. .12133, 


12141. .12302, 12156.. 12302 




Seq. No. 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2 


. ol4 . to 


Method 


TBLASTX: Cress 




Start 


12456 






End 


12864 




GI 


none 






Score 


61 




Exons 


12456. 


.12500, 12460 


. .12495, 


12487. .12648, 12501 12650, 






12502. 


.12648, 12635 


. .12730, 


12645. .12731, 1264 5 .. 12758 , 






12646. 


.12732, 12733 


. .12864, 


12735. .12815, 12742.. 12822 




Seq. No. 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


f^ene No 


46099 






Strand 






start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2 


.ol6.ts 


Method 


TBLASTX: Soybean 




Start 


12812 






End 


12991 




GI 


none 






Score 


52 




Exons 


12812. 


.12841, 12814 


. .12837, 


12847. .12987, 12851.. 12991 




Seq. No. 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


' OJ990605 '36.9919.C2 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14160 






End 


14646 




GI 


none 






Score 


92 




p von 


14160. 


.14237, 14160 


14237, 


14161. .14238, 14161. .14238, 






14238. 


.14282, 14239 


. .14295! 


14239. .14295, 14270 14350 , 






14275. 


.14352, 14277 


. .14354, 


14286. .14348, 14302 .. 14367 , 






14312. 


.14380, 14313 


. .14354, 


14340. .14360, 14 365 14 4 15 , 






14365. 


.14406, 14366 


. .14458, 


14366. .14416, 14405 14644 , 






14412. 


.14645, 14464 


. .14646, 


14599. .14646 




Seq. No. 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


14441 






End 


14934 




GI 


none 






Score 


684 




Exons 


14441. 


.14932, 14451 


. .14849, 


14453. .14932, 14 599 .. 14 934 , 






14812. 


.14934 










Seq. No. 


22136 






Seq. ID 


OJ990605_36. 9919. 


C2 


Gene No . 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2 


.oil. ts 


Method 


TBLASTX : Soybean 




Start 


16140 






End 


16366 




GI 


none 






Score 


347 




Exons 


16140. 


.16364, 16140 


. . 16364, 


16142. .16366, 16142. .16366 




Seq. No. 


22136 






Seq. ID 


OJ990605_36.9919. 


C2 


Gene No. 


46099 






Strand 






Start 


17169 






End 


20033 




Name 


OJ990605 36. 9919. C2 


,o8.ts 


Method 


TBLASTX : Soybean 




Start 


16367 






End 


16819 




GI 


none 






Score 


448 




Exons 


16367. 


.16684, 16371 


. .16685, 


16399. .16686, 16672 .. 1674 9, 





22392 



16689. .16748, 16702 16818 , 16704 .. 16817, 16733 .. 1 6819, 
16733. .16819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22136 
46099 
17169 

OJ990605_36 . 9919. C2 .08 . 

16902 

none 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36.9919.C2 
20033 

TBLASTX: Maize 

17256 

564 



16902. .17219, 16903. .17256, 16905.. 17255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22136 
46099 
17169 
OJ990605 
16932 
none 
16932, 
16980. 
17493. 



36.9919.C2.o5.ts 



16979, 
17219, 
17537, 



16935. 
17230. 
17529. 



16976, 
17538, 
17651, 



Seq. ID OJ990605_36.9919.C2 
Strand 

End 20033 

Method TBLASTX : Soybean 

End 17656 

Score 59 
16975. .17205, 16979. .17224, 
17231. . 17476, 17277 .. 17477 , 
17531. .17656, 17531.. 17656 



Seq. No. 22136 

Gene No. 46099 

Start 17169 

Name OJ990605_36 . 9919 . C2 . 06 . tc 

Start 16944 

GI none 

Exons 16944. .16979, 16945 
16980. .17207, 16981 



Seq. ID OJ990605_36.9919.C2 
Strand 

End 20033 
Method TBLASTX : Cress 
End 17466 
Score 47 
16983, 16947. .16976, 1697 9 .. 17224 , 
17232, 17229. .17351, 17230 .. 1734 3, 



17231. .17365, 17343 .. 17369, 17359 .. 174 66, 17361. .17453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22136 
46099 
17169 

OJ990605_36.9919 
17169 

183_5.R1084 
17169. .17553, 18 
•133999/spl P0542 
PROTEIN S7 >gi_7 
chloroplast >gi_ 
S7 [Oryza sativa 
protein S7 [Oryz 
protein S7 [Oryz 



C2.ol0.gp 



093. .1 
4.1 RR7 
0904_p 
12037 

] >gi_ 
a sati 
a sati 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 36. 9919. C2 



20033 
AAT/GAP 
19137 
2766 

9137 

ORYSA l.Oe-48 CHLOROPLAST 30S RIBOSOMAL 

ir R3RZ7 ribosomal protein S7 - rice 

emb_CAA33942_ (X15901) ribosomal protein 
12065_emb_CAA33919_ (X15901) ribosomal 

va] >gi_226657_prf 1603356CH ribosomal 

va] ' 



Seq. No. . 22136 Seq. ID 

Gene No. 4 6099 Strand 

Start 17169 End 

Name OJ990605_36 . 9919 . C2 , ol . tm Method 

Start 17258 End 

GI none Score 
Exons 



OJ990605_36. 9919.C2 
20033 

TBLASTX: Maize 

19135 

756 



17258. .17728, 17258 .. 17788 , 17277 17789, 17407 .. 17793, 

17771. .18694, 17784 .. 18167 , 1778 6 .. 18 688 , 18222 .. 18 695 , 

18603. .18704, 18750 .. 18833, 18751 .. 18834 , 18772 .. 18834 , 

18776. .18835, 18828 .. 19127 , 18830 .. 19135, 18833. .19135 



Seq. No. 



22136 



Seq. ID OJ990605_36.9919.C2 



22393 




Gene No. 


46099 








Strand 








Start 


17169 








End 


20033 






Name 


OJ990605 36. 9919. C2. 


oll.tw 


Method 


TBLASTX: 


Wheat 




Start 


17333 








End 


17552 






GI 


none 








Score 


-99 






Exons 


17333. 


.17443, 


17336. 


.17416, 


17337. .17420, 17400 


. .17531, 






17402. 


.17515, 


17519. 


.17551, 


17520. .17552 






Seq. No. 


22136 








Seq. ID 


OJ990605 


- 

_36.9919 


.C2 


Gene No 


46099 








Strand 








Start 


17169 








End 


20033 






Name 


OJ990605 36. 9919. C2. 


ol7.tc 


Method 


TBLASTX: 


Cress 




Start 


17513 








End 


17673 






GI 


none 








Score 


194 






Exons 


17513. 


.17668, 


17524. 


.17634, 


17531. .17668, 17533 


. .17673 




Seq. No. 


22136 








Seq. ID 


OJ990605 


_36-.9919 


.C2 


Gene No. 


46099 








Strand 








Start 


17169 








End 


20033 






Name 


OJ990605 36. 9919. C2. 


o9.ts 


Method 


■TBLASTX: 


Soybean 




Start 


17658 








End 


18059 






GI 


none 








Score 


178 






Exons 


17658. 


.17780, 


17659. 


.17781, 


17659. .17781, 17709 


. .17804, 






17792. 


.17905, 


17792. 


.17905, 


17904 . . 18059,- 17906 


. .18058 




Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919 


.C2 




46099 








Strand 








Start 


17169 








End 


20033 






Name 


OJ990605 36. 9919. C2. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


17927 








End 


18337 






GI 


none 








Score 


42 






Exons 


17927. 


.17986, 


17978. 


.18337, 


17993. .18334 






Seq. No. 


22136 








Seq. ID 


OJ990605 


_36. 9919 


.C2 


Gene No. 


46099 








Strand 








Start 


17169 








End 


20033 






Name 


OJ990605 36. 9919. C2. 


o3. tc 


Method 


TBLASTX: 


Cress 




Start 


17946 








End 


18695 






GI 


none 








Score 


365 






Exons 


17946. 


.18167, 


17946. 


*h^8434, 


17947. .18468, 17948 


. .18424, 






17948. 


.18469, 


18419. 


.18535, 


18423. .18536, 18424 


. .18450, 






18427. 


.18543, 


18428. 


.18544, 


18480. .18 


548,- 18512 


. .18586, 






18517. 


.18618, 


18550. 


.18597, 


18587. .18661, 18603 


. .18671, 






18613. 


.18657, 


18647. 


.18688, 


18653. .18694, 18675 


. .18695 




Seq. No. 


22136 








Seq. ID 


OJ990605 


_36.9919 


.C2 


Gene No. 


46099 








Strand 








Start 


17169 








End 


20033 






Name 


OJ990605 36.9919.C2. 


olO.ts'v 


Method 


TBLASTX: 


Soybean 




Start 


18217 








End 


19330 






GI 


none 








Score 


308 






Exons 


18217. 


. 18417, 


18218. 


.18424, 


18401. .18523, 18433 


. . 18528, 






18434. 


.18523,' 


18480. 


.18530, 


18487. .18534, 18550 


. .18585, 






18554 . 


.18586, 


18586. 


.18627, 


18593. .18628, 18616 


. .18678, 






18751. 


.18816, 


18753. 


.18818, 


18811. .18 


337, 18812 


. .18838, 






• 18845. 


.18949, 


18872. 


.18949, 


18957. .19049, 18976 


. .19032, 






19064. 


.19102, 


19163. 


.19321, 


19164. .19319, 19165 


. . 19329, 





22394 



19190. .19330 



Seq. No. 22136 

Gene No. 4 6099 

Start 17169 

Name OJ990605_36 . 9919 . C2 . ol8 . tc 

Start 18755 

GI none 

Exons 18755. .18790, 18780 .. 18821, 
18815. .18958, 18816 .. 18947 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



18792. .18824, 18814 
18817. .18948, 18953 



OJ990605_36.9919.C2 
20033 

TBLASTX: Cress 

18976 

40 

18951, 
18976 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22136 
46099 
17169 
OJ990605 
18977 
none 
18977. 
19072. 
19266. 
19358. 
19457. 
19581. 
19705. 
19848. 



36.9919.C2.o4.tc 



9072, 
9101, 
9337, 
9438, 
9564, 
9697, 
9749, 
9949, 



18977. 
19163. 
19356. 
19430. 
19471. 
19583. 
19763. 
19850. 



.19063, 
,19309, 
,19433, 
19501, 
19539, 
19690, 
19810, 
19948, 



Seq. ID OJ990605_36. 9919.C2 
Strand 

End 20033 

Method TBLASTX: Cress 

End 20033 

Score 110 
19070. .19096, 19070. .19096, 
19170. .19301, 19204. .19302, 
19357. .19437, 19357. 
19433. .19501, 19434, 
19503. .19565, 19561, 
19587. .19745, 19637, 
19764. .19940, 19765, 



19974. .20033, 19976. 



.19437, 
.19502, 
.19692, 
.19744, 
.19947, 
.20032 



22137 Seq. ID OJ990605_36 . 9919 . C3 

46100 Strand + 

1 End 14 8. 

OJ990605_36 . 9919 . C3 . ol . gp Method AAT/GAP 

1 End 148 

24570_1.R1084 Score 296 

1..148 

'131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15* 

22137 Seq. ID OJ990605_36 . 9919 . C3 

46101 Strand + 
512 End 875 
OJ990605_36 . 9919 . C3 . o2 . gp Method AAT/GAP 
512 End 875 
5455469 Score 666 
512. .875 ■ 

131251/sp|P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15 



Seq. No. 



22137 



Seq. ID OJ990605_36. 9919.C3 



22395 





4 fi^ n^ 




Strand 




Start 


903 




End 


1954 


Name 


OJ990605 36. 9919. C3. 


o3. tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


382 


GI 


none 




Score 


285 


Exons 


1..153, 2. .172/138. 


.185, 149 


..379, 155. .382, 234. .380 


Seq. No. 


22137 




Con in 






*4 D X Uil 








Start 


903 




End 


1954 


Name 


OJ990605 36. 9919. C3. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


1 






1 ft7 
X o / 


GI 


none 




Score 


O 4 D 


Exons 


1..186, 2. .187 








Seq. No. 


22137 










*1 o ± 




O L I. oilU 




Start 


903 




End 


1954 


Name 


OJ990605 36. 9919. C3. 


o2 .ts 


Method 


TBLASTX : Soybean 


Start 


71 








GI 


none 




Score 


919 
^ X z 


Exons 


71. .436, 230. .415 








Seq. No. 


22137 




oeq . J. u 






*1 o ± 




Qi- r-a nrl 




Start 


903. 








Name 


OJ990605 36. 9919. C3. 


o2.tc 


Method 


TBLASTX: Cress • 


Start 


470 




End 


838 


GI 


none 




Score 


579 


Exons 


470. .838, 470. .820 








Seq. No. 


22137 




Seq. ID 


OJ990605_36.9919.C3 


Gene No. 


46102 




Strand 




Start 


903 




End 


1954 


Name 


OJ990605 36. 9919. C3. 


o3 .gp 


Method 


AAT/GAP 


Start 


903 




End 


1321 


GI 


3073 1.R1084 




Score 


743 


Exons 


903. .1321 








GI Descrip. 


'133936/spl P1214 6|RR3_ORYSA .5 


Oe-95 CHLOROPLAST 30S RIBOSOMAL 



PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



22137 Seq. ID 

46102 Strand 

903 End 

OJ990605_36 . 9919 . C3 . o2 . tm Method 

915 End 

none Score 



OJ990605_36.9919.C3 
1954 

TBLASTX: Maize 

1331 

197 



915-.. 1043, 934. .1044, 943. .1044, 1015. .1245, 1043. .1120, 
1044. .1217, 1045. .1-218, 1184. .1246, 1201. .1254, 1211. .1273, 
1212. .1271, 1239. .1331, 1270. .1329 



Seq. No. 
Gene No. 
Start 



22137 
46102 
903 



Seq. ID 

Strand 

End 



OJ990605 36. 9919. C3 



1954 



22396 



Name 


OJ990605 36 


.9919.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


982 






End 


1954 


GI 


none 






Score 


57 


Exons 


982. . 1044, 


992.. 1036, 1044.. 


1214, 1044 


..1214, 1482. .1811, 




1487 . .1600,- 


1488 , . 1772, 


1537 


..1776, 1717. .1926, 1744. .1926, 




1766. .1933, 


1767. .1943, 


1913 


..1954, 1923.. 1952 


Seq. No. 


22137 






Seq. ID 


OJ990605_36.9919.C3 


Gene No. 


46102 






Strand 




Start 


903 






End 


1954 


Name 


OJ990605_36 


. 9919.C3.ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1116 






End 


1912 


GI 


none 






Score 


87 


Exons 


1116. . 1214, 


1119. .1214, 


1482 


..1652, 1485.. 1649, 1537.. 1653, 




1663, .1911, 


1667. .1906, 


1668 


..1907, 1675. .1911, 1844. .1912 


Seq. No. 


22137 






Seq. ID 


OJ990605_36.9919.C3 


Gene No. 


46102 






Strand 




Start 


903 






End 


1954 


Name 


OJ990605_36 


. 9919.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1513 






. End 


1954 


GI 


none 






Score 


649 


Exons 


• 1513. . 1953, 


1514. .1954, 


1537 


. .1953 




Seq. No. 


22137 






Seq. ID 


OJ990605_36.9919.C3 


Gene No. 


46102 






Strand 




Start 


903 






End 


1954 


Name 


OJ990605_36 


. 9919.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1653 






End 


1954 


GI 


none 






Score 


404 


Exons 


1653. . 1952, 


1654. .1953, 


X DO fi 


..1953, 1844. .1954 


Seq. No. 


22138 






Seq. ID 


OJ990605_36.9919.C4 


Gene No. 


46103 






Strand 


+ 




329 






End 


798 


Name 


OJ990605 36 


.9919.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


329 






End 


798 


GI 


uC-osflcyp097b05bl 




Score 


907 


Exons 


329. .798 










GI Descrip. 


•140503/sp|P12173| YCTI_ 


ORYSA 


3.0e-39 HYPOTHETICAL 14 KD PROTEIN 



IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl. intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trni intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnI intron [Oryza sativa] >gi_226660_prf 1603356CL trnI 

intron ORF 133 [Oryza' 



Seq. No. 22138 Seq. ID OJ990605_36 . 9919 . C4 

Gene No. 4 6104 Strand 

Start 1444 End 2385 

Name OJ990605_36 . 9919 . C4 . o2 . gp Method AAT/GAP.' 

Start 1444 End 2385 

GI 688_1.R1084 Score 1842 

Exons 1444.. 2385 

GI Descrip. ' 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] ' 



22397 



Seq. No. 22138 

Gene No. 46105 

Start 2417 

Name OJ990605_36. 9919.C4 .o4 .ts 

Start 10 

GI none 
Exons 



Seq. ID OJ990605_36.9919.C4 
Strand 

End 2586 

Method TBLASTX : Soybean 

End 333 

Score 128 



10. .111, 18. .113, 19. .111, 101. .166, 104. .166, 117. .170, 
248. .283, 249. .284, 287. .331, 289. .333, 294. .332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22138 
46105 
2417 

OJ990605_36.9919.C4.o4.tc 
18 

none 



Seq. ID OJ990605_36.9919.C4 
Strand 

End 2586 

Method TBLASTX : Cress 

End 366 

Score 129 



18. .113, 20. .112, 101. .187, 117. .188, 217. .270, 219. .266, 
240. .281, 242. .286, 272. .301, 279. .365, 281. .364, 289. .366 



Seq. No. 22138 

Gene No. 46105 

Start 2417 

Name OJ990 605_36 . 9919 . C4 . ol . tm 

Start 21 

GI none 
Exons 



Seq. ID OJ990605_36.9919.C4 
Strand 

End 2586 

Method TBLASTX : Maize 

End 532 

Score 301- 



21. .212, 21. .212, 23. .217, 205. .285, 219. .281, 222. .302, 
231.. 530, 260.. 532, 260.. 532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22138 
46105 
2417 

OJ990605_36.9919.C4.o2.ts 

744 

none 



Seq. ID OJ990605_36.9919.C4 
Strand 

End 2586 

Method TBLASTX : Soybean 

End 988 

Score 199 



744. .875, 744. .881, 745. .876, 865. .921, 866. .919, 928. .987, 
928. .987, 929. .988, 929. .988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22138 
46105 
2417 

OJ990605_36. 9919.C4 .ol.tc 

1007 

none 



Seq. ID OJ990605_36.9919.C4 
Strand 

End 2586 

Method TBLASTX: Cress 

End 1564 

Score 80 



1007. .1036, 1035. .1124, 1037. .1126, 1038. .1127, 1071. .1394, 
1102. .1434, 1123. .1392, 1128. .1394, 1383. .1562, 1391. .1564, 
1417. .1563 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



22138 
46105 
2417 

OJ990605_36.9919.C4.ol.ts 

1327 

none 



Seq. ID OJ990605_36,9919.C4 

Strand . - 

End 2586 

Method TBLASTX : Soybean 

End 1963 

Score 324 



1327. .1587, 1329. .1571, 1563. .1691, 1566. .1700, 1570. .1716, 
1573. .1695, 1616. .1696, 1685. .1891, 1686. .1877, 1693. .1881, 
1833. .1961, 1876. .1962, 1877. .1963, 1877. .1963 



Seq. No. 



22138 



Seq. ID OJ990605_36. 9919.C4 



22398 



Gene No. 


46105 


Start 


2417 


Name 


OJ990605_36. 


Start 


157 / 


GI 


none 


Exons 


1577 . . 1690, 




1688 . .1891, 


Seq. No. 


22138 


Gene No. 


46105 


Start 


2417 


Name 


OJ990605 36. 


Start 


2062 


GI 


none 


Exons 


2062 . . 2097, 




2098 . . 2196, 




2247 . .2303, 


Seq. No. 


22138 


Gene No. 


46105 


Start 


2417 


Name 


OJ990605 36. 


Start 


2215 


GI 


none 


Exons 


2215 . . 2331, 




2335. . 2388, 




2471. .2524, 




2560. . 2586 


Seq. No. 


22138 


Gene No. 


46105 


Start 


z4 1 / 


Name 


OJ990605 36. 


Start 


2417 


GI 


2669_1.R1084 


Exons 


24 17 . . 2586 


GI Descrip. 


'3914470/sph 




POLYPEPTIDE : 




PSII protein 


Seq. No. 


22138 


Gene No. 


46105 


Start 


2417 


Name 


OJ990605 36.1 


Start 


2423 


GI 


none 


Exons 


2423. .2584, - 


Seq. No. 


22138 


Gene No. 


46105 


Start 


2417 


Name 


OJ9y0605 36.! 


Start 


2435 


GI 


none 


Exons 


2435. .2584, ; 


Seq. No. 


22139 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2586 

TBLASTX: Cress 

1951 

155 



OJ990605 36. 9919. C4 



.2097, 2069.. 2101, 2073 
.2211, 2111.. 2212, 2159 



2586 

TBLASTX: Cress 

2423 

40 

2186, 2085. 
2296, 2215. 



2195, 
2295, 



2216. 
2336. 
2472. 



.o3.ts 



.2296, 2247. 
.2389, 2378. 
.2522, 2473. 



Seq. ID OJ990605_36.9919.C4 
Strand 

End 2586 

Method TBLASTX : Soybean 

End 2586 

Score 133 . 

.2303, 2310.. 2339, 2322.. 2375, 
.2470, 2381.. 2458, 2386.. 2460, 
.2535, 2473.-2523, 2535.. 2585, 



Seq. ID OJ990605_36. 9919.C4 
Strand 

End 2586 

Method AAT/GAP 

End 2586 

Score 283 



Seq. ID OJ990605_36.9919.C4 
Strand 

End 258 6 

Method TBLASTX : Mai ze 

End 2586 

Score 262 



Seq. ID OJ990605_36.9919.C4 
Strand 

End 2586 

Method TBLASTX : Cress 

End 2586 

Score 210 



Seq. ID OJ990605_36. 9919.C5 



22399 



Gene No. 4 6106 Strand + 

Start 1 End 128 

Name OJ990605_36. 9919.C5.ol .gp Method AAT/GAP 

Start 1 End 128 

GI LIB3431-040-P1-K2-C1 Score 175 

Exons 1..128 

GI Descrip. ' 114521/sp | P12084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha . subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 



Seq. No. 22140 

Gene No. 46107 

Start 433 

Name OJ990605_36. 9919.C6.ol.gp 

Start 433 

GI 306_9.R1084 

Exons 433.. 586 

GI Descrip. ' 287391/dbj | D13111 | RICMT15 
rpoB pseudogene' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_36.9919.C6 
586 

AAT/GAP 

586 

282 



l.Oe-178 Oryza sativa mitochondrial 



Seq. No. 22140 Seq. ID 

Gene No. : 4 6107 Strand 

Start 433 End 

Name OJ990605_36 . 9919 . C6 . ol . tc Method 

Start 4 35 End 

GI none Score 

Exons 435.. 530, 435 .. 515, '449 547, 519.. 584, 519.. 584, 520.. 585, 
527. .586 



OJ990605_36.9919.C6 
586 

TBLASTX: Cress 

586 

125 



Seq. No. 22141 Seq. ID 

Gene No. 4 6108 Strand 

Start 6563 End 

Name OJ990705_39 . 9919 . C2 . o4 . gp . Method 

Start 6563 End 

GI none Score 

Exons 6563.. 6724 



OJ990705_39.9919.C2 
+ 

6724 
AAT/GAP 
6724 
296 



Seq. No. 22141 Seq.' ID 

Gene No. 46109 Strand 

Start 10619 End 

Name OJ990705_39 . 9919 . C2 . o6 . gp Method 

Start 10619 End' 

GI 6761 1.R1084 Score 
Exons 



OJ990705_39.9919.C2 
+ 

14159 
AAT/GAP 
12403 
1345 



10619. .10924, 11027. .11086, 11328 .. 11455 , 11577 11662 , 
11765. .11796, 11954. .12115, 12359. .12403 
GI Descrip. '3184559 4.0e-28 (AF052290) putative c-type cytochrome 
biogenesis protein [Synechococcus PCC7002] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22141 
46109 
10619 

OJ990705_39. 9919.C2.o2.gs 

10988 

none 



.^.Seq. ID OJ990705_39.9919.C2 



Strand 
End 

Method 

End 

Score 



+ 

14159 
GENSCAN 
14159 
.78 



10988. .11002, 11027. .11086, 11954 .. 12115, 12359 .. 12431 , 



22400 



12532. .12632, 12907 .. 12999, 13191 .. 13220, 14112.. 14159 



Seq. No. 


^^141 


Seq. ID 


OJ990705_39.9919.C2. 




46109 


Strand 


+ 


start 


10619 


End 


14159 


Name 


OJ990705 39.9919.C2.o3.np 


Method 


AAT/NAP 


Start 


11364 


End 


13777 


GI 


1653775 


Score 


351 


Exons 


11364. .11455, 11577. .11691, 


11954. .12115, 12473. .12632, 




12907. .12999, 13174 .. 13220, 


13708. .13777 


GI Descrip. 


(D90916) thiol : disulfide . interchange protein DsbD [Synechocystis 




sp.] 






Seq. No. 


22141 


Seq. ID 


OJ990705 39. 9919. C2 


Gene No. 


46109 


Strand 


+ 


Start 


10619 


End 


14159 


Name 


OJ990705 39.9919.C2.o7.gp 


Method 


AAT/GAP 


Start 


13192 


End 


14100 


GI 


none 


Score 


804 


Exons 


13192. .13220, 13708. .14100 






Seq. No, 


22141; - 


Seq. ID 


OJ990705_39. 9919.C2 


Gene No. 


46110 


Strand 




Start 


288 


End 


10904 


Name 


OJ990705 39.9919.C2.ol.gs 


Method 


GENSCAN 


Start 


288 


End 


10904 


GI 


none 


Score 


.75 


Exons 


288.. 522, 1235.. 1512, 2089.. 


2160, 2892 


..3053, 3251.. 3355, 




3484.. 3570, 3754.. 3928, 5969 


'..6722, 8932. .9076, 10200 .. 10403, 




10773. .10904 






Seq. No. 


22141 


Seq. ID 


OJ990705_39.9919.C2 


Gene No. 


46110 


Strand 




Start 


288 


End 


10904 


Name 


OJ990705 39.9919.C2.ol.np 


Method 


AAT/NAP 


Start 


291 


End 


4071 


GI 


984756 


Score 


1366 


Exons 


291. .522, 1235. .1289, 1394.. 


1512, 2089, 


. .2155, 2285. .2325, 




2894. .3053, . 3251. .3355, 3484 


..3570, 3683. .3805,. -3914. .4071 


GI Descrip. 


(Z54153) chilling-inducible 


protein [Oryza sativa] 


Seq. No. 


22141 


Seq. ID 


OJ990705_39. 9919.C2 


Gene No. 


46110 


Strand 




Start 


288 


End 


10904 


Name 


OJ990705 39. 9919.C2.ol.gp 


Method 


AAT/GAP 


Start 


412 


End 


2171 


GI 


LIB3434-024-P1-K1-G9 


Score 


869 


Exons 


412. .522, 1235. ,1512, 2089.. 


2171 




GI Descrip. 


'5107033/gb|AAD39930.1|AF133708 1 2 . Oe- 


-52 (AF133708) PP2A 




regulatory subunit [Arabidopsis thaliana] ' 


Seq. No. 


22141 


Seq. ID 


OJ990705_39.9919.C2 


Gene No. 


46110 


■ Strand 




Start ' 


288 


End 


10904 


Name 


OJ990705 39.9919.C2.o3.gp 


Method 


AAT/GAP 


Start 


2528 


End 


4213 


GI 


240 1.R1084 


Score 


1059 



22401 




Exons 2528.. 2547, 2877,. 3053, 3251. .3355, 3484.-3570, 3683.. 3805, 

3914. .4213 

GI Descrip. ' 984756/emb | CAA90866 I l.Oe-171 (Z54153) chilling-inducible 
protein [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22141 
46110 
288 

OJ990705_39. 
2877 . 
240_1.R1084 
2877. .3053, 



9919.C2.o2.gp 



3251. .3355, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3484. .3570, 



OJ990705 39. 9919. C2 



10904 
AAT/GAP 
4101 
996 
3683. .3805, 



3914. .4101 



•984756/emb I CAA90866 I 1, 
protein [Oryza sativa] ' 



Oe-171 (Z54153) chilling-inducible 



Seq. No. 


22141 




Seq. ID 


OJ990705_39.9919 


.C2 


Gene No. 


46110 




Strand 


- 




Start 


288 




End 


10904 




Name 


OJ990705 39. 9919. C2 


. o2.np 


Method 


AAT/NAP 




Start 


6404 




End 


7759 




GI 


4678923 




Score 


167 




Exons 


6404. .6870, 7689. .7759 








GI . Descrip. 


(AL049711) putative 


protein 


[Arabidops 


is thaliana] 




Seq. No. 


22141 




Seq. ID 


OJ990705_39.9919 


.C2 


Gene No. 


46110 




Strand 






Start 


288 




End 


10904 




Name 


OJ990705 39. 9919. C2 


. o5 . gp 


Method 


AAT/GAP 




Start 


10200 




End 


10475 




GI 


none 




Score 


413 




Exons 


10200.. 10475 










Seq. No. 


22141 




Seq. ID 


OJ990705_39.9919 


.C2 


Gene- No. 


46111 




Strand 






Start 


14286 




End 


14830 




Name 


OJ990705 39. 9919. C2 


.o2.tra 


Method 


TBLASTX: Maize 




Start 


273 




End 


4142 




GI 


none 




Score 


160 




Exons 


273. .425, 282. .524, 


289. .525, 1196. .1513, 1234. .1515, 





1234. .1512, 1235. .1513, 2087. .2161, 2087. .2188, 2285. .2326, 

2289. .2327, 2889. .2945, 2935. .3054, 2957. .3055, 3237. .3356, 

3237. .3356, 3244. .3360, 3245. .3358, 3482. .3577, 3482. .3574, 

3484. .3600, . 3680. .3808, 3681. .3806, 3683. .3808, 3922. .4011, 

3958. .3990, 4018. .4071, 4074. .4142 



Seq. No. 22141 

Gene No. 46111 

Start 14286 

Name OJ990705_39 . 9919 . C2 . ol . ts 

Start 285 

GI none 

Exons 285.. 392, 288.. 344, 408.. 524, 
2096. .2170, 3484.. 3600, 3680. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990705 39. 9919. C2 



14830 

TBLASTX : Soybean 
3842 
92 

415. .525, 1196. .1507, 1234, 
3808, 3681.. 3842 



.1500, 



Seq. No. 
Gene No. 
Start 



22141 
46111 
14286 



Seq. ID 

Strand 

End 



OJ990705 39. 9919. C2 



14830 



22402 



Name 




o2.tc 


Method 


TBLASTX: 


Cress 




Start 


o o o 




End 


525 








none 




Score. 


73 






Exons 


288. .344, 289.-366, 


291.. 365, 408.. 524 


, 451. .525 




Seq. No. 


2214 1 




Seq. ID 


OJ990705 


_39.9919 


. 02 


Gene No. 


46111 




Strand 


- 






Start 


14286 




End 


14830 






Name 


OJ990705 39. 9919. C2. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


6448 




End 


6705 






GI 


none 




Score 


107 






Exons 


6448. .6705, 6448. .6705 










Seq. No. 


22141 




Seq. ID 


OJ990705 


_39. 9919 


. C2 


Gene No. 


46111 




Strand 








Start 


14286 




End 


14830 






Name 


OJ990705 39. 9919. C2. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


6568 




End 


6724 






GI 


none 




Score 


153 






Exons 


6568.. 6705, 6572.. 6706, 6573.. 6707, 6626.. 6724 






Seq. No. 


22141 




Seq. ID 


OJ990705 


_39. 9919 


.C2 


Gene No. 


4 6111 




Strand 








Start 


14286 




End 


14830 






Name 


OJ990705_39.9919.C2. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


11337 




End 


12118 






GI 


none 




Score 


125 






Exons 


11337. .11453, 11345. 


.11461, 


11364. .11453, 11372 


. .11455, 






11569. .11646, 11574. 


.11663, 


11587. .11670, 11764 


. .11799, 






11953. .12114, 11954. 


.12118 










Seq. No. 


22141 




Seq. ID 


OJ990705 


_39.9919 


. 02 


Gene No . 


46111 




Strand 








Start 


14286 




End 


14830 






Name 


OJ990705 39. 9919. C2. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


11565 




End 


12425 






GI 


none 




Score 


99 






Exons 


11565. .11663, 11593. 


.11670, 


11597. .11701, 11598 


. .11663, 






11763. .11798, 11764. 


.11799, 


11952. .12116, 11953 


. .12117, 






11953.. 12117, 11954. 


.12118, 


12333. .12425, 12357 


. . 12425 




Seq. No. 


22141 




Seq. ID 


OJ990705 


_39 . 9919 


. 02 


Gene No. 


46111 




Strand 








Start 


14286 




End 


14830 






Name 


OJ990705 39. 9919. C2. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


12521 




End 


13785 






GI 


none 




Score 


178 






Exons 


12521. .12646, 12524. 


.12631, 


12904. .12999, 12906 


. .12998, 






12913. .12999, 13126. 


.13218, 


13173. .13220, 13174 


. .13218, 






13705. .13740, 13707. 


.13742, 


13708. .13743, 13722 


. . 13784, 






13739. .13783, 13741. 


.13785 










Seq. No. 


22141 




Seq. ID 


OJ990705 


_39.9919 


.02 


Gene No. 


46111 




Strand 








Start 


14286 ■ 




End 


14830 






Name 


OJ990705 39. 9919. C2. 


o8 . gp 


Method 


AAT/GAP 






Start 


14286 




End 


14822 







22403 



GI 


5607609 


Score 


800 




Exons 


14286. .14641, 14739.. 14822 








Seq. No. 


22141 


Seq. ID 


OJ990705_39.9919 


.C2 


Gene No. 


46111 


Strand 






Start 


14286 


End 


14830 




Name 


OJ990705 39. 9919.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


14400 


End 


14830 


- 


GI ' 


none 


Score 


76 




Exons 


14400. . 14 4 50, 14401. .14493, 


14402. .14 4 88, 14432 .. 144 91, 






14 44 6. .14 4 93, 14481 .. 14 672, 


14484. .14 654, 14737. .14820, 






14738. .14821, 14738. .14830 








Seq. No. 


22142 


Seq. ID 


OJ990705_39.9919 


.C3 


Gene No. 


46112 


Strand 


+ 




Start 


5960 


End 


12313 




Name 


OJ990705 39.9919.C3.ol.np 


Method 


AAT/NAP 




Start 


5960 


End 


11986 




GI 


6056209 


Score 


705 




Exons 


5960.. 6085, 9318.. 9837, 10850 .. 10896, 10998 .. 11173, 11881. 


GI Descrip. 


(AC0094 00) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


22142 


Seq. ID 


OJ990705_39.9919 


.C3 


Gene No. 


46112 


■Strand 


+ 




Start 


5960 


End 


12313 




Name 


OJ990705 39.9919.C3.o2.gs 


Method 


GENSCAN 




Start 


8901 


End 


11985 




GI 


none 


Score 


.96 




Exons 


8901.. 9837, 10850.. 10896, 10998 11173, 


11771. .11789, 






11881. .11985 








Seq. No. 


22142 


Seq. ID 


OJ990705_39.9919 


.C3 


Gene No. 


46112 


Strand 


+ 




Start 


5960 


End 


12313 




Name 


OJ990705 39.9919.C3.o6.gp 


Method 


AAT/GAP 




Start 


9808 


End 


12313 




GI 


16175 1.R1084 


Score 


1286 




Exons 


9808.. 9837, 10850 .. 10896, 10998 .. 11173, 


11881. .12313 




GI Descrip. 


'6056209/gb|AAF02826.1|AC009400 22 l.Oe-36 (AC009400) unknc 




protein [Arabidopsis thaliana] ' 






Seq. No. 


22142 


Seq. ■ ID 


OJ990705_39.9919 


.C3 


Gene No . 


46113 


Strand 


+ 




Start 


15386 


End 


16483 




Name 


OJ990705 39.9919.C3.o3.gs 


Method 


GENSCAN 




Start 


15386 


End , 


16483 




GI 


none 


Score 


1 




Exons 


15386. .16483 








Seq. No. 


22142 


Seq. ID 


OJ990705_39.9919 


.C3 


Gene No. 


46115 


Strand 






Start 


2484 


End 


2872 




Name 


OJ990705 39.9919.C3.o2.gp 


Method 


AAT/GAP 




Start 


2484 


End 


2872 




GI 


none 


Score 


674 




Exons 


2484. .2872 









22404 




Seq. No, 


22142 




Seq. ID 


OJ990705_39.9919.C3 


Gpne No . 


46116 




Strand 




Start 


2990 




End 


3851 


Name 


OJ990705 39. 


9919.C3.o3.gp 


Method 


AAT/GAP 


Start 


2990 




End 


3851 . 


GI 


5607608 




Score 


763 


Exons 


2990. .3042, 


3187. .3284, 3584. 


.3851 




Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919.C3 


Gene No. 


46117 




Strand 


- 


Start 


9165 




End 


9774 


Name 


OJ990705 39. 


9919.C3.o5.gp 


Method 


AAT/GAP 


Start 


9165 




End 


9774 


GI 


14262 1.R1084 


Score 


849 


Exons 


9165. .9228, 


9272. .9774 






GI Descrip. 


•6056209/gb|AAF02826.1|AC009400 22 7. 


De-17 (AC009400) unknown 




protein [Arabidopsis thaliana 


1 ' 




Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919.C3 


Gene No. 


4 6118 




Strand 




Start 


17014 




End 


21115 


Name 


OJ990705 39. 


9919.C3.o4.tm 


Method 


TBLASTX: Maize 


Start 


2011 




End 


3290 


GI 


none 




Score 


84- 


Exons 


^ \J A. J. a * ^ yj ^ J. f 


?ni 9 901 d 9^ s? 

\J J. C. a a t *i f A. ^ m 


.2214, 2153.. 2215, 2156. .2233, 




2157 2234 


2366 2386 2390 


.2452, 2719. .2862, 2743. .2895, 




2744 2869 


2808 2870 2960 


.3052, 2960.. 30.25, 2970.. 3041, 




"^IfiS 3286 


3186 3290 






Seq. No. 


22142 




Seq. ID 


OJ990705_39. 9919.C3 


HpriP No 


46118 




Strand 




Start 


17014 




End 


21115 


Name 


OJ990705 39 


9919.C3.o2.tc 


Method 


TBLASTX: Cress 


Start 






End 


9794 


GI 


none 




Score 


231 


Exons 


9633. .9794, 


9635. .9706 






Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919.C3 




46118 




Strand 




Start 


17014 




End 


21115 


Name 


OJ990705 39. 


9919.C3.o6.tm 


Method 


TBLASTX: Maize 


Start 


9704 




End 


10925 


GI 


none 




Score 


224 


Exons 


9704. .9838, 


9705.. 9839, 10848 


.10925, 


10849. .10896 


Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919.C3 


Gene No. 


46118 




Strand 




Start 


17014 




End 


21115 


Name 


OJ990705 39. 


9919.C3.o3.ts 


Method 


TBLASTX : Soybean 


Start 


9750 




End 


11985 


GI ; 


none 




Score 


124 


Exons 


9750. .9839, 


9752.. 9838, 10848 


.10901, 


10849. .10896, 




10855. .10914 


, 10995. .11174, 10997. .11176, 10998 11198 , 




11772. .11789 


, 11871. .11981, 11875.. 11985 


Seq. No. 


22142 




Seq. ID 


OJ990705_39. 9919.C3 


Gene No. 


46118 




Strand 





22405 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17014 End 
OJ990705_39 . 9919 . C3 . o3 , tm Method 
10974 End 
none Score 

10974. ,11174, 11000. .11176, 11009. 

11871. .11984, 11875. .11985, 12051. 



21115 ' 

TBLASTX: Maize 

12083 

277 



.11176, 11772, 
.12083 



,11789, 



22142 
46118 
17014 

OJ990705_39 . 991 9 . C3 . o7 . gp 
16761 

10910_1.R1084 

16761. .17319, 17594. .17892, 



OJ990705 39. 9919. C3 



Seq. ID _ 
Strand 

End 21115 
Method AAT/GAP 
End 18046 
Score 1666 
17994. .18046 

'1805654/emb|CAA68234 1 2.0e-63 (X99972) calmodulin-stimulated 
calcium-ATPase [Brassica oleracea] ' 



Seq. No. 22142 Seq. ID 

Gene No. 4 6118 Strand 

Start 17014 End 

Name OJ990705_39 . 9919 . C3 . o7 . tm Method 

Start 17003 End 

GI none Score 

Exons 17003. .17065, 17008 .. 17079, 17082 .. 17192 , 17083 .. 17274 , 
17083.. 17274 



OJ990705_39.9919.C3 
21115 

TBLASTX: Maize 
17274 
63 



Seq. No. 22142 

Gene No. 4 6118 

Start 17014 

Name OJ990705_39 . 991 9 . C3 . o2 . np 

Start 17008 

GI 2618691 
Exons 



Seq. ID OJ990705_39.9919.C3 



Strand 
End 

Method 

End 

Score 



21115 
AAT/NAP 
20867 
3171 



17008. .17319, 17594. .17892, 17994 .. 18165, 18336 184 94 , 
18569. .20511, 20601. .20658, 20703.. 20867 
GI Descrip. (AC002510) putative Ca2+-ATPase [Arabidopsis thaliana] 



Seq. No. 22142 

Gene No. 46118 

Start 17014 

Name OJ990705_39 . 991 9 . C3 . o4 . gs 

Start 17014 

GI none 

Exons 17014. .17319, 17594 17892, 17994 
18569. .20511, 21097.. 21115 



Seq. ID OJ990705_39.9919.C3 
Strand 

End 21115 

Method GENSCAN 

End 21115 

Score . 62 

18165, 18336. .18494, 



Seq. No. 22142 
Gene No. 4 6118 

Start 17014 

Name OJ990705_39 . 9919 . C3 . ol . tc 

Start 17077 
GI none 

Exons 17077. .17328, 17077 .. 17322, 

17724. .17924, 17992 18168, 
18332. .18499, 18333 .. 18500, 
18618. .19259, ' 19311. .19553, 
19610. .20023, 19635. .20303, 
20327. .20497, 20596 .. 20661, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990705 39. 9919. C3 



21115 

TBLASTX: Cress . 
20661 
85 

17591. . 17938, 17720 :. 17884 , 
17993. .18124, 18310 184 98 , 
18333. .18500, 18566 .. 1924 6, 
19313. .20326, 19343 .. 19555, 
19867. .20346) 20316 .. 204 98 , 
20615. .20656 



22406 




Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919. 


C3 


Gene No. 


46118 




Strand 






Start 


17014 




End 


21115 




Name 


OJ990705 39. 9919. C3 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


17084 




End 


19186 




GI 


none 




Score 


67 




Exons 


17084. .17278, 17149 


. .17322, 


17577. .17903, 17591. .17938, 






17992. .18168, 17993 


. .18124, 


18049. .18168, 18331. .18495, 






18333. .18500, 18336 


. .18518, 


18566. .18799, 18566. .19186, 






18618. .19184, 18944 


. .19186 








Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919. 


C3 


Gene No. 


46118 




Strand 






Start 


17014 




End 


21115 




Name 


OJ990705 39.9919.03 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17275 




End 


19237 




GI 


none 




Score 


242 




Exons 


17275. .17322, 17591 


. .17938, 


17594. .178 96, 17992. .18168, 






17993. .18124, 18027 


. .18167, 


18046. .18168, 18331. .18498, 






18332. .18496, 18333 


. .18500, 


18566. ..19237, 18621.. 19220 




Sea. No. 


22142 




Seq. ID 


OJ990705_39.9919. 


C3 


Gene No. 


46118 




Strand 






Start 


17014 




End 


21115 




Name 


OJ990705 39. 9919. C3 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


19127 




End 


19469 




GI 


none 




Score 


204 




Exons 


19127. .19246, 19149 


. .19469, 


19306. .19467, 19307.. 19468 




Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919. 


C3 


Gene No. 


46118 




Strand 






Start 


17014 




End 


21115 




Name 


OJ990705 39. 9919. C3 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


19190 




End 


19907 




GI 


none 




Score 


578 




Exons 


19190. .19903, 19194 


. .19907, 


19659. .19904 




Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919. 


C3 


Gene No. 


46118 




-V' Strand 






Start 


17014 




End 


21115 




Name 


OJ990705 39. 9919. C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


19334 




End 


20045 




GI 


none 




Score 


654 




Exons 


19334. .19594, 19344 


. .20045, 


19637. .20044 




Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919. 


C3 


Gene No, 


46118 




Strand 






Start 


17014 




End 


21115 




Name 


OJ990705 39. 9919. C3 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


••..19997 




End 


20332 




GI 


none 




Score 


145 




Exons 


19997. .20332, 20097 


. .20330 








Seq. No. 


22142 




Seq. ID 


OJ990705_39.9919. 


C3 


Gene No. 


46118 




Strand 






Start 


17014 




End 


21115 





22407 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990705_39 . 9919 . C3 . o5 . tm 

20192 

none 

20192. .20437, 20196 .. 20447 , 



Method TBLASTX: Maize 
End 20660 
Score 227 
20402. .20500, 20427 20480, 



20596. .20652, 20597 .. 20632, 20622.. 20660 



22143 Seq. ID 

46119 Strand 

2681 End 

OJ990705_39 . 991 9 . C4 . ol . np Method 

2140 End 

4755191 Score 
2140.. 2329 

(AC007018) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990705_39.9919.C4 
+ 

7258 
AAT/NAP 
2329 
66 



Seq. No. 22143 

Gene No. 46119 

Start 2681 

Name OJ990705_39 . 9919 . C4 . o2 . gs 

Start 2681 

GI none 

Exons 2681.. 2794, 3140.. 3330, 3423. 

6442.. 6527, 6712.. 6870, 6935. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3514, 
.7258 



OJ990705_ 
+ 

7258 
GENSCAN 
7258 
.47 

3559. .3814, 



39. 9919. C4 



5595. . 6124, 



Seq. No. ' 22143 Seq. ID 

Gene No. 4 6120 Strand 

Start 9750 End 

Name OJ990705_39 . 9919 .C4 . o2 . gp Method 

Start 9750 End 

GI none Score 

Exons 9750.. 11004 



OJ990705_39.9919.C4 
+ 

11004 
AAT/GAP 
11004 
2421 



Seq. No. 


22143 




Seq. ID 


OJ990705_39. 


9919 


.04 


Gene No. 


46121 




Strand 


+ 






Start 


11265 




End 


.11854 






Name 


OJ990705 39.9919.C4.o3. 


gp 


Method 


AAT/GAP 






Start 


11265 




End 


11854 






GI 


none 




Score . 


1132 






Exons 


11265.. 11854 












Seq. No, 


22143 




Seq. ID 


OJ990705_39. 


9919 


.C4 


Gene No. 


46122 




Strand 








Start 


524 




End 


847 






Name 


OJ990705 39.9919.C4.ol. 


gs 


Method 


GENSCAN 






Start 


524 




End 


847 






GI 


none 




Score 


.85 






Exons 


524. .598, 662. .847 












Seq. No. 


22143 




Seq. ID 


OJ990705_39. 


9919 


.C4 


Gene No. 


46123 




Strand 








Start 


4 592^ 




End ■ 


1217 6 






Name 


OJ990705 39.9919.C4.o2. 


np 


Method 


AAT/NAP 






Start 


4592 




End 


12176 






GI 


4680183 




Score 


175 






Exons 


4592.. 4681, 5292.. 5362, 


11765 


. .11905, 


12154. .12176 







GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



22408 






22143 


Seq. ID 


OJ99n705 39 9919 C4 


Gene No. 


46123 


Strand 




Start 


4592 


End 


12176 


Name 


OJ990705 39.9919.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


6790 


End 


7147 


GI 


none 


Score 


46 


Exons 


6790.. 6825, 6929. .7144, 6932. 


.7147 




O C * L>l . 


22143 


Seq. ID 


OJ990705 39 9919 C4 


Gene No, 


46123 


Strand 




Start 


4592 


End 


12176 


Name 


OJ990705 39.9919.C4.o3.gs 


Method 


GENSCAN 


Start 


8147 


End 


9882 


GI 


none 


Score 


.56 


Exons 


8147.. 8311, 9367.. 9606, 9790. 


.9882 




Seq. No. 


22143 


Seq. ID 


OJ990705_39.9919.C4 


Gene No. 


46123 


Strand 




Start 


4592 


End 


12176 


Name 


OJ990705 39.9919.C4.ol.gp 


Method 


AAT/GAP 


Start 


9042 


End 


9343 


GI 


uC-osflcypl54c08al 


Score • 


395 


Exons 


9042.. 9343 






GI Descrip, 


'5701799/emb|CAB52175.1| 3.0e 


-29 (AJ245408) putative syntaxin 




protein [Arabidopsis thaliana 


] ' 






2214 4 


Seq. ID 


OJ990705_39,9919.C5 


Gene No. 


46124 


Strand 


+ 


Start 


91 


End 


244 


Name 


OJ990705 39.9919.C5.ol.gs 


Method 


GENSCAN 


Start 


91 


End 


244 


GI 


none 


Score 


.45 


Exons 


91. .244 






Seer No 


22145 


Seq. ID 


OJ990705_39.9919.C6 


Gene No. 


46125 


Strand 


+ 


Start 


415 


End 


1093 


Name 


OJ990705 39.9919.C6.ol.gs 


Method 


GENSCAN 


Start 


415 


End 


1052 


GI 


none 


Score 


.87 


Exons 


415.. 533, 701.. 1052 






Seq. No. 


22145 


Seq. ID 


OJ990705_39.9919.C6 


Gene No. 


46125 


Strand 


+ 


Start 


415 


End 


1093 


Name 


OJ990705 39.9919.C6.ol.np 


Method 


AAT/NAP 


Start 


470 


End 


1093 


GI 


2498930 


Score 


697 


Exons 


470. .533, 701. .1093 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


22146 


Seq. ID 


OJ990705_39.9919.C8 


Gene No. 


46126 


Strand 


+ 


Start 


1788 


End 


6119 


Name 


OJ990705 39.9919.C8.o2.np 


Method 


AAT/NAP 



22409 



start 1788 End - 6119 

GI 3850583 Score 324 

Exons 1788.. 1968, 3123.. 3266, 4496.. 4595, 5253.. 5387, 6046.. 6119 

GI Descrip. (AC005278) Contains similarity to transcription initiation 

factor HE, alpha subunit gb 1X634 68 from Homo sapiens. 

[Arabidopsis thaliana] 



Seq. No. 


22146 


Seq. ID 


OJ990705_ 


39.9919. 


C8 


Gene No. 


46127 


Strand 








Start 


1 


End 


1367 






Name 


OJ990705 39.9919.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1367 






GI 


6598445 


Score 


243 






Exons 


1..206, 611. .778, 1158. .1367 










GI Descrip. 


(AC005168) unknown protein [Arabidopsis thaliana] 




Seq. No. 


22146 


Seq. ID 


OJ990705 


39 . 9919 . 


C8 


Gene No. 


46128 


Strand 








Start 


5224 


End 


6119 






Name 


OJ990705 39.9919.C8.o2.gs 


Method 


GENSCAN 






Start 


5224 


End 


5971 






GI 


none 


Score 


. 79 






Exons 


5224.. 5259, 5490. .5660, 5915 


. .5971 








Seq. No. 


22146 


Seq. ID 


OJ990705 


39 . 9919 . 


C8 


Gene No. 


46128 


Strand 








Start 


5224 


End 


6119 






Name 


OJ990705 39.9919.C8.o3.np 


Method 


AAT/NAP 






Start 


5607 


End 


6119 






GI 


5042454 


Score 


217 






Exons 


5607. .5660, 5915. .6119 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


22147 


Seq. ID 


OJ990705_ 


39.9919. 


C9 


Gene No. 


46129 


Strand 


+ 






Start 


932 


End 


4220 






Name 


OJ990705 39.9919.C9.ol.np 


Method 


AAT/NAP 






Start , 


932 


End 


4220. 








6907089 


. Score 


5141 






■;Expns ' • . »^ ■ 


932. :21'93, 2288. .•4220 / 










GI " Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] ' 






Seq. No. 


22147 


Seq. ID 


OJ990705_ 


39.9919. 


C9 


Gene No. 


46130 


Strand 


+ 






Start 


12198 


End 


14710 






Name 


OJ990705 39.9919.C9.o4.np 


Method 


AAT/NAP 






Start 


12198 


End 


14707 






GI 


3850583 


Score 


296 






Exons 


12198. . 12387, 13039. .13221, 


13499. .13771, 13826. 


.14039, 





14610. . 14707 

GI Descrip. (AC005278) Contains similarity to transcription initiation 
factor HE, alpha subunit gb 1X63468 from Homo sapiens. 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



22147 
46130 
12198 



Seq. ID OJ990705_39.9919.C9 
Strand + 
End 14710 



22410 



Name 


OJ990705 39. 9919. C9 


.o3 . gs 


Method 


GENSCAN 








Start 


13129 




End 


14710 








GI 


none 




Score 


.94 








Exons 


13129. . 13221, 13499 


. .13717, 


13826. .14039, 14610 


. .14710 




Seq, No. 


22147 




Seq. ID 


OJ990705 


39. 


9919 


.C9 




46131 




Strand 










Start 


16292 




End 


16574 








Name 


OJ990705 39. 9919. C9 


.o4 . gs 


Method 


GENSCAN 








Start 


16292 




End 


16574 








GI 


none 




Score 


.66 








Exons 


16292. .16402, 16407 


. .16574 












Seq. No. 


22147 




Seq. ID 


OJ990705 


39. 


9919 


.C9 




46132 




Strand 










Start 


18855 




End 


19473 








Name 


OJ990705 39. 9919. C9 


. o6 . gs 


Method 


GENSCAN 








Start 


18855 




End 


19473 








GI 


none 




Score 


.9 








Exons 


18855. .19154, 19204 


. .19473 












Seq. No-. 


22147 




Seq. ID 


OJ990705 


39 . 


9919 


.C9 


Gene No. 


46133 




Strand 


+ 








Start 


19920 




End 


214 70 








Name 


OJ990705 39. 9919. C9 


. o5 . np 


Method . 


AAT /NAP 








Start 


19886 




End 


214 61 








GI 


4204095 




Score 


867 








Exons 


19886. .21461 














GI Descrip. 


(AF030260) CYP94A1 


[Vicia sativa] 










Seq. No. 


22147 




Seq. ID 


OJ990705 


39 . 


9919 


.C9 




4 6133 




Strand 


+ 








Start 


19920 




End 


21470 








Name 


OJ990705 39.9919.09 


. o7 . gs 


Method 


GENSCAN 








Start 


19920 




End 


21470 








GI 


none 




Score 


. 66 








Exons 


19920. .21470 














Seq. No. - 


22147 \ ... 




Seq. ID 


OJ99070:5 


_39. 


9919 


.C9 


Gene No. 


• 4 613.4 




Strand 


+■ ' ' 








Start 


31289 




End 


40116 








Name 


OJ990705 39. 9919. C9 


. o9 . np 


Method 


AAT /NAP 








Start 


31289 




End 


40116 








GI 


5420387 




Score 


269 








Exons 


31289. .31351, 35933 


. .36083, 


36141. .36317, 38201 


. .38601, 






39989. .40116 














GI Descrip. 


(AJ243459) proteophosphoglycan [Leishmania major] 






Seq. No. 


22147 




Seq. ID 


OJ990705_ 


_39. 


9919 


.C9 


Gene No. 


46134 




Strand 


+ 








Start 


31289 -'T . 




End 


40116 . 








Name 


OJ990705 39. 9919. C9 


. o8 .np 


Method 


AAT /NAP 








Start 


36003 




End 


39104 








GI 


2191178 




Score 


593 








Exons 


36003. .37106, 38969 


. .39104 












GI Descrip. 


(AF007270) contains 


similarity to MIPP 


proteins 


[Arabidopsis 



thaliana] 



22411 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22147 
46135 
4854 

OJ990705_39.9919.C9.o2.np 
4854 
6498441 
4854. .5135, 
8206. .8579, 



5229.. 6626, 6798. 
8643.. 9106, 9437. 



OJ990705_39.9919,C9 

10498 
AAT/NAP 
10498 
6944 

7888. .8022, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7094, 7287.. 7713, 
.10498 



{AP000815). EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.,; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 


spa No 


22147 




Seq. ID 


OJ990705_39.9919 


Gene No. 


46136 




Strand 




Start 


11227 




End 


18350 


Name 


OJ99070S 19 9919 09 


. o3 . np 


Method 


AAT/NAP 


Start 


11227 ~ 




End 


18180 


GI 


5042454 




Score 


249 


Exons 


11227. .11280, 11536 


. .11711, 


11937. .11999, 17439. .17715, 




18111. .18180 










{Ar007789^ outa1-ivp 


polyprotein [Oryza 


sativa] 


Seq. No. 


22147 




Seq. ID 


OJ990705_39.9919 


Gene No. 


46136 




Strand 




Start 


11227 




End 


18350 


Name 


OJ9907nS 19 9919 09 


o5 . gs 


Method 


GENSCAN 


Start 


17010 ~ 




End 


18350 


GI 


none 




Score 


1 


Exons 


17010. .18350 








Sea No 


22147 




Seq. ID 


OJ990705_39.9919 


Gene No. 


46137 




Strand 




Start 


22409 f 




End 


22566 


Name 


Oi799070S 19 9919 09 


ol.gp 


Method 


AAT/GAP - 


Start 


22409 ~ 




End 


22566 


GI 


1090619 




Score 


231 


Exons 


22409. .22566 








Seq. No. 


' 22147 ' 




Seq.' ID. 


OJ9'^'0705_39:9919 


Gene No. 


46138 




Strand 




Start 


23450 




End 


25902 


Name 


OJ990705 39.9919.09 


o6.np 


Method 


AAT/NAP 


Start 


23450 




End 


25902 


GI 


5903044 




Score 


1507 


Exons 


23450. .25902 








GI Descrip. 


(AC008016) Contains 


3 PF 101535 DUF domains. [Arabidopsi 




thaliana] 








Seq. No. 


22147 




Seq. ID 


OJ990705_39.9919 


Gene No. 


46139 




-Strand 




Start 


26333 




End 


26868 


Name 


OJ990705 39. 9919. C9. 


o2 . gp 


Method 


AAT/GAP 


Start 


26333 




End 


26868 


GI 


none 




Score 


748 


Exons 


26333. .26665, 26798. 


.26868 







22412 



Seq. No. 22147- Seq. ID 

Gene No. 46140 Strand 

Start 28448 End 

Name OJ990705_39 . 991 9 . C9 . o7 . np Method 

Start 28448 End 

GI 4204095 Score 

Exons 28448. .30013 

GI Descrip. (AF030260) CYP94A1 [Vicia sativa] 



OJ990705_39.9919.C9 

3.0013 
AAT/NAP 
30013 
911 



Seq. No. . 22147 Seq. ID 

Gene No. 4 6141 Strand 

Start 31564 End 

Name OJ990705_39 . 991 9 . C9 . o3 . gp Method 

Start 31544 End 

GI none Score 

Exons 31544.. 31993 



OJ990705_39.9919.C9 

34292 
AAT/GAP 
31993 
859 



Seq. No. 22147 

Gene No. 46141 

Start 31564 

Name OJ990705_39 . 9919 . C9 . o9 . gs 

Start 31564 

GI none 

Exons 31564. .31757-, 32029 .. 32293, 
34266. .34292 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990705_39.9919.C9 

34292 
GENSCAN 
34292 
.9 



32373. .32483, 32822 .. 32983, 



Seq. No. 


22147 








Seq. ID 


OJ990705_39.9919. 


C9 


Gene No. 


46142 








Strand 






Start 


38547 








End 


42026 




Name 


OJ990705 39 


.9919. 


C9.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


4863 








End 


5465 




GI 


none 








Score 


79 




Exons 


4863. .4988, 


4867. 


.4989, 


5181. 


.5465, 5182.. 5460 




Seq. No. 


22147 








Seq. ID 


OJ990705_39.9919. 


C9 


Gene No. 


46142 








Strand 






Start 


38547 








End 


42026 




Name 


OJ990705 39 


.9919. 


09. o4. 


tw 


Method 


TBLASTX: Wheat 




•Start 


5466 








End 


5847 




GI 


hone 








Score' 


168 




Exons 


5466. .5846, 

^ 


5497. 


.5745, 


5505. 


.5843, 5791. .5847 




Seq. No. 


22147 








Seq. ID 


OJ990705_39.9919. 


C9 


Gene No. 


46142 








Strand 






Start 


38547 








End 


42026 




Name 


OJ990705 39 


.9919. 


C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


5661 








End 


5985 




GI 


none 








Score 


178 




Exons 


5661. .5885, 


5674. 


.5886, 


5890. 


.5985 







Seq. No. 


22147 . 




Seq. ID 


OJ990705_39.9919 


Gene No. 


46142 




Strand 




Start 


38547 




End 


42026 


Name 


OJ990705 39 


.9919.C9.o9.tw 


Method 


TBLASTX: Wheat • 


Start 


6177 




End 


6489 


GI 


none 




Score 


69 


Exons 


6177.. 6437, 


6313. .6489 







22413 



Seq. No, 22147 

Gene No. 46142 

Start 38547 

Name . OJ990705_39 , 9919 . C9 . o5 . tw 

Start 6492 

GI none 

Exons 6492.. 6641, 6493.. 6630, 6675.. 6926, 6676.. 6861, 6696.. 6950, 
9896. .9949 



Seq. ID OJ990705_39.9919.C9 
Strand 

End 42026 

Method TBLASTX : Wheat 

End 994 9 

Score 88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
-GI- 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22147 
46142 
38547 

OJ990705_39.9919.C9.o3.ts 

7551 

none 

7551. .7922, 7747. .7905 



22147 
46142 
38547 

OJ990705_39.9919. 

7581 

none 

7581. .8000, 7588, 



C9.o2.tw 
.8001 



22147 
46142 
38547 

OJ990705_39 . 9919 . C9 . o4 . tm 

7674 

none 

7674. .8057, 7693. .8058 



22147 
46142 
38547 

OJ990705_39.9919, 

8085 

none 

8085.. 8390, 8085, 



C9.o3. tm 
.8441, 8095. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
.End • 
Score ' 
.8406 



22147 Seq. ID 

46142 Strand 

38547 End 

OJ990705_39. 9919.C9.ol.tw Method 

8109 End 

none Score 

8109. .8570, 8115. .8570, 8116. .8571, 8129. .8572 



OJ990705_39.9919.C9 
42026 

TBLASTX : Soybean 

7922 

91 



OJ990705_39.9919.C9 
42026 

TBLASTX: Wheat 

8001 

316 



OJ990705_39.9919.C9 
42026 

TBLASTX: Maize 

8058 

233 



OJ990705_39.9919.C9 
42026 

TBLASTX: Maize 

8441 

125 



OJ990705 39. 9919. C9 



42026 

TBLASTX: Wheat 
8572 ■ 
227 



22147 Seq. ID 

'46142 Strand 

38547 End 

OJ990705_39.9919.C9.o6.ts Method 

8166 End 

none Score 

8166.. 8300, 8307.. 8531 



OJ990705_39.9919.C9. 
42026 

TBLASTX : Soybean 

8531 ■ 

118 



22414 




o t:; • IN u • 


22147 




Seq. ID 


OJ990705_39.9919. 




Gene No. 


46142 




Strand 






Start 


38547 




End 


42026 




Name 


OJ990705 39. 9919. C9 


.o3 . tw 


Method 


TBLASTX: Wheat 




Start 


8736 




End 


9222 




GI 


none 




Score 


77 




Exons 


8736.. 9221, 8763.. 9017, 8761 


..9027, 9085.. 9222 




Seq. No. 


22147 




Seq. ID 




C9 




46142 




Strand 






Start 


38547 




End 


42026 




Name 




. o7 . tw 


Method 






Start 


J y ^ 1 




End 


X U J VJ -7 




GI 


none 




Score 


Q9 




Exons 


Zf O 1 • .Xu^X'i, _/-7_7J.. . 


10230, 10197.. 10295 


1 n 1 Qft 1 09 QD 






in^O? in^4Q 10474 


. .10509 








O C L| • • 


991 47 




Seq. ID 


OJ990705_39.9919. 


PQ 


Gene No. 


46142 




Strand 






Start 


38547 




End 


42026 




Name 


o.TQQn7ns '^Q QQ1 Q rQ 


oft 1-Tn 


Method 


TBLASTX: Maize 




Start 


1 nnsQ ~ 

± u u o 




End 


10344 




GI 






• Score . 


92 




Exons 


innsQ 10*^07 innfio 


. .10344 








Seq. No. 


99147 




Seq. ID 


OJ990705_39.9919. 


C9 




4 fil 4 9 




Strand 






Start 


38547 




End 


42026 




Name 


OJ990705 39. 9919. C9 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


12193 




End 


13173 




GI 


none 




Score 


191 




Exons 


1 91 Q'^ 1 9^fi4 1 91 Q7 


. .12379, 


13020. .13151, 13028. .13165, 






1 "^n^n 1 '^1 7"^ 










Seq. No. 


22147 




Seq. ID 


OJ990705_39.9919. 


C9 




4 6142 




Strand 






Start 


38547 




End . 


42026 




Name 


OJ990705 39. 9919. C9 


. o5 . ts. 


Method 


TBLASTX : Soybean 




Start 


X ^ J W J 




End 


38704 




GI 


none 




Score 


63 




Exons 




. .19434, 


38254. .38334, 38258 .. 38335, 






38510. .38704, 38515 


. .38688 








Seq. No. 


22147 




Seq. ID 


OJ990705_39.9919. 


C9 




46142 




Strand 






Start 


38547 




End 


42026 




Name 


OJ990705 39. 9919. C9 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


20004 




End 


29905 




GI 


none 




Score 


60 




Exons 


20004. .20051, 20055 


. .20411, 


20057. .20323, 20163 .. 204 11, 






29498.-29749, 29522 


. .29854, 


29586. .29852, 29858.. 29905 




Seq. No. 


22147 




Seq. ID 


OJ990705_39.9919. 


C9 


Gene No. 


46142 




Strand 






Start 


38547 




End 


42026 




Name 


OJ990705 39. 9919. C9 


. ol . ts 


Method 


TBLASTX: Soybean 





22415 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20165 
none 

20165. .20323, 20169. 

20807. .20908, 20808. 

21044. .21220, 21221. 

28463. ,28519, 28541. 

28689.-28934, 28961. 

29375. .29428, 29522. 



End 29740 

Score 213 
.20411, 20445. .20558, 20565 .. 2074 4 , 
.20948, 20976. .21047, 20988 .. 21221, 
.21328, 21222. .21368, 21390 .. 21446, 
.28687, 28587. .28688, 28688 28921, 
29101, 29010. .29102, 29165 .. 29326, 
.29740, 29586.. 29738 



22147 
46142 
38547 

OJ990705_39.9919.C9.ol.tc 

20169 

none 

20169. .20411, 20180. .20323, 
21089. .21229, 21090 .. 21227 , 
28568. .28672, 28587 .. 28655, 
28841. .28933, 28848 .. 28934 , 
29075. .29143, 29156 .. 29269, 
29586. .29744 



Seq. ID OJ990705_39.9919.C9 
Strand 

End 42026 

Method TBLASTX : Cress 

End 29744 

Score 189 
20454. .20537, 20976. . 21068, 
21237. .21356, 21254 .. 21322 , 
28680. .28820, 28682 .. 28819, 
28949. .29098, 29016 .. 29099, 
29372. .29422, 29552 .. 29740, 



Seq. No. 22147 

Gene No. 4 6142. 

Start 38547 

Name OJ990705_39 . 9919 . C9 . o2 . tm 

Start 20454 

GI none 

Exons 20454 
20807 



OJ990705 39. 9919. C9 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

20543, 20537. .20560,- 20660. .20725, 20766. .20843, 
20890, 20874. .20948, 20957 .. 21226, 20958 21227 , 



42026 

TBLASTX: Maize 

29231 

80 



21249. .21365, 21251 .. 21325, 28544 .. 28660, 28584 28 658 , 
28682. .28951, 28683 .. 28955, 28949 .. 29107, 29019. . 29102, 
29184. .29231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22147 
46142 
38547 

OJ990705_39 . 991 9 . C9 . o6 . tw 

20807 

none 



Seq. ID OJ990705_39.9919.C9 
Strand 

End 42026 

Method TBLASTX : Wheat 

End • 29125 

Score 73 



20807. .20890, 20808 .. 20960, 20874 .. 20948, 20952 .. 21206, 
20957. .21205, 28703 .. 28951, 28704 28955, 28949. . 29125, 
29019.. 29102 



Seq. No. 22147 

Gene No. 46142 

Start 38547 

Name OJ990705_39 . 9919 . C9 . 

Start 23624 

GI none 

Exons 23624. .23830, 23636. 

23894. .24091, 23895. 
23981. .24352, 24098. 
24209. .24616, 24308. 
24318. .24686, 24395. 
24512. .24691, 24527. 
24612. .24983, 24632, 



o2.tc 



.23767, 
.24251, 
.24289, 
.24499, 
.24622, 
.24880, 
.24997, 



Seq. I 
Strand 
End 

Method 

End 
^ Score 
23888. .2 
23897. 
24104. 
24312. 
24410. 
24605. 
24728. 



D OJ990705__39.9919.C9 
42026 

TBLASTX: Cress 
25411 
63 

4247, 23889. .24152, 
4160, 23981. .24163, 
4475, 24203. .24421, 
4626, 24314. .24667, 
4823, 24495. .24824, 
4814, 24606. .24878, 
4919, 24731. .24934, 



22416 



24734. .25087, 24836. . 25015, 24842 .. 25192, 24953 25273, 
25028. .25201, 25055 .. 25402, 25151 .. 25360, 25154 25402, 
25223. .25411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22147 
46142 
38547 

OJ990705_39.9919.C9.o7.tm 

23627 

none 



Seq. ID OJ990705_39.9919.C9 
Strand 

End 42026 

Method TBLASTX: Maize 

End 25411 

Score 147 



23627. .23782, 23894 .. 24361, 23897 .. 244 60, 23960.-24562, 
24053. .24676, 24 173 .. 24772, 24356 .. 24 991, 244 52 .. 25096, 
24566. .25201, 24812 .. 254 11, 24989. .25411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22147 

46142 

38547 

OJ9907 

23639 

none 

23639, 

23918, 

24011, 

24197, 

24266, 

24551, 

24842. 



05 39.9919.C9,o2.ts 



,23806, 23882. 

24055, 24008, 

24877, 24024, 

24340, 24221, 

24433, 24452, 

25171, 24558, 

25177, 24842. 



.24247, 
.24778, 
.24143, 
.25075, 
.25276, 
.24914, 
.24964, 



Seq. ID OJ990705_39.9919.C9 
Strand 

End 42026 

Method TBLASTX : Soybean 

End 25306 

Score 71 
23897. .24577, 23897 .. 24268, 
24008. .24370, 24009 .. 24 164 , 
24029. .24142, 24104 .. 2424 1, 
24225.-24386, 2424 6.-24 365, 
24527. .24655, 24 528.-24 668, 
24620. .24982, 24 653 .. 2527 6, 
24983. .25096, 25154.. 25306 



Seq. No. 22147 
Gene No. 46142 
Start 38547 

Name OJ990705_39. 9919.C9.o3. tc 

Start 26415 
GI none 

Exons 26415. .26528, 26544 ,. 26600, 

27093. .27170, 27272 .. 27331, 
27656. .27718, 31537 .. 31620, 
31987. .32064, 32162 .. 32275, 
• 32594. .32671, 32598 .. 32642, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26580 

27282 

31639 

32364 

32837 



OJ990705 39-9919. C9 



42026 

TBLASTX: Cress 
32899 
52 

26666, 27086- .27175, 
27329, 27478- .27549, 
31758, 31980- -32063, 
32486, 32,425- -32487, 
32899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22147 

46142 

38547 

OJ9907 

26601 

none 

26601. 

27093. 

27478. 

31669. 

32162. 

32370. 

32381. 

32822- 



05 39.9919.C9.o5.tm 



26666, 
27215, 
27549, 
31758, 
32293, 
32483, 
32497, 
32887, 



26763, 
27257, 
27497, 
31691. 
32175. 
32371, 
32594. 
32826. 



.26870, 
-27331, 
-27574, 
-31759, 
.32318, 
.32484, 
.32653, 
.32888, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

27091. .27 

27258 

27656 

31980 

32194 

32374 

32598 

32878 



OJ990705 39. 9919. C9 



.27 
,27 
,32 
,32 
,32 
,32 
,32 



42026 

TBLASTX: Ma 
32949 
95 

204, 27092.. 
332, 27266.. 
718, 27785.. 
063, 31987.. 
289, 32244.. 
484, 32378.. 
654, 32599.. 
949 



ize 



27205, 
27370, 
27898, 
32064, 
32294, 
32488, 
32655, 



Seq. No. 
Gene No. 



22147 
46142 



Seq. ID 
Strand 



OJ990705 39. 9919. C9 



224 



17 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



38547 End 

OJ990705_39 . 9919 . C9 . olO . np Method 

38547 End 

6523547 Score 



42026 
AAT/NAP 
42026 
139 



38547. :38647, 39835 .. 40015, 40373 .. 40407, 4 0485 .. 40553, 
41928. .42026 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f. nagariensis] 



22148 
46143 
986 

OJ990705_39. 9919. CIO. ol.gs 

986 

none 

986.. 1168, 1291.. 2073 



Seq. ID OJ990705_39. 9919. CIO 

Strand + 

End 2073 

Method GENSCAN 

End 2073 

Score .93 



22148 
46143 
986 

OJ990705_39. 9919. CIO. ol.np 
1013 
542058 
1013.. 1469, 1506.. 2070 

HSR203J protein - common tobacco gi | 4 44002 | emb | CAA54 393 | 
(X77136) HSR203J [Nicotiana tabacum] 



Seq. ID OJ990705_39. 9919. CIO 
Strand + 

2073 
AAT/NAP 
2070 
633 



End" 
Method 
End 
Score 



22148 
46144 
2146 

OJ990705_39. 9919. CIO. ol.gp 

2146 

none 

2146. .2426 



Seq. ID OJ990705_39. 9919. CIO 

Strand + 

End 2426 

Method AAT/GAP 

End 2426 

Score 380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. - No. 
Gene No. 
Start 



Seq. ID OJ990705_39. 9919. CIO 
Strand + 

4017 
AAT/GAP 
4017 
307 



22148 
46145 
3841 

OJ990765_39..9919.C10.o2.gp 
3841 

10431_1.R1084 
3841. .4017 

'1256198/dbj ID63711IRICTNR3 4.0e-82 Rice transposon Tnr3 DNA, 
complete sequence * 



End 

Method 

End 

Score 



22148 
46146 
3253 

OJ990705_39. 9919. CIO. ol.tm 

977 

none 



Seq. ID OJ990705_39. 9919. CIO 
Strand 

End 3274 

Method TBLASTX: Maize 

End 1584 

Score 76 • ' . 



977. .1087, 1094. .1171, 1261. .1329, 1280. .1324, 1326..*1463, 
1345. .1464, 1495. .1572, 1516. .1584 



22148 
46146 
3253 ' 



Seq. ID pJ990705_39. 9919. CIO 
Strand 

End 3274 



22418 




Name 


OJ990705 39. 


9919 


.ClO.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1025 








End 


1809 




GI 


none 








Score 


76 




Exons 


1025. .1087, 


1261 


. .1281, 


1280 


..1321, 1357. .1452, 1387. .1440, 




1513. .1572, 


1545 


. .1568, 


1626 


..1778, 1636. .1809 




Seq. No. 


22148 








Seq.' ID 


OJ990705 39.9919. 


CIO 




46146 








Strand 






Start 


3253 








End 


3274 




Name 


OJ990705 39. 


9919 


.C10.O2 


.gs 


Method 


GENSCAN 




Start 


3253 








End 


3274 




GI 


none 








Score 


. 45 




Exons 


3253. .3274 














Seq. No. 


22149 








Seq. ID 


OJ990705 39.9919. 


Cll 




46147 








Strand 


+ 




Start 


967 








End 


1146 




Name 


OJ990705 39. 


9919 


.Cll.ol 


. gs 


Method 


GENSCAN 




Start 


967 








End 


1146 




GI 


none 








Score 


. 47 




Exons 


967. .1146 














Seq. No. 


22149 








Seq. ID 


OJ990705 39.9919. 


Cll 




46148 

1 \J X 1 o 








Strand 






Start 


1675 








End 


2777 




Name 


OJ990705 39. 


9919 


.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


1675 








End 


1975 




GI 


none 








Score 


598 




Exons 


1675. .1975 














Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919. 


Cll 


Gene No. 


46148 








Strand 


+ 




Start 


1675 








End 


2777 




Name 


OJ990705 39. 


9919 


.Cll.ol 


. np 


Method 


AAT/NAP 




Start 


1755 








End 


2777 




GI 


542058 








Score 


683 




Exons 


1755. .2777 














GI Descrip. 


HSR203J protein - 


- common tobacco gi | 444002 | emb | CAA54393 | 






(X77136) HSR203J 


[Nicotiana 


tabacum]. 






Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919. 


Cll 




46149 








Strand 


+ 




Start 


8147 








End 


9448 




Name 


OJ990705 39. 


9919 


.C11.04 


.gs 


Method 


GENSCAN 




Start 


8147 








End 


9433 




GI 


none 








Score 


.47 




Exons 


8147. .9433 














Seq. No. 


22149 








• Seq. ID 


OJ990705_39.9919. 


Cll 


Gene No. 


46149 








Strand 


+ 




Start 


8147 . 








End 


9448 




Name 


OJ990705 39. 


9919 


.C11.03 


.np 


Method 


AAT/NAP 




Start 


8366 








End ■ 


9448 




GI 


4049341 








Score 


1173 





Exons 8366. .9448 

GI Descrip. {AL034567) putative protein [Arabidopsis thaliana] 

22419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22149 
46150 
13079 

OJ990705_39.9919.Cll.o4.np 

13079 

2252863 



Seq. ID OJ990705_39.9919.C11 

Strand + 

End 24358 

Method AAT/NAP 

End 15829 

Score 784 



13079. .13513, 13554. .13711, 14285 14 44 1, 14517 .. 14 691, 
14785. .14991, 15113 15285, 15387 15478, 15625 .. 15718 , 
15773.. 15829 



GI Descrip. (AF013294) similar to nucleolin protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22149 
46150 
13079 

OJ990705_39.9919.Cll.o5.gs 

13079 

none 

13079. .13231, 13259. .13495, 
14517. .14687, 14787 .. 14991, 
15625. .15764, 15997 .. 16050, 
17446. .17838, 18266 .. 18373, 
19262. .19296 



Seq. ID OJ990705_39.9919.C11 

Strand + 

End 24358 

Method GENSCAN 

End 19296 

Score .62 
13578. .13688, 14298 . .. 14 4 38 , 
15113. .15285, 15396. . 15426, 
16086. .16157, 16293. . 16476, 
18711. .18795, 19007. .19227, 



Seq. No. 22149 

Gene No. 46150 

Start 13079 

Name OJ990705_39 . 9919 . Cll . o4 . gp 

Start 13295" 

GI 2280544 

Exons 13295. .13495, 13578 .. 13688, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990705_ 
+ 

24358 
AAT/GAP 
14444 
816 



39. 9919. Cll 



14298. .14444 



2252863 3.0e-27 (AF013294) similar to nucleolin protein 
[Arabidopsis thaliana] 



Seq. No. 22149 

Gene No. 46150 

Start 13079 

Name • OJ990705_39 . 9919 .Cll .o5 .gp 

Start 14519 

•GI 20710_1.R1084 

Exons 14519. .14687, 14787 14991, 

GI Descrip. '2252863 3.0e-27 (AF013294) 
[Arabidopsis thaliana] * 



Seq. ID OJ990705_39. 9919. Cll 

Strand + 

End 24358 

Method AAT/GAP 

End 15418 

Score 1022 
15113. .15285, 15396. .15418 
similar to nucleolin protein 



Seq. No. 


22149 


Seq. ID 


OJ990705_39.9919 


.Cll 


Gene No. 


46150 


Strand 


+ 




Start 


13079 


End 


24358 




Name 


OJ990705 39. 9919. Cll. o5 


. np Method 


AAT/NAP 




Start 


17301 


End 


17765 




GI 


4581120 


Score 


358 




Exons 


17301. .17765 








GI iDescrip. 


(AC005825) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


22149 


Seq, ID 


OJ990705_39.9919 


.Cll 


Gene No. 


46150 


Strand 


+ 




Start 


13079 


End 


24358 




Name 


OJ990705 39. 9919. Cll. o6 


. np Method 


AAT/NAP 




Start 


18293 


End 


19213 • 





22420 



GI 


6498461 


Score 


801 




Exons 


18293. .18373, 18598 .. 18684 , 


18711. . 18795, 18890. 


.19213 


GI Descrip. 


(AP000816) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22149 


Seq. ID 


OJ990705_ 


39.9919.C11 


Gene No. 


46150 


Strand 


+ 




Start 


13079 


End 


24358 




Naitie 


OJ990705 39.9919.Cll.o7.np 


Method 


AAT/NAP 




Start 


19121 


End 


24137 




GI 


3461846 


Score 


748 




Exons 


19121. .19173, 22930.. 24137 








GI Descrip. 


{AC005315) putative SCARECROW gene regulator [Arabidopsis 




thaliana] 








Seq. No. 


22149 


Seq. ID 


OJ990705_ 


39.9919.C11 




46150 


Strand 


-f 




Start 


13079 


End 


24358 




Name 


OJ990705 39.9919.Cll.o7.gs 


Method 


GENSCAN 




Start 


22492 


End 


24358 




GI 


none 


Score 


.67 




Exons 


22492. .23685, 23730 .. 24144 , 


24255. .24358 




Seq. No. 


22149 


Seq. ID 


OJ990705_ 


39. 9919.C11 




46151 


Strand 






Start 


3809 


End 


7015 




Name 


OJ990705 39.9919.Cll.o3.gs 


Method , 


GENSCAN 




Start 


3809 


End 


7015 




GI 


none 


Score 


.84 




Exons 


3809.. 3891, 4773. .4809, -6052 


. .6181, 6375. .6571, 


6866. .7015 


Seq. No. 


22149 


Seq. ID 


OJ990705_ 


39.9919. Cll 


Gene No. 


46151 


Strand 






Start 


3809 


End 


7015 




Name 


OJ990705 39.9919.Cll.o2.np 


Method 


AAT/NAP 




Start 


4502 


End 


6171 




GI 


4512415 


Score 


128 




Exons 


4502. .4595, 4706. .4809, 6052 


. .6171 






GI Descrip. 


(AB017508) rplX homologue (identity of 


84% to B. 


subtilis ) 




[Bacillus halodurans] 








Seq. No. 


22149 


Seq. ID 


OJ990705_ 


39. 9919. Cll 


Gene No. 


46151 


Strand 






Start 


3809 


End 


7015 




Name 


OJ990705 39.9919.Cll.o2.gp 


Method 


AAT/GAP 




Start 


4689 


End 


4811 




GI 


LIB3434-014-P1-K1-D7 


Score 


160 




Exons 


4689. .4811 









GI Descrip. » 3861188/emb | CAA15088 | 7.0e-18 (AJ235272) 50S RIBOSOMAL PROTEIN 
L24 (rplX) [Rickettsia prowazekii] ' 



Seq. No. 22149 Seq. ID 

Gene No. . 46151 Strand 

Start 3809 ' End 

Name OJ990705_39 . 9919 . Cll . o3 . gp Method 

Start 6048 End 

GI LIB3434-014-P1-K1-D7 Score 

Exons 6048.. 6147, 6235.. 6420 



OJ990705_39. 9919. Cll 

7015 
AAT/GAP 
6420 
448 



22421 



GI Descrip. ' 3861188/emb | CAA15088 | 7.0e-18 (AJ235272) 503 RIBOSOMAL PROTEIN 
L24 (rplX) [Rickettsia prowazekii] * 



Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 


Gene No. 


46152 








Strand 


- 


Start 


21680 








End 


21883 


Name 


OJ990705 39. 


9919. 


CII.06 


.gs 


Method 


GENSCAN 


Start 


21680 








End 


21883 ■ 


GI 


none 








Score 


.64 


Exons 


21680. .21696, 21745.. 21883 






Seq. No. 


^ ^ X *s ^ 








Seq. ID 


OJ990705_39.9919.C11 


Gene No. 


46153 








Strand 




Start 


22474 








End 


22728 


Name 




QQ1 Q 


n 1 o4 

k^X X . t->4 




Method 


TBLASTX: Maize 


Start 










End 


2291 


GI 


none 








Score 


64 


Exons 


177'^ 1 ft9 Q 

X//J. .XOZ!?/ 


1 ft ?9 


1 Q91 
. X ;?z X , 


X 0 J 0 . 


.1979, 1973.. 2071, 1977.. 2063, 




9nS7 997S 


907? 


99Q1 










22149 








Seq. ID 


OJ990705_39.9919.C11 


Gene*' No . 


46153 








Strand 




Start 


994 74 








End 


22728 


Name 




QQ1 Q 
y -7X . 


PI 1 n4 
V_f X X • Oft 




Method 


TBLASTX : Soybean 


Start 


1 77 
X / / 0 








End 


2540 


GI 


none 








Score 


71 


Exons 


177? 1 R9Q 


1 ft?9 
X 0 J ^ ■ 


1 Q97 


1ft?? 
X 0 ^ J . 


.1928, 1976. .2011, 1977. .2063, 






9nft7 


91 7 Q 
• Z X / , 


999? 
z z z 0 • 


.2297, 2237. .2296, 2331. .2540, 




o-acq 947Q 












Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 


Gene No. 


4 0 X 0 








Strand 




Start 


99474 








End 


22728 


Name 




QQ1 Q 

_7 X _7 . 


n 1 o7 

k^X X . (J / 


• t-Ill 


Method 


TBLASTX: Maize 


Start 


z 0 .3 








End 


2871 


GI 


none 








Score 


113 


Exons 




9(^4 ? 


97ft n 

. z / 0 u , 


9 fifi4 


.2780, 2836. .2871 


Seq. No. 


9 91 4 Q 
Z Z X 4 y 








Seq. ID 


0 J 9 9 0 7 0 5_3 9 . ;9 9i 9 . C 1 1 


Gene No. " 


4 61 S? * 

1 U X J J 








Strand 




Start 


22474 








End 


22728 


Name 


OJ990705 39. 


9919. 


C11.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


3771 








End 


4810 


GI 


none 








Score 


122 


Exons 


3771. .3890, 


3809. 


.3889, 


4460. 


.4594, 4461. .4595, 4463. .4597, 




4693. .4809, 


4703. 


.4810, 


4704. 


.4808, 4705. .4809 


Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 


Gene No. 


46153 








Strand 




Start 


22474 








End 


22728 


Name 


OJ990705 39. 


9919. 


C11.05 


.ts . 


Method ; 


TBLASTX: Soybean 


Start 


3809 








End 


6303 


GI 


none 








Score 


87 


Exons 


3809. .3889, 


3816. 


.3890, 


4395. 


.4415, 4458. .4595, 4463. .4594, 




4466. .4597, 


4693. 


.4809, 


4705. 


.4809, 6049. .6147, 6050. .6100, 




6232. .6303, 


6233. 


.6298 









22422 




Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 


Gene No. 


46153 








Strand 




Start 


22474 








End 


22728 , 


Name 


OJ990705 39 


.9919 


.C11.05 


. tm 


Method 


TBLASTX: Maize 


Start 


4518 








End 


6295 


GI 


none 








Score 


119 ' 


Exons 


4518. .4595, 


4520 


. .4597, 


4520. 


.4594, 4522. .4596, 4693. .4809, 




4703. .4810, 


4704 


. .4805, 


4705. 


.4809, 6047.. 6100, 6047.. 6145, 




6049. .6147, 


6051 


. .6113, 


6052. 


.6150, 6226.. 6270, 6232.. 6294, 




6233. .6295 












Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 


Gene No. 


46153 








Strand 




Start 


22474 








End 


22728 


Name 


OJ990705 39 


.9919 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8407 








End 


9322 


GI 


none 








Score 


231 


Exons 


8407. .8823, 


8411 


. .8548, 


8612. 


.9055,. 8819. .9055, 9050. .9322, 




9088. .9285, 


9152 


. .9301 








Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 


r^pr|*=* No 


4 6153 








Strand 




start 


22474 








End 


22728 


Name 


OJ990705 39 


.9919 


.C11.03 


. tw 


Method 


TBLASTX: Wheat 


Start 


8407 








End 


'8548 


GI 


none 








Score 


229 


Exons 


8407. .8547, 


8411 


. .8548 








Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 


GAne No 


46153 








Strand 




Start 


22474 








End 


22728 


Name 


OJ990705 39 


.9919 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


8411 








End 


8854 


GI 


none 








Score 


214 


Exons 


8411. .8548, 


8420 


. .8533, 


8428. 


.8547, 8612. .8854, 8635. .8823 


Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 


Gene No 


46153 








Strand 




Start 


22474 








End 


22728 


Name 


OJ990705' 39 


.9919 


.C11.03 


.ts 


Method 


TBLASTX : Soybean 


Start 


8411 








End 


8803 


GI 


none 








Score 


217 


Exons 


8411. .8548, 


8414 


. .8533, 


8428. 


.8547, 8612. .8803, 8623. .8787 


Seq. No. 


22149 








Seq. ID 


OJ990705_39.9919.C11 




46153 








'strand 




Start 


22474 








End 


22728 


Name 


OJ990705 39 


.9919 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


8672 








End 


8973 


GI 


none 








Score 


399 . 


Exons 


8672. .8971, 


8674 


. .8823, 


8819. 


,8971, 8926.. 8973, 8929.. 8973 


Seq. No. 


22149 








Seq. ID 


OJ990705_39. 9919.C11 


Gene No. 


46153 








Strand 




Start- 


22474 








End 


22728 


Name 


OJ990705 39, 


.9919 


.Cll.ol 


. ts • 


Method 


TBLASTX: Soybean 


Start 


8804 








End 


9322 



22423 



GI- 


none 






Score 


339 






Exons 


8804. . 


9052, 8819. .9052, 9080. .9235, 9094. .9234, 


9235. .9285, 




9236. . 


9322 












Seq. No. 


' 22149 






Seq. ID 


OJ990705 


_39,9919 


.Cll 


Gene No. 


' 46153 






Strand 








Start 


22474 






End 


22728 






Name 


OJ990705 39.9919.C11 


.o2.tm 


Method 


TBLASTX:! 


Maize 




Start 


13323 






End 


15476 






GI 


none 






Score 


127 






Exons 


13323. 


.13502, 13324. 


. 13503, 


13362. ,13496, 13364 


. . 13498, 






13364. 


.13507, 13576. 


.13689, 


13587. ,13688, 13591 


. .13689, 






14292. 


.14438, 14293. 


.14388, 


14296. .14439, 14297 


. . 14455, 






14297. 


.14437, 14515. 


.14652, 


14516. .14662, 14529 


. . 14684, 






14529. 


.14663, 14531. 


.14674, 


14780. .14992, 14784 


. .15011, 






14786. 


.14971, 15064. 


.15159, 


15068. .15178, 15146 


. .15232, 






15150. 


.15260, 15171. 


.15233, 


15248. .15295, 15249 


. . 15296, 






15392. 


.15475, 15393. 


.15476 










Seq. No. 


22149 






Seq. ID 


OJ990705 


_39.9919 


.Cll 


Gene No. 


46153 






Strand 








Start 


22474 






End 


22728 






Name 


OJ990705 39.9919.C11 


.o2 . ts 


Method 


TBLASTX : Soybean 






13352 






End 


15479 






GI 


none 






' Score 


110 






Exons 


13352. 


.13432, 13354. 


.13431, 


13356. .13445, 13445 


. . 13498, 






14291. 


.14416, 14298. 


.14438, 


14517: .14696, 14534 


. . 14689, 






14539. 


.14697, 14765. 


.14902, 


14768. .14896, 14784 


. . 14909, 






14877. 


.15014, 14912. 


.14971, 


15414 . .15479 






Seq. No. 


22149 






Seq. ID 


OJ990705 


_39.9919 


.Cll 


Gene No. 


46153 






Strand 








Start 


22474 






End 


22728 






Name 


OJ990705 39.9919.C11 


. o2 . tc 


Method 


TBLASTX :< 


Cress 




Start 


13602 






End 


14825 






GI 


none 






Score 


81 






Exons 


13602. 


.13688, 14295. 


.14438, 


14298. .14441, 14531 


. .14662, 






14532. 


.14684, 14781. 


.14825 










Seq. No. 


• ■ 22149 






Seq. ID 


OJ990705 


_39.9919 


.Cll 




46153 






Strand 








start 


22474 






End 


22728 






Name 


OJ990705 39.9919.C11 


.06. gp 


Method 


AAT/GAP 






Start 


22474 






End 


22728 






GI 


427569 






Score 


490 






Exons 


22474 . 


.22728 












Seq. No. 


22149 






Seq. ID 


OJ990705 


_39.9919 


.Cll 




46154 






Strand 








Start 


22978 






End 


23202 






Name 


OJ990705 39.9919.C11 


.06. tm 


Method 


TBLASTX: Maize 




Start 


22978 






End ' 


23202 






GI 


none 






Score 


221 






Exons 


22978. 


.23202 












Seq. No. 


22149 






Seq. ID 


OJ990705_ 


_39. 9919 


.Cll 


Gene No. 


46154 






Strand 









22424 




start 


22978 




End 


23202 




Name 


OJ990705 39.9919.C11 


.o7.ts 


Method 


TBLASTX : Soybean 




Start 


22984 




End 


23151 




GI 


none 




Score 


188 




Exons 


22984. .23151, 23010. 


.23096, 


23017. .23145 




Seq. No. 


22149 




Seq. ID 


OJ990705_39.9919 


.Cll 




46155 




Strand 






start 


23182 




End 


24137 




Name 


OJ990705 39.9919.C11 


.o3.tc 


Method 


TBLASTX: Cress 




start 


23182 




End 


23840 




GI 


none 




Score 


112 




Exons 


23182. .23349, 23392. 


.23541, 


23605. .23670, 23697.. 23840 




Seq. No. 


22149 




Seq. ID 


OJ990705_39.9919 


.Cll 


Gene No. 


46155 




Strand 






Start 


23182 




End 


24137 






DJ<590705 39 9919 Cll 


• o3 • tm 


Method 


TBLASTX: Maize 




Start 


23203 




End 


24128 




GI 


none 




Score 


92 




Exons 


23203. .23337, 23341. 


.23544, 


23352. .23519, 23542 .. 23577 , 






23596. .23679, 23694. 


.23840, 


23711. .23800, 23826 .. 23978 , 






23933. .23977, 24056. 


.24127, 


24069.. 24128 




Seq. No. 


22149 




Seq. ID 


OJ990705_39.9919 


.Cll 


Gene No. 


46155 




Strand 






Start 


23182 




End 


24137 




Name 


OJ990705 39. 9919. Cll 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


23443 




End 


24137 




GI 


none 




Score 


101 




Exons 


23443. .23541, 23697. 


.23840, 


23711. .23800, 23931 .. 23978 , 






23933. .23977, 24056. 


.24124, 


24069. .24137 





Seq. No. 22150 

Gene No. . 4 6156 

Start 1489 

Name OJ990515_21 . 9922 . CI . o2 . tm 

Start 1268 

GI none 

Exons 1268. .1303, 1310.. 1537, 1311. 
1593.. 1625, 1594.. 1635 



Seq. ID OJ990515_21.9922.C1 
Strand 

End 6005 
Method TBLASTX : Maize 
End 1635 
Score -226 

.1529, 1336. .1533, 1337.. 1534, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22150 Seq. ID 

46156 Strand 

1489 End 

OJ990515_21 . 9922 . CI . ol . np Method 

1489 End 

6815097 Score 



OJ990515_21. 9922.C1 

6005 
AAT/NAP 
5957 
2853 



1489. .2201, 2342. .4001, 4116. .4721, 5057. .5957 

(AP001081) Similar to putative copia polyprotein (AC006248) 

[Oryza sativa] 



Seq. No. 22150 Seq. ID 

Gene No. 46156 Strand 

Start 1489 End 

Name . OJ990515_21 . 9922 . CI . o2 . ts Method 

Start 1635 End 



OJ990515_21.9922.C1 
6005 

TBLASTX : Soybean 
1997 



22425 




GI 


none 








Score 


188 


Exons 


1635. .1997 












Seq. No. 


22150 








Seq. ID 


OJ990515_21.9922.C1 


Gpnp No 


46156 








Strand 




start 


1489 








End 


6005 


Name 


OJ990515 21. 


9922. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1656 








End 


1979 


GI 


none 








Score 


190 


Exons 


1656. .1979, 


1657. 


.1968 








Seq. No. 


22150 








Seq. ID 


OJ990515_21. 9922.01 


Gene No. 


46156 








Strand 




Start 


1489 








End 


6005 


Name 


OJ990515 21. 


9922. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2369 








End 


2814 


GI 


5509260 








Score 


82 


Exons 


2369. .2449, 


2377. 


.2448, 


2476. 


.2562, 2608.. 2811, 2629.. 2814 


GI Descrip.' 


- 












Seq. No. 


22150 








Seq. ID 


OJ990515_21.9922.C1 


(^pnp No 


46156 








Strand 




start 


1489 








End 


6005 


Name 


OJ990515 21. 


9922. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2383 








End 


2759 


GI 


none 








Score 


45 


Exons 


2383. .2448, 


2480. 


.2563, 


2482. 


.2733, 2608. .2727, 2643. .2759 


Seq. No. 


22150 








Seq. ID 


OJ990515_21.9922.C1 


rjpnp No 


4 6156 








Strand 




Start 


1489 








End 


6005 


Name 


OJ990515 21. 


9922. 


C1.03. 


gs 


Method 


GENSCAN 


Start 


5101 








End 


6005 


GI 


none 








Score 


.49 


Exons 


5101. .5531, 


5966. 


.6005 








Seq. No. 


22151 








Seq. ID 


OJ990515_21. 9922.C2 


Gene No. 


46157 








Strand 


+ 


Start 


479 








End 


8098 


Name 


OJ990515 21. 


9922. 


C2.01. 


gs 


Method 


GENSCAN 


Start 


479 








End 


8098 


GI 


none 








Score 


.8 


Exons 


479. .593, 742. .792, 1207. .1259, 2208.. 


2324, 2383.. 2499, 




5138. .6061, 


6280. 


.6436, 


6688. 


.6876, 6951.. 7135, 7211. .7400 




7473. .7577, 


7650. 


.8098 








Seq. No. 


22151 








Seq. ID 


OJ990515_21.9922.C2 


Gene No. 


46157 








Strand 


+ 


Start 


479 








End 


8098 


Name 


OJ990515 21. 


9922. 


C2.01. 


np 


Method 


AAT/NAP 


Start 


5177 








End 


8095 


GI 


6691716 








Score 


2407 


Exons 


5177. .6047, 


6245. 


.6436, 


6518. 


.6630, 6707.. 6876, 6960.. 7135 




7211. .7322, 


7473. 


.7577, 


7650. 


.8095 





GI Descrip. {AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj IBAA89397.il {AP000570) hypothetical protein 
[Oryza sativa] 



22426 




Sea No 


22151 


Seq. ID 


OJ990515 21. 9922. C2 


Gene No. 


46158 


Strand 




Start 


8414 


End 


14524 


Name 


OJ990515 21.9922.C2.o2.gs 


Method 


GENSCAN 


Start 


8414 


End 


14524 


GI 


none 


Score 


.94 


Exons 


8414. .11495, 11592. .14524 






Seq. No. 


22151 


Seq. ID 


OJ990515_21.9922.C2 


Gene No. 


46158 


Strand 




Start 


8414 


End 


14524 


Name 


OJ990515 21.9922.C2.o2.np 


Method 


AAT/NAP 


Start 


8450 


End 


14524 


GI 


5922631 


Score 


6715 


Exons 


8450.. 10977, 11584 .. 12507 , 


12634. .12785, 12828 .. 13392 , 




13438. .13647, 13897. .14141 


, 14400.. 14524 


GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond 




region of the predicted gene.; similar to prpol; Zea mays 




retrotransposon Cinful-1. 


(AF049110) 


[Oryza sativa] 




gi| 6016864 Idbj | BAA85207.il 


(AP000570) 


ESTs 



C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. -(AF049110) [Oryza sativ 



Seq. No. 


22151 








Seq. ID 


OJ990515_21.9922.C2 


Gene No. 


46159 








Strand 




Start 


16852 








End 


17355 


Name 


OJ990515 21. 


9922 


.C2.09. 


tw 


Method 


TBLASTX: Wheat 


Start 


5297 








End 


5587 


GI 


none 








Score 


217 


Exons 


5297. .5587 












Seq. No. 


22151 








Seq. ID 


OJ990515_21.9922.C2 


Gene No. 


46159 








Strand 




Start 


16852 








End 


17355 


Name 


OJ990515 21. 


9922 


.C2.05. 


tw 


Method 


TBLASTX: Wheat 


Start 


8426 








End 


9040 


GI 


none 








Score 


75 


Exons 


8426. .8563, 


8549 


. .8707, 


8762. 


.9040, 8778.. 8885, 8931.. 9020 


Seq. No. 


22151 








Seq. ID 


OJ990515_21.9922.C2 


Gene No. 


46159 








Strand 




Start 


16852 








End 


17355 


Name 


OJ990515 21. 


9922 


.C2.04 . 


tm 


Method 


TBLASTX: Maize 


Start 


8463 








End 


8698 


GI 


none 








Score 


104 


Exons 


8463. .8567, 


8465 


. .8566, 


8546. 


.8698 




Seq. No. 


22151 








Seq. ID 


OJ990515_21. 9922.C2 


Gene No. 


46159 








Strand . 




Start- 


16852 








. End 


17355 


Name 


OJ990515 21. 


9922 


.C2 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


8810 








End 


9083 


GI 


none 








Score 


56 


Exons 


8810. .8896, 


8906 


. .8989, 


8919. 


.8993, 8976. .9083, 8984. .9082 



22427 




Seq. No. 


22151 






Seq. ID 


OJ990515_21.9922 


.C2 










C+- v~3 






Start 


16852 






End 


17355 




Name 


OJ990515 21. 


9922. 


C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9155 






End 


9542 




GI 


none 






Score 


114 




Exons 


9155. .9346, 


9155. 


.9541, 9231 


. .9542 






Seq. No. 


22151 






Seq. ID 


OJ990515_21.9922 


.C2 


uene wo . 








Strand 






Start 


16852 






End 


17355 




Name 


OJ990515 21. 


9922. 


C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


9185 






End 


9548 




GI 


none 






Score 


67 




Exons 


9185. .9232, 


9186. 


.9233, 9213 


..9359, 9224. .9547, 9237. .9548 


Seq. No. 


22151 






oeq. lu 


uuyyuoiD ^j. . yyzz 


no 


Ljene ino . 








Strand 






Start 


16852 






End 


17355 




Name 


OJ990515 21. 


9922. 


C2.ol0.tw 




i Dixrto iA . wneat. 




Start 


9545 








QQ A A 




GI 


none 






Score 


1 jU 




Exons 


9545. . 9685, 


9710. 


.9844 








Seq. No. 


22151 






oeq. lu 


ujyyuolo zi.yyz^i 




Gene No . 


/I CI R Q 






Strand 






Start 


16852 






End 


17355 




Name 


OJ990515 21. 


9922. 


C2.o5.tm 


Method 


1 ojj/io i A • lYia 1 z e 




Start 


.9776 






End . 


XUU jU 




GI 


none 






Score 


X y J 




Exons 


9776. .10030 












Seq. No. 


22151 






Seq. ID 


/^TQQnRIR 01 QQOO 


no 


vjene ino . 


^ 010 y 






Strand 






Start 


16852 






End 


17355 




Name 


OJ990515 21. 


9922. 


C2.04 .tw 


Method 


TBLASTX: Wheat 




Start 


9860 






End 


10282 




GI 


none 






Score 


266 




Exons 


9860. .10282, 


9870. .10274 








Seq. No. 


22151 






Seq. ID 


OJ990515_21.9922 


.C2 


vaene ino . 


ft Dxo y 






Strand 






Start 


16852 






End 


17355 




Name 


OJ990515 21. 


9922. 


C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9903 






End 


10291 




GI 


none 






Score 


157 




Exons 


9903.. 10283, 


9905 


..10147, 10187. .10291 






Seq. No. 


22151 






Seq. ID 


OJ990515_21.9922 


.C2 


oene no . 


46159 






Strand 






Start 


16852 






End 


17355 




Name 


OJ990515 21. 


9922. 


C2 . o8 . tw 


Method 


TBLASTX: Wheat 




Start 


10282 






End 


10568 




GI 


none 






Score 


70 




Exons 


10282. .10380, 10286. .10567, 


10298. .10432, 10491. .10568 




Seq. No. 


22151 






Seq. ID 


OJ990515_21.9922 


.C2 



22428 




Gene No. 


46159 




Strand 












End 


17355 




Name 


OJ990515 21. 9922. C2. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


10406 




End 


10850 




GI 


none 




Score 


89 




Exons 


10406. .10432, 10430. 


.10573, 


10443. .10574, 10589. .10825, 






10595. .10849, 10596. 


.10850 








Seq. No. 


22151 




Seq. ID 


OJ990515_21.9922 


.C2 




46159 




. Strand 


— 




Start 


16852 




End 


17355 




Name 


OJ990515 21. 9922. C2. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


10517 




End 


10918 




GI 


none 




Score 


123 




Exons 


10517. .10918, 10758. 


.10901 








Seq. No. 


22151 . . 




Seq. ID 


OJ990515_21. 9922 


.C2 




4 6159 • 




Strand 






Start 


16852 




End 


17355 




Name 


OJ990515 21. 9922. C2. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


10572 




End 


10996 




GI 


none 




Score 


287 




Exons 


10572. .10952, 10572. 


.10931, 


10586. .10996 




Seq. No. 


22151 




Seq. ID 


OJ990515_21.9922 


.C2 




4 6159 




Strand 






Start 


16852 




End 


17355 




Name 


OJ990515 21. 9922. C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


11081 




End • 


11437 




GI 


none 




Score 


210 




Exons 


11081. .11437, 11091. 


.11390 








Seq. No. 


22151 




Seq. ID 


OJ990515_21. 9922 


.C2 


Q Q Mo 


4 6159 




Strand 






Start 


16852 




End 


17355 




Name 


OJ990515 21. 9922. C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11111 




End 


11566 




GI 


none 




Score 


257 




Exons 


• 11111. .11566, 11112. 


.11531, 


11141. .11539 




Seq. No.. 


22151 




Seq. ID 


OJ990515__21.9922 


.C2 


(^p-np No 


46159 




Strand 






Start 


16852 




End 


17355 




Name 


OJ990515 21. 9922. C2. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11162 




End 


11527 




GI 


none 




Score 


134 




Exons 


11162. .11296, 11303. 


.11527 








Seq. No. 


22151 




Seq. ID 


OJ990515_21.9922 


.C2 


r^oTio Mo 


1 U i >J ^ 




Strand 






Start 


16852 




End 


17355 




Name 


OJ990515 21. 9922. C2. 


o6 . tw 


Method 


TBLASTX: Wheat 




Start 


11787 




End 


12244 




GI 


none 




Score 


150 




Exons 


11787. .12023, 11789. 


. 12019, 


12068. .12244 




Seq. No. 


22151 




Seq. ID 


OJ990515_21, 9922 


.C2 



22429 






*l D X J -7 


O L. X dl lU 




Start 


16852 


End 


17355 


Name 


OJ990515 21.9922.C2.o7.tw 


Method 


TBLASTX: Wheat 


Start 


12821 


End 


13223 


GI 


none 


Score 


115 


Exons 


12821. .13222, 12954.. 13223 






Seq. No. 


22151 


Seq. ID 


OJ990515_21.9922.C2 




*1 O J. *J ^ 


c-i- r^nH 

O L. X dl lU 




Start 


16852 


End 


17355 


Name 


GJ990515 21.9922.C2.o3.gs 


Method 


GENSCAN 


Start 


16852 


End 


17355 


GI 


none 


Score 


.89 


Exons 


16852. .17355 






Seq. No. 


22152 


Seq. ID 


OJ990515_21. 9922.C3 


r^&no Mo 


*i D i D V> 


O U X ctl lU 




Start 


6992 


End 


7687 


Name 


OJ990515 21.9922.C3.o2.gs 


Method 


GENSCAN 


Start 


6992 


End 


7687 


GI 


none 


Score 


.49 


Exons 


6992. .7687 






Seq. No. 


22152 


Seq. ID 


OJ990515_21.9922.C3 


Gene No. 


46161 


Strand 


+ 


Start 


8713 


End 


9346 


Name 


OJ990515 21 9922 C3 ol an 


Method 


AAT/GAP 


Start 


8584 


End 


9065 


GI 


LIB3474-008-P1-K1-H11 


Score 


916 


Exons ""^ 


8584. .9065 






GI Descrip. 


•2224810/emb|CAB09698| 1 . Oe- 


13 (Z97022) 


cysteine proteinase 




[Hordeum vulgare] * 






Seq. No. 


22152 


Seq. ID 


OJ990515_21. 9922.C3 


Clc^T^ a Mo 


*i D J. O X 


o t-x diiu 




Start 


8713 


End 


9346 


Name 


OJ990515 21.9922.C3.o3.gs 


Method 


GENSCAN 


Start 


8713 


End 


9181 


GI 


none 


Score 


.87 


Exons 


8713. .9181 






Seq. No. 


22152 


Seq. ID 


OJ990515_21.9922.C3 


Gene No. 


46161 


Strand 


+ 


Start 


8713 


End 


9346 


Name 


OJ990515 21,9922.C3.ol.np 


Method 


AAT /NAP 


Start 


8719 


End 


9346 


GI 


5823018 


Score 


148 


Exons 


8719.. 8790, 8818.. 9215, 9317 


. .9346 




GI Descrip. 


(AF089848) senescence-specific cysteine 


protease [Brassica 




napus] 






Seq. No. 


22152 


Seq. ID 


OJ990515_21. 9922.C3 


Gene No. 


46161 


Strand 


+ 


Start 


8713 


End 


9346 


Name 


OJ990515 21.9922.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


8845 


End 


9183 


GI 


none 


Score 


134 



22430 



Exons 



8845.. 9045, 9079. .9183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22152 
46161 
8713 

OJ990515_21.9922.C3.ol.ts 

8851 

none 



Seq. ID OJ990515_21.9922.C3 

Strand + 

End 934 6 

Method TBLASTX : Soybean 

End 9171 

Score 150 



8851. .8979, 8859. .8978, 8968. .9033, 9115. .9171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



22153 
46162 
1 

OJ990515_21 . 9922 . C4 . ol . np 
1 

535454 
1. .277 

(U13940) cysteine proteinase [Alnus glutinosa] 



Seq. ID OJ990515_21. 9922.C4 

Strand + 

End 353 

Method AAT/NAP 

End 277 

Score 252 



22153 
46162 
1 

OJ990515_21 . 9922 .04 . ol . tm 
1 

none 



Seq. ID OJ990515_21.9922.C4 

Strand + - 

End 353 

Method TBLASTX : Mai ze 

End 274 

Score 67 



1..63, 3. .62, 85. .195, 85.'. 195, 213. .269, 224. .274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22153 
46162 
1 

OJ990515_21.9922.C4.ol.tc 
1 

none 



Seq. ID OJ990515_21.9922.C4 

Strand + 

End 353 

Method TBLASTX : Cress 

End 353 

Score 62 



1..63, 3. .62, 84. .188, 85. .192, 196. .270, 200. .271, 297. .353 



Seq. No. 22153 

Gene No. 4 6162 

Start 1 

Name OJ990515_21 . 9922 .C4 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990515_21.9922.C4 

Strand -i- 

End 353 

Method TBLASTX : Soybean 

End 283 

Score 52 



1..69, 64. .192, 96. .188, 196. .282, 200. .283 



Seq. No. 22153 

Gene No. 4 6162 

Start 1 

Name OJ990515_21 . 9922 . 04 . ol . gs 

Start 70 

GI none 

Exons 70... 122 



Seq. ID OJ990515_21. 9922.04 

Strand -i- 

End • 353 

Method GENSOAN 

End 122 

Score .48 



Seq. No. 22154 

Gene No. 4 6163 

Start 59 

Name OJ990515_2 1 . 9922 . 05 . ol . gs 

Start 59 

GI none 



Seq. ID OJ990515_21. 9922.05 
Strand 

End 126 

Method GENSOAN 

End 126 

Score .89 



22431 



Exons 



59. .126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22155 Seq. ID OJ990515_21 . 9922 . C7 

46164 Strand 

38 End 293 

OJ990515_21.9922.C7.ol.gp Method AAT/GAP > 

38 End 293 

12131_1.R1084 Score 71 

38. .58, 242. .293 

•2505868/emb|CAA72906| 2.0e-21 (Y12227) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22156 
46165 
1 

OJ990515_21 . 9922 .08 . ol . np 
1 

2065019 



Seq. ID OJ990515_21.9922.C8 

Strand + 

End 3487 

Method AAT/NAP 

End 3174 

Score 190 



1..116, 615. .758, 1667. .1718, 2321. .2394, 3066. .3174 
(Y09823) hypothetical protein [Arabidopsis thaliana] 



22156 Seq. ID 

46165 • Strand 

1 End 

OJ990515_21 . 9922 . C8 . ol . tm Method 

13 End 

none Score . 



OJ990515_21.9922.C8 
+ 

3487 

TBLASTX: Maize 

3290 

69 



13. .84, 604. .798, 607. .765, 649. .801, 1668. .1718, 1668. .1718, 
1668. .1721, 2306. .2392, 2306. .2401, 2320. .2412, 2320. .2403, 
3063. .3260, 3064. .3225, 3254. .3286, 3255. .3290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip. 



22156 Seq. ID 

46165 Strand 

1 End 

OJ990515_21. 9922.C8.ol.gp Method 

611 End 

2289 1.R1084 Score 



OJ990515_21.9922.C8 
+ 

3487 
AAT/GAP 
3487 
1018 



611.. 758, 1667.. 1718, 2321. .2394, 3066.. 3155, 3275.. 3487 
M521193/dbj I AB013450.il AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. No. 22156 Seq. ID 

Gene No. ' 46165 Strand 

Start 1 End 

Name OJ990515_21 . 9922 . C8 . ol . gs Method 

Start 691 End 

GI none Score 

Exons 691.. 758, 1667.. 1790 



OJ990515_21.9922.C8 
+ 

3487 
GENSCAN 
1790 
.63 



Seq. No. 22157 Seq. ID 

Gene No. 4 6166 Strand 

Start 78 6 End 

Name OJ990515_21 . 9922 . C9 . ol . gp Method 

Start 78 6 End 

GI LIB3432-012-P1-K1-B6 Score 

.Exons 786.. 1195 

GI Descrip. ' 2130082/pir M A57676 l.Oe-13 protein kinase Xa21 (EC 2.7.1.-) 



OJ990515_21.9922.C9 

4372 
AAT/GAP 
1195 
776 



22432 




rice >gi_1122443 (037133) receptor kinase-like protein [Oryza 
sativa] >gi_2586085 (U72723) receptor kinase-like protein [Oryza 

longistaminata] >gi_1586408_prf 2203451A receptor kinase-like 

protein (Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22157 Seq. ID 

46166 Strand 

786 End 

OJ990515_21 . 9922 . C9 . ol , np Method 

813 End 

2586083 Score 



OJ990515_21.9922.C9 

4372 
AAT/NAP 
4372 
1758 



813. .1204, 1371. .3478, 3908. .4372' 

{U72725) receptor kinase-like protein [Oryza longistaminata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22157 
46167 
5451 

OJ990515_21.9922 

864 

none 

864. .947, 1098.. 

2170.. 2445, 2215 

2218.. 2457, 2221 

2221.. 2442, 2221 

2468. .2548, 2468 

2552.. 2740, 2558 

2930.. 2989, 3041 

3227.. 3523, 3230 

3242.. 3529, 3245 

3527.. 4150, 3527 

3657.. 3770, 3672 
4172. .4207 



C9.ol.tc 



1205, 
. .2442 
. .2442 
. .2445 
. .2548 
. .2740 
. .3223 
. .4069 
. .3523 
. .4006 
. .3974 



1450. . 

, 2215 

, 2221 

, 2224 

, 2492 

, 2577 

, 3092 

, 3233 

, 3452 

, 3528 

, 3692 



Seq. I 
Strand 
End 

Method 
End 
Score 
1608, 14 
. .2442, 
. .2463, 
. .2445, 
. .2548, 
. .2825, 
. .3223, 
. .3514, 
. .4141, 
. .3704, 
. .4156, 



D OJ990515_21 . 9922 .C9 
5698 

TBLASTX: Cress 
4207 
67 

60. .1597, 2 
2215. .2442, 



2221. 
2231. 
2492. 
2804 . 
3095. 
3233. 
3521. 
3599. 
3878. 



.2490, 
.2443, 
.2554, 
.2926, 
.3199, 
.3514, 
.3865, 
.4150, 
.4141, 



161. .2271, 
2218. .2442, 
2221. .2403, 
2445. .2549, 
2492. .2548, 
2912. .2995, 
3200. .3307, 
' 3239. .3529, 
3527. .4153, 



3602. 
4010. 



,4156, 
,4120, 



Seq. No. 


22157 




Seq. ID 


OJ990515_21.9922 


Gene No. 


46167 




Strand 




Start 


5451 




End 


5698 


Name 


OJ990515 21.9922 


.C9.o3.tm 


Method 


TBLASTX -.Maize 


Start 


870 




End 


1232 


GI 


none 




Score 


99 


Exons 


870.. 950, 1023.. 


1232, 1032.. 


1205, 1048 


..1230 


Seq. No. 


22157 




Seq. ID 


OJ990515_21.9922 


Gene No. 


46167 




Strand 




Start 


5451 




End 


5698 


Name 


OJ990515 21.9922 


.C9..ol.ts 


Method 


TBLASTX: Soybean 


Start 


1068 




End 


4153 


GI 


none 




Score 


76 


Exons 


1068.. 1205, 1450 


..1620, 1454 


..1618, 1654. .1722, 1735. .1 




2161. .2442, 2206 


..2442, 2215 


..2445, 2215. .2442, 2215. .2 



2221. .2445, 2221. .2442, 2221. .2442, 2263. .2442, 2468. .2548, 

2474. .2548, 2555. .2746, 2558. .2746, 2558. .2746, 2558. .2623, 

2576. .2743, 2580. .2774, 2585. .2746, 2709. .2828, 2801. .2998, 

2801.. 2920, 3041'r.3103, 3095., 3496, 3095.. 3217, 3095.. 3190, 

3095. .3319, 3188. .3538, 3206. .3523, 3230. .3361, 3230. .3520, 

3233. .3496, 3243. .3410, 3314. .3529, 3410. .3529, 3476. .4141, 

3518. .4153, 3524. .3724, 3527. .4117, 3527. .4054, 3527. .3970, 

3528. .3755, 3599. .4006, 3660. .3941, 3879. .4052, 3881. .4150 



22433 



Seq. No. 


22157 








Seq. ID 


OJ990515 


_21. 9922. C9 


Gene No. 


46167 








Strand . 






Start 


5451 








End 


5698 




Name 


OJ990515 21 


.9922 


.C9.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1378 








End 


1827 




GI 


none 








Score 


257 




Exons 


1378. .1827, 


1385 


. .1822 










Seq. No. . 


22157 








Seq. ID 


OJ990515 


_21. 9922. C9 


Gene No. 


46167 








Strand 






Start 


5451 








End 


5698 




Name 


OJ990515 21 


.9922 


.C9.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1624 








End 


1962 




GI 


none 








Score 


140 




Exons 


1624 . .1962, 


1631 


. .1957 










Seq. No. 


22157 








Seq. ID 


OJ990515 


_21.9922.C9 


Gene No. 


46167 








Strand 






Start 


5451 








End 


5698 




Name 


OJ990515 21 


.9922 


.C9.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2215 








End 


.4153 




GI 


none 








Score 


76 




Exons 


2215. .2445, 


2218 


. .2457, 


2218. 


.2331, 2221.. 2445, 


2221. .2418, 




2275. .2466, 


2471 


. .2548, 


2558. 


.2740, 2576.. 2740, 


2652. .2828, 




2727. .2915, 


2798 


. .2920, 


2798. 


.2902, 2798.. 2905, 


2801. .2926, 




2801. .2923, 


3089 


. .3190, 


3230. 


.3514, 3233. .3997, 


3243. .3482, 




3525. .3626, 


3528 


. .3695, 


3590. 


.4069, 3600.. 3971, 


3659. .4153, 




3666. .3926, 


3797 


. .4063, 


3887. 


.4153, 3944. .4141 




Seq. No. 


22157 








Seq. ID 


OJ990515 


_21.9922.C9 


Gene No. 


46167 








Strand 






Start 


5451 








End 


5698 




Name 


OJ990515 21 


.9922 


.C9.01. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2558 








End 


3937 




GI 


none 








Score 


140 




Exons 


2558. .2647, 


2817 


. .3002, 


2819. 


.3001, 2838.. 3002, 


3002. .3088, 




3007. .3096, 


3009 


. .3092, 


3116. 


.3307, 3374.. 3466, 


3833. .3937 


Seq. No.. 


22157 








Seq. ID 


OJ990515 


_21. 9922.C9 


Gene No. 


46167 








Strand 






Start 


5451 








End 


5698 




Name 


OJ990515 21 


.9922 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


5451 








End 


5698 




GI 


none 








Score 


.99 




Exons 


5451. .5543, 


5693 


. .5698 










Seq. No. 


22158 








Seq. ID 


OJ990515 


_21. 9922. CIO 


Gene No. 


46168 








Strand 


4- 




Start 


398 








End 


612 




Name 


OJ990515 21 


.9922 


.ClO.ol 


.gs 


Method 


GENSCAN 




Start 


398 








End 


612 




GI 


none 








Score 


.82 




Exons 


398. .612 














Seq. No. 


■ 22158 








Seq. ID 


OJ990515 


_21. 9922. CIO 


Gene No. 


46169 








Strand 







22434 




start 


1236 


End 


2734 


Name 


OJ990515 21.9922.C10.o2.gs 


Method 


GENSCAN 


Start 


1236 


End 


2734 


GI 


none 


Score 


.6 


Exons 


1236.. 1305, 2024.. 2142, 2726.. 


2734 




Seq. No. 


22159 


Seq. ID 


OJ990515_21.9922 


Gene No. 


46170 


Strand 


+ 


Start 


359 


End 


7024 


Name 


OJ990515 21.9922.Cll.ol.gs 


Method 


GENSCAN 


Start 


359 


End 


7024 


GI 


none 


Score 


.83 


Exons 


359. .394, 626. .648, 1183. .1324 


, 2241.. 


2375, 3464.. 3523, 




5532.. 5820, 6759.. 6806, 6945.. 


7024 





Seq. No. 22159 

Gene No. 46171 

Start 8307 

Name OJ990515_21 . 9922 . Cll . o2 

Start 8307 

GI none 

Exons 8307.. 8389, 8738.. 8786 



Seq. ID OJ990515_21.9922-C11 

Strand + 

End 8786 

.gs Method GENSCAN 

End 8786 

Score . 9 



Seq. No. 


22159 


Seq. ID 


OJ990515 


Gene No. 


46172 


Strand 


+ 


Start 


9585 


End 


10826 


Name 


OJ990515 21.9922.Cll.ol.np 


Method 


AAT/NAP 


Start 


9585 


End 


10826 


GI 


6721543 


Score 


100 


Exons 


9585.. 9711, 10766.. 10826 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22159 


Seq. ID 


OJ990515 


Gene No. 


46173 


Strand 




Start 


10224 


End 


12589 


Name 


OJ990515 21.9922.Cll.ol.gp 


Method 


AAT/GAP 


Start 


9946 


End 


10399 


GI 


LIB3431-045-P1-N1-A10 


Score . 


888 


Exons 


9946.. 10399 






GI Descrip. 


»5441876/dbj IAP000367.1IAP000367 O.Oe+00 Oryza 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 


Seq. No. 


22159 


Seq. ID 


OJ990515 


Gene No. 


46173 


Strand 




Start 


10224 


End 


12589 


Name 


OJ990515 21.9922.Cll.o3.gs 


Method 


GENSCAN 


Start 


10224 


End 


11864 


GI 


noiie 


Score 


.6 


Exons 


10224. .10384, 10520 .. 10789, 


10853. .11035, 11183 




11453. .11711, 11788.. 11864 






Seq. No. 


2-2159 


Seq. ID 


OJ990515 


Gene No. 


46173 


Strand 




Start 


10224 


End 


12589 


Name 


OJ990515 21.9922.Cll.o2.np 


Method 


AAT/NAP 


Start 


10503 


End 


12589 


GI 


5441880 


Score 


1217 



22435 



Exons 10503. .10737, 10853 .. 10984 , 11075 11098 , 11135 11208 , 

11453. .11711, 11788. .11896, 12563.. 12589 
GI Descrip. (AP000367) EST . C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Seq. No. 


22159 


Seq. ID 


OJ990515 


Gene No. 


46173 


Strand 


- 


Start 


10224 


End 


12589 


Name 


OJ990515 21.9922.Cll.o3.np 


Method 


AAT/NAP 


Start 


11278 


End 


12523 


GI 


6721543 


Score 


118 


Exons 


11278. .11320, 12391.. 12523 






GI Descrip- 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22159 


Seq. ID, 


OJ990515 


Gene No. 


46173 


Strand 




Start 


10224 


End 


12589 


Name 


OJ990515 21.9922.Cll.o2.gp 


Method 


AAT/GAP 


Start 


11461 


End 


11893 


GI _ 


LIB3475-007-P1-K1-G8 


Score 


641 


Exons 


11461. .11711, 11788. .11893 






GI Descrip. 


'5441880/dbj IBAA82378.il 5, 


Oe-75 (AP000367) EST 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

GI Descrip. 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990515 21.9922.C11 



22159 
46173 
10224 

OJ990515_21.9922.Cll.o3.gp 
12357 

7406_1.R1084 
12357. .12509 

'1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



12589 
AAT/GAP 
12509 
213 



OJ990515_21.9922.C12 
+ 

4350 
AAT/NAP 
4350 
36 



22160. Seq. ID 

46174 Strand 
221 End 
OJ990515_21 . 9922 . C12 . ol . np Method 
221 End 
4507961 Score 
221.. 367, 4057.. 4350 

zinc finger protein homologous to Zfp-36 in mouse 
gi|136471|sp|P26651|TTP_HUMAN TRISTETRAPROLINE (TTP) (TISllA) 
(TISll) (ZFP-36) (GROWTH FACTOR- INDUCIBLE NUCLEAR PROTEIN 
NUP475) gi| 423132|pir| IS34427 tristetraproline protein - human 
gi 1 183443 (M92843) zinc finger transcriptional regulator [Homo 
sapiens] gi 1183445 (M92844) zinc finger transcriptional 
regulator [Homo sa 



Seq. No.. 22160 Seq. ID 

Gene No. 46175 Strand 

Start 458 End 

Name • OJ990515_21 . 9922 . C12 . ol . gs Method 

Start 458 End 

GI none Score 



OJ990515_21.9922.C12 

4275 
GENSCAN 
4275 
..4 



22436 




Exons 


458. .897, 3042. .3245, 3475. 


.3537, 4152. 


.4275 






Seq. No. 


221j51 


Seq. ID 


OJ990515_21. 


9922. 


C13 


Gene No. 


4 bi / D 


o t rana 


+ 






Start 


1292 


End 


1359 






Name 


OJ990515 21.9922.C13.ol.gs 


Method 


GENSCAN 






Start 


1292 


End 


1359 






GI 


none 


Score * 


.63 






Exons 


1292. .1359 










Seq. No. 


22162 


Seq. ID 


OJ990515_21. 


9922. 


C14 


Gene No. 


HOI / f 


b urana 








Start 


17 


End 


175 






Name 


OJ990515 21.9922.C14.ol.gs 


Method 


GENSCAN 






Start 


17 


End 


175 






GI 


none 


Score 


.99 






Exons 


17. .175 










Seq. No. 


22163 


Seq. ID 


OJ990515_20. 


9924. 


C2 


Gene No. 


4 b i / o 


ocrana 


+ 






Start 


167 


End 


342 






Name 


OJ990515 20.9924.C2.ol.gs 


Method 


GENSCAN 






Start 


167 


End 


342 






□ GI 


none 


Score 


.51 






J "1 Exons 


167. .342 










Seq. No. 


22164 


Seq. ID 


OJ990515_20. 


9924. 


C4 


^ J;f Gene No. 


46179 


Strand 








=1™ otarr 


1 


End 


14156 






hi Name 


OJ990515 20.9924.C4.ol.np 


Method 


AAT/NAP 






'^l Start 


1 


End 


4418 






In G^ 


2286113 


Score 


676 






' Exons 


1..84, 156. .255, 833. .903, 


1548. .1626, 


4234. .4418 






GI Descrip. 

i!3 


(U78892) MADS box protein [Oryza sativa] 






'^J Seq. No. 


22164 


Seq. ID 


OJ990515_20. 


9924. 


C4 


i^^:^ Gene No. 


46179 


Strand 








otarL. 


1 . 


End 


14156. 






'irJ Name 


OJ990515 20.9924.C4.o2.np 


Method 


AAT/NAP 






^=3 Start 


1 


End 


14156 






Q GI 


6642682 


Score 


283 






Exons 


1..66, 11222. .11327, 13972. 


.14156 








GI Descrip. 


(AC015450) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


22164 


' Seq. ID 


OJ990515_20. 


9924. 


C4 


Gene No . 


46179 


Strand 








Start 


1 


End 


14156 






Name 


OJ990515 20.9924.C4.ol.gp 


Method 


AAT/GAP 






Start 


43 


End 


4526 






GI 


368 2.R1084 


Score 


1063 






Exons. 


43. .84,- 156. .255, 833.. 903, 


1548. .1626, 


4234. .4526 






GI Descrip. 


'3928085 8.0e-17 (AC005770) 


unknown protein [Arabidopsis 






thaliana] ' 










Seq. No. 


22164 


Seq. ID 


OJ990515_20. 


9924. 


C4 


Gene No. 


46179 


Strand 








Start 


1 


End ■ 


14156 







22437 



Name 

Start 

GI 

Exons 



OJ990515_20 . 9924 . C4 . ol . tm Method TBLASTX : Maize 

43 End ' 4397 

none Score 71 

43. .84, 43. .87, 156. .257, 158. .256, 830. .904, 832. .906, 

1539.. 1628, 1549.. 1629, 4228.. 4365, 4236.. 4397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22164 
46179 
1 

OJ990515_20.9924.C4.ol.gs 

156 

none 



Seq. ID OJ990515_20.9924.C4 
Strand 

End 14156 

Method GENSCAN 

End 4 418 

Score .79 



156. .255, 833. .903, 1548. .1626, 3419. .3448, 4029. .4124, 
4234. .4418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22164 
46179 
1 

OJ990515_20.9924.C4.ol.ts 

156 

none 



Seq. ID OJ990515_20.9924.C4 
Strand 

End 14156 

Method TBLASTX : Soybean 

End 4397 

Score 175 



156. .257, 832. .897, 4234. .4365, 4239. .4397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22164 
46179 
1 

OJ990515_20.9924.C4.ol.tw 

179 

none 



Seq. ID OJ990515_20.9924.C4 
Strand 

End 14156 

Method TBLASTX : Wheat 

End 4397 

Score 68 



179. .256, 180. .257, 830. .892, 832. .900, 876. .902, 1548. .1634, 
1549. .1635, 4228. .4365, 4236. .4397 



Seq. No. 22164 

Gene No. 46179 

Start 1 

Name OJ990515_20 . 9924 . C4 . ol . tc 

Start 4227 

GI none 

Exons 4227.. 4397, 4243.. 4368 



Seq. ID OJ990515_20.9924.C4 
Strand 

End 14156 

Method TBLASTX : Cress 

End 4397 

Score 165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22164 
46179 
1 

OJ990515_20. 9924.C4.o3.gs 

9678 

none 



Seq. ID OJ990515_20.9924.C4 
Strand 

End 14156 

Method GENSCAN 

End 10553 

Score .86 



9678.. 10175, 10217. .10309, 10323.. 10553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



22164 
4 6179 
1 

OJ990515_20 . 9924 . C4 . o2 . ts 

11243 

none 



Seq. ID OJ990515_20.9924.C4 
Strand 

End 14156 

Method TBLASTX : Soybean 

End 14114 

Score 77 



11243. .11329, 11244. .11330, 13971 .. 14114 , 13972. .14049 
22164 Seq. ID OJ990515_20 . 9924 . C4 



22438 




Gene No. 


4 Di / y 




Strand 








Start 


1 




End 


14156 






Name 


OJ990515 20. 9924. C4. 


o2. tm 


Method 


TBLASTX: 


Maize 




Start 


11261 




End 


14112 






GI 


none 




Score 


83 






Exons 


11261. .11329, 13971. 


.14111, 


13975. .14112 






Seq. No. 


22165 




ocq * ±u 




_20.9924 


.C5 


Gene No . 


A c^ on 
4 DloU 




0 L.rcinLl 


4- 






Start 


1562 




End 


1714 






Name 


OJ990515 20. 9924. C5. 


ol .gs 


Method 


GENSCAN 






Start 


1562 




End 


1714 






GI 


none 




Score 


1 






Exons 


1562. .1714 












Seq. No. 


22165 




Seq. ID 


OJ990515 


_20. 9924 


.C5 


Gene No. 






Strand 


+ 






Start 


13190 




End 


14768 






Name 


OJ990515 20. 9924. C5. 


o4 .gs 


Method 


GENSCAN 






Start 


13190 




End 


14768 






GI 


none 




Score 


.5 






Exons 


13190. ,13311, 13687. 


.13838, 


14345. .14493, 14607 


. .14768 




Seq. No. 


22165 




Seq. ID 


OJ990515 


_20.9924 


.C5 


Gene No. 


46182 




Strand 


+ 






Start 






End 


24283 






Name 


OJ990515 20. 9924. C5. 


o5 .gs 


Method 


GENSCAN 






Start 


15439 




End 


24283 






GI 


none 




Score 


.7 






Exons 


15439. .16042, 16548. 


.16574, 


16821. .16927, 21062 


. .21153, 






23887. .24091, 24269. 


.24283 










Seq. No. 


22165 




Seq. ID 


OJ990515 


_20.9924 


.C5 


Gene No. 


46183 




Strand 


+ 






0 uaru 


34067 




End 


35270 






Name 


OJ990515 20. 9924. C5. 


o7 .np 


Method 


AAT/NAP 






Start 


32873 




End 


34046 






GI 


6907088 




Score 


339 






Exons 


32873. .33009, 33187. 


.33403, 


33632. .34046 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22165 




Seq. ID 


OJ990515 


_20.9924 


.C5 


Gene No . 


46183 




Strand 


+ 






Start 


34067 




End 


35270 






Name 


OJ990515 20. 9924. C5. 


08 .gs 


Method 


GENSCAN 






Start 


34067 




End 


35270 






GI 


none 




Score 


.68 






Exons 


34067. .34439, 34645. 


.35270 










Seq. No. 


22165 




Seq. ID 


OJ990515_ 


_20.9924 


.C5 


Gene No.. 


46184 




Strand 


+ .' 






Start 


47758 




End 


53980 






Name 


OJ990515 20. 9924.05. 


ol2.gs 


Method 


GENSCAN 






Start 


. 47758 




End 


53980 






GI 


none 




Score 


.71 






Exons 


47758. .47950, 49634. 


.49914, 


50798. .50895, 50973 


. .51039, 






51123. .51242, 51354. 


.51446, 


51598. .51795, 52412 


. .52617, 





22439 



52717. .52842, 53362.. 53980 



Seq. No. 


22165 


Seq. ID 


OJ990515_ 


_20.9924.C5 


Gene No. 


46184 


Strand 


+ 




o tare 


4 "7*7 
Hit Do 


End 


53980 




Name 


OJ990515 20.9924.C5.ol5.np 


Method 


AAT/NAP 




Start 


49690 


End 


53974 




GI 


4455232 


Score 


1653 




Exons 


49690. .49728, 49774 .. 4 9908 , 


51078. .51242, 51354 


. .51446, 




51598. .51722, 52084 .. 52216, 


52412. .52617, 52717 


. .52842, 




53362. .53974 








GI Descrip. 


{AL035523) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


^21do 


Seq. ID 


OJ990515_ 


20. 9924. C5 


Gene No. 


46185 


Strand 






Start 


2080 


End 


4962 




Name 


OJ990515 20.9924.C5.o2.gs 


Method 


GENSCAN 




Start 


2080 


End 


4962 




GI 


none 


Score 


.62 




Exons 


2080.. 2130, 3174.. 3210, 3708 


..3766, 3901. .4230, 


4344 . .4470 




4706. .4962 








beq. NO. 


22165 


Seq. ID 


OJ990515_ 


_20.9924.C5 


Gene No. 


46185 


Strand 






Start 


2080 


End 


4962 




Name* 


OJ990515 20.9924.C5,ol.np 


Method 


AAT/NAP 




Start 


2606 


End 


4953 




GI 


4455233 


Score 


566 




Exons 


2606. .3042, 3833.. 4230, 4344 


..4470, 4706. .4953 




GI Descrip. 


(AL035523) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


22165 


Seq. ID 


OJ990515_ 


20.9924 .C5 


Gene No. 


46186 


Strand 






Start 


6184 


End 


14796 




Name 


OJ990515 20.9924.C5.o3.gs 


Method 


GENSCAN 




Start 


6184 


End 


11788 . 




GI 


none 


Score 


.75 




Exons 


6184.. 6333, 6567.. 6769, 6831 


..6877, 7171. .7232, 


7423. .7512 




7529.. 7561, 7596 .. 7765, . 7862 


..7916, 8024.. 8109, 


8625. .8775 




9505. .9548, 9853. .9895, 10049. . 10156, 


10251. .10379, 




10537. .10578, 10651 .. 10720, 


11307. .11430, 11546 


. .11638, 




11722. .11788 








Seq. No. 


22165 


Seq. ID 


OJ990515_ 


_20.9924 .C5 


Gene No. 


46186 


Strand 






Start 


6184 


End 


14796 




Name 


OJ990515 20.9924.C5.o2.np 


Method 


AAT/NAP 




Start 


7182 


End 


14796 




GI 


2760319 


Score 


1092 




Exons 


7182.. 7232, 7351.. 7500, 7644 


..7765, 7985. .8109, 


8625. .8775 




9044.. 9120, 9411.. 9628, 10041 . .10156, 


10251. .10379, 




• 10537. .10578, 10651 .. 10720, 


11307. .11430, 11546 


.11638, 




11722. .11790, 11883. .11979, 


14743. .14796 




GI Descrip. 


(AC002130) F1N21.3 [Arabidopsis thaliana] 




Seq. No. 


22165 


Seq. ID 


OJ990515_ 


20. 9924. C5 


Gene No. 


46187 


Strand 







22440 



start 16415 End 17129 

Name OJ990515_20. 9924 .C5 .o3.np Method AAT/NAP 

Start 16415 End 17129 

GI 6069646 Score 310 

Exons 16415., 17129 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis. thaliana . chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22165 Seq. ID OJ990515_20 . 9924 . C5 

46188 Strand 
17743 End 19247 

OJ990515_20 . 9924 . C5 . o4 . np Method AAT/NAP 

17743 End 19247 

5803254 Score 897 

17743. .18117, 18205. .18360, 18453 .. 18935, 18963. .19247 
(AP000399) ESTs C97429(C60159),D22427(C11106), 
AU078031 (E31854) ,D15683(C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 


22165 


Seq. ID 


OJ990515_ 


20. 


,9924 


.C5 


Gene No. 


46189 


Strand 










Start 


29320 


End 


31014 








Name - 


OJ990515 20.9924.C5.o5.np 


Method 


AAT/NAP 








Start 


29320 


End 


31014 








GI 


6907086 


Score 


1103 








Exons 


29320. .29727, 29954.. 30181 


, 30242. .31014 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22165 


Seq. ID 


OJ990515_ 


20. 


,9924 


.C5 


Gene No. 


46189 


Strand ■ 










Start 


29320 


End ■ 


31014 








Name 


OJ990515 20.9924.C5.o7.gs 


Method 


GENSCAN 








Start 


30267 


End 


30831 








GI 


none 


Score 


.94 








Exons - 


30267. .30694, 30720.. 30831 












Seq. No. 


22165^ 


Seq. ID 


OJ990515_ 


20. 


,9924 


.C5 


Gene No. 


46190 


Strand 










Start 


31721 


End 


.35029 








Name 


OJ990515 20.9924.C5.o6.np 


Method 


AAT/NAP 








Start 


31721 


End 


35029 








GI 


4680186 


Score 


166 








Exons 


31721. .32145, 34778. .35029 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp. 


. indica] 








Seq. No. 


22165 


Seq. ID 


OJ990515_ 


20. 


,9924 


.C5 


Gene No. 


46191 


Strand 










Start. 


36374 


End 


39801 








Name 


OJ990515 20.9924.C5.o8.np 


Method 


AAT/NAP 








Start 


36369 


End 


37036 








GI 


5091506 


Score 


684 








Exons 


36369. .37036 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 









22441 



Seq. No. 22165 

Gene No. 46191 

Start 36374 

Name OJ990515_20. 9924 .C5.o9.gs 

Start 36374 

GI none 

Exons 36374. .36769, 36817 36908 , 
39211. .39402, 39676.. 39801 



OJ990515_20.9924.C5 

39801 
GENSCAN 
39801 
.62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38031. .38250, 38581 .. 38 691, 



Seq. No. 22165 Seq. ID OJ990515_20 . 9924 . C5 

Gene No. 46191 ' Strand 

Start 36374 End 39801 

Name OJ990515_20 . 9924 . C5 . olO . np Method AAT/NAP 

Start 37876 End 39369 

GI 5803254 Score 790 

Exons 37876. .38250, 38335 .. 38481, 38581.. 39369 

GI Descrip. (AP000399) ESTs C97429 (060159) , D22427 (C11106) , 

AU078031 (E31854) , D15683{C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 


22165 




Seq. ID 


OJ990515_ 


20.9924 


.C5 


Gene No. 


46192 




Strand 








Start 


40806 




End 


41757 






Name 


OJ990515 20. 9924. C5 


•olO.gs 


Method 


GENSCAN 






Start 


40806 




End 


41757 






GI 


none 




Score 


.73 






Exons 


40806. .40950, 40983 


. .41133, 


41154. .41411, 41727. 


.41757 




Seq. No. 


22165 




Seq. ID 


OJ990515_ 


20.9924 


.05 


Gene No. 


46193 




Strand 








Start 


43037 




End 


46832 






Name 


OJ990515 20. 9924. C5 


.oll.gs 


Method 


GENSCAN 






Start 


43037 




End 


46832 






GI 


none 




.Score 


.7 






Exons 


43037. .43420, 43505 


. .43657, 


43891. .43983, 44377. 


.44513, 






45934. .46109, 46714 


. .4 6832 










Seq. No. 


22165 




Seq. ID 


OJ990515_ 


20.9924 


.05 


Gene No. 


-46193 




Strand 








Start 


43037 




End 


46832 






Name 


OJ990515 20. 9924. C5 


. ol4 .np 


Method 


AAT/NAP 






Start 


43046 




; End 


44535 






GI 


5803254 




Score 


814 






Exons 


43046. .43420, 43505 


. .43672, 


43768. .44535 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000399) ESTs 097429 (C60159 ), D22427 (C11106 ) , 
AU078031(E31854) , D15683 (01084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



22165 Seq. ID 

46194 Strand 
54581 . End 

OJ990515_20 . 9924 . 05 . o4 . tm Method 
2627 End 
none Score 

2627.. 2698, 2627.. 2680, 2668.. 2739, 2674 

2738.. 2896, 2893.-2988, 2902.. 2994, 2915 



OJ990515_20. 9924.05 
58224 

TBLASTX: Maize 
2995 
60 

2745, 2738.. 2890, 
2995 



22442 



Seq. No. 


22165 






Seq. ID 


OJ990515_20.9924 


.C5 


Gene No. 


46194 






Strand 






Start 


54581 






End 


58224 




Name 


OJ990515 20. 9924. C5. 


o6.tm 


Method 


TBLASTX: Maize 




Start 


4345 






End 


4959 




GI 


' none 






Score 


50 




Exons 


4345. . 


4401, 4349. .4384, 4384 


..4470, 4386. .4469, 4708. .4779 




4709.. 


4771, 4795. .4959 








Seq. No. 


22165 






Seq. ID 


OJ990515_20.9924 


.C5 


Gene No. 


46194 






Strand 






Start 


54581 






End 


58224 




Name 


OJ990515 20. 9924. C5. 


02. . tS 


Method 


TBLASTX : Soybean 




Start 


11726 






End 


14817 




GI 


none 






Score 


68 




Exons 


11726. 


.11791, 11727. 


. 11792, 


11884. .11979, 11885. .11980, 






14738. 


.14809, 14755, 


. 14817 








Seq. No. 


22165 






Seq. ID 


OJ990515_20.9924 


.C5 


Gene No. 


46194 






Strand 






Start 


54581 






End 


58224 




Name 


OJ990515 20. 9924. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16445 






End 


16834 




GI 


none 






Score 


137 




Exons 


16445. 


.16645, 16682. 


. 16834 








Seq. No. 


22165 






Seq. ID 


OJ990515_20.9924 


.C5 


Gene No. 


46194 






Strand 






Start 


54581 






End 


5.8224 




Name 


OJ990515 20. 9924. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16448 






End 


16984 




GI 


none 






Score 


85 




Exons 


16448. 


.16654, 16655. 


. loo / 9, 


16656. .16880, 16898. .16984 




Seq. No. 


22165 






Seq. ID 


OJ990515_20.9924 


.C5 


Gene No. 


46194 






Strand 






Start 


54581 






End 


58224 




Name 


OJ990515 20. 9924. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


17749 






End 


43345 




GI 


none 






Score 


84 




Exons 


17749. 


;17904, 17752. 


. 17829, 


17912. .18037, 17914. .18039, 






17959. 


.18039, 37883. 


.37978, 


37885. .37980, 38050 .. 38199, 






38062. 


.38196, 43033. 


. 4 Jlzo, 


43052. .43141, 43056 .. 43133, 






43058. 


.43156, 43059. 


.43160, 


43215. .43337, 43220 .. '43345, 






43232. 


.43345 










Seq. No. 


22165 






Seq. ID 


OJ990515_20.9924 


.C5 


Gene No. 


46194 






Strand 






Start 


54581 






End 


58224 




Name 


OJ990515 20,. 9924 . C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


18044 






End 


4 4134 




GI 


none 






Score 


54 




Exons 


18044 . 


.18070, 18199. 


.18360, 


18199. .18 


369, 18451. .18528, 






18476. 


.18541, 18477. 


.18533, 


18603. .18 


716, 18610. .18828, 






18612. 


.18830, 38330. 


.38407, 


38332. .38412, 3834 6 .. 38408 , 






38347. 


.38412, 38416. 


.38517, 


38425. .38481, 38 602. .38 658, 






38604 . 


.38669, 38735. 


.38968, 


38743. .38961, 43350 .. 43373, 





22443 






43499. 


.43573, 


43500. 


.43556, 


43601. 


.43657, 


43601. 


.43681, 




43768. 


.43950, 


43776. 


.43823, 


43904. 


.43945, 


43954. 


.44127, 




43970. 


.44134 














Seq. No, 


22165 








Seq. 


ID OJ990515 


20.9924 


Gene No. 


46194 








Strand 






Start 


54581 








End 


58224 




Name 


OJ990515 20. 9924. C5. 


ol . tm 


Method TBLASTX : Mai ze 


Start 


47854 








End 


58122 




GI 


none 








Score 101 




Exons 


47854 . 


. 47946, 


49816. 


.49908, 


50743. 


.50850, 


50757. 


. 50852, 




50971. 


.50994, 


51013. 


.51039, 


51120. 


.51242, 


51122. 


.51235, 




51353. 


.51436, 


51354. 


.51449, 


51597. 


.51659, 


51598. 


.51660, 




51681. 


.51728, 


51682. 


.51729, 


51918. 


.52004, 


51919. 


.52002, 




52084. 


.52215, 


52085. 


.52222, 


52407. 


.52607, 


52409. 


.52612, 




52447. 


.52617, 


52714. 


.52854, 


52715. 


.52843, 


53358. 


.53492, 




53360. 


.53500, 


53362. 


.53514, 


53363. 


.53947, 


53563. 


.53661, 




53755. 


.53964, 


54575. 


.54775,' 


54626. 


.54733, 


54791. 


.54859, 




54917. 


.55012, 


54936. 


. 55010, 


55016. 


.55255, 


55017. 


.55256, 




55256. 


.55591, 


55347. 


.55574, 


56233. 


.56361, 


56234. 


.56362, 




56447. 


.56533, 


56447. 


.56515, 


56449. 


.56532, 


56602. 


.56703, 




56737. 


.56799, 


56738. 


.56797, 


56852. 


.56962, 


56877. 


.56963, 




57074. 


.57199, 


57079. 


.57201, 


57834. 


.57932, 


57838. 


.57933, 




58012. 


.58122, 


58013. 


.58111 










Seq. No. 


• 22165 








Seq. 


ID OJ990515 


20.9924 


Gene No. 


46194 








Strand 






Start 


54581 








End 


58224 




Name 


OJ990515 20.9924.05. 


ol. ts 


Method TBLASTX: Soybean 


Start 


47854 








End 


58098 




GI 


none 








Score 74 






Exons 


47854. 


.47946, 


49816. 


.49914, 


50746. 


.50862, 


50754. 


.50861, 




51013. 


.51039, 


51146. 


.51241, 


51147. 


.51242, 


51158. 


.51238, 




51353. 


.51445, 


51354. 


.51449, 


51597. 


.51728, 


51598. 


.51729, 




51918. 


.52007, 


51919. 


.51996, 


51923. 


.52009, 


52077. 


.52217, 




52081. 


.52218, 


52081. 


.52215, 


52082. 


.52222, 


52085. 


.52216, 




52409. 


.52615, 


52423. 


.52617, 


52450. 


.52617, 


52714. 


.52854, 




52715. 


.52855, 


53362. 


.53517, 


53363. 


.53947, 


53563. 


.53661, 




53767. 


;53964, 


54572. 


. 54775, 


54791. 


.54859, • 


54917. 


.55015, 




54924. 


.55016, 


55016. 


.55255, 


55020. 


.55256, 


55256. 


.55591, 




55347. 


..55574, 


56233. 


.56367, 


56233. 


.56364, 


56234. 


.56398, 




56447. 


.56533, 


56455. 


.56532, 


56602. 


.56721, 


56710. 


.56802, 




56737. 


.56799, 


56852. 


.56962, 


56862. 


.56954, 


57088. 


.57174, 




'57807. 


.57932, 


57991. 


.58098 










Seq. No. 


22165 








Seq. 


ID OJ990515 


20.9924 


Gene No. 


46194 








Strand 






Start 


54581 








End 


58224 




Name 


OJ990515 20.9924.05. 


o2. tw 


Method TBLASTX : Wheat 


Start 


53803 








End 


547-4 5 




GI 


none 








Score 191 






Exons 


53803. 


.53985-, 


53804. 


.53947, 


54578/ 


.54745,- 


54626. 


.54730 


Seq. No. 


22165 








Seq. 


ID OJ990515 


20.9924 


Gene No. 


46194 








Strand 






Start 


54581 








End 


58224 




Name 


OJ990515_20.9924.O5. 


ol3..gs 


Method GENSOAN 





22444 




start 


54581 


End 


58224 




GI 


none 


Score 


.99 




Exons 


54581. .55567, 56230 .. 56362, 


56450. .56531, 56658 .. 56796, 






56861. .56953, 57079 .. 57198, 


57633. .57*723, 57832 .. 57 923, 






58006.. 58224 








Seq. No. 


22165 


Seq. ID 


OJ990515_20.9924 


.C5 


Gene No. 


46194 


Strand 






Start 


54581 


End 


58224 




Name 


ojyyuoib . y yz4 . Co . oib . np 


Method 


AAT/NAP 




Start 


54584 


End 


58185 




GI 


4455232 


Score 


1353 




Exons 


54584. .54875, 54 912 .. 55567 , 


56230. .56362, 56663 .. 567 96, 






56861. .56953, 57079 .. 57219, 


57987. .58185 




GI Descrip. 


(AL035523) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


22166 


Seq. ID 


OJ990515 20.9924 


.C6 


Gene No. 


46195 


Strand 


+ 




Start 


618 


End 


812 




Name 


OJ990515 20.9924.C6.ol.gs 


Method 


GENSCAN 




Start 


618 


End 


812 




GI 


none 


Score 


.64 




Exons 


618. .812 








Seq. No. 


22166 


Seq. ID 


OJ990515_20.9924 


.C6 


Gene No. 


46196 


Strand 






Start 


952 


End 


1391 




Name 


OJ990515 20.9924.C6.ol.gp 


Method 


AAT/GAP 




Start 


952 


End 


1391 




GI 


3760163 


Score 


765 




Exons 


952. .1391 








Seq. No. 


22166 


Seq. ID 


OJ990515_20.9924 


-C6 


Gene No. 


46197 


Strand. * 






Start 


1402 


End 


2032 




Name 


OJ990515 20.9924.C6.ol.np 


Method 


AAT/NAP 




Start 


1402 


End ' ■ 


2032 




GI 


4704662 


Score 


244 




Exons 


1402. .1548, 1640. .1722, 2000 


. .2032 






GI Descrip. 


(AF116860) uracil phosphoribosyltransf erase 1 [Arabidopsis 




thaliana] 








Seq. No. 


22166 


Seq. ID 


OJ990515_20. 9924 


.C6 


Gene No. 


46197 


Strand 






Start 


1402 


End 


2032 




Name 


OJ990515 20.9924.C6.o2.gs 


Method 


GENSCAN 




Start 


1402 


.End 


1722 




GI 


none 


Score 


.95 




Exons 


1402. .1548, 1640. .1722 








Seq. No. 


22166 


Seq. ID 


OJ990515_20. 9924 


.C6 


Gene No. 


46197 


Strand 






Start 


1402 


End 


2032 




Name 


OJ990515 20.9924 .C6.01. to 


Method 


TBLASTX: Cress 




Start 


1405 


End 


1735 




GI 


none 


Score 


141 




Exons 


1405. .1548, 1409. .1564, 1640 


..1735, 1641. .1724 





22445 




Seq. No. 


22166 






Seq. ID 


OJ990515_20. 9924 ,06 


Gene No. 


46197 






Strand 




Start 


1402 






End 


2032 


Name 


OJ990515 20. 


9924. 


C6.ol . ts 


Method 


TBLASTX : Soybean 


Start 


1405 






End 


1681 


GI 


none 






Score 


136 


Exons 


1405. .1548, 


1406. 


.1564, 1640. 


.1681 




Seq. No. 


22166 






Seq. ID 


OJ990515_20.9924.C6 


Gene No. 


46197 






Strand 




Start 


1402 






End 


2032 


Name 


OJ990515 20. 


9924. 


C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1408 






End 


1735 


GI 


none 






Score 


106 


Exons 


1408. .1446, 


1429. 


.1548, 1430. 


.1564, 1640. .1735, 1641. .1724 


Seq. No. 


22167 






Seq. ID 


OJ990515_20.9924.C7 


Gene No. 


46198 






Strand ' 




Start 


1 






End 


4036 


Name 


OJ990515 20. 


9924. 


C7.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


4036 


GI 


3953458 






Score 


1039 


Exons 


1..142, 562. 


.622, 


1313. .1373, 


1494. .1577, 1667. .1861, 




1996. .2278, 


2569. 


.2687, 2795. 


.2864, 3760. .3855, 3933. .4036 


GI Descrip. 


{AC002328) F20N2. 


3 [Arabidopsis thaliana] 


Seq. No. 


22167 






Seq. ID 


OJ990515_20.9924.C7 


Gene No. 


. 46198 






Strand 




Start 


1 






End 


4036 


Name 


OJ990515 20. 


9924. 


C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


23 






End 


2270 


GI 


none 






Score 


41 


Exons 


23. .64, 64.. 


147, 


67. .159, 71. 


.169, 80. 


.160, 562. .624, 563. 




564. .623, 1311. .1373, 1312. .1374, 1491 


..1580, 1506.. 1580, 




1661. .1861, 


1662. 


.1862, 1666. 


.1869, 1668.. 1877, 1669. .1893 




1982. .2077, 


1983. 


.2078, 1998. 


.2078, 2109. .2270, 2186. .2269 


Seq. No. 


22167 






Seq. ID 


OJ990515_20.9924.C7 


Gene No. 


46198 






Strand 




Start 


1 






End 


4036 


Name 


OJ990515 20. 


9924. 


C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


44 






End 


3853 


GI 


none 






Score 


126 


Exons 


44. .160, 56. 


.160, 


562, .624, 564. .623, 


1311. .1373, 1312. .13' 




1494. .1580, 


1506. 


.1580, 1661. 


.1861, 1662. .1862, 1664. .1864, 




1668. .1862, 


2183. 


.2278, 2184. 


.2279, 2566. .2688, 2567. .2659, 




2779. .2865, 


2796. 


.2867, 3760. 


.3852, 3767. .3853 


Seq. No. 


22167 






Seq. ID 


OJ990515_20.9924.C7 


Gene No. 


46198 






Strand 




Start 


1 






End 


4036 


Name 


OJ990515 20. 


9924. 


C7.ol.gs 


' Method 


GENSCAN 


Start 


49 






End 


3887 


GI 


none 






Score 


.76 


Exons 


49. .142, 562 


. .665 


, 1667. .1861 


, 1996. .2075, 2182. .2278, 




2569. .2687, 


2795. 


.2864, 3760. 


.3887 





22446 



Seq, No. 


22167 








Seq. ID 


OJ990515_20.9924.C7 


Gene No. 


46198 








Strand 




Start 


1 








End 


4036 


Name 


OJ990515 20 


.9924. 


C7.01. 


gp 


Method 


AAT/GAP 


Start 


1321 








End 


2220 


GI 


LIB3477-010 


-Pl-Kl 


-H4 




Score 


814 


Exons 


1321. .1373, 


1494. 


.1577, 


1667 


..1861, 1996.. 2075, 2182.. 2220 


GI Descrip. 


'3953458 1. 


Oe-56 


(AC002328) 


F20N2.3 [Arabidopsis thaliana] ' 


Seq. No. 


22167 








Seq. ID 


OJ990515_20.9924.C7 


Gene No. 


46198 








Strand 




Start 


1 








End 


4036 


Name 


OJ990515 20 


.9924 . 


C7.01. 


to 


Method 


TBLASTX: Cress 


Start 


1536 








End 


1865 


GI 


none 








Score 


82 


Exons 


1536. .1580, 


1661. 


. 1861, 


1674 


..1862, 1675. .1785, 1679. .1852, 




1698. .1865 












Seq. No. 


-22167 








Seq. ID 


OJ990515_20.9924.C7 


Gene No. 


46198 








Strand 




Start 


1 








End 


4036 


Name 


OJ990515 20 


.9924. 


C7 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


2558 








End 


3983 


GI 


none 








Score 


135 


Exons 


2558. .2686, 


2566. 


.2688, 


2567 


..2659, 2569. .2688, 2779. .2865, 




2792. .2866, 


2796. 


. 2867, 


3758 


..3853, 3760. .3852, 3800.. 3853, 




3939. .3983, 


3940. 


.3975 








Seq. No. 


22168 








Seq. ID 


OJ990515_20.9924.C8 


Gene No. 


46199 








Strand 




Start 


333 








End 


1038 


Name 


OJ990515 20 


.9924. 


C8.01. 


gp 


Method 


AAT/GAP 


Start 


333 








End 


1038 


GI 


5851018 








Score 


1360 


Exons 


333. .1038 












Seq. No. 


22168 








Seq. ID 


OJ990515_20.9924.C8 


Gene No. 


46200 








Strand 




Start 


1416 








End 


6056 " . 


Name 


OJ990515 20 


.9924. 


C8.02. 


gp 


Method 


AAT/GAP 


Start 


1106 








End 


3803 


GI 


958 1.R1084 








Score 


1917 


Exons 


1106. .1571, 


1715. 


.1756, 


1873 


..1965, 2617. .2714, 2779. .2885, 




2968. .3030, 


3640. 


.3803 








GI Descrip. 


'6007803/gb|AAF01048.1 1 


AF189365 1 l.Oe 


-122 (AF189365)- 




D-ribulose- 


5-phosphate 


3-epimerase [Oryza sativa] * 


Seq. No. 


22168 








Seq. ID 


OJ990515_20.9924.C8 


Gene No. 


46200 








Strand 




Start 


1416 








End 


6056 


Name 


OJ990515 20 


.9924. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1350 








End 


2673 


GI 


none 








Score 


53 


Exons 


1350. .1418, 


1363. 


.1395, 


1367 


..1396, 1387. .1572, 1414. .1515, 




1422. .1571, 


1496. 


.1582, 


1712 


..1756, 1713. .1757, 1714. .1761, 




1715. .1771, 


1855. 


.1965, 


1862 


..1966, 1871. .1966, 2605. .2673, 



22447 






2609. .2668, 


2614. 


.2673 










Seq. No. 


22168 








Seq. ID 


OJ990515 


_20.9924.C8 


Gene No. 


46200 








Strand 






Start 


1416 








End 


6056 




Name 


OJ990515 20 


.9924. 


C8.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1399 








End 


1793 




GI 


none 








Score 


241 




Exons 


1399. .1572, 


1413. 


.1583, 


1422. 


.1571, 1496. .1588, 


1712. .1765, 




1713. .1793 














Seq. No. 


22168 








Seq. ID 


OJ990515 


_20.9924.C8 


Gene No. 


46200 








Strand 






Start 


1416 








End . 


6056 




Name 


OJ990515 20 


.9924. 


C8.01. 


gs 


Method 


GENSCAN 




Start 


1416 








End 


5921 




GI 


none 








Score 


.77 




Exons 


1416. .1571, 


1873. 


.1965, 


3125. 


.3215, 3642. .3884, 


4602. .4651, 




4751. .4837, 


5011. 


.5153, 


5269. 


.5398, 5840. .5921 




Seq. No. 


22168 








Seq. ID 


OJ990515 


_20.9924.C8 


Gene No. 


46200 








Strand 






Start 


1416 








End 


6056 




Name 


ojyyuolo Zv 


.9924. 


C8.01. 


np 


Method . 


AAT/NAP 




Start 


1419 








End 


; 3769 




GI 


6007803 








Score 


963 




Exons 


1419. .1571, 


1715. 


.1756, 


1873. 


.1965, 2617. .2714, 


2779. .2885, 




2968. .3030, 


3642. 


.3769 










GI Descrip. 


(AF189365) 


D-ribulose-5-phosphate 3-epimerase [Oryza sativa] 


Seq. No. 


22168 








Seq. ID 


OJ990515 


_20.9924.C8 


Gene No. 


46200 








Strand 






Start 


1416 








End 


6056 




Name 


OJ990515_20 


.9924. 


C8.02. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1428 








End 


3740 




GI 


none 








Score 


163 




Exons 


1428. .1571, 


1438. 


.1572, 


1709. 


.1768, 1712. .1771, 


1861. .1965, 




1871. .1966, 


1871. 


.1972, 


2614. 


.2715, 2615. .2716, 


2750. .2932, 




2783. .2884, 


2787. 


.2918, 


2970. 


.3029, 2971.. 3030, 


2973. .3038, 




3645. .3740, 


3647. 


.3739 










Seq. No. 


22168 








Seq. ID 


OJ990515 


_20.9924.C8 


Gene No. 


46200 








Strand 






Start 


1416 








End 


6056 




Name 


OJ990515 20 


.9924. 


C8.02. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1428 








End 


3740 




GI 


none 








Score 


170 




Exons 


1428. .1571, 


1438. 


.1572, 


1447. 


.1572, 1496. .1573, 


1712. .1756, 




1713. .1757, 


1715. 


.1771, 


1855. 


.1965, 1862.. 1966, 


1875. .1973, 




1877. .1972, 


2608. 


.2715, 


2609. 


.2716, 2771.. 2932, 


2775. .2918, 




2967. .3068, 


2967. 


.3029, 


2971. 


.3039, 3628.. 3690, 


3629. .3691, 




-3645. .3740, 


3647. 


.3739 










Seq. No. 


22168 








Seq. ID 


OJ990515 


_20.9924.C8 


Gene No. 


46200 








Strand 






Start 


1416 








End 


6056 




Name 


OJ990515 20 


.9924. 


C8.o2. 


tm 


Method 


TBLASTX: 


Maize 



22448 



start 
GI 

Exons 



1855 End 3749 

none Score 147 

1855.. 1965, 1862.. 1966, 1871.. 1972, 2605.. 2715, 2609.. 2716, 

2614.. 2733, 2616.. 2723, 2771.. 2932, 2775.. 2918, 2967.. 3029, 

2968.. 3039, 3645.. 3740, 3647.. 3739, 3723.. 3749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



22168 Seq. ID 

46200 Strand 

1416 End 

OJ990515_20.9924 .C8.o3.gp Method- 

4341 End 

57 1.R1084 Score 



OJ990515_20.9924.C8 

6056 
AAT/GAP 
5921 
1379 



4341.. 4651, 4751.. 4837, 5011.. 5153, 5269.. 5398, 
•3138799/dbj IBAA28276I l.Oe-124 (AB014058) beta 
proteasome [Oryza sativa] * 



5840. .5921 

6 subunit of 20S 



22168 
46200 
1416 

OJ990515_20, 
4418 
none 
4418. 
4741. 
5016. 
5836. 



9924 .C8.ol.tm 



.4492, 4430, 

.4836,. 4747, 

.5165, 5246, 

.5916, 5837, 



.4492, 4528. 

.4839, 4751. 

.5398, 5276. 

.5920, 5838. 



Seq. ID 

Strand 

End' 

Method 

End 

Score 
.4602, 
.4840, 
.5395, 
.5921 



OJ990515_20.9924.C8 
6056 

TBLASTX: Maize 
5921 
48 

4559. .4684, 4578. .4652, 
5009. .5155, 5011. .5154, 
5277. .5402, 5298. .5399, 



Seq. No. 22168 

Gene No. 4 6200 

Start 1416 

Name OJ990515_20 . 9924 . C8 . ol . tc 

Start 4577 

GI none 

Exons 4577.. 4684, 4578,. 4685, 4751, 
• 5018.. 5155, 5246.. 5398, 5267, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4840, 



OJ990515 20. 9924. C8 



6056 

TBLASTX: Cress 
5920 
70 

4752. .4853, 5017. .5154, 



.5395, 5837.. 5920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22168 
46200 
1416 

OJ990515_20. 

4577 

none 

4577. .4684, 
5015. .5155, 



9924.C8.ol.ts 



4578, 
5246. 



.4700, 
.5398, 



4751. 
5264. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4840, 4758 
.5395, 5837 



OJ990515 20. 9924. C8 



6056 

TBLASTX : Soybean 
5921 
91 

4841, 5011. .5154, 
5920, 5847.. 5921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



22168 Seq. ID OJ990515_20 . 9924 . C8 

46200 Strand 

1416 End 6056 

OJ990515_20 . 9924 . C8 . o2 . np Method AAT/NAP 

45.80 End 6056 

3138799 Score 735 

4580. .4651, 4751. .4837, 5011. .5153, 5269. .5398, 5840. .5921, 
^5996.. 6056 

(AB014058) beta 6 subunit of 20S proteasome [Oryza sativa] 



22169 
46201 



Seq. ID OJ990515_20.9924 .C9 
Strand + 



22449 




start 


11425 




End 13963 


Name 


OJ990515 20. 9924. C9. 


o2 . gs 


Method GENSCAN 


Start 


11425 




End 13963 


GI 


none 




Score .64 


Exons 


11425. .12137, 12973. 


.13058, 


13433. .13796, 13891.. 13963 


Seq. No. 


22169 




Seq. ID OJ990515_20.9924.C9 


Gene No. 


46201 




Strand + 


Start 


11425 




End 13963 


Name 


OJ990515_20.9924.C9. 


o3.np . 


Method • AAT/NAP 


Start 


11425 




End 13954 


GI 


3785972 




Score 481 


Exons 


11425. .11707, 11747. 


.12212, 


12240. .12878, 12918 .. 13058 , 




13433. . 13590, 13720. 


.13796, 


13891. .13954 


GI Descrip. 


{AC005560) putative 


auxin transport protein [Arabidopsis 




thaliana] 






Seq. No. 


22169 




Seq. ID OJ990515_20.9924.C9 


Gene No. 


46202 




Strand + 


Start 


18548 




End 22121 


Name 


OJ990515 20. 9924. C9. 


o4 .np 


Method AAT/NAP 


Start 


18012 




End 21823 


GI 


1076361 




- Score 998 


Exons 


18012. .18200, ■ 18722. 


.18862, 


19889. .20022, 20111 20224 , 




20769. .20864, 21169. 


.21256, 


21340. .21408, 21569.. 21823 



GI Descrip. oleoyl- [acyl-carrier-protein] hydrolase (EC 3.1.2.14) - 
Arabidopsis thaliana gi | 2129660 | pir M S69197 

oleoyl- [acyl-carrier-protein] hydrolase (EC 3.1.2.14) (clone TE 
1-7) - Arabidopsis thaliana gi | 804 94 6 | emb | CAA8538 9 | (Z36912) 
acyl-{acyl carrier protein) thioesterase [Arabidopsis thaliana] 



Seq. No. 22169 Seq. ID 

Gene No. 4 6202 Strand 

Start 18548 End 

Name OJ990515_20. 9924 .C9.o3.gs Method 

Start . . 18548 End 

GI none ^ Score 

Exons 18548. .19042 



OJ990515_20.9924.C9 
+ 

22121 
GENSCAN 
19042 
.85 



Seq. No. 22169 

Gene No. 46202 

Start ■ 18548 

Name OJ990515_20 . 9924 .C9.o4 .gs 

Start 19955 

GI none 

Exons 19955. .20022, 20111 .. 20224 , 
21569. .21823 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990515_ 
+ 

22121 
GENSCAN 
21823 
.92 



20. 9924. C9 



20769. .20811, 21340 .. 21408 , 



Seq. No. 22169 Seq. ID 

Gene No. 46202 Strand 

Start 18548 ^ End 

Name OJ990515_20 . 9924 . C9 1 o2 . gp Method 

Start 21569 End 

GI 84014_1.R1084 Score 

Exons 21569.. 22121 

GI Descrip. '1930079 7.0e-19 (U92877) acyl-ACP thioesterase [Garcinia 
mangostana] ' 



OJ990515_20.9924,C9 
+ 

22121 
AAT/GAP 
22121 
1028 



22450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22169 Seq. ID 

4 6203 Strand 
1 End 
OJ990515_20 . 9924 . C9 . ol . np Method 
1 End 
3138799 Score 
1..24, 1238. .1345, 1443. .1483 

(AB014058) beta 6 subunit of 20S proteasome [Oryza sativa] 



OJ990515_20.9924.C9 

10833 
AAT/NAP 
1483 
205 



Seq. No. 22169 Seq. ID 

Gene No. 46203 Strand 

Start 1 End 

Name OJ990515_20 . 9924 . C9 . o4 . tm Method 

Start 1167 End 

GI none Score 
Exons 



OJ990515_20.9924.C9 
10833 

TBLASTX: Maize 

1527 

78 



1167. .1280, 1202. .1279, 1237, .1332, 1240. .1350, 1287. .1337, 
1442. ,1471, 1443. .1523, 1443, .1508, 1480, ,1527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22169 Seq. ID 

46203 Strand 

1 End 

OJ990515_20. 9924 .C9.ol.gp Method 

1188 End 

57_1,R1084 Score 
1188, .1345, 1443. .1597 

•3138799/dbj IBAA28276I l.Oe-124 (AB014058) beta 6 subunit of 20S 
proteasome [Oryza sativa] ' 



OJ990515_20.9924.C9 

10833 
AAT/GAP 
1597 
474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22169 
46203 
1 

OJ990515_20. 9924 .C9.ol.tw 

1237 

none 



Seq. ID OJ990515_20.9924.C9 
Strand 

End 10833 

Method TBLASTX : Wheat 

End 1505 

Score 139 



1237.. 1350, 1237.. 1332, 1238.. 1375, 1287.. 1337, 1442.. 1471, 
1443. .1505, 1443. .1493 



22169 
46203 
1 

OJ990515_20.9924.C9.ol.gs 

1238 

none 



Seq. ID OJ990515_20.9924.C9 



Strand 
End 

Method 

End 

Score 



10833 
GENSCAN 
10833 
.46 



1238. .1345, 1443. .1528, 2859. .2991, 3414. .3510, 3868. .3920, 

3955. ,4217, 4295. .4393, 4475, .4820, 4864. .5069, 5162. .5353, 

5430. .5512, 5543. .5827, 5922. .6192, 6465.-7247, 7292. .8343, 

8879. .8989, 9068. .9223, 10200 .. 10274 ,. 10815. .10833 



Seq. No. 22169 

Gene No. 4 6203 

Start 1 . 

Name OJ990515_20 . 9924 . 09 . o2 . np 

Start 3272 

GI 6815062 

Exons 3272.. 3504, 3559. 

4864. .5069, 5162. 



Seq. ID 
Strand 

End 10833 
^ Method AAT/NAP 
End 7079 
Score 3694 
3579, 3878.-. 4217, 4295.. 4393, 
5353, 5430.. 5827, 5922.. 7079 



OJ990515 20. 9924. C9 



4475. .4820, 



22451 



GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 


22169 


Seq. ID 


OJ990515 


_20.9924 


.C9 


Gene No. 


46203 


Strand 








Start 


1 


End 


10833 






Name 


OJ990515 20.9924.C9.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


4475 


End 


5598 






GI 


none 


Score 


67 






Exons 


4475. .4771, 4863. .4889, 4896 


..5063, 4915. .5013, 


5144. .5221, 




5231.. 5272, 5294.. 5365, 5427 


..5597, 5434.. 5598 






Seq. No. 


22169 


Seq. ID 


OJ990515 


_20.9924 


.C9 


Gene No. 


46203 


Strand 








Start 


1 


End • 


10833 






Name 


OJ990515 20.9924.C9.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


5601 


End 


6084 






GI 


none 


Score 


57 






Exons 


5601.. 5696, 5605.. 5700, 5706 


. .5735, 5730. .5837, 


5752. .5838, 




5899.. 6084, 5906. .6082 










Seq. No. 


22169 


Seq. ID 


OJ990515 


_20.9924 


.C9 


Gene No. 


46203 


Strand 








Start 


1 


End 


10833 






Name 


OJ990515 20.9924,C9.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


6549 


End 


7038 






GI 


none 


Score 


188 






Exons 


6549.. 6860, 6571. .6861, 6879 


. .7034, 6913. .7038 






Seq. No. 


22169 


Seq. ID 


OJ990515 


_20.9924 


.C9 


Gene No. 


46204 


Strand 








Start 


11416 


End 


11802 






Name 


OJ990515 20,9924.C9.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


11416 


End 


11802 






GI 


none 


Score 


175 






Exons 


11416. .11634, 11761. .11802 










Seq. No. 


22169 


Seq. ID 


OJ990515 


_20.9924 


.C9 


Gene No. 


46204 


Strand 








Start 


11416 


End 


11802 






Name 


OJ990515 20.9924.C9.o6.tm 


Method 


TBLASTX: 


Maize 




Start 


11418 


End 


11634 






GI 


none 


Score 


199 






Exons 


11418. .11561, 11422. .11634 










Seq. No. 


22169 


Seq. ID 


OJ990515 


_20.9924 


.C9 


Gene No. 


46205 


Strand 








Start 


18538 


End 


21955 






Name 


OJ99,0515 20.9924.C9.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


18538 


End 


21955 






GI 


none 


Score 


64 






Exons 


18538. .18582, 18548 .. 18577 , 


18713. . ise 


62, 18777 


. . 18806, 






18790. .18852, 19883 20023, 


19888. .20019, 20109 


. .20222, 






20111. .20251, 20112. .20222, 


20758. .20862, 20764 


. .20865, 






20765. .20863, 20766 .. 20873, 


20766. .20864, 21132 


. .21245, 






21166. .21261, 21167. .21256, 


21324. .21413, 21334 


. .21408, 





22452 





21566. .21742, 21569. 


.21742, 


21607. .21756, 21674 


, .21823, 






21712. .21822, 21726. 


.21866, 


21923. .21955 






Seq. No. 


22169 




Seq. ID 


OJ990515 


_20, 9924. 


C9 


Gene No. 


46205 




Strand 








Start 


18538 




End 


21955 






Name 


OJ990515 20. 9924. C9. 


ol.tc 


Method 


TBLASTX:i 


Cress 




Start 


18728 




End 


21811 






GI 


none 




Score 


183 






Exons 


18728. .18862, 18796. 


.18852, 


19883. .20023, 19885 


, .20019, 






19886. .20023, 20103. 


.20219, 


20111. .20242, 20112 


, .20222, 






20758. .20865, 20764. 


.20865, 


21166. .21249, 21167 


, .21253, 






21313. .21399, 21334. 


.21408, 


21339, ,21413, 21566 


, .21667, 






21568. .21642, 21695. 


.21811, 


21697. ,21810 






Seq. No. 


22169 




Seq. ID 


OJ990515 


_20.9924. 


C9 


Gene No. 


46205 




Strand 








Start 


18538 




End 


21955 






Name 


OJ990515 20.9924.09. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


18731 




End 


21808 






GI 


none 




Score 


110 






Exons 


18731. .18862, 19883. 


.20023, 


19901, .20023, 20111 


. .20251, 






20112. .20246, 20764. 


,20838, 


21334. .21408, 21566 


. .21673, 






21770. .21808 












Seq. No. 


22170 




Seq. ID 


OJ990715 


_14.9922. 


CI 


Gene No. 


46206 




Strand 


+ 






Start 


1 




End 


195 






Name 


OJ990715 14 . 9922. CI. 


ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


195 






GI 


342 1.R1084 




Score 


340 






Exons 


1. .195 












GI Descrip. 


M574406/gb|AAD24042 


.11 O.Oe+00 {AF121139) RIM2 


protein 


[Oryza 




sativa] ' 












Seq. No. 


22170 




Seq. ID 


OJ990715 


_14.9922. 


CI 


Gene No. 


46206 




Strand 


+ 






Start 


1 




End 


195 






Name 


OJ990715 14. 9922. CI. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


195 






GI 


4680203 




Score 


163 






Exons 


1. .195 












GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum 


bicolor ] 






Seq. No. 


22170 




Seq. ID 


. OJ990715 


_14.9922- 


CI 


Gene No. 


46207 




Strand 








Start 


94 




End 


144 






Name 


OJ990715 14. 9922, CI. 


ol . gs 


Method 


GENSCAN 






Start 


94 




End 


144 






GI 


none 




Score 


. 6 






Exons 


94. .144 












Seq. No. 


22171 




Seq. ID 


OJ990715 


_14 . 9922. 


C2 


Gene No. 


46208 




Strand 


+ 






Start 


137 




End 


4784 






Name 


OJ990715 14. 9922. C2. 


ol . gs 


Method 


GENSCAN 






Start 


137 




End 


.4 7 65 







22453 



GI 


none 


Score 


.68 


Exons 


137.. 210, 1070.. 1225, 1290.. 


2489, 2564 


..3663, 3773.. 3946, 




4043.. 4153, 4238.. 4310, 4583 


. .4765 




Seq. No. 


22171 


Seq. ID 


OJ990715_14.9922.C2 


Gene No. 


46208 


Strand 


+ 


Start 


137 


End 


4784 


Name 


OJ990715 14.9922.C2.ol.np 


Method 


AAT/NAP 


Start 


1055 


End 


4784 


GI 


4680204 


Score 


1065 


Exons 


1055. .2489, 2564.. 3663, 3773 


..3946, 4043. .4262, 4613. .4708, 




4743. .4784 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


22171 


Seq. ID 


OJ990715_14.9922.C2 


Gene No. 


46209 


Strand 


+ 


btart 


12012 


End 


13758 


Name 


OJ990715 14.9922.C2.o3.np 


Method 


AAT/NAP 


Start 


12012 


End 


13758 


GI 


4467124 


Score 


330 


Exons 


12012. .12871, 13476. .13758 






GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


22171 - 


Seq. ID 


OJ990715_14.9922.C2 


Gene No. 


46210 


Strand 


+ 


Start 


15073 


End 


15178 


Name 


OJ990715 14.9922.C2.o3.gp 


Method 


AAT/GAP 


Start 


15073 


End 


15178 


GI 


5816518 


Score 


159 


Exons 


15073. .15178 






GI Descrip. 


4521193/dbj IAB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


22171 


Seq. ID 


OJ990715_14 .9922.C2 


Gene No. 


46211 


Strand 


+ 


Start 


17694 


End 


18186 


Name 


OJ990715 14.9922.C2.o4.np 


Method 


AAT/NAP 


Start 


17694 


End 


18186 


GI 


5091512 


Score 


619 


Exons 


17694. .18186 






GI Descrip. 


(AB0234 82) Similar to Plasmodium vivax 


circumsporozoite prot 




gene, - complete cds. (M11926) 


[Oryza sativa] 


Seq. No. 


22171 


Seq. ID 


OJ990715_14.9922.C2 


Gene No. 


46212 


Strand 




Start 


5155 


End 


5300 


Name 


OJ990715 14.9922.C2.ol.gp 


Method 


AAT/GAP 


Start 


5155 


End 


5300 


GI 


21474 1.R1084 


Score 


253 


Exons 


5155. .5300 






GI Descrip. 


»3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsi 




thaliana] * 






Seq. No. 


22171 


Seq. ID 


OJ990715_14.9922.C2 


Gene No. 


46213 


Strand 




Start 


10044 


End 


15064 


Name 


OJ990715 14.9922.C2.o3.gs 


Method 


GENSCAN 



22454 




start 


10044 


End 


14 942 




GI 


none 


Score 


.75 




Exons 


10044. .10222, 10381. .10616, 


10745. .10866, 11765 .. 11844 , 






13033. .13359, 14095 14189, 


14636. .14809, 14878.. 14942 




Seq. No. 


22171 


Seq. ID 


OJ990715_14 .9922 


.C2 


Gene No. 


46213 


Strand 






Start 


10044 


End 


15064 




Name 


OJ990715 14.9922.C2.o2.gp 


Method 


AAT/GAP 




Start . 


14840 


End 


15064 




GI 


3761181 


Score 


345 




Exons 


14840. .15064 








GI Descrip. 


4521193/cibj IAB013450.1 IAB013450 l.Oe-99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


22171 


Seq. ID 


OJ990715_14 .9922 


.C2 


Gene No. 


46214 


Strand 






Start 


16759 


End 


18176 




Name 


OJ990715 14.9922.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1696 


End 


2099 




GI 


none 


Score 


62 




Exons 


1696. .1836, 1696. .1812, 1698 


..1934, 1698. .1847, 1799. .1939, 




. 1929. .2099, 2004. .2099 . 








Seq. No. 


22171 


Seq. ID 


OJ990715_14.9922 


.02 


Gene No. 


46214 


Strand 






Start 


16759 


End 


18176 




Name 


OJ990715_14 . 9922 . 02 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


2100 


End 


2776 




GI 


none 


Score 


69 




Exons 


2100. .2180, 2421. .2492, 2555 


..2776, 2557.. 2631 




Seq. No. 


22171 


Seq. ID 


OJ990715_14.9922 


.02 


Gene No. 


46214 


Strand 






Start 


16759 


End 


18176 




Name 


OJ990715 14.9922.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


3590 


End 


4112 




GI 


none 


Score 


61 




Exons ' 


3590.. 3670, 3759.. 3941, 3809 


..3934, 4041. .4112 




Seq. No. 


22171 


Seq. ID 


OJ990715_14.9922 


.02 


Gene No. 


46214 


Strand 






Start 


16759 


End 


18176 




Name 


OJ990715 14.9922.C2.o4.gs 


Method 


GENSCAN 




Start 


16759 


End 


18176 




GI 


none 


Score 


.6 




Exons 


16759. .16973, 1734 5 17567 , 


17622.. 18176 




Seq. No. 


22172 


Seq. ID 


OJ990715_14.9922 


.03 


Gene No. 


46215 


Strand 


+ 




Start 


1 ■ ' 


End 


369 




Name 


OJ990715 14.9922.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


369 




GI 


5091512 


Score 


469 




Exons 


1. .369 








GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 


protein 




gene, complete cds.(M11926) 


[Oryza sativa] 





22455 




Seq. No. 


22173 


Seq. ID 


OJ990715_ 


14 


.9922 


.C6 


bene no . 




Strand 










Start 


1 


End 


530 








Name 


OJ990715 14.9922,C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


530 








GI 


5902444 


Score 


306 








Exons 


1..413, 507. .530 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


22173 


Seq. ID 


OJ990715_ 


14 


Q Q O O 


.Co 


Gene No. 


46216 


Strand 










Start 


1 


End 


530 








Name 


OJ990715 14.9922.C6.ol.gs 


Method 


GENSCAN 








Start 


157 


End 


356 








GI 


none 


Score 


.86 








Exons 


157. .356 












Seq. No. 


22174 


Seq. ID 


OJ990715_ 


14 


O fi o o 


. C / 


Gene No. 


46217 


Strand 


+ 








Start 


229 


End 


352 








Name 


OJ990715 14. 9922.C7.ol.gs 


Method 


GENSCAN 








Start 


229 


End 


352 








GI 


none 


Score 


.81 








Exons 


229. .352 












Seq. No. 


22175 


Seq. ■ ID 


OJ990715_ 


14 


n n o o 


o 

. Co 


Gene No. 


46218 


Strand 


+ 








Start 


3776 


End 


7331 








Name 


OJ990715 14.9922.C8.o3.gs 


Method 


GENSCAN 








Start 


3776 


End 


7331 








GI 


none 


Score 


.56 








Exons 


3776.. 3861, 4993.. 5090, 6997 


..7043, 7158. .7331 








Seq. No. 


22175 


Seq. ID 


OJ990715_ 


14 


. 9922 


.C8 


Gene No. 


46219 


Strand 


+ 








Start ' 


11741 


End 


13404 








Name 


OJ990715 14.9922.C8.o2.np 


Method 


AAT/NAP 








Start 


10407 


End 


11843 








GI 


6907088 


Score 


968 








Exons 


10407. .10544, 10720. .10957, 


11452. .11843 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22175 


Seq. ID 


OJ990715_ 


1 A 

14 


A n o o 


. Co 


Gene No. 


46219 


Strand 


+ 








Start 


11741 


End 


13404 








Name 


OJ990715 14.9922,C8.o5.gs 


Method 


GENSCAN 








Start 


11741 


End 


13404 








GI 


none 


V. Score 


.53 








Exons 


11741. .12075, 13356.. 13404 












Seq. No. 


22175 


Seq. ID 


OJ990715_ 


14 


.9922 


.C8 


Gene No. . 


46219 


Strand 


+ 








Start 


11741 


End 


13404 








Name 


OJ990715 14.9922.C8.o3.np 


Method 


AAT/NAP 








Start 


11828 


End 


13167 








GI- 


5734635 


•Score 


259 









22456 




Exons 11828. .11925, 11977 12243, 12431.. 13167 

GI Descrip. (AP000391) hypothetical protein [Oryza sativa] 



Seq. No. 


22175 


Seq. ID 


OJ990715 


14 


.9922 


.C8 


Gene No. 


46220 


Strand 


+ 








Start 


18372 


End 


20682 








Name 


OJ990715 14.9922.C8.o4.np 


Method 


AAT/NAP 








Start 


18041 


End 


20682 








GI 


6907088 


Score 


126 








Exons 


18041. .18074, 19255. .19418, 


20650. .20682 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22175 


Seq. ID 


OJ990715_ 


14 


.9922 


.C8 


Gene No. 


46220 


Strand 


+ 








Start 


18372 


End 


20682 








Name 


OJ990715_14 . 9922 . C8 .o7 . gs 


Method 


GENSCAN 








Start 


18372 


End 


20384 








GI 


none 


Score 


.94 








Exons 


1 O O T O TO'^rtJI Trvrtrt"^ lOrtOT 

18372 .. 18394, 19003 .. 19027, 


19717. . 19854, 20262. 


.20384 




Seq. No. 


22175 


Seq. ID 


OJ990715_ 


14 


.9922 


.C8 


Gene No. 


46221 


Strand 










Start 




End 


2166 








'■'^j Name 


OJ990715_14 . 9922 .C8 .ol .gp 


Method 


AAT/GAP 








=^3 start 


1 


End 


1338 








m GI 


2310235 


Score 


299 








nf Exons 


1..27, 752. .890, 1301. .1338 












GI Descrip. 


5852182/emb 1 CAB55420 . 1 1 9.0e 


-13 (AL117265) zhb0012 


.1 [Oryz 




sativa] 












hi Seq. No. 


22175 


Seq. ID 


OJ990715_ 


14 


.9922 


.C8 


fii Gene No. 


4 6221 


Strand 










./ Start 


1 


End 


2166 








:==j Name 


OJ990715 14 . 9922 . C8 . ol . np 


Method 


AAT/NAP 








'ri Start 


1 


End 


2166 








GI 


4680203 


Score 


991 








Exons 


1..890, 2134. .2166 












bi uescrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 








j;^ Seq. No. 


22175 


Seq. ID 


OJ990715_ 


14 


.9922 


.C8 


Gene No. 


46221 


Strand 










Start 


1 


End 


2166 








Name 


OJ990715 14.9922.C8.ol.gs 


Method 


GENSCAN 








Start 


78 


End 


890 








GI 


none 


Score 


.93 








Exons 


78. .890 












Seq. No. 


22175 


Seq. ID 


OJ990715_ 


14 


.9922 


.C8 


Gene No. 


46222 


Strand 










Start 


2160 


End 


2414 








Name 


OJ990715 14.9922.C8.o2.gs 


Method . 


GENSCAN 








Start 


2160 


End 


2414 








GI 


none 


' Score 


.63 








Exons 


2160. .2414 












Seq. No. 


22175 


Seq. ID 


OJ990715_ 


14 


,9922 


.C8 


Gene No. 


46223 


Strand 











22457 




start 9527 End 10030 

Name OJ990715_14 , 9922.C8.o2.gp Method AAT/GAP 

Start 9527 End 10030 

GI 38782_1.R1084 Score 765 

Exons 9527.. 10030 



GI Descrip. • 6069643/dbj | AP000616 . 1 | AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 22175 Seq. ID 

Gene No. 4 6224 Strand 

Start 14189 End 

Name OJ990715_14 . 9922 .C8.ol.ts Method 

Start 126 End 

GI none Score 

Exons 126.. 191, 198.. 416, 202.. 408 



OJ990715_14.9922.C8 
15554 

TBLASTX: Soybean 

416 

103 





Seq. No. 


22175 




Seq. ID 


OJ990715_14. 


.9922. C8 




Gene No. 


46224 




Strand 








Start 


14189 




End 


15554 






Name 


OJ990715 14. 9922. C8 


.06. gs 


Method 


GENSCAN 






Start 


14189 




End 


15554 






GI 


none 




Score 


.6 






Exons 


14189. .14212, 14748 


..14809, 14834.. 15554 






Seq. No. 


22176 




Seq. ID 


OJ990715_14. 


.9922. C9 




Gene No. 


46225 




Strand 


+ 




i § 


Start 


500 




End 


1089 






Name 


OJ990715 14. 9922. C9 


.ol.gs 


Method 


GENSCAN 




~i 
'l 


Start 


500 




End 


1089 




zrr 


GI 


none 




Score 


.69 




"'5 


Exons 


500. .531, 625. .804, 


892. .1089 








y 


Seq. No. 


22176 




Seq. ID 


OJ990715 14. 


.9922. C9 




Gene No. 


46226 




Strand 


+ 




J 


Start 


6168 




End 


6475 




'"2 


Name 


OJ990715 14. 9922. C9 


.ol.gp 


Method 


AAT/GAP 






Start 


6168 




End 


6475 




J 


GI 


5816559 




Score 


496 




1 


Exons 


6168: .6475 












GI Descrip. 


4680178/gb|AF111709 


.1IAF111709 l.Oe-108 


1 Oryza sativa subsp 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 



22176 
46227 
7544 

OJ990715_14.9922.C9.ol.np 
7544 
6691716 
7544. .8414, 
9601. .9704, 



OJ990715_14.9922.C9 
+ 



Seq. ID 
Strand 

End 10488' 
Method AAT/NAP 
End 10485 
Score 2369 
8613. .8805, 8887. .9006, 9101. .9263, 9338. .9525, 
9855. .9967, 10040..10485 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



22176 
46227 



Seq. ID OJ990715_14.9922.C9 
Strand + 



22458 



start 
Name 
Start 
GI 

Exons 



7544 End 10488 

OJ990715_14 .9922.C9.o3.gs Method GENSCAN 

7544 End 10488 

none Score .83 

7544. .8428, 8648. .8805, 8887. .9263, 9338.-9525, 9601. .9790, 
9863.. 9967, 10040.. 10488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22176 Seq. ID 

46228 Strand 
17032 End 
OJ990715_14 . 9922 , C9 . o2 . gp Method 
17032 End 
5816559 Score 
17032. .17339 

4680178/gb|AF111709.1|AF111709 l.Oe-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ990715_14.9922.C9 
+ 

17339 
AAT/GAP 
17339 
496 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



22176 Seq. ID 

46229 Strand 
24082 End 
OJ990715_14 . 9922 . C9 . o4 . gp Method 
24082 End 
LIB3477-003-P1-K1-E9 Score 
24082. .24201 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



OJ990715_14.9922.C9 
+ 

24201 
AAT/GAP 
24201 
186 





sativa] ' 








Seq. No. 


22176 


Seq. ID 


OJ990715_ 


14. 9922. C9 


Gene No. 


46230 


Strand 






Start 


2056 


End 


5656 




Name 


OJ990715 14.9922.C9.o2.gs 


Method 


GENSCAN 




Start 


2056 


End 


5656 




GI 


none 


Score 


.64 




Exons 


2056. .2161, 3756. .3848, 3893. .3985, 4077. .4282, 


5654. .5656 


Seq. No. 


22176 


Seq. ID 


OJ990715_ 


14. 9922. C9 


Gene No. 


46231 


■ Strand 






Start 


10805 


End 


16903 




Name 


OJ990715 14.9922.C9.o4.gs 


Method 


GENSCAN 




Start - 


10805 


End 


16903 




GI 


none 


Score 


.76 




Exons 


10805. .13886, 13983 14898, 


15025. . 16903 




Seq. No. 


22176 


Seq. ID 


OJ990715_ 


14. 9922. C9 


Gene No. 


46231 


Strand 






Start 


10805 


End 


16903 




Name 


OJ990715 14.9922..C9.o2.np 


Method 


AAT/NAP 




Start 


10841 


End 


16903 




GI 


5922631 


Score 


6689 




Exons 


10841. .13368, 13975. .14898, 


15025. .15176, 15219. 


.15790, 




15836. .16038, 16273 .. 16520, 


16779. .16903 




GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) 


correspond 




region of the predicted gene.; similar to prpol; 


Zea mays 




retrotransposon Cinful-1. {AF049110) 


[Oryza sativa] 




gi 1 6016864 | dbj | BAA85207 . 1 | 


(AP000570) 


ESTs 





22459 




C26347 (C12145) , AU078074 {C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful-1. (AF049110) 


[Oryza 


sativ 






Seq. No. 


22176 




Seq. ID 


ujyyu/iD 14 . yyzz 


. v^y 


Gene No. 


46232 




Strand 






Start 


17812 




End 


18945 




Name 


OJ990715 14. 9922. C9. 


o6 . tw 


Method 


TBLASTX: Wheat 




Start 


1860 




End 


14635 




GI 


none 




Score 


56 




Exons 


1860. .1985, 2785.-2862, 14 178 .. 144 14 , 


14180. . 14410, 






T/ICLTO 1/1/1RQ 


. 1 4 D jO 








Seq. No- 


22176 




Seq. ID 


OJ990715_14.9922 


.C9 


Gene No. 


46232 




Strand 


- 




Start 


17812 




End 


18945 




Name 


OJ990715 14. 9922. C9. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


7664 




End 


7954 




GI 


none 




Score 


216 




Exons 


1 £i£i A n QC, A 

1 0D4 . . / yo4 










Seq. No. 


22176 




Seq. ID 


OJ990715_14.9922 


.C9 


Gene No. 


46232 




Strand 






Start 


17812 




End 


- 18945 




Name 


OJ990715 14. 9922. C9. 


o2. tw. 


Method 


TBLASTX: Wheat 




Start 


10817 




End 


11431 




GI 


none 




Score 


77 




Exons 


10817. .10954, 10940. 


.11431, 


11169. .11270, 11322.. 11411 




Seq. No. 


22176 




Seq. ID 


OJ990715_14."9922 


.C9 


Gene No. 


46232 




Strand 






Start 


17812 




End 


18945 




Name 


OJ990715 14. 9922. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10856 




End 


11119 




GI 


none 




Score 


100 




Exons 


10856. .10957, 10857. 


.10958, 


10937. .11119, 10938.. 10997 




beq. No. 


22176 




Seq. ID 


OJ990715_14.9922 


, uy 


Gene No. 


46232 




Strand 






Start 


17812 




End 


18945 




Name 


OJ990715 14. 9922. C9. 


o6. tm 


Method 


TBLASTX: Maize 




Start 


11201 




End 


11474 




GI 


none 




Score 


56 




Exons 


11201. .11287, 11297. 


.11380, 


11310. .11384, 11367. .11474, 






11375. .11473 










Seq. No. 


22176 




Seq. ID 


OJ990715_14.9922 


.C9 


Gene No. • 


46232 




Strand 






Start 


17812 




End 


18945 




Name 


OJ990715 14. 9922. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


■ 11546 




End 


11933 




GI 


none 




Score 


103 




Exons 


11546. :il731, 11546. 


. 11932, 


11622.. 11933 




Seq. No.. 


22176 




Seq. ID 


OJ990715_14.9922 


.C9 


Gene No. 


46232 




Strand 






Start 


17812 




End 


18945 





22460 




Name 


OJ990715 14. 9922. C9 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


11576 




End 


11938 




GI 


none 




Score 


67 




Exons 


11576. .11623, 11577 


. .11624, 


11595. .11918, 11615. .11938, 






11628. .11918 










Seq. No. 


22176 




■ Seq. ID 


OJ990715_14.9922 


.C9 


Gene No . 






Strand 


- 




Start 


17812 




End 


18945 




Name 


OJ990715 14. 9922. C9. 


.olO.tw 


Method 


TBLAS.TX: Wheat 




Start 


11936 




End 


12235 




GI 


none 




Score 


X J u 




Exons 


11936. .12076, 12101, 


. .12235 








Seq. No. 


22176 




Seq. ID 


OJ990715_14.9922 


.C9 


Gene No . 






Strand 


- 




Start 


17812 




End 


18945 




Name 


OJ990715 14. 9922. C9, 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12167 




End 


12421 




GI 


none 




Score 


1 y J 




Exons 


12167. .12421 










Seq. No. 


22176 




Seq. ID 


OJ990715_14.9922 


.C9 


Gene No. 






Strand 


- 




Start 


17812 




- End 


18945 




Name 


OJ990715 14. 9922. C9, 


.o5.tw 


Method 


TBLASTX: Wheat 




Start 


12251 




End 


12673 




GI 


none 




Score 


ZD/ 




Exons 


12251. .12673, 12261, 


. .12665 








Seq. No. 


22176 




Seq. ID 


OJ990715_14.9922 


.C9 


Gene No. 






Strand 


- 




Start 


17812 




End 


18945 




Name 


. OJ990715 14. 9922. C9, 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12294 




End 


12682 




GI. 


none 




Score 


147 




Exons 


12294. .12674, 12296, 


. .12682 








Seq. No. 


22176 . . " 




Seq. ID. 


OJ990715_14.9922 


.C9 


bene No. 


4 oZ^Z 




Strand 






Start 


17812 




End 


18945 




Name 


OJ990715 14. 9922. C9, 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


12677 




End 


12959 




GI 


none 




Score 


70 




Exons 


12677. .12958, 12689, 


. .12823, 


12882. .12959 




Seq. No. 


22176 




Seq. ID 


OJ990715_14.9922 


-C9 


Gene No. 


46232 




Strand 






Start 






End 


18945 




Name 


OJ990715 14. 9922. C9, 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12797 




■•■End 


13241 




GI 


none 




Score 


'89 




Exons 


12797. .12823, 12821. 


. .12964, 


12834. .12965, 12980. .13216, 






12986. .13240, 12987. 


. .13241 








Seq. No. 


22176 




Seq. ID 


OJ990715_14.9922 


.C9 


Gene No. 


46232 




Strand 







22461 



start 
Name 
Start 
GI 

Exons 



17812 

OJ990715_14. 9922.C9.ol.ts 

12908 

none 

12908. .13339, 12942 .. 13112, 



End 18945 
Method TBLASTX : Soybean 
End 13339 
Score 4 6 
12995. .13276, 13149.. 13292 



Seq. No. 22176 

Gene No. 4 6232 

Start 17812 

Name OJ990715_14 . 9922 . C9 . o3 . tw 

Start 12963* 

GI none 

Exons ' 12963. .13343, 12963 13322, 



Seq. ID OJ990715_14.9922.C9 
Strand 

End 18945 

Method TBLASTX : Wheat 

End 13387 

Score 296 
12968. .13387 



Seq. No. 22176 

Gene No. 46232 

Start 17812 

Name OJ990715_14 . 9922 .C9 .o2 . tm 

Start 13472 

GI none 

Exons 13472. .13765, 13472 13828, 



Seq. ID OJ990715_14.9922.C9 
Strand 

End 18945 

Method TBLASTX: Maize 

End 13828 

Score 89 
13482. .13787 



Seq. No. . 22176 

Gene No. ^4 6232 

Start 17812 

Name OJ990715_14 . 9922 .C9.ol . tw 

Start 13502 

GI none 

Exons 13502. .13957, 13503.. 13958 



Seq. .ID OJ990715_14.9922.C9 
Strand 

End 18945 • 

Method TBLASTX : Wheat 

End 13958 

Score 274 



Seq. No. 22176 Seq. ID 

Gene No. 4 6232 Strand 

Start 17812 End 

Name OJ990715_14 . 9922 . C9 . o3 . ts Method 

Start 13553 End 

GI none Score 

Exons 13553. .13687, 13694.. 13918 



OJ990715_14.9922.C9 
18945 

TBLASTX : Soybean 

13918 

132 



Seq. No. 22176 Seq. ID 

Gene No. 4 6232 " Strand 

Start 17812 End 

Name OJ990715_14 . 9922 . C9 . o7 . tw Method 

Start 15212 End 

GI none Score' 

Exons 15212. .15613, 15345.. 15614 



OJ990715_14.9922.C9 
18945 

TBLASTX: Wheat 

15614 

117 



Seq. No. 22176 .Seq. ID 

Gene No. 4 6232 Strand 

Start 17812 End 

Name OJ990715_14 . 9922 . C9 . o5 . gs . Method 

Start 17812 End 

GI none' Score 

Exons 17812. .18945 



OJ990715_14.9922.C9 

18945 
GENSCAN 
18945 
.98 



Seq. No. 
Gene No. 
Start 



22177 
46233 
6109 



Seq. ID OJ990715_14. 9922. CIO 
Strand + 
End 15312 



22462 




Name 


OJ990715 14.9922.C10.o2.gs 


Method 


GENSCAN 


Start 


6109 


End 


15312 


GI 


none 


Score 


.94 


Exons 


6109. .6247, 6402.. 6535, 7678. 


.7788, 7880. .7963, 8046. .8142, 




8528.. 8579, 9653.. 9713, 10738 






Seq. No. 


22177 


Seq. ID 


OJ990715_14. 9922. CIO 


Gene No. 


46233 


Strand 


+ 


start 


biuy 


End 


15312 


Name 


OJ990715 14.9922.C10.o2.np 


Method 


AAT/NAP 


Start 


10735 


End 


15309 


GI 


4680179 


Score 


6660 


Exons 


10735. .15309 






GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 


Seq. No. 


22177 


Seq. ID 


OJ990715_14 .9922. CIO 


Gene No. 


46234 


Strand 




Start 


7110 


End 


11081 


Name 


OJ990715 14.9922.C10.ol.np 


Method 


AAT/NAP 


Start 


7110 


End 


11081 


GI 


5295955 


Score 


856 


Exons 


7110. .7751, 7868. .8312, 8993. 


.9107, 9650.. 9766, 10930.. 11081 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555) 




[Oryza sativa] 






Seq. No. 


22177 


Seq. ID 


OJ990715_14. 9922. CIO 


Gene No. 


46235 


Strand 




Start 


11004 


End 


1154 4 


Name 


OJ990715 14.9922.C10.o7.tw 


Method 


TBLASTX: Wheat 


Start 


11004 


End 


11367 


GI 


none 


Score 


297 


Exons 


11004. .11108, 11008. .11367, 11133. .11366 


Seq. No. 


22177 ■ 


Seq. ID 


OJ990715_14. 9922. CIO . 


Gene No. 


46235-^ 


Strand 




Start 


11004 


End 


11544 


Name 


OJ990715 14.9922.C10.o7.tm 


Method 


TBLASTX: Maize 


Start 


11248 


End 


11544 


GI 


none 


Score 


201 


Exons 


11248. .11544, 11265. .11435 






Seq. No. 


22177 


Seq. ^ ID 


OJ990715_14. 9922. CIO 


Gene No. 


46236 


Strand 




Start 


11890 


End 


12297 


Name 


OJ990715 14.9922.C10.o6.tm 


Method 


TBLASTX: Maize 


Start 


11890 


End 


12210 


GI 


none 


Score 


209 


Exons 


11890. .12210 






Seq. No. 


22177 


Seq. ID 


OJ990715_14. 9922. CIO 


Gene No. 


46236 


Strand 




Start 


11890 


End 


12297 


Name 


OJ990715 14.9922.C10.o8.tw 


Method 


TBLASTX: Wheat 


Start 


11943 


End 


12297 


GI 


none 


Score 


262 



Exons 11943. .12038, 11944. . 12297 , 12127.. 12261 



22463 



Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46237 






Strand 






Start 


12468 






End 


13341 




Name 


OJ990715 14. 9922. CIO. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12468 






End 


12954 




GI 


none 






Score 


546 




Exons 


12468. 


.12911, 12472.. 


12954 








Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46237 






Strand 






Start 


12468 






End 


13341 




Name 


OJ990715 14. 9922. CIO. 


o5.tm 


Method 


TBLASTX: Maize 




Start 


12481 






End 


12773 




GI 


none 






Score 


320 




Exons 


12481. 


.12771, 12483.. 


12554, 


12582. .12773 




Seq. No. 


22177 






Seq. ID 


ojyyu/io i4.yy^z 


.CIO 


Gene No. 


46237 






Strand 






Start 


12468 






End 


13341 




Name 


OJ990715 14. 9922. CIO. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12541 






End' 


12822 




GI 


none 






Score 


183 




Exons 


12541. 


.12822, 12624.. 


12821 








Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46237 






Strand 






Start 


12468 






End 


13341 




Name 


OJ990715 14. 9922. CIO. 


o4 . tm ' 


Method 


TBLASTX: Maize 




Start 


12841 






End 


13341 




GI 


none 






Score 


157 




Exons 


12841. 


.13020, 13006.. 


13341 








Seq. No. 


22177 






Seq. ID 


OJ990715_14 .9922 


.CIO 


Gene No. 


46237 






Strand 






Start 


12468 






End 


13341 




Name 


OJ990715 14. 9922. CIO. 


ol.ts 


Method 


TBLASTX: Soybean , 




Start 


12895 






End 


13290 




GI 


none 






Score 


57 




Exons 


12895. 


.12927, 12895.. 


12927, 


12931. .13290, 12934. .13008, 






• 12995. 


.13072,- 13047. . 


13289 








Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46237 






Strand 






Start 


12468 






End 


13341 




Name 


OJ990715 14. 9922. CIO. 


o5.tw 


Method 


TBLASTX: Wheat 




Start 


13003 






End 


13305 




GI 


none 






Score 


391 




Exons 


13003. 


.13305, 13041.. 


13304 








Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


. 4 6238 






Strand 






Start 


13306 






End 


13815 




Name 


OJ990715 14. 9922. CIO. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


13306 






End 


13815 




GI 


none 






Score 


644 




Exons 


13306. 


.13815, 13338.. 


13724 









22464 




Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No . 


46238 






Strand 






Start 


13306 






End 


13815 




Name 


OJ990715 14. 9922. €10 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


13315 






End 


13557 




GI 


none 






Score 


197 




Exons 


13315. 


.13557 










Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No . 


. 46238 






Strand 






Start 


13306 






End 


13815 




Name 


OJ990715 14. 9922. CIO 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


13378 






End 


13731 




GI 


none 






Score 


483 




Exons 


13378. 


.13731, 13380. 


.13646, 


13420. .13716 




Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46239 






Strand 






Start 


13819 






End 


15285 




Name 


OJ990715 14. 9922. CIO 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


13819 






End 


14298 




GI 


none 






Score 


589 




Exons 


13819. 


.14298, 13837. 


.14292, 


13914. .14297 




Seq, No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46239 






Strand 






Start 


13819 






End 


15285 




Name 


OJ990715 14. 9922. CIO 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13996 






End 


14322 




GI 


none 






Score 


90 




Exons 


13996. 


.14178, 14179. 


.14322, 


14244. .14321 




Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46239 






Strand 






Start 


13819 






End 


15285 




Name 


OJ990715 14. 9922. CIO 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


14086 






End 


14346 




GI 


none 






Score 


300 




Exons 


14086. 


.14346, 14087. 


.14293, 


14244; .14345 




Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46239 






Strand 






Start 


13819 






End 


15285 




Name 


OJ990715 14. 9922. CIO 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


14144 






End 


14436 




GI 


none 






Score 


389 




Exons 


14144. 


.14335, 14146. 


.14436, 


14215. .14 427, 14253. .14 432 




Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 


Gene No. 


46239 






Strand 






Start 


13819 






End 


15285 




Name 


OJ990715 14. 9922. CIO 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14305 






End 


14931 




GI 


none 






Score 


672 




Exons 


14305. 


.14931, 14361. 


.14930 








Seq. No. 


22177 






Seq. ID 


OJ990715_14.9922 


.CIO 



22465 




Gene No. 


46239 


Strand 






Start 


13819 


End 


15285 




Name 


OJ990715 14 .9922.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


14485 


End 


15072 




GI 


none , 


Score 


226 




Exons 


14485. .14646, 14 4 93 14639, 


14 64 4. : 14742, 14 644 .. 147 12 , 






14646. .14741, 14760 .. 15056, 


14803. .15072, 14811.. 15071 




Seq. No. 


22177 


oeq. lu 




.CIO 


Gene No. 


4 6239 


Strand 






Start 


13819 


End 


15285 




Name 


OJ990715 14.9922.C10.o6.tw 


Me rnoQ 


1 oIjAo 1 a : wnea L 




Start 


14932 


bna 






GI 


none 


Score 


obi 




Exons 


14932. .15264, 14959. .15048 








Seq. No. 


22177 


beq. ID 


ujyyu/io i4.yy^:z 


.CIO 


Gene No. 


46239 


Strand 






Start 


13819 


End 


15285 




Name 


OJ990715 14.9922.C10.o8.tm 


Metnoa 


i bLAb 1 A : jxia 1 z e 




Start 


15073 


hna 


T c 0 Q t: 




GI 


none 


Score 


0 n A 
zUU 




Exons 


15073. .15285 








Seq. No. 


22178 


Seq. ID 


ujyyu/io i4.yy^z 


.Cll 


Gene No. 


4 6240 


Strand 


+ 




Start 


355 


End 


2006 




Name 


OJ990715 14.9922.Cll.ol.gs 


Method 


GENSCAN 




Start 


355 


End 


2006 




GI 


none 


Score 


.76 




Exons 


355. .434, 1817. .2006 








Seq. No. 


22178 


Seq. ID 


OJ990715_14.9922 


.Cll 


Gene No. 


46241 


Strand 


+ 




Start 


4725 


End 


8656 




Name 


OJ990715 14.9922.Cll.o3.gs 


Method 


GENSCAN 




Start 


4725 


End 


8648 




GI 


none 


Score 


.48 




Exons 


4725.. 5002, 5262.. 5366, 5465 


..5964, 6750.. 6941, 7853.. 7899, 




7904.. 8028, 8602.. 8648 








Seq. No. 


22178 


Seq. ID 


OJ990715_14.9922 


.Cll 


Gene No. 


46241 


Strand 


+ 




Start 


4725 


End 


8656 




Name 


OJ990715 14.9922.Cll.ol.np 


Method 


AAT/NAP 




Start 


6848 


End 


8656 




GI 


6006359 


Score 


77 




Exons 


6848.. 7005, 8602.. 8656 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 





Seq. No. 22178 

Gene No. 46242 

Start 2644 

Name OJ990715_14 . 9922 . Cll . o2 . gs 

Start 2644 

GI none 

Exons 2644.. 3867 

22466 



Seq. ID OJ990715_14. 9922. Cll 
Strand 

End 38 67 

Method . GENSCAN 
End 38 67 

Score 1 



Seq. No. 


22179 








beq. iu 


c\ TO Qm 1 c; 

uj y y u / 10 


14.9922.C12 


Gene No. 


46243 








Strand 


+ 






Start 


641 








End 


2890 






Name 


OJ990715 14 


.9922 


.C12.01 


. gs 


Method 


GENSCAN 






Start 


641 








End 


2890 






GI 


none 








Score 


.86 






Exons 


641. .682, 1208.. 


1387, 2498.. 


2890 








C XT 

beq. NO. 










beq. ±u 


UJ y y u /ID 


14.9922.C12 


Gene No. 










Strand 








Start 


T tr T /t 
Jo / 4 








End 


7002 






Name 


uj y yu / Id ±4 




. Liz . 0£. 


.gs 


Method 


GENSCAN 






Start 


3574 








End 


7002 






GI 


none 








Score 


.78 






Exons 


3574. .4799, 


6651 


. .7002 












Seq. No. 


22180 








Seq. ID 


OJ990715 


14.9922.C13 


Gene No. 


46245 








Strand 


+ 






Start 


3406 








End 


10263 






Name 


OJ990715 14 


.9922 


.C13.02 


. gs 


Method 


GENSCAN 






Start 


3406 








End 


10263 






GI 


none 








Score 


.56 






Exons 


3406. .3836, 


3966 


. .4585, 


4811 


..4933, 5018. .5185, 


535'7*. 


.5401, 




.5471. .5737, 


5949 


. .6067, 


6148 


..6265, 6290.. 6408, 


6552. 


.6812, 




7010. .7111, 


7577 


. .7748, 


7812 


..8008, 8434.. 8754, 


9392. 


.9471, 




9959. .10263 

















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22180 
46245 
3406 

OJ990715_14.9922.C13.ol.np 

3517 

5441880 



Seq. ID OJ990715_14.9922.C13 
Strand + 
End 10263 
Method AAT/NAP 
End 77 62 

Score 2130 

3517. .4528, 4973. .5005, 5264. .5632, 5681. .6093, 6133. .6447, 
6552.. 6812, 7002.. 7236, 7543.. 7762 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


22180 








Seq. ID 


OJ990715_14.9922.C13 


Gene No. 


46245 








Strand 


+ 


Start 


3406 








End 


10263 


Name 


OJ990715 14 


.9922 


.C13.01 


.tm 


Method 


TBLASTX: Maize 


Start 


4084 








End 


4680 


GI 


none 








Score 


358 


Exons 


4084. .4551, 


4089 


. .4562, 


4609. 


.4680 




Seq. No. 


22180 








Seq. ID 


OJ990715_14.9922.C13 


Gene No. 


46245 








Strand 


+ 


Start 


3406 








End 


10263 


Name 


OJ990715 14 


9922 


.C13.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


4378 








End 


4755 


GI 


none 








Score 


178 


Exons 


4378. .4527, 


4380 


. .4532, 


4381. 


.4557, 4581. .4649, 4582. .4755, 




4604. .4744 













22467 



Seq. No. 22181 Seq. ID OJ990715_14 . 9922 . CIS 

Gene No. 4 624 6 Strand 

Start 1 End 316 

Name OJ990715_14 .9922.C15.ol.gp Method AAT/GAP 

Start 1 End 316 

GI 342_1.R1084 Score 583 

Exons 1 . .316 

GI Descrip. ' 4574406/gb I AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22181 
46246 
1 

OJ990715_14 .9922.C15.ol.np 
1 

6742729 ' 
1. .316 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990715_14. 9922. CIS 
Strand 

316 

AAT/NAP 
316 
517 



End 

Method 

End 

Score 



22181 
46246 
1 

OJ990715_14. 9922. CIS. ol.gs 

15' 

none 

15. .201 



Seq. ID OJ990715_14. 9922. CIS 
Strand 

End 316 

Method GENSCAN 

End 201 

Score .64 



Seq. No. 22182 

Gene No. 46247 

Start 142 

Name OJ990715_14 . 9922 .C16. ol . gs 

Start 142 

GI none 

Exons 142.. 252 



Seq. ID OJ990715_14. 9922.C16 

Strand 

End 385 

Method GENSCAN 

End 252 

Score ■ . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22182 
46247 
142 

OJ990715_14 . 9922 .C16. ol . np 
147 

6907088 
147. .385 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990715_14.9922.C16 
Strand 

385 

AAT/NAP 
385 
331 



End 

Method 

End 

Score 



Seq. ID OJ990S05_01.9924.C1 
Strand 

End 476 

Method AAT/NAP 

End 418 

Score 417 



22183 
46248 
1 

OJ990505_01.9924 .Cl.ol.np 
1 

6069670 
1.-.89, 156. .418 

(AP000616) ESTs C73S38 (E4487 ) , AU078 663 (E4437 ) correspond to a 
region of the predicted gene.; similar to DWARF3 {U32579) [Oryza 
sativa] 



Seq. No, 
Gene No, 



22183 
46248 



Seq. ID OJ990505_01.9924.C1 
Strand 



22468 



■'Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



476 

AAT/GAP 
476 
594 



OJ990505_01 . 9924 , CI . ol .gp 
153 

uC-osflM202066a01bl 
153. .476 

'6069670/dbj IBAA85446.il 2.0e-37 (AP000616) ESTs 

C73538 (E4487) ,AU078663 (E4437) correspond to a region of the 

predicted gene.; similar to DWARF3 (U32579) [Oryza sativa] ' 



Seq. No. 22183 Seq. ID 

Gene No. 4 6248 Strand 

Start 1 End 

Name OJ990505_01 . 9924 . CI . ol . gs Method 

Start 156 End 

GI none Score 

Exons 156. .418 



OJ990505_01.9924.C1 
476 

GENSCAN 

418 

.65 



Seq. ID OJ990505_01.9924.C2 

Strand + 

End 834 

Method TBLASTX : Soybean 

End 773 

Score 71 

144. .200, 146. .199, 165. .749, 191. .664, 621. .773, 633. .755 



Seq. No. 22184 

Gene No. 4 624 9 

Start 147 

Name - OJ990505_01 . 9924 . C2 . ol . ts 

Start 144 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22184 
46249 
147 

OJ990505 01.9924.C2.ol.np 



Seq. ID OJ990505_01.9924.C2 

Strand + 

End 834 

Method AAT/NAP 

End 834 

Score 804 



147 

6714431 
147. .834 

(AC012328) putative cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 



Seq. No. 


22184 






Seq. ID 


OJ990505_01.9924 


.C2 


Gene No. 


46249 






Strand 


+ 




Start 


147 






End 


834 




Name 


OJ990505 


01. 9924. C2 


. ol . gs 


Method 


GENSCAN 




Start 


150 ' 






End 


680 




GI 


none 






Score 


.76 




Exons 


150. .680 












Seq. No. 


22184 






Seq. ID 


OJ990505_01.9924 


.C2 


Gene No. 


46249 






Strand 


+ 




Start 


147 






End 


834 




Name 


OJ990505 


01. 9924. C2 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


223 






End 


584 




GI 


none 






Score 


373 




Exons 


223. .582, 


228. .584, 


228. .491, 


229. .498 


, 230. .583 




Seq. No. 


22184 






Seq. ID 


OJ990505_01.'9924 


.02 


Gene No. 


46249 






Strand 


+ 




Start 


147 






End 


834 




Name 


OJ990505 


01. 9924. C2 


ol.tc 


Method 


TBLASTX: Cress 




Start 


233 






End 


671 




GI 


none 






Score 


275 





22469 



Exons 


233. .430, 240. .431, 


Seq. No. 


22184 


Gene No. 


4624 9 


Start 


147 


Name 


OJ990505 01. 9924, C2 


Start 


240 


GI 


none 


Exons 


240. .431, 241. .447, 


Seq. No. 


22185 


Gene No. 


46250 


Start 


40 


Name 


OJ990505 01. 9924. C3 


Start 


40 


GI 


23462 1.R1084 


Exons 


40.. 346, 1066.. 1133, 




2889. .3311 


GI Descrip. 


'481815/pirl IS39502 



452. .625 

Seq. ID OJ990505_01.9924.C2 

Strand + 

End 834 

Method TBLASTX : Mai ze 

End 725 

Score 275 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1468, 2312. 



OJ990505_01.9924.C3 
+ 

3311 
AAT/GAP 
3311 
2455 

.2503, 2585.. 2758, 



balsam poplar x cottonwood >gi_309839 (L20233) vegetative 
storage protein [Populus trichocarpa x Populus deltoides] ' 



Seq. No. 


22185 


Seq. ID 


OJ990505_01. 


9924.03 


Gene No. 


46250 


Strand 


+ 




Start 


40 


End 


3311 




Name 


OJ990505 01.9924.C3.ol.gs 


Method 


GENSCAN 




Start 


103 


End 


3080 




GI 


none 


Score 


.9 




Exons 


103. .207, 1313. .1468, 2312.. 


.2503, 2585 


..2758, 2889. 


.3080 


Seq. No. 


22185 


Seq. ID 


OJ990505_01. 


9924. C3 


Gene No. 


46250 


Strand 


+ 




Start 


40 


End 


3311 




Name 


OJ990505 01.9924.C3.ol.np 


Method 


AAT/NAP 




Start 


103 


End 


3044 




GI 


5051776 


Score 


372 




Exons 


103.. 350, 1088.. 1133, 1313., 


.1485, 2323 


..2509, 2585. 


.2758, 




2889. .3044 








GI Descrip. 


(AL078637) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


22185 


Seq. ID 


OJ990505 01. 


9924. C3 


Gene No. 


46251 


Strand 


+ 




Start 


8949 


End 


12827 




Name 


OJ990505 01.9924.C3.o3.gs 


Method 


GENSCAN 




Start 


8949 


End 


12827 




GI 


none 


Score 


.53 




Exons 


8949. .8971, 9347. .9508, 12547 .. 12591 , 


12749. .12827 




Seq. No. 


22185 


Seq. ID 


OJ990505_01. 


9924. C3 


Gene No. 


46252 


Strand 


+ 




Start 


17578 


End . 


21714 




Name 


OJ990505 01.9924.C3.o5.gs 


Method 


GENSCAN 




Start 


17578 


End 


21714 




GI 


none 


Score 


.98 




Exons 


17578. .18524, 18840 .. 19647 , 


19957. .21714 




Seq. No. 


22185 


Seq. ID 


OJ990505_01. 


9924 .03 



22470 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4 6252 Strand + 

17578 End 21714 

OJ990505_01 . 9924 . C3 . o3 . np Method AAT/NAP 

17602 End 21711 

6714431 Score 4750 

17602. .17778, 17806. . 18524 , 18840.. 19647, 19957.. 21711 

(AC012328) putative cellulose synthase catalytic subunit 

[Arabidopsis thaliana] 



Seq. No. 


22185 




Seq. ID 


OJ990505^01.9924.C3 


Gene No. 


46252 




Strand 


+ 


Start 


17578 




End 


21714 


Name 


OJ990505 01.9924 


.C3.o3.gp 


Method 


AAT/GAP 


Start 


20860 




End 


21195 


GI 


2800379 




Score 


612 


Exons 


20860. .21195 








GI Descrip. 


6056428/gbl AAF02i 


892.1IAC009525 26 9.0e- 


-46 (AC009525) Very 




similar to cellulose synthase 


catalytic subunit [Arabidops. 




thaliana] 








Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 




Strand 




Start 


3835 




End 


7222 


Name 


OJ990505 01.9924 


.C3.o8. tm 


Method 


TBLASTX: Maize 


Start 


211 




End 


1410 


GI 


none 




Score 


192 


Exons 


211. .348, 221. .346, 222. .347, 


1053.. 1136, 1064.. 1135, 




1310. .1408, 1312 


. .1410 






Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 




Strand 




Start 


3835 




End 


7222 


Name 


OJ990505 01.9924 


.C3.o6.tm 


Method 


TBLASTX: Maize 


Start 


2311 




End 


2609 


GI 


none 




Score 


89 


Exons 


2311.. 2379, 2312 


..2380, 2374. 


.2505, 2375.. 2533, 2568.. 2609 


Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 




Strand 




Start 


3835 




End 


7222 


Name 


OJ990505 01.9924 


.C3.o6. ts 


Method 


TBLASTX : Soybean 


Start 


3820 




End 


4089 


GI 


none 




Score 


176 


Exons 


3820.. 4089, 3827 


. .4042 






Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 




Strand 




Start 


3835 




End 


7222 


Name 


OJ990505 01.9924 


. C3 . o5 . tm 


Method 


TBLASTX: Maize 


Start 


3823 ' 




End 


4089 


GI 


none 




Score 


168 


Exons 


3823. .4089, 3833 


. .4045 






Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 




Strand 




Start 


3835 




End 


7222 


Name 


OJ990505 01.9924 


.C3.o2.gs 


Method 


GENSCAN 



22471 




start 


3835 








End 


6039 


GI 


none 








Score 


.97 


Exons 


3835. .6039 












Seq. No. 


22185 








Seq^l, ID 


6J990505_01.9924.C3 


Gene No. 


4 625 J 








Strand 




Start 


3835 








End 


7222 


Name 


OJ990505 01. 


9924. 


C3.03. 


tc ■ 


Method 


TBLASTX: Cress 


Start 


3835 








End 


4335 


GI 


■none 








Score . 


106 


Exons 


3835. .4083, 


3836. 


.4042, 


4087 


..4335, 4229. .4300 


Seq. No. 


22185 








Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 








Strand 




Start 


3835 








End 


7222 


Name 


OJ990505 01. 


9924. 


C3.o2. 


np 


Method 


AAT/NAP 


Start 


3838 








End 


7222 


GI 


5725434 








Score 


1378 


Exons 


3838. .5824, 


7133. 


.7222 








GI Descrip. 


(AL109787) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


22185 








Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 








Strand 




Start 


3835 








End 


7222 ' 


Name 


OJ990505 01. 


9924. 


C3.03. 


tm 


Method 


TBLASTX: Maize 


Start 


4093 








End 


5875 


GI 


none 








Score 


107 


Exons 


4093. .4968, 


4571. 


.4831, 


4585 


..4764, 4630. .4965, 4640. .4834 




4657. .4887, 


4658. 


.4957, 


4924 


..5253, 4939. .5109, 4945. .5235 




4951. .5175, 


4970. 


.5236, 


4978 


..5364, 4988. .5056, 5081. .5230 




5170. .5478, 


5248. 


.5583, 


5278 


..5478, 5536. .5733, 5569.-5874 




5587. .5859, 


5596. 


.5664, 


5654 


. .5875 




Seq. No. 


22185 








Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 








Strand 




Start 


3835 








End 


7222 


Name 


OJ990505 01. 


9924. 


C3.05. 


ts 


Method 


TBLASTX : Soybean 


Start 


4135 








End 


4 653 


GI 


none 








Score 


95 


Exons 


4135. .4653, 


4229. 


.4426 








Seq. No. 


22185 








Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 








Strand 




Start 


3835 








End 


7222 


Name 


OJ990505 01. 


9924. 


C3.o2. 


gp 


Method 


AAT/GAP 


Start 


4311 








End 


.4630 


GI 


LIB3432-051- 


Pl-Kl 


-C7 




Score 


607 


Exons 


4311. .4630 












GI Descrip. . 


»6006885/gb IAAF00660.il 


AC008153 12 2.0e-29 (AC008153) 




hypothetical 


protein [Arabidopsis thaliana] * 


Seq. No. 


22185 








Seq. ID 


OJ990505_01.9924 .03 


Gene No. 


46253 








Strand 




Start 


3835 








End 


7222 


Name 


OJ990505 01. 


9924. 


C3.04. 


tc 


Method 


TBLASTX: Cress 


Start 


4363 








End 


5859 


GI 


none ■ 








Score 


71 



22472 



Exons 



4363.-4488, 4486, .5064, 4501. .4746, 4571. .5050, 4612. .4770, 
4924. .5355, 5188. .5478, 5578. .5859, 5584. .5673 



Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 




Strand 




Start 


3835 




End 


7222 


Name 


OJ990505 01. 


9924.C3.o4.tw 


Method 


TBLASTX: Wheat 


Start 


4528 




End 


5904 


GI 


none 




Score 


55 


Exons 


4528. .5001, 


4531.. 4656, 4571 


..4981, 4588. .4707, 4924. .5310 




5191. .5475, 


5291.. 5455, 5560 


. .5904 




Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46253 




Strand 




Start 


3835 




End 


7222 


Name 


OJ990505 01. 


9924.C3.o8.ts 


Method 


TBLASTX : Soybean 


Start 


4654 




End 


5904 


GI 


none 




Score 


69 


Exons 


4654. .4812, 


4655.. 4813, 4732 


..5115, 4880. .5086, 5035. .5418 




5263. .5415, 


5306.. 5416, 5620 


..5724, 5644. .5904 


Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46254 . 




Strand 




Start 


11700 




End 


12186 


Name 


OJ990505 01. 


9924.C3.o7.tm 


Method 


TBLASTX: Maize 


Start 


11700 




End 


12186 


GI 


none 




Score 


183 


Exons 


11700. .11969, 11711. .11878, 


12049. .12084, 12118.. 12186 


Seq. No. 


22185 




Seq. ID 


OJ9^9O505_01.9924.C3 


Gene No. 


46255 




Strand 




Start 


17692 




End 


18105 


Name 


OJ990505 01. 


9924.C3.o3.ts 


Method 


TBLASTX: Soybean 


Start 


17692 




End 


18105 


GI 


none 




Score 


120 


Exons 


17692. .17790, 17694 .. 17744 , 


17805. .18104, 17806.. 18105 


Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46256 




Strand 




Start 


18265 




End 


18903 


Name 


OJ990505 01. 


9924 .C3.o7 .ts 


Method . 


TBLASTX: Soybean 


Start 


18265 




End 


18903 


GI 


none 




Score 


182 


Exons 


18265. .18396, 18291 .. 18380, 


18442. .18525, 184 44. .18521, 




18859. .18903 






Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46256 




Strand 




Start 


18265 




End 


18903 


Name 


OJ990505 01. 


9924.C3.o5.tc 


Method 


TBLASTX: Cress 


Start 


18292 




End 


18525 


GI 


none 




Score 


150 


Exons 


. 18292. .18381 


, 18298. .18372, 


18303. .18380, 18445.. 18525 


Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924.C3 


Gene No. 


46257 




Strand 




Start • 


18820 




End 


21723 



22473 



Name 

Start 

GI 

Exons 



OJ990505 01.9924.C3.o2,tc 



Method TBLASTX : Cress 



18820 End 21669 

none • Score 197 

18820. .19044, 19074 .. 19361, 19075 19437 , 19093 19377, 

19115. .19381, 19564. .19590, 19627 19650, 20040 20237 , 

20047. .20238, 20230 .. 20349, 21420 21668 , 21421.. 21669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22185 
46257 
18820 

OJ990505_01 . 9924 . C3 . o2 . tm 
18906 
none 

18906. .18995, 18906. . 19649, 18907.. 19650 



Seq. ID OJ990505_01.9924 .C3 



Strand 
End 

Method 

End 

Score 



21723 

TBLASTX: Maize 
19650 
105 



22185 
46257 
18820 

OJ990505_01.9924.C3.o2.ts 
19099 
none 



21723 

TBLASTX : Soybean 
20064 
269 

19099. .19263, 19101 .. 19262, 19258 .. 19650, 19263 .. 19505, 
19264. .19650, 19951 .. 20007, 20029.. 20064 



Seq. ID OJ990505_01.9924.C3 
Strand 
End 

Method 
End 
Score 



Seq. No. 22185 

Gene No. 4 6257 Strand 

Start 18820 End 

Name OJ990505_01 . 9924 . C3 . o6 . tw Method 

Start 19248 End 

GI none Score 

Exons 19248. .19343, 1924 9 .. 19437, 19564.. 19590 



Seq. ID OJ990505_01.9924.C3 



21723 

TBLASTX: Wheat 
19590 
219 



OJ990505 01. 9924. C3 



Seq. No. 22185 Seq. ID 

Gene No. 4 6257 Strand 

Start 18820 End 

Name OJ990505_01 . 9924 . C3 . o2 . tw Method 

Start 20030 End 

GI none Score 

Exons 20030. .20389, 20035 .. 20391, 20035 .. 20298 , 20036 .. 20305, 

20037. .20390 . - 



21723 

TBLASTX: Wheat 

20391 

373 



Seq. No. 22185 

Gene No. 4 6257 

Start 18820 

Name OJ990505_01 . 9924 .C3 . o4 . tm 

Start 20040 

GI none 

Exons 20040. .20237, 20047 .. 20238, 
20245. .20436 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_01.9924.C3 
21723 

TBLASTX: Maize 

20436 

271 



20047. .20238, 2024 4 .. 20432, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22185 
46257 
.18820 

OJ990505_01.9924.C3.o4 .ts 

20064 

none 



Seq. ID OJ990505 01. 9924. C3 



Strand 
End 

Method 

End 

Score 



21723 

TBLASTX : Soybean 

20694 

448 



20064. .20324, 20065 .. 20325, 20446 .. 20694 , 204 4 8 .. 20471 , 



22474 




20500. .20691, 20559.. 20693 



Seq. No. 


22185 




Seq. ID 


OJ99p505_01.9924 


.C3 


Gene No, 


46257 




Strand 






Start 


18820 




End 


21723 




Name 


OJ990505 01. 9924. C3. 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


20326 




End 


21669 




GI 


none 




Score 


111 




Exons 


20326. .20445, 20694, 


. .20972, 


20695. .20982, 20737 .. 20982 , 






21007. .21363, 21051, 


. .21125, 


21196. .21321, 21198. .21335, 






21370. .21669, 21388, 


. .21420, 


21390. .21668 




Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924 


.C3 


Gene No. 


46257 




Strand 






Start 


18820 




End 


21723 




Name 


OJ990505 01. 9924. C3, 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


20352 




End 


21419 




GI 


none 




Score 


171 




Exons 


20352. .20444, 20359, 


. .20493, 


20509. .20982, 20512 .. 21006, 






20559. .21005, 20967, 


. .21077, 


20992. .21075, 21078 .. 21341, 






21079. .21417, 21079, 


. .21417, 


21081. .21419 




Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924 


.03 


Gene No. 


46257 




Strand 






Start 


18820 




End 


21723 




Name 


OJ990505 01. 9924. C3, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


20442 




End 


21723 




GI 


none 




Score 


2128 




Exons 


20442. .21722, 20443. 


. .21723 








Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924 


.C3 


Gene No. 


46257 




Strand 






Start 


18820 




End 


21723 




Name 


OJ990505 01. 9924. C3. 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20545 




End 


20909 




GI 


none 




Score 


482 




Exons 


20545. .20904, 20562, 


. .20909, 


20562. .20903 




Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924 


.C3 


Gene No. 


46257 




Strand 






Start 


18820 




End 


21723 




Name 


OJ990505 01. 9924. C3, 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


21051 




End 


21437 




GI 


none 




Score 


269 




Exons 


21051. .21410, 21051, 


. .21437, 


21052. .21435 




Seq. No. 


22185 




Seq. ID 


OJ990505_01.9924 


.C3 


Gene No. 


46257 




Strand 






Start 


18820 




End 


21723 




Name 


OJ990505 01. 9924. C3. 


, o5 . tw 


Method 


TBLASTX: Wheat 




Start 


21437 




End 


21585 




GI 


none 




Score 


160 




Exons 


21437. .21580, 21438, 


, . 21581, 


21438. .21581, 21439.. 21585 




Seq. No. 


22186 




Seq. ID 


OJ990505_01.9924 


.04 


Gene No. 


46258 




Strand 






Start 


1244 




End 


2058 





22475 




Name 


OJ990505 01.9924.C4.ol.gs 


Method 


GENSCAN 




Start 


1244 


End 


2050 




GI 


none 


Score 


.57 




Exons 


1244. .2050 








Seq. No. 


22186 


Seq. ID 


OJ990505_01.9924 


.C4 


Gene No. 


46258 


Strand 






Start 


1244 


End 


2058 




Name 


OJ990505 01.9924.C4.ol.np 


Method 


AAT/NAP 




Start 


1256 


End 


2058 




GI 


3608134 


Score 


386 




Exons 


1256. .2058 








GI Descrip. 


(AC005314) putative DnaJ protein [Arabidopsis thaliana] 




Seq. No. 


22186 


Seq. ID 


OJ990505_01.9924 


.C4 


Gene No. 


46258 


Strand 






Start 


1244 


End 


2058 




Name 


OJ990505 01.9924.C4.ol.tm 


Method 


TBLASTX: Maize 




Start '•■ 


1316 


End 


1900 




GI 


none 


Score 


67 




Exons 


1316.. 1420, 1427.. 1528, 1559. 


.1693, 1560. .1694, 1724. .1900 


Seq. No. 


22186 


Seq. ID 


OJ990505_01.9924 


.C4 


Gene No. - 


46258 


Strand 






start 


1244 


End 


2058 




Name 


OJ990505 01.9924.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1592 


End 


1900 




ry GI 


none 


Score 


62 




ri Exons 


1592. .1693, 1629. .1709, .,1724. 


.1900, 1771. .1809, 1791. .1859 


Seq. No. 


22186 


Seq. ID 


OJ990505_01.9924 


.C4 


Gene No. 


46258 


Strand 






i'Lf Start 


1244 


End 


2058 




_ Name 


OJ990505 01.9924.C4.ol.ts 


Method 


TBLASTX : Soybean 




n start 


1670 


End 


1906 






none 


Score 


36 




; f Exons 


1670. .1696, 1671. .1709, 1709. 


.1906, 1725. .1844 




=;J Seq. No. 


22187 


Seq. ID 


OJ990505_01.9924 


.C5 


i;3 Gene No. 


46259 


Strand 






ri start 


1 


End 


10318 




Name 


OJ990505 01.9924.C5.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


10318 




GI 


6007553 


Score 


240 




Exons 


1..79, 6656. .7019, 7770. .7977, 8685..! 


3881, 9281. .9657, 






10208. .10318 








GI Descrip. 


(AF183408) McyA [Microcystis 


aeruginosa] 




Seq. No. 


22187 


Seq. ID 


OJ990505_01.9924 


.C5 


Gene No. 


46259 


Strand 






Start 


1 


End 


10318 




Name 


OJ990505 01.9924.C5.ol.gs 


Method 


GENSCAN 




Start 


204 


End 


10029 




GI 


none 


Score 


.73 




Exons 


204. .254, 338. .421, 752. .845, 


1096.. 1252, 1329'. .1432, 





2216. .2260, 2887. .2951, 3210. .3294, 3480. .3539, 4112. .4155, 
5459. .6185, 6331. .7041, 7777. .7977, 8685. .8881, 9281. .9697, 

22476 



9783, .10029 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



22187 Seq. ID 

46259 Strand 

1 End 

OJ990505_01 . 9924 . C5 . ol . ts Method 

1039 End 

5688457 Score 



OJ990505_01. 9924.C5 
10318 

TBLASTX : Soybean 

1447 

125 



1039. .1152, 1049. .1162, 1183. .1254, 1346. .1447, 1365. .1427 



22187 Seq. ID 

46259 Strand 

1 End 

OJ990505_01 . 9924 . C5 . o5 . tm Method 

1189 End 

none Score 



OJ990505_01.9924.C5 
10318 

TBLASTX: Maize 

2451 

91 



1189. .1254, 1190. .1255, 1195. .1257, 1314. .1454, 1325. .1447, 
2130. .2153, 2198. .2263, 2199. .2261, 2213. .2263, 2373. .2447, 
2374. .2451, 2374. .2445 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



22187 
46259 
1 

OJ990505_01. 

3217 

none 

3217. .3291, 
4933. .5043, 



9924.C5.o2.ts 



3474.. 3542, 3608. 
4941. .5048, 4945. 



Seq. ID 
Strand ; 
End 

Method 
End 
Score 



OJ990505 01. 9924. C5 



10318 

TBLASTX : Soybean 
5048 
85 

3727, 3616.. 3726, 3629.. 3727, 
5043 



Seq. No. 22187 
Gene No. 46259 
Start 1 

Name OJ990505_01 . 9924 . C5 . ol . tm 

Start 3641 
GI ' none 

Exons 3641.. 3727, 3643. 

4110. .4157, 4111. 

5109.. 5189, 5110. 

5516.. 5728 



OJ990505_01. 9924.C5 
10318 

TBLASTX: Maize 

5728 

112 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4158, 4109. .4168, 4109. .4156, 
.5042, 4944.. 5036, 4945.. 5043, 
5190, 5456.. 5716, 5460.. 5717, 5461.. 5721, 



3726, 4102. 
4158, 4938. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22187 
46259 
1 

OJ990505_01 . 9924 . C5 . o2 . tm 
5901 
none 

5901. .6182, 5946. .6182, 6023. .6184 



Seq. ID OJ990505_01. 9924 .C5 



Strand 
End 

•Method , 
End 
Score 



22187 
46259 
1 

OJ990505_01. 9924.C5.ol.np 

6084 

1075778' 



10318 

TBLASTX: Maize 

6184 

176 



Seq. ID OJ990505_01. 9924.C5 



Strand 
End 

Method 

End 

Score 



10318 
AAT/NAP 
10318 
219 



6084. .6176, 6331. .6545, 6597. .7041, 7777. .7977, 8685. .8780, 
9177.. 9392, 9423.. 9664, 10279. .10318 



22477 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gramicidin S synthase 2 - Bacillus brevis 

gi|511490|dbj IBAA06146I (029676) gramicidin S synthetase 2 
[Brevibacillus brevis] 



22187 
46259 
1 

OJ990505_01. 9924 .C5.o3.tm 

6835 

none 



Seq. ID OJ990505_01.9924.C5 



Strand 
End 

Method 

End 

Score 



10318 

TBLASTX: Maize 
7968 
207 



6835. .7044, 6836. .7063, 7774. .7968, 7775. .7966 



22187 
46259 
1 

OJ990505__01 , 9924 .05 . o4 . tm 

9493 

none 



Seq. ID OJ990505_01.9924.C5 



Strand 
End 

Method 

End 

Score 



10318 

TBLASTX: Maize 

9671 

183 



9493. .9627, 9498.-9644, 9504. .9671, 9509. .9658 



-Seq. No. 22188 Seq. ID 

Gene No. 4 6260 Strand 

Start . , 7 60 End 

Name 0 J990505_01 . 9924 . C7 . ol . np Method 

Start 760 End 

GI 6069670 Score 1971 

Exons 760.. 798, 2233.. 3024, 3133.. 3222, 3728.. 3806, 

4216. .4337, 4600. .4699 

GI Descrip. (AP000616) ESTs C73538 (E4487) , AU078663 (E4437) 



OJ990505_01.9924.C7 
+ 

4699 
AAT/NAP 
4699 



3984. .4090, 
correspond to a 



region of the predicted gene, 
sativa] 



similar to DWARF3 (U32579) [Oryza 



Seq. No. 22188 

Gene No. 4 6260 

Start 760 

Name OJ990505_01 . 9924 . C7 . ol . gs 

Start 2257 

GI none 
Exons 



Seq. ID OJ990505_01.9924.C7 



Strand 
End 

Method 

End 

Score 



+ 

4699 
GENSCAN 
3912 
.98 



2257.. 3024, 3133.. 3222, -3728,. 3806, 3896.. 3912 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22188 Seq. ID OJ990505_01 . 9924 . C7 

46260 Strand + 

760 End 4699 

OJ990505_01 . 9924 .C7 .ol .gp Method AAT/GAP 

2274 End 2359 

uC-osflM202066a01bl Score 134 

2274. .2359 

*6069670/dbj IBAA85446.il 2.0e-37 (AP000616) ESTs 

C73538 (E4487) ,AU078663 (E4437) correspond to a region of the 

predicted gene.; similar to DWARF3 (U32579) [Oryza sativa]' 



22188 Seq. ID 

46261 Strand 

4762 End 

OJ990505_01.9924.C7.o2.gp Method 

4 7 62 End 

103159 1.R1084 Score 



OJ990505_01.9924.C7 
+ 

5046 
AAT/GAP 
5046 
544 



22478 



Exons 

GI Descrip. 



4762. .5046 

' 6069643/dbj IAP000616.1IAP000616 l.Oe-145 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22188 
46262 
6757 

OJ990505_01 . 9924 . C7 . o3 . gp 



Seq. ID OJ990505_01.9924.C7 

Strand + 

End 10499 

Method AAT/GAP 

End 10499 

Score 2519 



,6987, 7583. .7750, 8730. .8823, 9592. .9747, 



6315 

140_1.R1084 
6315.. 6480, 6750, 
9976. .10499 

'6069671/dbj IBAA85447.il O.Oe+00 {AP000616) EST C72179(E1153) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana chromosome II BAG T4C15; hypothetical 
protein (AC004667) [Oryza sativa] ' 



22188 Seq. ID 

46262 Strand 

6757 End 

OJ990505_01. 9924 .C7 .o2.gs Method 

6757 End 

none Score 
6757.. 6987, 7583.. 7.750, 8730.. 8823, 9245 
9976.. 10221, 10260.. 10369 



OJ990505_01.9924.C7 
+ 



10499 
GENSCAN 
10369 
.79 

9343, 9592, 



.9747, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22188 
46262 
6757 

OJ990505 01.9924.C7.o2.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990505_ 
+ 

10499 
AAT/NAP 
10366 
1796 



01. 9924. C7 



.8823, 9245.. 9343, 9592.. 9747, 



6757 
6069671 

6757.. 6987, 7583.. 7750, 8730. 
9976.. 10221, 10260.. 10366 

(AP000616) EST C72179 (E1153) corresponds to a region of the 
predicted gene.; similar to Arabidopsis thaliana chromosome II 
BAG T4C15; hypothetical protein (AC004667) [Oryza sativa] 



22188 Seq. ID 

46263 Strand 

12259 End 

OJ990505_01 . 9924 . C7 . o3 . gs Method 

12259 End 

none Score 
12259. .12570 



OJ990505_01.9924 .C7 
+ 

12570 
GENSCAN 
12570 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



Seq. ID OJ990505_01.9924 .07 



22188 
46263 
12259 

OJ990505_01 . 9924 . 07 . o3 . np 
12259 
6069672 - 
12259. .12567 

(AP000616) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

12570 
AAT/NAP 
12567 
519 



22188 
46264 



Seq. ID OJ990505_01.9924 .07 
Strand + 



22479 



start 


15012 




End 


19462 


Name 


OJ990505 01.9924 


.C7 .o4 .gs 


Method 


GENSCAN 


Start 


15012 




End 


19462 


GI 


none 




Score 


.51 


Exons 


15012. .15666, 15799. .16475, 


16559. .17019, 17625. .17716, 




18468. .18561, 19402.. 19462 






Seq. No. 


22188 




Seq. ID 


OJ990505_01.9924.C7 


Gene No. 


46264 




Strand 


+ 


Start 


15012 




End 


19462 


Name 


OJ990505 01.9924 


. C7 .o4 .np 


Method 


AAT/NAP 


Start 


15828 




End 


16094 


GI 


6503308 




Score 


75 


Exons 


15828. .16094 








GI Descrip. 


{AC011713) Contains PFI00646 


F-box domain. ESTs gb|AA586135, 




gb|Z26675, gb|Al993239. and gb|AA585907 


come from this gene. 




[Arabidopsis thaliana] 






Seq. No. 


22188 




Seq. ID 


OJ990505_01.9924.C7 


Gene No. 


46265 




Strand 




Start 


20136 




End 


21043 


Name 


OJ990505_01.9924 


.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2242 




End 


2679 


GI 


none 




Score 


295 


Exons 


2242 . . 2565, 2271 


. . 2549, 2575 


..2679, 2575.. 2679 


Seq. No. 


22188 




Seq. ID 


OJ990505_01.9924.C7 


Gene No. 


46265 




Strand 




Start 


20136 




End 


21043 


Name 


OJ990505 01.9924 


.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2683 




End 


4684 


GI 


none 




Score 


94 


Exons 


2683. .2799, 2848 


. .2913, 2890 


..3024, 2931. .3020, 3130. .3225, 




3132.. 3215, 3725 


.,3808, 3974 


..4087, 4228. .4338, 4230. .4328, 




4598. .4684 








Seq. No. 


22188 




Seq. ID 


OJ990505_01.9924.C7 


Gene No. 


46265 




Strand 




Start 


20136 




End 


21043 


Name 


OJ990505 01.9924 


.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


3752 




End 


4344 


GI 


none 




Score 


84 


Exons 


3752. .3808, 3982 


.4089, 3983 


..4090, 3997. .4092, 3999. .4091, 




4209. .4343, 4210 


.4344, 4224 


. .4343 




Seq. No. 


22188 




Seq. ID 


OJ990505_01.9924.C7 


Gene No. 


46265 




Strand 




Start 


20136 




End 


21043 


Name 


OJ990505 01.9924 


C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


6749 




End 


9746 


GI 


none 




Score 


30.8 


Exoiis 


6749.. 6781, 6805 


.6990, '6811 


..6996, 7580.. 7750; 7580.. 7750, 




7582.. 7752, 8724 


.8822, 8727 


..8825, 9588. .9746, 9590. .9745, 




9591. .9746 








Seq. No. 


22188 




Seq. ID 


OJ990505_01.9924.C7 


Gene No. 


46265 




Strand 





22480 




start 


20136 * 


End 


21043 






Name 


OJ990505 01.9924.C7.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


6811 


End 


7714 






GI 


none 


Score 


214 






Exons 


6811. .6990, 6811. .6990, 7579. .7683, 7580. .7714, 


7580. .7711 


Seq. No. 


22188 


Seq. ID 


OJ990505 


_01.9924 


.C7 


Gene No. 


46265 


Strand 








Start 


20136 


End 


21043 






Name 


OJ990505 01.9924.C7.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


6811 


End 


8822 






GI 


none 


Score 


232 






Exons 


6811. .6996, 6814. .6990, 7579. .7683, 7580. .7693, 


7688. .7744 




8727. .8822 










Seq. No. 


22188 


Seq. ID 


OJ990505 


_01.9924 


.C7 


Gene No. 


46265 


Strand 








Start 


20136 


End 


21043 






Name 


OJ990505 01.9924.C7.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


10002 


End 


10232 






GI 


none 


Score 


352 






Exons 


10002. .10232, 10004.. 10174 










Seq. No. 


22188 


Seq. ID' 


OJ990505 


_01.9924 


-C7 


Gene No. 


46265 


Strand 








Start 


20136 


End 


21043 






Name 


OJ990505 01.9924.C7.o5.gs 


Method 


GENSCAN 






Start 


20136 


End 


21043 






GI 


none 


Score 


.55 






Exons 


oniQC oniQQ onnnn onoon 


20987. .21043 






Seq. No. 


22188 


Seq. ID 


OJ990505 


_01.9924 


.C7 


Gene No. 


46265 


Strand 








ouar c 


20136 


End 


21043 






Name 


OJ990505 01.9924.C7.o5.np . 


Method 


AAT/NAP 






Start 


20593 


End 


21024 






GI 


6735365 


Score 


83 






Exons 


20593. .20666, 20777 .. 20888 , 


20984.. 21024 






GI Descrip. 


(AL137082) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


22189 


Seq. ID 


OJ990505 


_01.9924 


-C8 


Gene No. 


46266 


Strand 


+ 






otar t 


842 


End 


1998 






Name 


OJ990505 01.9924.C8.ol.np 


Method 


AAT/NAP 






Start 


842 


End 


1998 






GI 


5042463 


Score 


134 






Exons 


842. .1053, 1712. .1858, 1911 


. .1998 








GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


22190 


Seq. ID 


OJ990505 


_01.9924 


.C9 


Gene No. 


46267 


Strand 


+ 






Start 


766 


End 


2509 






Name 


OJ990505 01.9924.C9.ol.gs 


Method 


GENSCAN 






Start 


766 


End 


2271 






GI 


none 


Score 


.56 






Exons 


766. .1123, 1551. .1619, 2112 


. .2212, 2226. .2271 







22481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22190 
46267 
766 

OJ990505_01.9924 .C9.ol.np 



Seq. ID 
Strand 

End 2509 
Method AAT/NAP 
1551 End 2509 

5295955 Score 109 

1551. .1619, 2158. .2271, 2493. .2509 
(AB026295) Similar to Epstein-Barr virus (EBV) 
[Oryza sativa] 



OJ990505_01.9924.C9 
+ 



genome. {V01555) 



Seq. No. 


22190 


Seq. ID 


OJ990505_ 


_01.9924 


.C9 


Gene No. 


46267 


Strand 


+ 






Start 


766 


End 


2509 






Name 


OJ990505 01.9924.C9.o2.np 


Method 


AAT/NAP 






Start 


1551 


End 


2315 






GI 


4680183 


Score 


141 






Exons 


1551. .1619, 2224. .2315 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


22191 


Seq. ID 


OJ990505 


_01.9924 


.C14 


Gene No. 


46268 


Strand 








Start 


60 


End 


280 






Name 


OJ990505 01.9924.C14.ol.gp 


Method 


AAT/GAP 






Start 


60 


End 


280 






GI 


103159 1.R1084 


Score 


416 






Exons 


60. .280 










GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


145 Oryza 


sativa 


genomic 




DNA, chromosome 6, clone : P0514G12 ' 








Seq. No. 


22191 


Seq. ID 


OJ990505_ 


_01.9924 


.C14 


Gene No. 


46269 


Strand 








Start 


701 


End 


1128 






Name 


OJ990505 01.9924.C14.ol.np 


Method 


AAT/NAP 






Start 


343 


End 


1128 






GI 


6069670 


Score 


557 






Exons 


343. .442, 705. .826, 952. .1128 









GI Descrip. (AP000616) ESTs C73538 (E4487) , AU078663 (E4437) correspond to a 

region of the predicted gene.; similar to DWARF3 (U32579) [Oryza 
sativa] 



Seq. No. 


22191 








Seq. ID 


OJ990505_01.9924 


.C14 


Gene No. 


46269 








Strand 






Start 


701 








End 


1128 




Name 


OJ990505 


01.9924.C14 


.01 


tm 


Method 


TBLASTX: Maize 




Start 


698 








End 


1060 




GI 


none 








Score 


167 




Exons 


698. .832, 


699. .818, 


699 


.833, 


951.. 1043, 952.. 1059, 953 


. . 1060 


Seq. No. 


22191 








Seq. ID 


OJ990505_01.9924 


.C14 


Gene No. 


46269 








Strand 






Start 


. 701 








End- 


1128 




Name 


OJ990505 


01.9924.C14 


.ol. 


gs 


Method 


GENSCAN 




Start 


701 








End 


1005 




GI 


none 








Score 


,89 




Exons 


701. .826, 


952. .1005 












Seq. No. 


22192 








Seq. ID 


OJ990505_01.9924 


.C16 



22482 




Gene No. 


H oZ /U 












b trana 






Start 


309 












End 


395 




Name 


OJ990505 


_01. 


9924. 


C16 


. ol . gs 




Method 


GENSCAN 




Start 


309 












End 


395 




GI 


none 












Score 


.58 




Exons 


309. .395 














- 




Seq. No. 


22193 












Seq. ID 


OJ990505_01.9924 


.017 


Gene No. 














b urana 


+ 




Start 


171 












End 


306 




Name 


OJ990505 


_01. 


9924. 


017 


.ol.gp 




Method 


AAT/GAP 




Start 


171 












End 


306 




GI 


none 












Score 


248 




Exons 


171. .306 


















Seq. No. 


22194 












Seq. ID 


OJ990505_01.9924 


.020 


Gene No. 


46272 












Strand 






b rar L 


1 












End 


668 




Name 


OJ990505 


_01. 


9924. 


C20 


.ol.np 




Method 


AAT/NAP 




Start 


1 












End 


668 




GI 


3201682 












Score 


319 




Exons 


1. .333, 


411. 


.668 














GI Descrip. 


(AF060942) extra- 


large G-protein [Arabidopsis thaliana] 




Seq. No. 


zziy4 












Seq. ID 


OJ990505_01. 9924 


.020 


Gene No. 


46272 












Strand 






Start 


1 












End 


668 




Name 


OJQQOSOS 

\JKJ -y y \J ^ \J •J 


01 . 


9924 . 


C20 


. ol . tc 




Method 


TBLASTX: Cress 




Start 


74 












End 


600 




GI 


none 












Score 


94 




Exons 


74. .265, 


74. 


.334, 


90 


. .296, 


421. . 600 






Seq. No. 


22194 












Seq. ID 


OJ990505_01.9924 


.020 


Gene No . 


46272 












Strand 






Start 


1 












End 


668 




Name 


OJ990505 


_01. 


9924. 


02 0 


.ol. ts 




Method 


TBLASTX : Soybean 




Start 


76 












End 


564 




GI 


none 












Score 


134 




Exons 


76. .222, 


81. 


.278, 


83 


. .274, 


83 


.340, 90. 


.335, 433. .564 




Seq. No. 


22194 












Seq. ID 


OJ990505_01.9924 


.020 


bene No. 


46272 












Strand 






Start 


1 












End 


668 




Name 


OJ990505 


_01. 


9924. 


C20 


. ol . tm 




Method 


TBLASTX: Maize 




Start 


81 












End 


552 




GI 


none 












Score 


258 




Exons . 


81. .323, 


82. 


.327, 


83 


. .328, 


84 


.329, 373. .552, 399. .551, 


412 


Seq. No. 


22194 












Seq. ID 


OJ990505_01.9924 


.C20 


bene no . 


46272 












Strand 






Start 


1 












End 


668 




Name 


OJ990505 


_01. 


9924. 


C20 


. ol . gs 




Method 


GENSCAN 




Start 


83 ' 












End 


588 




GI 


none 












Score 


.83 




Exons 


83. .327, 


411 


. .588 














Seq. No. 


22194 












Seq. ID 


OJ990505_01. 9924 


.C20 



22483 



Gene No. 46272" Strand 

Start 1 End 668 

Name OJ990505_01 . 9924 ,C20.o2.gp Method AAT/GAP 

Start 276 End 594 

GI 2309968 Score 380 

Exons 276. .327, 411. .594 

GI Descrip. 3242709 5.0e-18 (Acb03040) putative guanine nucleotide-binding 
protein [Arabidopsis thaliana] 



Seq. No. 22195 Seq. ID 

Gene No. 4 6273 Strand 

Start 176 End 

Name OJ990505_01. 9924 .021. ol.np Method 

Start 176 End 

GI 6069670 Score 

Exons 176.. 254, 433.. 539, 664.. 834 

GI Descrip. (AP000616) ESTs C73538 {E4487) , AU078663 (E4437 ) correspond to a 

region of the predicted gene.; similar to DWARF3 (U32579) [Oryza 
sativa] 



OJ990505_01.9924.C21 
+ 

834 

AAT/NAP 

834 

433 



Seq. No. 


22195 




Seq.^ ID 


OJ990505_01.9924 


.021 


Gene No. 


46273 




Strand 


+ 




Start 


176 




End 


834 




Name 


OJ990505 01.9924.021 


•ol.tm 


Method 


TBLASTX: Maize 




Start 


199 




End 


780 




GI 


none 




Score 


84 




Exons 


199. .255, 200. .256, 


432. .539, 


446. .541 


, 448. .558, 448.. 


540, 




657. .776, 658. .780, 


674. .775, 


681. .779 






Seq. No. 


22195 




Seq. ID 


OJ990505_01.9924 


.021 


Gene No. 


46273 




Strand 


+ 




Start 


176 




End 


834 




Name 


OJ990505 01.9924.021 


.01. ts 


Method 


TBLASTX : Soybean 




Start 


431 




End 


822 




GI 


none 




Score 


110 




Exons 


431. .538, 432. .539, 


676. .822, 


696. .758 






Seq. No. 


22196 




Seq. ID 


OJ990505_01. 9924 


.022 


Gene No. 


. 46274 




Strand 






Start 


1 




End 


734 




Name 


OJ990505 01.9924.022 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End ■ 


734 




GI 


5051776 




Score 


104 




Exons 


1..81, 550. .734 










GI Descrip. 


(AL078637) putative 


protein [Arabidops 


is thaliana] 




Seq. No. 


22196 




Seq. ID 


OJ990505_01. 9924 


.022 


Gene No. 


46274 




Strand 






Start 


1 




End 


734 




Name 


OJ990505 01. 9924.022 


. ol . gs 


Method 


GENSOAN 




Start 


549 




End 


677 




GI 


none 




Score 


.69 




Exons 


549. .677 










Seq. No. 


22197 




Seq: ID 


OJ990505_01.9924 


.024 


Gene No. 


46275 




Strand 


+ 




Start 


3739 




End 


7043 





22484 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990505_01 . 9924 . C24 . o2 . np Method * AAT/NAP 
3739 End 7043 

6721512 Score 105 

3739.. 3888, 5650.. 5762, 7008.. 7043 
(AP001072) hypothetical protein [Oryza sativa] 



22197 * Seq. ID 

46275 Strand 

3739 End 
OJ990505_01 . 9924 . C24 . o3 . gs Method 

5974 End 

none Score 

5974.. 6620, 6703.. 6854 



OJ990505_01. 9924.C24 
+ 

7043 
GENSCAN 
6854 
.81 



22197 Seq. ID 

46275 Strand 

3739 End 

OJ990505_01. 9924 .C24 .o3.np Method 

6185 End 

4538896 Score 
6185.. 6602, 6712.. 7043 

(AL049482) putative protein [Arabidopsis thaliana] 



OJ990505_01. 9924.C24 
+ 

7043 
AAT/NAP 
7043 
445 



22197 
46276 
1 

OJ990505_01 . 9924 .C24 . ol .np 
1 

5042463 

1..20, 830. .909, 961. .1097, 2256. .2472 
(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ990505_01. 9924.C24 
Strand 

End 2472 

Method AAT/NAP 

End 2472 

Score 126 



22198 
46277 
1 

OJ990505_01.9924 .C25.ol.np 
1 

4538896 
1..742 

(AL049482) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990505_01.9924.C25 

Strand + 

End 4342 

Method AAT/NAP 

End 742 

Score 453 



22198 
46277 
1 

OJ990505_01.9924.C25.ol.gs 
26 

none 



Seq. ID OJ990505_01. 9924.C25 

Strand + 

End 4342 

Method GENSCAN 

End 3118 

Score .48 



26. .764, 2146. .2243, 2957. .3118 

22198 Seq. ID 

46277 Strand 

1 End 
OJ990505_01 . 9924 . C25 . o2 . np Method 

870 End 

6721512 Score 



OJ990505_01.9924.C25 
+ 

4342 
AAT/NAP 
4342 
44 



870. .926, 2777. .3009, 4287. .4342 

(AP001072) hypothetical protein [Oryza sativa] 



22485 



Seq. No. 


22198 




Seq. ID 


OJ990505_01.9924.C25 


Gene No. 


46277 




Strand 


+ 


Start 


1 




End 


4342 


Name 


ujyyuDUo ui. yy^^.uzo.oo 


.np 


Method 


AAT/NAP 


Start 


3217 




End 


3312 


GI 


5922634 




Score 


65 


Exons 


3217. .3312 








GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 




gi| 6016867 Idbj IBAA85210 


.11 (AP000570) hypothetical protein 




[Oryza sativa] 








Seq. No. 






Seq. ID 


OJ990505_01.9924.C25 


Gene No. 


46278 




Strand 


— 


Start 


5761 




End 


8406 


Name 


OJ990505 01.9924.C25.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


413 




End 


823 


GI 


none 




Score 


238 


Exons 


413. .646, 413. .646, 414 


. .794, 


417. .728, 


586.. 816, 695.. 823 


Seq. No. 


22198 




Seq. ID 


OJ990505_01 . 9924 . C25 


Gene No. 


46278 




Strand 




Start 


5761 




End 


8406 


Name 


OJ990505 01.9924.C25.o2 


. gs 


Method 


GENSCAN 


Start 


5761 




End 


8406 


GI 


none 




Score 


.43 


Exons 


5761. .6878, 7865. .8153, 


.8245. 


.8406 




Seq. No. 


22198 




Seq. ID 


OJ990505_01.9924.C25 


Gene No. 


46278 




Strand 




Start 


5761 




End 


8406 


Name 


OJ990505 01.9924.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5910 




End 


6415 


GI 


none 




Score 


145 


Exons 


5910. .6107, 5911. .6114, 


5912. 


.6115, 6127. .6411, 6134. .6415 


Seq. No. 


22199 




Seq. ID 


OJ990505_01.9924.C26 


Gene No. 


4 6279 




Strand 


+ 


Start 


329 




End 


1507 


Name 


OJ990505 01.9924.C26.ol 


. gs 


Method 


GENSCAN 


Start 


329 




End 


1507 


GI 


none 




Score 


.52 


Exons 


329. .1507 








Seq. No. 


22199 




Seq. ID 


OJ990505_01.9924.C26 


Gene No. 


46280 




Strand 




Start 


3033 




End 


6941 


Name 


OJ990505 01.9924.C26.o2 


. gs 


Method 


GENSCAN 


Start 


3033 




End 


6871 


GI 


none 




Score 


.72 


Exons 


3033.. 3611, 3707.. 3771, 


3901. 


.4022, 4129. .4216, 4285. .4413, 




4595.. 4906, 4995.. 6276, 


6383. 


.6871 




Seq. No. 


22199 




Seq. ID 


OJ990505_01. 9924.C26 


Gene No. 


46280 




Strand 




Start 


3033 




End 


6941 


Name 


OJ990505 01.9924.C26.ol 


.np 


Method 


AAT/NAP 



22486 




start 3138 End 6941 

GI 2191192 Score 1762 

Exons 3138. .3646, 3898 3957, .4595 6276, 6410. .6941 

GI Descrip. (AF007271) similar to N. tabacum membrane-associated 

salt-inducible protein {PID:g473874 ) [Arabidopsis thaliana] 



Seq. No. 


22199 








Seq. ID 


OJ990505_01.9924 


.C26 


Gene No. 


46281 








Strand 


- 




Start 


7683 








End 


13129 




Name 


OJ990505 01 


.9924 


.C26.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


290 








End 


568 




GI 


none 








Score 


236 




Exons 


290.. 568, 325.. 531, 389. 


.535 








Seq. No. 


22199 








Seq. ID 


OJ990505_01.9924 


.026 


Gene No. 


46281 








Strand 


_ 




Start 


7683 








End 


13129 




Name 


OJ990505_01 


.9924 


.C26.04. 


tm 


Method 


TBLASTX: Maize 




Start 


875 








End 


1342 




GI 


none 








Score 


105 




Exons 


875.. 997, 8 


93.. 997, 1010 


..1177, 1023.. 


1142, 1180.. 1329, 






1190. . 1342 














Seq. No. 


22199 








Seq. ID 


OJ99G505 01,9924 


.026 


Gene No. 


46281 








Strand 


_ 




Start 


7683 








End 


13129 




Name 


OJ990505 01 


.9924 


.C26.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


1210 








End 


1495 




GI 


none 








Score 


414 




Exons 


1210. . 1494, 


1211 


. .1495 










Seq. No. 


22199 








Seq. ID 


OJ990505_01.9924 


.026 


Gene No. 


46281 








Strand 






Start 


7683 








End 


13129 




Name 


OJ990505_01 


.9924 


.C26.06. 


tm 


Method 


TBLASTX: Maize 




Start 


3300 








End 


6267 




GI 


none 








Score 


203 




Exons 


3300. .3455, 


4590 


. .4736, 


4599. . 


4733, 5326.-5745, 5359. .5844, 




5647. .6267 














Seq. No. 


22199 








Seq. ID 


OJ990505_01.9924 


.026 


Gene No . . 


46281 








Strand 






Start 


7683 








End 


13129 




Name 


OJ990505 01 


.9924 


.026. o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3375 








End 


6267 




GI 


none 








Score 


228 




Exons 


3375. .3608, 


5326 


. .5739, 


5509. . 


6267, 6115.. 6249 




Seq. No. 


22199 








Seq. ID 


OJ990505_01.9924 


.026 


Gene No. . 


46281 








Strand 






Start 


7683 








End 


13129 




Name 


OJ990505 01 


.9924 


.C26.05. 


tm 


Method 


TBLASTX: Maize 




Start 


3708 








End 


4016 




GI 


none 








Score 


48 




Exons 


3708. .3731, 


3737 


. .3793, 


3738. . 


3773, 3881.. 4015, 3882.. 4016, 



3900. .4016 



22487 



Seq. No. 


22199 








Seq. ID 


OJ990505_01.9924.C26 


Gene No. 


46281 








Strand 




Start- 


7683 








End 


13129 


Name 


OJ990505 01. 


9924 


.C26.03 


. tm 


Method 


TBLASTX: Maize 


Start 


7675 








End 


7919 


GI 


none 








Score 


205 


Exons 


7675.-7752, 


7695 


, .7919, 


7695 


. .7919 




Seq. No. 


22199 








Seq. ID 


OJ990505_01.9924.C26 


Gene No. 


46281 , 








Strand 




Start 


7683 








End 


13129 


Name 


OJ990505 01. 


9924 


.C26.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


7683 








End 


8099 


GI 


none 








Score 


122 


Exons 


7683. .7976, 


7683 


. .8099, 


7795 


. .8076 




Seq. No. 


22199 








Seq. ID 


OJ990505_01.9924.C26 


Gene No. 


46281 








Strand 




Start 


7683 








End 


13129 


Name 


OJ990505 01. 


9924 


.C26.03 


. gs 


Method 


GENSCAN 


Start 


7683 








End 


13015 


GI 


none 








Score 


.7 


Exons 


7683. .8073, 


8434 


. .8631, 


8952 


..9124, 9443. .9687, 9771. .9948, 




10379. .10561, 10857. -.10962, 


11757. .11935, 12022. .12867, 




12881. .13015 












Seq. No. - 


22199 








Seq. ID 


OJ990505_01 . 9924 . C26 


Gene No. 


46281 








Strand 




Start 


7683 








End 


13129 


Name 


OJ990505 01. 


9924 


.C26.02 


. np 


Method 


-AAT/NAP 


Start 


7701 








End 


13129 


GI 


3242709 








Score 


1488 


Exons 


7701. .8073, 


8434 


. .8677, 


8968 


..9124, 9443. .9693, 9771. .9948, 



10379. .10561, 10857. .10962, 11798 .. 11935, 12022 .. 12543, 
' 13055.. 13129 

GI Descrip. (AC003040) putative GTP-binding protein (extra large) 
[Arabidopsis thaliana] 



Seq. No. 22199 

Gene No. 46281 

Start 7683 

Name . OJ990505_01 . 9924 . C26 . ol . tc 

Start 7764 

GI none 
Exons 



OJ990505 01.9924.C26 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7764. .7949, 7890. .8069, 7941. .8057, 7957. .8070, 8430. .8477, 
8514. .8639, 8515. .8640, 8517. .8660, 8978. .9127, 9030. .9125, 
9434. .9625, 9434. .9694, 9450. .9656, 9781. .9960, 10373 .. 10477 , 
10466. .10555, 10885 .. 10995, 10897 .. 10968, 11792 11935, 
11-811.,. 11963, 12016. .12342, 12020 .. 124 03, 12022.. 12441 



13129 

TBLASTX: Cress 

12441 

70 



Seq. No. 22199 Seq. ID 

Gene No. 46281 Strand 

Start 7683 End 

Name OJ990505_01 . 9924 . C26 . ol . gp Method 

Start 7890 End 

GI 12417_1.R1084 Score 
Exons 



OJ990505_01.9924.C26 

13129- 
AAT/GAP 
9564 
1248 



7890. .8073, 8434. .8631, 8952. .9124, 9443. .9564 



22488 



GI Descrip. '3242709 5.0e-18 (AC003040) putative guanine nucleotide-binding 
protein [Arabidopsis thaliana] ' 



Seq. No. 22199 

Gene No. 46281 

Start 7683 

Name OJ990505_01 . 9924 . C26 . ol . tm 

Start 7971 

GI none 
Exons 



Seq. ID OJ990505_01.9924 .C26 
Strand 

End 13129 

Method TBLASTX : Mai ze 

End 9912 

Score 130 



7971. .8075, 7972. .8073, 8386.-8634, 8430. .8630, 8433. .8639, 
8437. .8640, 8949. .9125, 8951. .9127, 8977.. 9138, 9442.. 9687, 
9443. .9688, 9444. .9689, 9733. .9912, 9759. .9911, 9772. .9912 



Seq. No. 22199 

Gene No. 4 6281 

Start 7683 

Name OJ990505_01 . 9924 .C26.o3. ts 

Start 9029 

GI none 

Exons 9029.. 9127, 9436.. 9582, 
9450^.-9695, 9793.. 9924 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_01.9924.C26 
13129 

TBLASTX : Soybean 

9924 

135 



9441. .9638, 9443. .9634, 9443. .9700, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq- No. 

Gene No- 

Start 

Name 

Start 

GI 

Exons 



22199 
46281 
7683 

OJ990505_01.9924.C26.o2.gp 



OJ990505 01.9924.C26 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10379. .10563. 

3242709 5-0e-18 (AC003040) putative guanine nucleotide-binding 
protein [Arabidopsis thaliana] 



9636 

2309968 

9636.-9687, 



13129 
AAT/GAP 
10563 
693 



9771- .9948, 



22199 
46281 
7683 

OJ990505_01 . 9924 -C26.02 - ts 
12020 
none 

12020. .12157, 12022. .12351, 12022 .. 12387 , 12203 .. 12385, 
12242.. 12388 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505 01.9924,C26 



13129 

TBLASTX: Soybean 

12388 

65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22199 
46281 
7683 

OJ990505_01. 9924 .C26.o2.tm 

12211 

none 



Seq. ID OJ990505_01.9924.^^26 
Strand 
End 

Method 
End 
Score 



13129 

TBLASTX: Maize 

12488 

285 



12211.-12486, 12212. .12463, 12309. .12488 



22199 
46281 
7683 

OJ990505_01. 9924 -C26-o7-tm 

12835 

none 



Seq. ID OJ990505_01.9924.C26 



Strand 
End 

Method 

End 

Score 



13129 

TBLASTX: Maize 

12988 

114 



12835. .12873, 12858 .. 12950, 12878.-12988, .12879 -. 12 965 



22489 






-Seq. No. 


22200 








Seq. ID 


OJ990505_01 . 9924 . C27 




Gene No. 


46282 








Strand 


+ 






4 S7n 
*± u t \j 








End 


6161 




Name 


OJ990505 01 


.9924 


.C27.02 


.tm 


Method 


TBLASTX: Maize 




Start 


4568 








End 


5134 




GI 


' none 








Score 


574 




Exons 


4568. .4891, 


4576 


. .5130, 


4582. 


.4941, 4586. .5134, 4656. .5129, 






4940. .5134 














Seq. No. 


22200 








Seq. ID 


OJ990505_01 . 9924 .C27 




Gene No. 


46282 








Strand 


+ 




Start 


4570 








End 


6161 




Name 


OJ990505 01 


.9924 


.C27.01 


.gp 


Method 


AAT/GAP 




Start 


4570 








End 


6161 




GI 


13176 2.R1084 






Score 


1228 




Exons 


4570. .4787, 


5642 


. .5919, 


5958. 


.6161 






GI Descrip. 


'3342802 7. 


Oe-61 


{AF061838) putative 


cytosolic 






6-phosphogluconate dehydrogenase [Zea mays] • 




Seq. No. 


22200 








Seq. ID 


OJ990505_01.9924 .C27 






46282 








Strand 


+ 




Start 










End 


6161 




Name 




.9924 


.C27.02 


. tw 


Method 


TBLASTX: Wheat 


' 1 


Start 










End 


4897 


J 


GI 


none 








Score 


389 


r.-J 
: ! 


Exons 




4585 


. .4896, 


4586. 


.4897 




Li 


Seq. No. 










Seq. ID 


OJ990505_01.9924 .C27 


r.? 


Gene No. 










Strand 


+ 


Li 


Start 


4570 








End 


6161 


s:? 


Name 


OJ990505_01 


.9924 


.027.01 


.np 


Method 


AAT/NAP 


Ls 


Start 










End 


6042 




GI 










Score 


2090 




Exons 


4589. .6042 












~1 


GI Descrip. 


(AF061838) 


putative cytosolic 


6-phosphogluconate dehydrogenase 


:!= 




[Zea mays] 












-i 


Seq. No. 


22200 








Seq. ID 


OJ990505_01.9924.C27 






46282 








Strand 


+ 


J 


Start 


4570 








End 


6161 




Name 


OJ990505 01 


.9924 


.C27.01 


.tc 


Method 


TBLASTX: Cress 




Start 


4597 








End 


5110 




GI 


none 








Score 


783 




Exons 


4597. .4938, 


4598 


. .5110, 


4656. 


.5096, 4996. .5109 




Seq. No. 


22200 








Seq. ID 


OJ990505_01.9924.C27 




Gene No. 


46282 








Strand 


+ 




Start 


4570 








End 


6161 






OJ990505 01 


.9924 


.C27.01 


. ts 


Method 


TBLASTX: Soybean 




Start 


4597 








End 


6036 




GI 


none 








Score 


848 




Exons 


4597. .4935, 


4598 


. .5134, 


4601. 


.5134, 5211. .5519, 5212. .5556, 






5434. .5556, 


5523 


. .5606, 


5524. 


.6036, 5524. .5898, 5664. .5918, 






5958. ,6023 














Seq. No. 


22200 








Seq. ID 


OJ990505_01. 9924 .C27 




Gene No. 


46282 








Strand 


+ 



22490 



start 


4d70 








End 


6161 


Name 


OJ990505 01. 


9924. 


C27.01 


. tm 


Method 


TBLASTX: Maize 


Start 


5212 








End 


6159 


GI 


none 








Score 


1258 


Exons 


5212.. 6042, 


5213. 


.5581, 


5214. 


.5606, 5425.. 5898, 5658.. 6038, 




5962, .6042, 


5963. 


.6058, 


6103. 


.6159 




Seq. No. 


22200 








Seq. ID 


OJ990505_01.9924.C27 


Gene No. 


46282 








Strand 


+ 


Start 


4570 








End 


6161 


Name 


OJ990505 01. 


9924 . 


C27 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


5345 








End 


6054 


GI 


none 








Score 


103 


Exons 


5345. .5524, 


5345. 


,5500, 


5349. 


.5519, 5350.. 5556, 5353.. 5556, 




5523. .5606, 


5524. 


.5733, 


5524. 


.5724, 5658.. 5729, 5824.. 5865, 




5856. .5915, 


5857. 


.5913, 


5958. 


.6050, 5959.. 6054, 5962.. 6051 


Seq. No. 


22200 








Seq. ID 


OJ990505_01.9924.C27 


Gene No. 


46282 








Strand 


+ 


Start 


4570 








End 


6161 


Name 


OJ990505 01. 


9924. 


C27,o3 


,tw 


Method 


TBLASTX: Wheat 


Start 


5387 








End 


5523 


GI 


none 








Score 


71 


Exons 


5387.. 5506, 


5387. 


.5503, 


5388. 


.5516, 5389. .5523 


Seq. No. 


22200 . 








Seq. ID 




Gene No. 


4 6282 








Strand 


+ 


Start 


4570 








End 


6161 


Name 


OJ990505 01. 


9924. 


C27,ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5563 








End 


5970 


GI 


none 








Score 


575 


Exons 


5563. ,5970, 


5575. 


.5898, 


5658. 


.5918 




Seq. No. 


22201 








Seq. ID 


OJ990505_01. 9924.C28 


Gene No. 


y| ^ O O O 

4 d2o J 








Strand 




Start 


463 








End 


593 


Name 


OJ990505 01. 


9924. 


C28.01 


.gs 


Method 


GENSCAN 


Start 


463 








End 


593 


GI 


none 








Score 


,57 


Exons 


463. .593 












Seq. No. 


22202 








Seq. ID 


OJ990505_01.9924.C29 


Gene No. 


46284 








Strand 




Start 


225 








End 


688 


Name 


OJ990505 01. 


9924. 


C29.01 


.tm 


Method 


TBLASTX: Maize 


Start 


225 








End 


688 


GI 


none 








Score 


78 


Exons 


225. .293, 327. .362, 442 


. .687, 


533. .688 




Seq. No. 


22203 








Seq. ID 


OJ990505_01.9924.C31 


Gene No. 


46285 








Strand 




Start 


137 








End 


350 


Name 


OJ990505 01. 


9924. 


C31.01 


.tm 


Method 


TBLASTX: Maize 


Start 


93 








End 


342 


GI 


none 








Score 


62 


Exons 


93. .143, 94. 


.141, 


216. .: 


341, 232.. 342 





22491 




Seq. No. 


22203 




Seq. ID 


OJ990505_01.9924.C31 


Gene No. 


yl coo C 




otrana 




Start 


137 




End 


350 


Name- 


OJ990505 01 


.9924.C31.ol.gs 


Method 


GENSCAN 


Start 


137 




End 


350 


GI 


none 




Score 


.99 


Exons 


137. .350 








Seq. No. 


22204 




Seq. ID 


OJ990505_01.9924.C34 


Gene No. 


46286 




Strand 




Start 


1 




End 


245 


Name 


OJ990505 01 


.9924.C34.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


245 


GI 


6069670 




Score 


166 


Exons 


1..176, 212 


. .245 






GI Descrip. 


(AP000616) 


ESTs C73538 (E4487) ,AU078663(E4437) correspond to a 




region of the predicted gene. 


; similar 


to DWARF3 (U32579) [Or 




sativa] 








Seq. No. 


22204 




Seq. ID 


OJ990505_01.9924.C34 


bene no. 


46286 




Strand 




Start 


1 




End 




Name 


OJ990505 01 


.9924.C34.ol.gs 


Method 


GENSCAN 


Start 


70 




End 


123 


GI 


none 




Score 


.48 


Exons 


70. .123 








Seq. No. 


22205 




Seq. ID 


OJ990505_01.9924.C36 


Gene No. 


46287 




Strand 




ot ar t 


1 




End 


556 


Name 


OJ990505 01 


.9924.C36.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


556 


GI 


6721512 




Score 


56 


Exons 


1..23, 428. 


.556 






GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


22206 




Seq. ID 


OJ990415_08.9922.C2 


bene no . 


46288 




Strand 


+ 


Start 


367 




End 


440 


Name 


OJ990415 08 


.9922.C2.ol.gs 


Method 


GENSCAN 


Start 


367 




End 


440 


GI 


none 




Score 


.76 


Exons 


367. .440 








Seq. No. 


22206 




Seq. ID 


OJ990415 08. 9922. C2 


Gene No . 


46289 




Strand 


+ 


Start 


1015 




End 


3590 


Name 


OJ990415 08 


.9922.C2.o2.gs 


Method 


GENSCAN 


Start 


1015 




End 


3590 


GI 


none 




Score 


.55 


Exons 


1015. .1148, 


1268. .1377, 2254. 


.2324, 3205.. 3325, 3423.. 3590 


Seq. No. 


22207 




Seq. ID 


OJ990415_08.9922.C3 


Gene No. 


46290 




Strand 


+ 


Start 


540 




End 


1100 


Name 


OJ990415 08 


.9922.C3.ol.gs . 


Method 


GENSCAN 


Start 


540 




End 


1100 



22492 



GI 


none 




Score 


.6 




Exons 


540. .722, 742. .1100 










Seq. No. 


22208 




Seq. ID 


OJ990415_ 


_08. 9922.04 


Gene No. 


46291 




Strand 


+ 




Start 


67 




End 


1164 




Name 


OJ990415 08.9922.C4.ol. 


gs 


Method 


GENSOAN 




Start 


67 




^ End 


1164 




GI 


none 




Score 


.81 




Exons 


67. .295, 302. .469, 822. 


.882, 


1047. .1164 




Seq. No. 


22208 




Seq. ID 


OJ990415_ 


08. 9922.04 


Gene No . 


/ ^ o n o 




Strand 






Start 


1429 




End 


3203 




Name 


OJ990415 08. 9922. 04. o2. 


gs 


Method 


GENSOAN 




Start 


1429 




End 


3203 




GI 


none 




Score 


.72 




Exons 


1429. .1496, 1501. .1692, 


1916 


..1991, 2340. .2489, 


3150. .3203 


Seq. No. 


22209 




Seq. ID 


oj y yu4 lb 


_08.9922.O5 


Gene No. 


X ^ o n o 




Strand 






Start 


952 




End 






Name 


OJ990415 08. 9922. 05. ol. 


gs 


Method 


GENSOAN 




Start 


952 




bna 


1039 




3 GI 


none 




Score 


.43 




2 Exons 

F= 


952. .1039 










i| ^ Seq. No. 


22210 




Seq. ID 


OJ990415_ 


08.9922.06 


~ Gene No . 






Strand 


+ 




-J Start 


757 




End 


1362 




y Name 


OJ990415 08. 9922. 06.01. 


gs 


Method 


GENSOAN 




:i Start 


757 




End 


1362 




if GI 


none 




Score 


.51 




Exons 


757. .968, 1329. .1362 










... 

'■^^ Seq. No. 


22210 




Seq. ID 


OJ990415_ 


_08. 9922.06 


•4 Gene No. 


4 6295 




Strand 






^= Start 


1093 




End 


3383 




1 Name 


OJ990415 08. 9922. 06.01. 


gp 


Method 


AAT/GAP 




Z start 


1093 




End 


3383 




i GI 


none 




Score 


849 




■ Exons 


1093.. 1501, 3313.. 3383 










Seq. No. 


22210 




Seq. ID 


OJ990415_ 


_08. 9922.06 


Gene No. 


46296 




Strand 






Start 


3305 




End 


4887 




Name 


OJ990415 08. 9922. 06. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


981 




End 


1371 




GI 


none 




Score 


34 




Exons 


981.. 1016, 981.. 1019, 1096.. 


1155, 1097. 


.1156, 1101. .1160, 




1108. .1167, 1110. .1169, 


1119 


. .1223, 1162. . 1179, 


1174. .1242 




1176. .1211, 1178. .1246, 


1207 


. .1248, 1211. . 1258, 


1212. .1259 




1213.. 1260, 1276.. 1317, 


1278 


..1316, 1288. .1317, 


1334. .1369 




1335.. 1370, 1335.. 1370, 


1336 


. .1371 






Seq. No. 


22210 




Seq. ID 


OJ990415_ 


08. 9922.06 


Gene No. 


46296 




Strand 







22493 



start 


3305 










End 


4887 






Name 


OJ990415 08 


.9922. 


C6.01. 


tm 


Method TBLASTX: 


Maize 




Start 


1110 










End 


4887 






GI 


none 










Score 


53 






Exons 


1110. 


.1145, 


1119. 


.1142, 


1137. 


.1178, 


1138. .1179, 


1144 . 


.1179, 




1172. 


.1213, 


1174. 


.1212, 


1176. 


.1217, 


1211. .1255, 


1212. 


.1259, 




1213. 


.1260, 


1250. 


.1363, 


1251. 


.1361, 


1288. .1362, 


1343. 


.1438, 




1346. 


.1438, 


1360. 


.1443, 


1360. 


.1440, 


1435. .1503, 


1445. 


.1504, 




1464. 


.1544, 


3275. 


.3592, 


3313. 


.3591, 


3587. .3706, 


3592. 


.3714, 




3701. 


.4408, 


3704. 


.3808, 


3705. 


.4427, 


3709. .4428, 


3760. 


.4434, 




4163. 


.4213, 


4199. 


.4465, 


4256. 


.4399, 


4266. .4400, 


4433. 


.4495, 




4454. 


.4495, 


4630. 


.4875, 


4630. 


.4872, 


4669. .4836, 


4703. 


.4831, 




4864. 


.4887 

















Seq. No. 


22210 




Seq. ID 


OJ990415_08.9922.C6 


Gene No. 


46296 




Strand 




Start 


3305 




End 


4887 


Name 


OJ990415 08 


.9922.C6.o2.gs 


Method 


GENSCAN 


Start 


3305 




End 


4854 


GI 


none 




Score 


.73 


Exons 


3305. .4495, 


.4633. .4854 






Seq. No. 


22210 




Seq. ID 


OJ990415_08.9922.C6 


Gene No. 


46296 




Strand 




Start 


3305 




End 


4887 


Name 


OJ990415 08 


.9922.C6.ol.np 


Method 


AAT/NAP 


Start 


3308 




End , 


4854 


GI 


6648193 




Score 


1086 


Exons 


3308. .4495, 


4633. .4854 






GI Descrip. 


(AC013483) 


putative RNA-binding protein [Arabidopsis thaliana] 



Seq. No. 22210 
Gene No. 46296 
Start 3305 

Name OJ9904 15_08 . 9922 . C6 . ol . tc 

Start 3443 
GI none 

Exons 3443.. 3547, 3570.. 3602, 3929. 

4283. .4399, 4454. .4495, 4473. 
4636. .4848, 4693.. 4848 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4027, 4124 
.4496, 4630 



OJ990415 08. 9922. C6 



4887 

TBLASTX: Cress 
4848 
284 

4408, 4125. .4418, 
4848, 4631. .4831, 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



22210 
46296 
3305 

OJ990415_08 . 9922 .C6.01 . ts 

3534 

none 



Seq. ID OJ990415_08. 9922.C6 
Strand 

End 4887 

Method TBLASTX : Soybean 

End 48 60 

Score 35 



3534. .3587, 3630. .3656, 3704. .3925, 3766. .3873, 3899. .3973, 

3900. .3956, 3953. .3973, 3977. .4144, 4023. .4142, 4145. .4408, 

4149,-4424, 4226. .4399, 4460. .4495, 4460. .4495, 4630. .4860, 

4631. .4831, 4636. .4860, 4666. .4836, 4703. .4831 



Seq. No. 
Gene No. 
Start 
Name 
Start 



22210 
46296 
3305 

OJ990415 
3935 



08. 9922.C6.o2.gp 



Seq. ID 

Strand 

End 

Method 
End 



OJ990415_08.9922.G6. 

4887 

AAT/GAP 

4369 



22494 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osflcyp005fl2bl Score 870 

3935. .4369 

•4938503/emb|CAB43861.1| 3.0e-39 (AL078465) hnRNP-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990415_08.9922.C6 
Strand 

End 4887 

Method AAT/GAP 

End 4 879 

Score 555 



22210 
46296 
3305 

OJ990415_08. 9922.C6.o3.gp 
4418 

7691_1.R1084 
4418. .4495, 4633. .4879 

M938503/emb|CAB43861.1| 8.0e-27 (AL078465) hnRNP-like protein 
[Arabidopsis thaliana] * 



22211 
46297 
1 

OJ9904 15_08 . 9922 . C7 . ol .gp 
1 

none 
1. .86 



Seq. ID OJ990415_08.9922.C7 

Strand 

End 8 6 

Method AAT/GAP 

End 86 

Score 172 



Seq. No. * 22211 

Gene No. 4 6298 

Start 1174 

Name OJ990415_08 . 9922.C7 .ol.np 

Start 1174 

GI 6721547 

Exons 1174.. 1281 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990415_08.9922.C7 

Strand - 

End 1281 ' 

Method AAT/NAP 

End 1281 

Score 99 



Seq. No. 


22211 


Seq. ID 


OJ990415_08 


.9922. 


C7 


Gene No. 


46299 


Strand 








Start 


3572 


End 


7309 






Name 


OJ990415 08.9922.C7.o2.gs 


Method 


GENSCAN 






Start 


3572 


End 


7309 






GI 


none 


Score 


.7 






Exons 


3572. .3771, 5080.. 5160, 6817. .6873, 7262. .7309 






Seq. No. 


22212 


Seq. ID 


OJ990415_08 


.9922. 


C8 


Gene No. 


46300 


Strand 


+ 






Start 


710 


End 


3694 






Name 


OJ990415' 08. 9922.C8.ol.np 


Method 


AAT/NAP 






Start 


710 


End 


3694 






GI 


81286 


Score 


153 






Exons 


710.. 1276, 3462.. 3694 










GI Descrip. 


extensin - Volvox carteri 


(fragment) gi | 21992 | emb | 


CAA4 62 


83 




(X65165) extensin [Volvox 


carteri] 








Seq. No. 


22212 . 


Seq. ID 


OJ990415_08 


.9922. 


C8 


Gene No. 


46301 


Strand 


+ 






Start 


3793 


End 


4551 






Name 


OJ990415 08. 9922.C8.o2.gs 


Method 


GENSCAN 






Start 


3793 


End 


4551 






GI 


none 


Score 


.99 






Exons 


3793. .3859, 3944. .4551 











22495 



beq. NO. 


00919 
£.£.£. LC. 


oeq. L\j 




Gene No. 


4 6302 


Strand 




Start 


772 


End 


2950 


Name 


OJ990415 08.9922.C8.ol.gs 


Method 


GENSCAN 


Start 


772 


End 


2950 


GI 


none 


Score 


.96 


Exons 


772.. 1274, 2902.. 2950 






Seq. No. 


22213 


Seq. ID 


OJ990415 


Gene No. 


46303 


Strand 


+ 


Start 


1 


End 


1893 


Name 


OJ990415 08.9922.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1893 


GI 


4056454 


Score 


78 


Exons 


1..194, 769. .939, 1800. .1893 






GI Descrip. 


(AC005990) Contains repeated 


region with simila 



extensin (atExtl) gene from Arabidopsis thaliana. ESTs 
gb|Z34165 and gb|Z18788 come from this gene. [Arabidopsis 
thaliana] 



Seq. No, 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


46304 








Strand 


+ 


Start 


6767 








End 


8183 


Name 


OJ990415 08 


.9922. 


C10.O2 


.gs 


Method 


GENSCAN 


Start 


6767 








End 


8183 




none 








Score 


. 4 / 


Exons 


6767. .6856, 


6962. 


.7072, 


7965. 


.8183 




Seq. No. 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


46305 








Strand 




Start 


600 








End 


4534 


Name 


OJ990415 08 


.9922. 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


600.^- 








End 


4534 


GI 


none 








Score 


.83 


Exons 


600. .1238, 


1339. . 


2511, 


2606. . 


2675, 276^ 


..2907, 3525.-3672, 




4366. ,4534 












Seq. No. 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


46306 








Strand 




Start 


7070 








End 


9212 


Name 


OJ990415 08 


,9922, 


ClO.o'2 


. ts 


Method 


TBLASTX : Soybean 


Start 


1062 








End 


1488 


GI 


none 








Score 


107 


Exons 


1062. .1235, 


1345. 


.1488 








Seq. No. 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


46306 








Strand 




Start 


7070 








End 


9212 


Name 


OJ990415 08 


.9922. 


C10.O3 


, tm 


Method 


TBLASTX: Maize 


Start 


1092 








End 


1491 


GI 


none 








Score 


134. 


Exons 


1092. ,1244, 


1093. 


,1239, 


1342. 


.1491 




Seq. No. 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


46306 








Strand 




Start 


7070 








End 


9212 



22496 



0 # 



Name 


OJ990415 08 


.9922. CIO. o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2272 








End 


2841 


GI 


none 








Score 


47 


Exons 


2272. .2313, 


2272 


. .2313, 


2309. 


.2431, 2317. .2448, 2458. .2514, 




' 2474. .2512, 


2606 


. .2689, 


2606. 


.2668, 2749.. 2823, 2763.. 2840, 




2767. .2841 . 












Seq. No. 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


46306 








Strand 


- 


btart • 


/U / U 








End 


9212 


Name 


OJ990415 08 


.9922 


.C10.O3 


. np 


Method 


AAT/NAP 


Start 


7070 








End 


9212 


GI 


4678362 








Score 


"3 10 

olo 


Exons 


7070.-. 7116, 


8001 


. .8089, 


8750. 


.9212 




GI Descrip. 


{AL049659) 


protein kinase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


4dJ0o 








Strand 


- 


Start 


7070 








End 


9212 


Name 


OJ990415 08 


. 9922 


.C10.o3 


.gs 


Method 


GENSCAN 


Start 


8736 








End 


91ol 


GI 


none 








Score 


1 


Exons 


8736. .9131 












Seq. No. 


22214 








Seq. ID 


pJ990415_08. 9922. CIO 


Gene No. 


46306 








Strand 


- 


Start 


7070 








End 


9212 


Name 


OJ990415 08 


. 9922 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


8757 








End 




GI 


none 








Score 


175 


Exons 


8757. .9128, 


8872 


. . 9129 








Seq. No. 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


4 6306 








Strand 


- 


Start 


7070 








End 


9212 


Name 


OJ990415 08 




. k^l u . 0 1 


. L.S 


Me cnoa 


TBLASTX: Soybean 


Start 


8757 








End 




GI 


none 








Score 


302 


Exons 


8757. .9128, 


8776 


. .9126 








Seq. No. 


22214 








Seq. ID 


OJ990415_08. 9922. CIO 


Gene No. 


46306 








Strand 


- 


Start 


7070 








End 


9212 


Name 


OJ990415 08 


.9922 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8757 








End 


9126 


GI 


none 








Score 


466 


Exons 


8757. .9125, 


8773 


. .9126 








Seq. No. 


22215 








Seq. ID 


OJ990415_08. 9922.C11 


Gene No . 


46307 








Strand 


+ 


Start . 


'5347 








End, 


6566 


Name 


OJ990415 08 


.9922 


.C11.03 


.gs 


Method 


GENSCAN 


Start 


5347 








End 


6566 


GI 


none 








Score 


.97 


Exons 


53'47-.-.5692, 


6358 


. .6566 








Seq. No. 


22215 








Seq. ID 


OJ990415_08.9922.C11 



22497 



Gene No. 


46308 




Strand 


+ 






Start 


1 Q Q T Q 

ioo to 




End 


24296 






Name 


OJ990415 08.9922.C11 


.o7 .gs 


Method 


GENSCAN 






Start 


18878 




End 


24296 






GI 


none 




Score 


.63 






Exons 


18878. .18931, 19275. 


.19538, 


20599. .20772, 21777. 


. .22320, 






22922. .23087, 23174. 


.23332, 


23729. .24296 






Seq. No. 


22215 




Seq. ID 


OJ990415_ 


_08.9922 


.Cll 


Gene No. 


46308 




Strand 


+ 






Start 


18878 




End 


24296 






Naitie 


nTQQfl^l'^ nft QQ99 PIT 


• o5 • np 


Method 


AAT/NAP 






Start 


19312 




End 


24293 






GI 


4938502 




Score 


843 






Exons 


19312. .19581, 20599. 


.20745, 


21804. .22320, 22922, 


. .23087, 






23174. .23332, 23729. 


.23894, 


23988. .24293 






GI Descrip. 


(AL078465) putative ; 


protein 


[Arabidopsis thaliana] 




Seq. No. 


22215 




Seq. ID 


OJ990415_ 


08.9922 


.Cll 


Gene No. 






Strand 


+ 






Start 


18878 




End 


24296 






Name 


OJ990415 08.9922.011 


. o3 . gp 


Method 


AAT/GAP 






Start 


19444 




End 


22053 






GI 


none 




Score 


1003 






Exons 


19444. .19538, 20599. 


.20773, 


21777. .22053, 






Seq. No- 


22215 




Seq. ID 


OJ990415_ 


08.9922 


.Cll 


Gene No . 






Strand 


+ 






Start 


24334 




End 


24623 






Name 


OJ990415 08.9922.C11 


. o4 . gp 


Method 


AAT/GAP 






Start 


24334 




End 


24623 






GI 


3107123 




Score 


458 






Exons 


24334. .24623 












Seq. No. 


22215 




Seq. ID 


OJ990415_ 


08.9922 


.Cll 


Gene No. 


46310 




Strand 








o uarr. 


1 




End 


^917 






Name 


■ OJ990415 .08.9922.C11 


.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


818 






GI 


4678362 




Score 


434 






Exons 


1..93, 320. .818 












GI Descrip. 


(AL049659) protein kinase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


22215 




Seq. ID 


OJ990415_ 


_08.9922 


.Cll 


Gene No . 


46310 




Strand 








Start 


1 




End 


917 






Name 


OJ990415 08.9922.C11 


. ol . gs 


Method 


GENSCAN 






Start 


324 




End 


917 






GI 


none 




Score 


.45 






Exons 


324. .917 












Seq. No. 


22215 




Seq. ID 


OJ990415_ 


08.9922 


.Cll 


Gene No. 


46311 




Strand 








Start 


1178 




End 


2070 






Name 


OJ990415 08.9922.C11 


. o2.gs 


Method 


GENSCAN 






Start 


1178 




End 


2070 






GI 


none 




Score 


.92 







22498 



Exons 



1178.. 1324, 2005.. 2070 



Seq. No. 22215. Seq. ID 

Gene No. 46312 Strand 

Start 2481 End 

Name OJ990415_08 . 9922 .Cll .ol .gp Method 

Start 2481 -'"^ • End 

GI none Score 

Exons 2481.. 3159 



OJ990415_08. 9922. Cll 

5894 
AAT/GAP 
3159 
1298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22215 Seq. ID 

46312 Strand 
24 81 End 
OJ990415_08. 9922. Cll. o2.np Method 
.2633 End 
"'3094014 Score 
2633. .2723, 4090. .4198, 5321. .5424, 
(AF060862) unknown [Homo sapiens] 



OJ990415_08. 9922. Cll 

5894 
AAT/NAP 
5894 
210 
5838. .5894 



22215 Seq. ID 

46312 Strand 

2481 End 
OJ990415_08 . 9922 . Cll . o2 . gp Method 

3750 - End 

none Score 
3750.. 4211 



OJ990415_08. 9922. Cll 

5894 
AAT/GAP 
4211 
885 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22215 
46313 
9918 

OJ990415_08. 9922. Cll. o3.np 
9918 
6539581 
9918. .9970, 



OJ990415 08. 9922. Cll 



Seq. ID 
Strand 

End 14513 
Method AAT/NAP 
End 13564 
Score • 471 
12265. .13288, 13361.. 13564 
(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



BAG 



22215 
46313 
9918 

OJ9904 15_08 . 9922 . Cll . o4 . np 
9977 
6862929 

9977.. 10088, 122 60 .. 12967, 13010.. 13201 
(AC018907) unknown protein [Arabidopsis thaliana] 



Seq. ID 

.Strand 

End 

Method 

End 

Score 



OJ990415 08. 9922. Cll 



14513 
AAT/NAP 
13201 
283 



22215 
46313 
9918 

OJ990415_08. 9922. Cll. o5.gs 

12223 

none 

12223. .12967, 13045 .. 13319, 
14396. .14513 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_08. 9922. Cll 

14513 
GENSCAN 
14513 
.66 



13419. .13499, 13738 .. 13994 , 



Seq. No. 
Gene No. 



22215 
46314 



Seq. ID 
Strand 



OJ990415 08. 9922, Cll 



22499 



start 
Name 
Start 
GI 

Exons 



25098 End 

OJ990415_08 . 9922 . Cll . 08 . gs Method 

25098 End 

none Score 
25098,-26732 



m 



26908 
GENSCAN 
26732 
.82 



Seq. No. 22215 
Gene No. 46314 
Start 25098 

Name OJ990415_08 . 9922 .Cll . 06 . np 

Start 25101 
GI 4585920 
Exons 25101. .26346 

GI Descrip. (AC007211) putative SCARECROW gene regulator [Arabidopsis 
thaliana] gi | 6644392 | gb IAAF21044 . 1 | AF210732_1 (AF210732) 
scarecrow-like 21 [Arabidopsis thaliana] 



Seq. ID OJ990415_08. 9922. Cll 
Strand 

End 26908 

Method AAT/NAP 

End 26346 

Score 1205 



Seq. No. 


22215 




Seq. ID 


OJ990415_08 .9922 


. Cll 


Gene No. 


46314 




Strand 






Start 


25098 




End 


26908 




Name 


OJ990415 08. 9922. Cll 


. o5 . gp 


Method 


AAT/GAP 




Start 


. 26329 




End 


26908 




GI 


none 




Score 


992 




Exons 


26329. .26908 










Seq. No. 


22215 




Seq. ID 


OJ990415 08.9922 


. Cll 


Gene No. 


46315 




Strand 






Start 


27466 




End 


27736 




Name 


OJ990415 08. 9922. Cll 


.o2.ts 


Method 


TBLASTX ; Soybean 




Start 


322 




End 


773 




GI 


none 




Score 


166 




Exons 


322. .570, 327. .635, 


639. .773, 


682. .771 






Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No. 


46315 




Strand 






Start 


27466 




End 


27736 




Name 


OJ990415 08. 9922. Cll 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


322 




End 


773 




GI 


none 




Score 


166 




Exons 


322. .570, 327. .635, 


639. .773, 


682. .771 






Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No. 


46315 




Strand 






Start 


27466 




End 


27736 




Name 


OJ990415 08. 9922. Cll 


.o4 .tc 


Method 


TBLASTX: Cress 




Start 


348 




End 


638 




GI 


none 




Score 


100 




Exons 


348. .638, 361. .549 










Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No. 


4 6315 




Strand 






Start 


27466 




-End 


27736 




Name 


OJ990415 08. 9922. Cll 


.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


12229 




End 


12648 




GI 


none 




Score 


103 




Exons 


12229. .12648, 12359. 


.12604 









22500 



Seq. No. 


22215 








Seq. ID 


OJ990415_08.9922 


.Cll 


bene no. 


46315 








b crana 






Start 


27466 








End 


27736 




Name 


OJ990415 08.9922.C11 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12325 








End 


12705 




GI 


none 








Score 


154 




Exons 


12325. 


.12618, 


12325. 


.12705 








Seq. No. 


22215 








Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No. 


46315 








Strand 






Start 


27466 








End 


27736 




Name 


OJ990415 08.9922.C11 


.o7 . tm 


Method 


TBLASTX: Maize 




btart 


19166 








End 


20701 




GI 


none 








Score 


39 




Exons 


19166. 


.19189, 


19166. 


.19201, 


19284. .19373, 19285 .. 19326, 






19286. 


.19381, 


19287. 


.19382, 


19361. .19534, 19419 .. 19553, 






19439. 


.19525, 


20597. 


.20677, 


20598. .20675, 20598 .. 20678 , 






20599. 


.20676, 


20672. 


.20701 








Seq. No. 


22215 








Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No, 


46315 








Strand 






Start 


27466 








End 


27736 




Name 


OJ990415 08.9922.C11 


. o8 . tm 


, Method 


TBLASTX :.M'aize 




Start 


20706 








"'End 


22341 




GI 


none 








Score 


88 




Exons 


20706. 


.20756, 


20710. 


.20772, 


21763. .22053, 21773 .. 22057 , 






21777. 


.22061, 


21806. 


.22060, 


22239. .22310, 22239 .. 22310, 






22240. 


.22341, 


22241. 


.22318 








Seq. No. 


22215 








Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No. 


46315 








Strand 






Start 


27466 








End 


27736 




Name 


OJ990415 08.9922.C11 


. 0± . uW 


Method 


TBLASTX: Wheat 




Start 


21918 








End 


23786 




GI 


none 








Score 


305 




Exons 


21918. 


.22190, 


21919. 


.22194, 


21920. .22195, 21920 .. 22216, 






21921. 


.22217, 


22197. 


.22226, 


23270. .23329, 2327 1 23333, 






23727. 


.23786 












Seq. No. 


22215 








Seq. ID 


OJ990415_08. 9922 


.Cll 


Gene No. 


46315 








Strand 






Start 


27466 








End 


27736 




Name 


OJ990415 08.9922.C11 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


22046 








End 


23846 




GI 


none 








Score 


359 




Exons 


22046. 


.22216, 


22047. 


.22283, 


22062. .22265, 23247 .. 23333, 






23249. 


.23332, 


23727. 


.23786, 


23769. .23846 




Seq. No. 


22215 








Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No. 


46315 








Strand 






Start 


. 27466 








End 


27736 




Name 


OJ990415 08.9922.C11 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


22056 








End 


23864 




GI 


none 








Score 


83 




Exons 


22056. 


.22232, 


22057. 


.22164, 


22059. .22253, 23270 .. 23332 , 






23271. 


.23333, 


23727. 


.23786, 


23817. .23864 





22501 




Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No. 


46315 




Strand 






Start 


27466 




End 


27736 




Name 


OJ990415_08.9922.C11 


. ol . tm 


Method 


TBLASTX: Maize 




start 


ZZKJOL 




End 


24324 




GI 


none 




Score 


160 




Exons 


22061. .22174, 22062. 


.22181, 


22161. .22238, 22936 .. 23043, 






22952. .23068, 23171. 


.23332, 


23172. .23333, 23172 .. 23333, 






23692. .23952, 23727. 


.24317, 


23729. .24316, 23870 .. 24322, 






23974. .24324 










Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No . 






Strand 






Start 


27466 




End 


27736 




Name 


OJ990415 08.9922.C11 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


25089 




End 


25667 




GI 


none 




Score 


143 




Exons 


25089. .25667, 25210. 


.25362, 


25450.. 25641 




Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


vjene wo . 






Strand 






Start 


27466 




End 


27736 




Name 


OJ990415 08.9922.C11 


. o6 . tm 


Method 


TBLASTX: Maize 




Start 


. 25092 




End 


25280 




GI 


none 




Score 


234 




Exons 


25092. .25280, 25098. 


.25280 








Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No. 


46315 




Strand 






o rarr 


on A (^ei 

Z / 4 D t) 




End 


27736 




Name 


OJ990415 08.9922.C11 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


25095 




End 


26400 




GI 


none 




Score 


143 




Exons 


25095. .26222, 25225. 


.25362, 


25395. .25700, 25456 .. 26223, 






26299. .26400 










Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No . 






Strand 






Start 


27466 




End 


27736 




Name 


OJ990415 08.9922.C11 


. o3 . tw 


Method 


•TBLASTX: Wheat 




Start 


25188 




End 


25370 




GI 


none 




Score 


168 




Exons 


25188. .25355, 25188. 


.25370, 


25210. .25362 




Seq. No. 


22215 




Seq. ID 


OJ990415_08.9922 


.Cll 


Gene No . 


4 D J 13 




Strand 






Start 


27466 . 




End 


27736 




Name 


OJ990415 08.9922.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


25281 




End 


26216 




GI 


none 




Score 


92 




Exons 


25281. .26216, 25428. 


.25628, 


25450. .25638, 25873. .26211 




Seq. No. 


22215 




Seq. ID 


OJ990415_08. 9922 


.Cll 


Gene No. 


46315 




Strand 






Start 


27466 




End 


27736 




Name 


OJ990415 08.9922.C11 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


25437 




End 


25838 





22502 




GI 


none 


Score 


171 


Exons 


25437. .25838, 25462 .. 25644, 


25756. .25821 


Seq. No. 


22215 


Seq. ID 


OJ990415_08.9922.C11 


Gene No. 


46315 


Strand 




Start 


27466 


End 


27736 


Name 


OJ990415 08.9922.Cll.o2.tc 


Method 


TBLASTX: Cress 


Start 


25815 


End 


26216 


GI 


none 


Score 


190 


Exons 


25815. .26012, 25815 26021, 


25816. .26.019, 26022 .. 26216, 




26026. .26148, 26073.. 26201 






Seq. No. 


22215 


Seq. ID 


OJ990415_08. 9922.C11 


Gene No. 


46315 


Strand 




Start 


27466 


End 


27736 


Name 


OJ9y041o Uo , y yzz . Cll . o4 , tm 


Method 


TBLASTX: Maize 


Start 


26219 


End 


26745 


GI 


none 


Score 


80 


Exons 


26219. .26302, 26220 26306, 


26221. .26307, 26304 .. 26372 , 




26305. .26373, 26373 26423, 


26400. .26561, 26401 .. 26559, 




26590. .26742, 26592 26738 , 


26629. .26745 


Seq. No. 


22215 


Seq. ID 


OJ990415_08.9922.C11 


[1 Gene No. 


46315 


Strand 




.3 Start 


27466 


End 


27736 


=r=s Name 


OJ990415 08.9922.Cll.o9.gs 


Method 


GENSCAN 


\\\ Start 


27466 


End 


27736 


= y GI 


none 


Score 


.9 


--r} Exons 


27466. .27471, 27476. .27736 






Seq. No. 


22216 


Seq. ID 


OJ990415_08.9922.C12 


=ia Gene No. 


46316 


Strand 


+ 


Start 


82 


End 


177 


:_. Name 


OJ990415 08.9922.C12.ol.gs 


Method 


GENSCAN 


Start 


82 


End 


177 


^1 GI 


none 


Score 


.83 


=^ Exons 


82. .177 






\t Seq. No. 


22216 


Seq. ID 


OJ990415_08.9922.C12 


Gene No. 


46317 


Strand 




•iJ Start 


772 


End 


859 


Name 


OJ990415 08.9922.C12.ol.gp 


Method 


AAT/GAP 


Start 


772 


End 


859 


GI 


5867 1.R1084 


Score 


117 


Exons 


772. .859 






GI Descrip. 


'464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN 


-PROTEIN LIGASE 9) (UBIQUITIN 




CARRIER PROTEIN 9) (UBCAT4B) 


>gi 421857 pir S32674 




ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 




thaliana >gi 297884 emb CAA78714 {Z14990) ubiquitin conjug< 




enzyme homolog [Arabidopsis 


thaliana] 


>gi 349211 (L00639)' 




ubiquitin conjugating enzyme 


[Arabidopsis ' 


Seq. No. 


22217 


Seq. ID 


OJ990415_08. 9922.C14 


Gene No. 


46318 


Strand 


+ 


Start 


156 


End 


7145 


Name 


OJ990415 08.9922.C14.ol.gs 


Method 


GENSCAN 



22503 



start 
GI 

Exons 



156 End - 7145 

none Score . 67 

156.. 205, 232.. 321, 1058.. 1235, 1814.. 2240, 2554.. 2664, 

3166. .3206, 3240. .3539, 3630. .3847, 3975. .4068, 4090. .4163, 

5175. .5480, 5609. .5753, 6571. .6632, 6825. .6904, 7029. .7145 



Seq. No. 22217 Seq. ID 

Gene No. 4 6318 Strand 

Start 156 End 

Name OJ990415_08 . 9922 . 014 . ol . np Method 

Start 4015 End 

GI 4755187 Score 

Exons 4015.. 4163, 5551.. 5575 

GI Descrip. (AC007018) hypothetical protein [Arabidopsis thaliana] 



OJ990415_08. 9922.C14 
+ 

7145 
AAT/NAP 
5575 
49 



Seq. No. 22218 Seq. ID 

Gene No. 4 6319 Strand 

Start 532 End 

Name OJ9904 15_08 . 9922 . C15 . ol . gs Method 

Start 532 End 

GI none Score 

Exons 532.. 614, 1377.. 1638 



OJ990415_08. 9922.C15 
+ 

1638 
GENSCAN 
1638 
.45 



Seq. No. 22219 ' Seq. ID 

Gene No. 4 6320 Strand 

Start 454 End 

Name OJ9904 15_08 . 9922 . C16 . ol . gs Method 

Start 454 End 

GI none Score 

Exons 454.. 485, 600.. 709, 1022.. 1123 



OJ990415_08. 9922.C16 

1123 
GENSCAN 
1123 
.45 



Seq. No. 22220 Seq. ID 

Gene No. 4 6321 Strand 

Start 2203 End 

Name OJ9904 15_08 . 9922 . C17 . ol . gs Method 

Start 2203 End 

GI none Score 

Exons 2203.. 2257, 2572.. 2609 



OJ990415_08 . 9922 . C17 
+ 

2609 
GENSCAN 
2609 
'.45 



Seq. No. 
Gene No. 
Start, . 
Name 
Start 
GI 

Exons 

GI Descrip. 



22220 
46322 
4439 

OJ990415_08.9922.C17.ol.np 

4117 

4755187 



Seq. ID OJ990415_08.9922.C17 



Strand 
End 

Method 

End 

Score 



+ 

7971 
AAT/NAP 
6780 
329 



4117. .4175, 5894. .6238, 6337. .6513, 6607. .6780 
{AO007018) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 22220 

Gene No. . 4 6322 

Start 4439 

Name OJ990415_08 . 9922 . 017 . o2 . gs 

Start 4439 

GI none 

Exons 4439.. 4446, 5498. .5617, 5939. 

7612. .7694, 7804. .7870, 7950. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6126, 6339 
.7971 



OJ990415_08. 9922.017 
+ 

7971 
GENSCAN 
7971 
.61 

6540, 6607.. 6780, 



22504 




Seq. No. 


22220 








Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


46323 








Strand 


+ 




O Lair L 


26617 








End 


27120 




Name 


OJ990415 08. 


9922 


.C17.04. 


np 


Method 


AAT/NAP 




Start 


26617 








End 


27120 




GI 


6721512 








Score 


210 




Exons 


26617. .26731 


., 26759.-26893, 


26933.-26969, 27082.. 27120 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


zzzzU 








Seq. ID 


OJ990415 08.9922 


.017 


Gene No. 


46324 








Strand 


- 




Start 


9600 








End 


12667 




Name 


OJ990415 08. 


9922 


. L-i / . Oi . 


gp 


Method 






Start 


9211 








End 


10315 




GI 


none 








Score 


1716 




Exons 


9211. .9690, 


9786 


. . iUlDD, 


10284. .10315 






Seq. No. 


22220 








Seq- ID 


OJ990415_08.9922 


.C17 


Gene No. 


' 46324 








Strand 


- 




o tar L 


9600 








End 


12667 




Name 


OJ990415 08. 


9922 


.C17.03. 


gs 


Method 


GENSCAN 




Start 


9600 








End 


12667 




GI 


none 








Score 


.58 




Exons 


9600. .9690, 


9939 


. 1 U 1 D 0 , 


10305. .10599, 


10789. .10973, 






12404. .12667 












Seq. No. 


22220 








Seq- ID 


OJ990415_08.9922 


.C17 


Gene No. 


46325 








Strand 






O -1- -4 v~4- 

otarr 


18785 








End 


27490 




Name 


OJ990415 08. 


9922 


. CI / . 04 . 


ts 


Method 


TBLASTX : Soybean 




Start 


5928 








End 


6778 




GI 


none 








Score 


79 




Exons 


5928. .6047, 


6442 


c c: 1 O 


6443 


-.6511, 6604. .6768, 6604. .6768, 




6611. .6778, 


6620 


. . D / / 0 










Seq. No. 


22220 








Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


46325 








Strand 






Start 


18785 








End 


27490 




Name 


OJ990415 08. 


9922 


oil « "a 
. C17 . o3 , 


tm 


Method , 


TBLASTX: Maize 




Start 


6439 








End 


6778 




GI 


none 








Score 


86 




Exons 


6439. .6513, 


6440 


. . 6511, 


6611 


..6778, 6613. .6768, 6620. .6769 


Seq. No. 


22220 








Seq. ID 


OJ990415_08.9922 


.C17 


Gene No , 


46325 








Strand 






Start 


18785 








End 


27490 . 




Name 


OJ990415 08. 


9922 


.C17.01, 


tc 


Method 


TBLASTX: Cress 




Start 


6447 








End 


6778 




GI 


none 








Score 


83 




Exons 


6447. .6518, 


6449 


. .6511, 


6611 


.-6778, 6613. .6768 




Seq. No. 


22220 








Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


46325 








Strand 






Start 


18785 








End 


27490 




Name 


OJ990415 08. 


9922 


.C17.01. 


ts 


Method 


TBLASTX: Soybean 




Start 


9849 








End 


10157 




GI 


none 








Score 


324 





22505 




Exons 


9849. .10157, 9854. .10156 








Seq. No. 


22220 


Seq. ID 


OJ990415 


_08.9922 


Gene No. 


46325 


Strand 






Start 


18785 


End 


27490 




Name 


OJ990415 08.9922.C17.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


10293 


End 


10814 




GI 


none 


Score 


117 




Exons 


10293. .10442, 10570 10698, 


10572. . 10700, 10592 


. .10699, 




10594. .10728, 10695 .. 10805, 


10695. .10814 




Seq. No. 


22220 


Seq. ID 


OJ990415 


_08.9922 


Gene No. 


46325 


Strand 






Start 


18785 


End 


27490 




Name 


OJ990415 08.9922.C17.o3.np 


Method 


AAT/NAP 




Start 


18785 


End 


27490 




GI 


5922631 


Score 


1324 




Exons 


18785. .19491, 23424 .. 24 338 , 


24471. .24614, 24657 


. .25071, 



27322. .27490 

GI Descrip. .(AP000492) ESTs C26347 (C12145 ) , AU07807 4 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; 2ea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 I dbj IBAA85207.il .(AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful-1. (AF049110) 


[Oryza 


sativ 






Seq. No. 


22220 




Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


46325 




• Strand 






Start 


18785 




End 


27490 




Name 


OJ990415 08.9922.C17 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18798 




End 


19102 




GI 


none 




Score 


68 




Exons 


18798. .19001, 19013. 


.19102 








Seq. No. 


22220 




Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


46325 




Strand 






Start 


18785 




End 


27490' 




Name 


OJ990415 08,9922.C17 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


19093 




End 


19455 




GI 


none 




Score 


38 




Exons 


19093. .19455, 19184. 


.19219, 


19256.. 19429 




Seq. No. 


22220 




Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


46325 




Strand 






Start 


18785 




End 


27490 . 




Name 


OJ990415 08.9922.C17 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


19103 




End 


19509 




GI 


none 




Score 


242 




Exons 


19103. :19495, 19103. 


.19474, 


19105. .19509 




Seq. No. 


22220 




Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


46325 




Strand 






Start 


18785 




End 


27490 




Name 


OJ990415 08.9922.C17 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


19183 




End 


19539 




GI 


none 




Score 


128 





22506 




Exons 


19183. .19539, 19223. 


.19495, 


19483.. 19530 




Seq. No. 


22220 




Seq. ID 


OJ990415_08.9922 


.C17 


Gene No . 






C-i- Y*ar»H 
O u ITana 






Start 


18785 




sLiTLCl 


01 A QCi 

Z t H Z7U 




Name 


OJ990415 08.9922.C17 


•ol. tm 


Me t nou 


TRT BQTY 'Ma-i -7 0 




Start 


19594 






1 QQ1 9 




GI 


none 




Score 


ZKJD 




Exons 


19594. .19908, 19604. 


.19912 








Seq. No. 


22220 




Seq. ID 


OJ990415_08.9922 


.C17 


Gene No . 






Strand 






Start 


18785 




End 


27490 




Name 


OJ990415 08.9922.C17 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


19624 




End 


20033 




GI 


none 




Score 


211 




Exons 


19624. .19908, 19625. 


.19885, 


19910. .20032, 19911.. 20033 




Seq. No. 


22220 




Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


46325 




Strand 






Start 


1 O T Q C 




End 


27490 




Name 


OJ990415 08.9922.C17 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


20867 




End 


24053 




GI 


none 




Score 


60 




Exons 


20867. .20959, 23316. 


.23429, 


23361. .23450, 23362 .. 234 51, 






-23598. .23834, 23608. 


.23832, 


23871. .24053, 23872. .24042 




Seq. No. 


22220 




Seq. ID 


OJ990415_08.9922 


.C17 


Gene No. 


4 boZo 




Strand 






Start 


18785 




End 


27490 




Name 


OJ990415 08.9922.C17 


, o4 . tw 


Method 


TBLASTX: Wheat 




Start 


24687 




End 


25034 




GI 


none 




Score 


75 




Exons 


24687. .24932, 24742. 


.24915, 


24921. .25034, 24958. .25011 




Seq. No. 


22221 




Seq. ID 


OJ990415_08.9922 


.C18 


Gene No . 


46326 




Strand 


+ 




Start 


39 




End* 


3103 




Name 


OJ990415 08.9922.C18 


. ol . gs 


Method 


GENSCAN 




Start 


39 




End 


2911 




GI 


none 




Score 


.55 




Exons 


39. .73, 319. .427, 1980. .2133, 2865. .2911 




Seq. No. 


22221 




Seq. ID 


OJ990415_08. 9922 


.C18 


Gene No. 


46326 




Strand 


+ 




o uar u 


39 




End 


3103 




Name 


OJ990415 08.9922.C18 


. ol . gp 


Method 


AAT/GAP 




Start 


313 




End 


3103 




GI 


28754 1.R1084 




Score 


922 




Exons 


313. .427, 1980. .2133 


, 2865. 


.3103 






GI Descrip. 


'3935169 5.0e-12 (AC004557) 


F17L21.12 


[Arabidopsis thaliana; 


Seq. No. 


22221 




Seq. ID 


OJ990415_08.9922 


.C18 


Gene . No. 


46326 




Strand 


+ 




Start 


39 




End 


3103 




Name 


OJ990415 08.9922.C18 


. ol .np 


Method 


AAT/NAP 




Start 


1977 




End 


2908 





22507 



GI 

Exons 

GI Descrip. 

•Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3935169 Score 209 

1977.. 2133, 2865.. 2908 

(AC004557) F17L21.12 .[Arabidopsis thaliana] 



22221 
46326 
39 

OJ9904 15_08 . 9922 . C18 . ol . tm 

1979 

none 



Seq. ID OJ990415_08.9922.C18 

Strand + 

End 3103 

Method TBLASTX : Mai ze 

End 2142 

Score 180 



1979. .2134, 1979. .2131, 1980. .2132, 1981. .2142 



22222 
46327 
422 

OJ990505_02 . 9924 .CI . ol . gp 

422 

none 

422. .747 



Seq. ID OJ990505_02.9924.C1 

Strand + 

End 747 

Method AAT/GAP 

End 747 

Score 627 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22223 Seq. ID OJ990505_02 . 9924 . C2 

4 6328 Strand + 

77 End 5041 

OJ990505__02.9924.C2.oI.gp Method . AAT/GAP 

77 End 5041 

2170_1.R1084 Score 1567 

77. .124, 3656. .3745, 3864. .3952, 4425. .5041 

•136640/sp|P25866|UBC2_WHEAT 9.0e-86 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD (UBIQUITIN-PROTEIN LIGASE) (UBIQUITIN CARRIER 
PROTEIN) >gi_170785 (M62720) ubiquitin carrier protein [Triticum 
aestivum] ' 



22223 
46328 
77 

OJ990505_02 . 9924 .C2 . ol . np 
98 

136640 

98. .124, 3656. .3745, 3864. .3952, 4425. 
UBIQUITIN-CONJUGATING ENZYME E2-17 KD 
(UBIQUITIN CARRIER PROTEIN) gi 1170785 
protein [Triticum aestivum] 



Seq. ID OJ990505_02.9924.C2 



Strand 
End 

Method 

End 

Score 



+ 

5041 
AAT/NAP 
4550 
466 
.4550 

(UBIQUITIN-PROTEIN LIGASE) 
(M62720) ubiquitin carrier 



22223 
46329 
4801 

OJ990505_02.9924.C2.ol.tw 

100 

none 



Seq. ID OJ990505_02.9924.C2 
Strand 

End 9219 

Method TBLASTX : Wheat 

End 4 622 

Score 60 



100. .126, 3634. .3744, 3645. .3743, 3653. .3745, 3655. .3744, 
3856. .3948, 3860. .3952, 3865. .3948, 4419. .4622, 4422. .4553, 
4424. .4564 



Seq. No. 22223 Seq. ID, 

Gene No. 4 6329 Strand 

Start 4801 End 

Name OJ990505 02 . 9924 . C2 . 63 . ts Method 



OJ990505_02. 9924.C2 
9219 

TBLASTX: Soybean 



22508 




start 


100 








End 


4559 


GI 


none 








Score 


60 


Exons 


100. .126, .4419. . 


4556, 4424.. 


4555, 4428 


. .4559 


Seq. No. 


£.£.£.£.0 








Seq. ID 


OJ990505_02.9924.C2 


Gene No. 










Strand 




o uar L 


*i O U i 








End 


9219 


Name 




QQ94 

. 17 Z7^ 4 


r9 n9 


tn 


Method 


TBLASTX: Cress 


Start 










End 


4541 


GI 










Score 


88 


Exons 




J D J 4 




^SJ'J -J 


..3744, 3662.. 3757, 3711.. 3746, 




3860. .3952, 


3863 


. .3931, 


3865 


..3948, 4419. .4541, 4424. .4537 


Seq. No. 










Seq. ID 


OJ990505_02.9924.C2 


Gene No. 










Strand 




o uarr. 










End 


9219 


Name 




QQ94 


r9 r»9 


■1- Q 


Method 


TBLASTX : Soybean 


Start 


J O J / 








End 


3962 


GI 


none 








Score 


93 


Exons 




O D J 4 




J D J J 


..3747, 3711. .3767, 3845. .3955, 




3847. .3960, 


3861 


. .3962, 


3862 


. .3960 




Seq. No. 


^ ^ ^ ^ .J 








Seq. ID 


OJ990505_02.9924.C2 


Gene No. 










Strand 






4 O U J. 








End 


9219 • 


Name 




QQ94 


r9 


UIU 


Method 


TBLASTX: Maize 


Start 










End 


4 621 


GI 


none 








Score 


103 


Exons 


OOOX. .0/4j/ 




'^7 4 4 

• . J / 4 4 , 


OOD£ 


..3744, 3711. .3746, 3860. .3952, 




3868. .3948, 


4419 


. .4568, 


4422 


..4565, 4423. .4575, 4424. .4621 


Seq. No. 


9999^ 








Seq. ID 


OJ990505_02.9924.C2 


Gene No. 


4 fi^9 Q 








Strand 




o car L. 


4 O U X 








End 


9219 


Name 


o.TQQnsns n9 


QQ94 


r9 o9 




Method 


GENSCAN 


Start 


4ftni ~ 

4 O U X 








End 


8719 


GI 


none 








Score 


.61 


Exons 


40UX. .OUUO, 


R4 ft7 

O 4 0 / 




Rft Q4 

O O Z/4 


..6005, 6112. .6173, 6233. .6441, 




UJJX. .u/^x. 


71 nft 

/ X VJ o 


794 1 

• . / ^ 4 X , 


/ J D U 


. .8719 




Seq. No. 


22223 








Seq. ID 


OJ990505_02.9924.C2 


Gene No. 


4 vJ -J ^ -7 








Strand 




Start 


4 pi m 

4 O U X 








End 


9219 




n.TQQnsns n9 

VtyU J -7 U J \J J 


.9924 


.C2.o2. 


np 


Method 


AAT/NAP 


Start 


^4 4 0 ~ 
J 4 4 U 








End 


9219 


GI 


DUU DO D4 








Score 


1702 


Exons 


^4 4 n R77 Q 


5897 


. . 6021, 


6212 


..6441, 6551. .6791, 7108. .7241, 






9174 


. .9219 








GI Descrip. 


(AC009540) : 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


22223 








Seq. ID 


OJ990505_02.9924.C2 


Gene No. 


46329 








Strand 




Start 


4801 








End 


9219 


Name 


OJ990505 02 


.9924 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start , 


5529 








End 


6310 


GI 


none 








Score 


169 


Exons 


5529. .5711, 


5529 


.5735, 


5530 


..5775, 5531.. 5773, 5567.. 5779, 



22509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5891. .6007, 
6234. .6308, 

22223 
46329 
4801 

OJ990505_02, 

5576 

none 

5576. .5782, 

22223 
46329 
4801 

OJ990505_02, 

6242 

none 

6242. .6439, 

22223 
46329 
4801 

OJ990505_02. 

6308 

none 

6308. .6442, 

22223 
46329 
4801 

OJ990505_02. 

6311 

none 

6311. . 6394, 
6552. .6596, 
6641. .6802, 
7360. .7395 



5892.. 6008, 5896. 
6242. .6310 



9924.C2.o3.tc 



5598.. 5705, 5897. 



9924.C2.o4.ts 



6555.. 6611, 6636. 



9924.C2.o4.tc 



.6012, 6112. .6153, 6233. .6310, 



Seq. ID OJ990505_02.9924.C2 
Strand 

9219 

TBLASTX: Cress 
5992 
102 



End 

Method 
End 
Score 
.5992 



Seq. ID OJ990505_02.9924.C2 
Strand 

9219 

TBLASTX : Soybean 
6794 
104 



End 

Method 
End 
Score 
.6794 



Seq. ID OJ990505_02.9924.C2 
Strand 

End 9219 

Method TBLASTX : Cress 

End 7242 

Score 102 



6552.. 6626, 6636.. 6791, 7117.. 7242 



9924.C2.o2.tm 



6311.. 6442, 6315. 
6553.. 6597, 6597. 
7103.. 7237, 7105. 



Seq. ID OJ990505_02.9924.C2 
Strand 

End 9219 

Method TBLASTX :Maize 

End 7411 

Score 90 

.6440, 6316. .6495, 6549. .6596, 
.6794, 6601. .6792, 6602. .6805, 
.7245, 7105. .7239, 7352. .7411, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene , No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



22223 
46329 
4801 

OJ990505_02. 

7583 

none 

7583. .7681, 

22223 
46329 
4801 

OJ990505_02. 

7706 

none 

7706. .8224, 

22223 
46329 
4801 



9924.C2.o4.tm 



7584.. 7646, 7698. 



9924 .C2.ol.ts 



7710.. 7907, 7959. 



Seq. ID OJ990505_02.9924.C2 
Strand 

End 9219 

Method TBLASTX : Mai ze 

End 7909 

Score 81 

.7904, 7700. .7909, 7703. .7903 

Seq. ID OJ990505__02.9924.C2 
Strand 

End 9219 

Method TBLASTX : Soybean 

End 8368 

Score 61 
.8018, 8207. .8368 

Seq. ID. OJ990505_02.9924.C2 
Strand 

End 9219 



22510 



Name 


OJ990505 02.9924.C2.ol,tc 


Method 


TBLASTX:< 


Cress 


Start 


7790 


End 


8212 




GI 


none 


Score 


55 




Exons 


7790.. 7927, 7791., 7874, 7916. 


.8212, 7944. .8210 




Seq. No. 


22223 


Seq. ID 


OJ990505 


_02.9924.C2 


Gene No, 


46329 


Strand 






b uart 


HOKJ L 


End 


9219 




Name 


OJ990505 02.9924.C2.ol,tm 


Method 


TBLASTX:] 


Maize 


Start 


7934 


End 


8570 




GI 


none 


Score 


280 




Exons 


7934.. 8467, 7935.. 8273, 8316. 


.8480, 8447. .8551, 


8451. .8552, 




8529. .8570 








Seq. No. 


22223 


Seq. ID 


OJ990505 


_02.9924.C2 


Gene No. 


46329 


Strand 


- 




Start 


4801 


End 


9219 




Name 


OJ990505 02.9924.C2.o2,gp 


Method 


AAT/GAP 




Start 


8241 


End 


8727 




GI 


uC-osroM202018cil0bl 


Score 


958 




Exons 


8241. .8727 








GI Descrip. 


M521193/dbj | AB013450 . 1 1 AB013450 3.0e- 


21 Oryza 


sativa -DNA, 




similar sequence to Pib gene* 








Seq. No. 


22223 


Seq. ID 


OJ990505 


_02.9924.C2 


Gene No . 


46329 


Strand 






Start 


4801 


End 


9219 




Name 


OJ990505 02.9924.C2.o3.gp • 


Method 


AAT/GAP 




Start 


8917 


End 


9172 




GI 


568697 


Score 


224 




Exons 


8917.. 8987, 9100.. 9172 








Seq, No. 


22224 


Seq. ID 


OJ990505 


_02.9924.C3 


Gene No. 


46330 


Strand 


+ 




Start 


7766 


End 


11690 




Name 


OJ990505 02.9924.C3.ol.gp 


Method 


AAT/GAP 




Q4- -J r-+- 

o uar L. 


7766 


End 


9899 




GI 


51993 1.R1084 


Score 


905 




Exons 


7766.. 7893, 8935.. 9175, 9789. 


.9899 






GI Descrip. 


•3157951 6.0e-29 (AC002131) Contains similarity 


to vesicle 




trafficking protein gb U91538 


from Mus 


musculus 


, ESTs gb_F15494 




and gb F14097 come from this 


gene , [Arabidopsis 


thaliana] * 


Seq. No. 


22224 


Seq, ID 


OJ990505 


_02.9924.C3 


Gene No. 


46330 


Strand 


+ 




o tart 


7766 


End 


11690 




Name 


OJ990505 02.9924.C3.o3.gs 


Method 


GENSCAN 




Start 


8092 


End 


10663 




GI 


none 


Score 


.74 




Exons 


8092. .8109, 8213. .8422, 8762. 


.8861, 8935. ,9190, 


9789. .9949, 




10033. .10179, 10647., 10663 








Seq. No. 


22224 


Seq. ID 


OJ990505 


_02.9924.C3 


Gene No. 


46330 


Strand 


+ 




Start 


7766 


End 


11690 




Name 


OJ990505 02. 9924.C3.o2.np 


Method 


AAT/NAP 




Start 


8988 


End 


11328 





22511 



GI 3157951 Score 874 

Exons 8988.. 9175, 9647.. 9949, 10033 10179, 10531 10607 , 11248.. 11328 

GI Descrip. (AC002131) Contains similarity to vesicle trafficking protein 

gb|U91538 from Mus musculus. ESTs gb|F154 94 and gb|F14097 come 

from this gene. [Arabidopsis thaliana] 



Seq. No. 22224 Seq. ID 

Gene No. 4 6330 Strand 

Start 7766 End 

Name OJ990505_02 . 9924 . C3 . o2 . gp Method 

Start 10069 End 

GI 2796671 Score 

Exons 10069. .10179, 10531.. 10649 

GI Descrip. 3157951 6.0e-29 (AC002131) Contains similarity to vesicle 

trafficking protein gb_U91538 from Mus musculus.. ESTs gb_F154 94 
and gb_F14097 come from this gene. [Arabidopsis thaliana] 



OJ990505_02.9924.C3 
+ 

11690 
AAT/GAP 
10649 
319 



Seq. No. 22224 Seq. ID 

Gene No. 4 6330 Strand 

Start 7766 End 

Name OJ990505_02 . 9924 . C3 . o3 . gp Method 

Start . 11226 End 

GI none Score 

Exons- 11226.. 11690 



OJ990505_02.9924.C3 
+ 

11690 
AAT/GAP 
11690 
806 



Seq. No. 


22224 




Seq. ID 


OJ990505_02.9924.C3 


Gene No. 


46331 




Strand 




Start 


233 




End 


3114 


Name 


OJ990505 02.9924 


. C3 . ol . gs 


Method 


GENSCAN 


Start 


233 




End 


3114 


GI 


none 




Score 


.53 


Exons 


233. .544, 1903.. 


2027, 2379.. 


2514, 2791 


. .3114 


Seq. No. 


22224 




Seq. ID 


OJ990505_02.9924.C3 


Gene No. 


46332 




Strand 




Start 


4808 




End 


7325 


Name 


OJ990505 02.9924 


. C3 . o2 . gs 


Method 


GENSCAN 


Start 


4808 




End 


7325 


GI 


none 




Score 


.53 


Exoris.. 


4808.. 4999, 5169 


..5275, 5908 


..6005, 6603.. 6784, 7179.. 7325 


Seq. No. 


22224 




Seq. ID 


OJ990505_02.9924.C3 


Gene No. 


46332 




Strand 




Start 


4808 




End 


7325 


Name 


OJ990505 02.9924 


.C3.ol.np 


Method 


AAT/NAP 


Start 


5168 




End 


6655 


GI 


5852093 




Score 


77 


Exons 


5168.. 5275, 6567 


. .6655 






GI Descrip. 


(AL117264) zwhl6 


. 1 [Oryza sativa] 




Seq. No. 


22224 




Seq. ID 


OJ990505_02.9924.C3 


Gene No. 


46333 




Strand 




Start 


12176 




End 


12665 


Name 


OJ990505 02.9924 


.C3.o2.tm 


Method 


TBLASTX: Maize 


Start- 


5824 




End 


6413 


GI 


none 




Score 


72 


Exons 


5824.. 5925, 5937 


..6185, 5951 


..6055, 5955. .6143, 6261. .6413 



22512 






Seq. No. 


22224 


Seq. ID 


OJ990505 


_02.9924 


.C3 




Gene No. 


46333 


Strand 










O V -v-f- 

otar u 


±Z i / D 


End 


12665 








Name 


OJ990505 02.9924.C3.ol.tc 


Method 


TBLASTX : 


Cress 






Start 


8952 


End 


10181 








GI 


none 


Score 


272 








Exons 


8952.. 9062, 8985.. 9179, 9083 


..9163, 9785. .9865, 


9789. .9866, 






9790.. 9867, 9877.. 9897, 9901 


..9963, 9907.. 9948, 


10012. . 


10179, 






10014. .10181, 10014. .10172, 


10036. .10179 . 








Seq. No. 


22224 


Seq. ID 


OJ990505 


_02.9924 


.C3 




Gene No. 


46333 


Strand 










Start 


12176 


End 


12665 








Name 


r»TQQnc;r^R no qqo/ ^•'5 +-Tn 
ujyyuouD . yy^.^ . . oi . nm 


Method 


TBLASTX: 


Maize 






Start 


8973 


End 


10613 








GI 


none 


Score 


325 








Exons 


8973. .9179, 8973.. 9062, 8974 


..9186, 8974. .9168, 


9123. .9179, 






9785.. 9952, 9789.. 9956, 9789 


..9956, 9790.. 9963, 


10014 . . 


10181, 






10014. .10178, 10021. .10203, 


10036. .10179, 10517 


. .10603, 








10524. .10613, 10530. .10607, 


10531. .10608 








beq. NO. 


o o O O ^ 


Seq. ID 


OJ990505 


_02.9924 


.C3 




Gene No. 


46333 


Strand 










Start 


12176 


End 


12665 








Name 


OJ990505 02.9924.C3.ol.ts 


Method 


TBLASTX: 


ooyDsan 






Start 


8979 


End 


9179 






hi 


GI 


none 


Score 


289 






-s 


Exons 


8979. .9179, 8987. .9175 










: : E 


Seq. No. 


22224 


Seq. ID 


OJ990505 


_02.9924 


.C3 


'i 


Gene No. 


46333 


Strand 








; e 
: ; 3 


otarr 


iZ 1 / D 


End 


12665 








Name 


OJ990505 02.9924-C3.o2.ts 


Method 


TBLASTX: 


Soybean 




.;=! 


Start 


9789 


End 


11331 








GI 


none 


Score 


93 






' '-A 


Exons 


9789.. 9959, 9789.. 9956, 9790 


..9963, 9811.. 9957, 


10012. . 


10173, 


s:3 




10014. .10181, 10014. .10172, 


10524 . .10613, 11223 


. .11330, 








11245. .11331 












Seq. No. 


22224 


Seq. ID 


OJ990505 


_02.9924 


.C3 




Gene No. 


46333 


Strand 










o car u 


1 / D 


End 


12665 








Name 


OJ990505 02.9924.C3.o3.tm 


Method 


TBLASTX: 


Maize 






Start 


11233 


End 


11475 








GI 


none 


Score 


115 








Exons 


11233. .11355, 11235. .11357, . 


11238. .11357, 11239 


. .11358, 








11246. .11359, 11411. .11473, 


11415. .11474, 11416 


. .11472, 








11416. .11475 












Seq. No. 


- 22224 


Seq. ID 


.OJ990505 


_02. 9924 


.C3 




Gene No.' 


46333 


Strand 










Start 


12176 


End 


12665 








Name 


OJ990505 02.9924.C3.o4.gp 


Method 


AAT/GAP 








-^.St^rt. 


12176 


End 


12665 








GI " 


5038658 


Score 


580 








Exons 


12176. .12409, 12588.. 12665 











22513 




Seq. No. 


22225 


Seq. ID . 


OJ990505_02.9924 


.C4 




46334 


Strand 


4. 




Start 


1 


End 


768 




Name 


OJ990505 02.9924.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


768 




GI 


6006359 


Score 


74 




Exons 


1..147, 750. .768 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




C ^ M 
o € (4 > ViU • 


22226 


Seq. ID 






Gene No. 


46335 


Strand 


+ _ 




Start 


4 92 


End 


626 




Name 


OJ990505 02.9924.C6.ol.gs 


Method 


GENSCAN 




Start 


492 


End 


626 




GI 


none 


Score 


.81 




Exons 


492. .626 








Seq. No. 


22226 


Seq. ID 


OJ990505_02.9924 


.C6 


Gene No. 


46336 


Strand 


+ 






540 


End 


778 




Name 


OJ990505 02.9924.C6.ol.gp 


Method 


AAT/GAP 




Start 


540 


End 


778 




GI 


3760742 


Score 


447 




Exons 


540. .778 








GI Descrip. 


4521193/cibj IAB013450.1IAB013450 3.0e-21 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


22227 ' 


Seq. ID 


OJ990505_02.9924 


.C7 




46337 


Strand 


+ 




Start 


1 


End 


640 




Name 


OJ990505 02.9924.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


640 




GI 


2589164 


Score 


516 




Exons 


1..329, 414. .640 








GI Descrip. 


(D88452) aldehyde oxidase-2 [Zea mays] 






0 e q . IN 0 . 


22227 


Seq. ID 


OJ990505_02.9924 


.C7 


Gene No. 


46337 


Strand 


+ 




Start 


1 


End 


640 




Name 


OJ990505 02.9924.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


118 


End 


601 




GI 


none 


Score 


55 




Exons 


118. .282, 137. .328, 142. .327, 


413. .493, 


505. .600, 506.. 


601 


Seq. No. 


22227 


Seq. ID 


OJ990505_02.9924 


.07 


oene ino . 


46337 


Strand 


+ 




Start 


1 


End 


640 




Name 


OJ990505 02.9924.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


120 


End 


604 




GI 


none 


Score 


310 




Exons 


120. .272, 124. .360, 137. .328, 
500.. 604 


413. .511, 


449. .496, 499.. 


603, 


Seq. No. 


22227 


Seq. ID 


OJ990505_02.9924 


.07 


Gene No. 


46337 


Strand 


+ 




Start 


1 


End 


640 





22514 




Name 


OJ990505 02.9924.C7.ol.gs 


Method 


GENSCAN 




Start 


140 


End 


626 




GI 


none 


Score 


.89 




Exons 


140. .329, 414. .626 








Seq. No. 


22227 


Seq. ID 


OJ990505_02. 9924 


.C7 


Gene No, 


H DO J / 


o urana 


T 




Start 


1 


End 


640 




Name 


OJ990505 02.9924. C7.oi.ts 


Method 


TBLASTX : Soybean 




Start 


260 


End 


601 




GI 


none 


Score 


81 




Exons 


260. .328, 413. .493, 520..591, 


521. .601 






Seq. No. 


22228 


Seq. ID 


OJ990505_02.9924 


.C8 


Gene No. 


46338 


Strand 


+ 




Start 


1 


End 


95 




Name 


OJ990505 02.9924.C8.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


95 




GI 


69953 1.R1084 


Score 


132 




Exons 


1. .95 








GI Descrip. 


•5295936/dbj | AB026295. 2 | AB026295 7.0e- 


34 Oryza sativa genoi 




DNA, chromosome 6, clone : P0681F10, complete sequence* 




Seq. No. 


22228 


Seq. ID 


OJ990505_02 . 9924 


.C8 


Gene No . 


46339 


Strand 






Start 


388 


End 


437 




Name 


OJ99Q505 02.9924.C8.ol.gs 


Method 


GENSCAN 




Start 


388 


End 


437 




GI 


none 


Score 


.81 




Exons 


388. .437 








Seq. No. 


22229 


Seq. ID 


OJ990505_02.9924 


.C9 


Gene No. 


46340 


Strand 


+ 




Start 


582 


End 


1504 




Name 


OJ990505 02.9924.C9.ol.gs 


Method 


GENSCAN 




Start 


582 


End 


1484 




GI 


none 


Score 


.52 




Exons 


' 582. .735, 1378. .1484 








Seq. No. 


22229 


Seq. ID 


OJ990505_02.9924 


.C9 


Gene No. 


46340 


Strand 


+ 






582 


End 


1504 




Name 


OJ990505 02.9924.C9.ol.np 


Method 


AAT/NAP 




Start 


591 


End 


1504 




GI 


2589164 


Score 


164 




Exons 


591. .738, 1484. .1504 








GI Descrip. 


(D88452) aldehyde oxidase-2 [Zea mays] 






Seq. No. 


22230 


Seq. ID 


OJ990505_02. 9924 


.Cli 


Gene No . 


46341 


Strand 


+ 




Start 


1490 


End* 


1918 




Name 


OJ990505 02.9924.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


1466 


End 


1916 




GI 


none 


Score 


296 




Exons 


1466. .1756, 1527. .1760, 1773. 


.1916, 1799. .1915 




Seq. No. 


22230 


Seq. ID 


OJ990505_02.9924 


.Cli 



22515 




Gene No. 


46341 


Strand 


+ 








1 A Qfk 

1 H yu 


tjna 


X y 1 0 






Name 


OJ990505 02.9924.C10.ol.np 


Method 


AAT/NAP 






Start 


1490 


•End 


1918 






GI 


2589164 


■ Score 


598 






Exons 


1490. .1918 










GI Descrip. 


(D88452) aldehyde oxidase-2 


[Zea mays] 








Seq. No. 


22230 


Seq. ID 


OJ990505 


_02.9924. 


CIO 


Gene No. 




ot rana 


+ 






Start 


1490 


End 


1918 






Name 


OJ990505 02.9924.C10.ol.gs 


Method 


GENSCAN 






Start 


1495 


End 


1895 






GI 


none 


Score 


.56 






Exons 


1495. .1895 










Seq. No. 


22230 


Seq. ID 


OJ990505 


_02.9924. 


CIO 


Gene No. 


4 b J4 1 


Strand 


+ 






Start 


1490 


End 


1918 






Name 


OJ990505 02.9924.C10.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


1605 


End 


1872 






GI 


none 


Score 


342 






Exons 


-1605.. 1862, 16i0..1852, 1829 


..1870, 1830.. 1871, 


1831. . 1£ 


172 


Seq. No. 


22231 


Seq. ID 


OJ990505 


_02.9924. 


Cll 


Gene No. 


46342 


Strand 


+ 






o uar u 


1 


End 


1859 






Name 


OJ990505 02.9924.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1859 






GI 


2589162 


Score 


1261 






Exons 


1..372, 474. .736, 857. .1066, 


1283. .1501, 1799.. 


1859 




GI Descrip. 


(D88451) aldehyde oxidase [Zea mays] 








Seq. No. 


22231 


Seq. ID 


OJ990505 


_02.9924 . 


Cll 


Gene No. 


46342 


Strand 


+ 






Start 


1 


End 


1859 






Name 


OJ990505 02. 9924.Cll.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


3 


End 


1528 






GI 


none 


Score 


132 






Exons 


3. .248, .282. .374, 287. .373, 


470. .658, 


472. .654, 


842. .1069, 




859.. 1053, 911.. 1072, 1268.. 


1528, 1280 


..1507 






Seq. No. 


22231 


Seq. ID 


OJ990505 


_02.9924. 


Cll 


Gene No. 


46342 


Strand 


+ 






Start 


1 


End 


1859 






Name 


OJ990505 02.9924.Cll.ol.gs 


Method 


GENSCAN 






Start 


67 


End 


1501 






GI 


none 


Score 


.84 






Exons 


67. .372, 474. .736, 857 .. 1066, 1283 1501 






Seq. No. 


22231 . 


Seq.- ID 


OJ990505 


_02.9924. 


Cll 


Gene No. 


46342 


Strand 


+ 






Start 


1 


End 


1859 






Name 


OJ990505 02. 9924.Cll.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


94 


End 


1531 






GI 


none 


Score 


95 






Exons 


94. .153, 95. .160, 96. .161, 154. .369, 168. .374, 


168. .368, 





22516 



169. .369, 170:.373, 468. .653, 470. .739, 471. .548, 472. .735, 
837. .1052, 851. .1069, 856. .1068, 1268. .1507, 1280. .1531 



Seq. No. 22231 

Gene No. 46342 

Start 1 

Name OJ990505_02 . 9924 . Cll . ol . tw 

Start 677 

GI none 
Exons 



Seq. ID OJ990505_02. 9924. Cll 

Strand - + 

End 1859 

Method TBLASTX : Wheat 

End 1321 

Score 95 



677. .739, 677. .736, 837. .1052, 843. .1052, 845. .1069, 845. .1054, 
856. .1068, 1269. .1319, 1270. .1320, 1280. .1321, 1280. .1318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ^ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22231 
46342 
1 

OJ990505_02. 9924. Cll. ol.ts 

857 

none 



Seq. ID OJ990505_02. 9924. Cll 

Strand + 

End 1859 

Method TBLASTX : Soybean 

End 1483 

Score 224 



857. .1069, 858. .1052, 859. .1065, 1267. .1461, 1268. .1483 



22231 

4 6342 : 
1 

OJ990505_02. 9924. Cll. ol.gp 
885 

12055__1.R1084 
885. .1066, 1283. .1525 

'2589162/dbj IBAA23226I 2.0e-47 (D88451) aldehyde oxidase [Zea 
mays] 



Seq. ID OJ990505_02. 9924. Cll 

Strand + 

End 1859 

Method AAT/GAP 

End ■ 1525 

Score 713 



22232 
46343 
1 

OJ990505_02. 9924.C12.ol.np 
1 

2589164 
1..613, 801.. 896, 967.. 1024 
(D88452) aldehyde oxidase-2 [Zea mays] 



Seq. ID OJ990505_02.9924.C12 

Strand + 

End 1024 

Method AAT/NAP 

End 1024 

Score 861 



22232 
46343 
1 

OJ990505_02.9924.C12.ol.tc 
22 

none 

22. .573, 23. .580, 798. .899 



Seq. ID OJ990505_02.9924.C12 



Strand 
End 

Method 

End 

Score 



+ 

1024 

TBLASTX -.Cress 

899 

475 



Seq. No. 22232 

Gene No. 46343 

Start 1 

Name OJ990505_02 . 9924 . C12 . o2 . tm 

Start 23 

GI none 

Exons 23.. 163, 25.. 162 



Seq. ID OJ990505_02.9924.C12 

Strand + 

End. 1024 

Method TBLASTX: Maize 

End 163 

Score 193 



Seq. ' No. 
Gene No. 



22232 
46343 



Seq. ID OJ990505_02. 9924 .C12 
Strand + 



22517 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990505_02 . 9924 . C12 . ol . gs 
61 

none 

61. .613, 801. .896 

22232 
46343 
1 

OJ990505_02 . 9924 . C12 . ol . tm 

163 

none 



End 

Method 

End 

Score 



1024 
GENSCAN 
896 
.88 



Seq. ID OJ990505_02. 9924 .012 

Strand + 

End 1024 

Method TBLASTX : Mai ze 

End 931 

Score 527 



163. .588, 164. .574, 566. .625, 577. .627, 753. .899, 797. .931, 
798. .899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22232 
46343 
1 

OJ990505_02.9924.C12.ol.ts 

308 

none . 



Seq. ID OJ990505_02.9924.C12 

Strand + 

End 1024 

Method TBLASTX : Soybean 

End 899 

Score 288 



308.. 577, 350.. 577, 361.. 390, 433.. 579, 798.. 899 



22232 
46343 
1 

OJ990505_02. 9924 .012.01. tw 

311 

none 



Seq. ID OJ990505_02. 9924. 012 

Strand + 

End 1024 

Method TBLASTX : Wheat 

End 904 

Score 148 



311. .412, 358. .387, 419. .574, 433. .573, 442. .576, 528. .620, 
586. .627, 591. .614, 798. .899, 799. .900, 800. .904 



22233 
46344 
1 

OJ990505_02. 9924. 013. ol.np 
1 

5852093 

1..73, 983. .1089, 1260. .1344 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990505_02. 9924. 013 

Strand + 

End 1344 

Method AAT/NAP 

End 1344 

Score 69 



22233 
46344 
1 

OJ990505_02. 9924. 013. ol.tm 
88 

none 



Seq. ID OJ990505_02. 9924.013 

Strand + 

End 1344 

Method TBLASTX : Mai ze 

End 4 07 

Score 108 



88. .276, 88. .294, 176. .280, 306. .407 



22234 
46345 
221 

OJ990505_02. 9924. 014. ol.gs 

221 

none 

221. .248, 512. .549 



Seq. ID OJ990505_02. 9924. 014 
Strand 

End 54 9 

Method GENSOAN 

End 54 9 

Score .48 



22518 



Seq. No. 22235 

Gene No, 4 634 6 

Start 765 

Name OJ990505_02 . 9924 . C17 . ol . gs 

Start 765 

GI none 

Exons 765.. 870, 1125.. 1293 



Seq.^ ID OJ990505_02.9924.C17 
Strand 

End 1293 

Method GENSCAN 

End 1293 

Score .43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990505_02.9924.C18 
Strand + 

1206 
AAT/NAP 
1206 
88 



22236 
46347 
775 

OJ990505_02.9924.C18.ol.np 
775 

1906000 
775. .958, 1077. .1206 

(U90428) blue copper-binding protein II [Arabidopsis thaliana] 



End 

Method. 

End 

Score 



22236 
46347 
775 

OJ990505_02.9924.C18.ol.gs 

796 

none 

796. .958, 1077. .1186 



Seq. ID OJ990505_02. 9924 .CIS 

Strand + 

End 1206 

Method GENSCAN 

End 1186 

Score .71 



22237 
46348 
1 

OJ990505_02.9924.C20.ol.np 
1 

2589162 
1. .1610 

(D88451) aldehyde oxidase [Zea mays] 



Seq. ID OJ990505_02. 9924 .C20 
Strand + 

1610 
AAT/NAP 
1610 
1918 



End 

Method 
End 
Score 



22237 
46348 
1 

OJ990505_02.9924.C20.ol.gs 
56 

none 

56. .1437 



Seq. ID OJ990505_02.9924.C20 

Strand + 

End 1610 

Method GENSCAN 

End 1437 

Score .41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No.' 
Start 
Name 
Start 



22237 
46349 
1369 

OJ990505_02.9924.C20.ol.tc 
6 

none 



Seq. ID OJ990505_02.9924.C20 
Strand 

1568 

TBLASTX: Cress 
1567 
211 



End 

Method 
End 
Score 

6. .185, 17.. 169, 135. .353, 182. .379, 410. .448, 411. .458, 
573. .623, 591. .749, 629. .736, 762. .926, 765. .893, 941. .1024, 
942. .1022-, 1023. .1109, 1143. .1460, 1151. .1372, 1499. .1567 



22237 
46349 
1369 

OJ990505_02.9924.C20.o3.tm 
18 



Seq. ID OJ990505_02.9924.C20 
Strand 

End 1568 

Method TBLASTX: Maize 

End 285 



22519 



GI 


none 




Score 


337 


Exons 


18. .275, 18. .77, 23. .265, 242 


. .283, 243. .284, 244 . .285 


Seq. No. 








OTQQn^n^ 09 QQ94 > 








o cx anu 




start 








X 0 DO 


Name' 




trn 




TRT aQTY • Ma t -7 a 
1 OXirvO X A • riaX 


Start 


^ £. ^ 






R9 
OZ D 


GI 


none 




Score 


4 01 
ft U X 


Exons 




. .826, 


716. .826 




Seq. No. 


22237 




Seq. ID 


OJ990505_02.9924.' 


Gene No. 


*a 0 J *s -7 




Strand 










End 


1568 


Name 


n.TQQrmrm n9 qq94 P9n r»i 


.tm 


Method 


TBLASTX: Maize 


Start 


R97 




End 


1364 


GI 






Score 


140 


Exons 


fl97 Q9ft ft9ft Q'^^ Q97 


..1025, 928.. 1026, 930.. 1016, 931 




935.. 1033, 1025.. 1363, 


1026. . 


1364 




Seq. No. 


999'^7 




Seq. ID 


OJ990505_02.9924.' 








Strand 




Start- 






End 


1568 


Name 


n.TQQHSn^ 09 QQ94 P9n o4 


.tm 


Method 


TBLASTX: Maize 


Start 


± J DO 




End 


1568 


GI 


none 




Score 


135 


Exons 


1 "^^^i l^i^"^ 1'5Qn 1t:^^Q 


1380. 


.1559, 1382.. 1567 


Seq. No. 


22237 




Seq. ID 


OJ990505_02. 9924.1 


Gene No. 


46349 




Strand 




Start 


J. 0 \J 17 




End 


1568 


Name 


n.TQQDSnS 09 QQ94 r9n n1 


.gp 


Method 


AAT/GAP 


Start 


1 ^fiQ ~" 
± 0 U 27 




End 


1566 


GI 


H £,\J ±\J\J 




Score 


361 


Exons 


±^027« , ± J \J \j 








GI Descrip. 


9 '^ft Q1 f^9 /HK-i 1 Rn a9 '^9 9 1 9 


.Oe-47 


(D88451) 


aldehyde oxidase 




mays] 








Seq. No. 


999'^ft 

£.£.£. 0\J 




Seq. ID 


OJ990505 02. 9924. < 


oene lno . 


fl D J J U 




Strand 


+ 


Start 






End 


195 


Name 


O.TQQnsnR 09 QQ94 P91 o1 


. gs 


Method 


GENSCAN 


Start 


R7 ~ 




End 


195 


GI 


none 




Score 


.87 


Exons 


E^7 1 Qt^ 

0 / - . X y D 








Seq. No. 


22239 




Seq. ID 


OJ990505_02.9924.( 


Gene No. 


ft DO J X 




Strand 


+ 


Start 


1 




End 


609 


Name 


OJ990505 02.9924.C24.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


609 


GI 


6006864 




Score 


447 


Exons 


1. .609 








GI Descrip. 


' (AC009540) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


22239 




Seq. ID 


OJ990505_02. 9924 .( 


Gene No. 


46351 




Strand 


+ 



22520 



start 
Name 
Start 
GI 

Exons 



1 End 
OJ990505_02 . 9924 . C24 . o2 . tm Method 
1 End 
none Score 
1..87, 1..84, 3. .101, 44. .199, 87. .200, 



609 

TBLASTX: Maize 

200 

89 

87. .200, 108. .179 



Seq. No. 22239 Seq. ID 

Gene No. 4 6351 Strand 

Start 1 End 

Name OJ990505_02 . 9924 . C24 .ol . tc Method 

Start 86 End 

GI none Score 

Exons 86. .229, 87. ,257, 246.-383, 299. .382 



OJ990505_02 . 9924 . C24 
+ 

609 

TBLASTX: Cress 

383 

144 



Seq. No. 22239 Seq. ID 

Gene No. 4 6351 Strand 

Start 1 End 

Name OJ990505_02 . 9924 . C24 . ol . gs Method 

Start 114 End 

GI none Score 

Exons 114.. 608 



OJ990505_02.9924.C24 
+ 

609 

GENSCAN 

608 

.96 



Seq. No. . 22239 Seq. ID 

Gene No. 46351 Strand 

Start 1 End 

Name OJ990505_02 . 9924 . C24 . ol . tm Method 

Start 201 End 

GI none Score 

Exons -201. .248, 210. .383, 219. .338, 264.. 467, 

492. .590, 527. .589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990505_02.9924.C24 
+ 

609 

TBLASTX: Maize 

590 

50 

269. .475, 270. .470, 



Seq. No. 22239 Seq. ID 

Gene No. 4 6351 Strand 

Start 1 End 

Name OJ990505_02 . 9924 . C24 . ol . ts Method 

Start 207 End 

GI none Score 

Exons 207.. 497, 212.. -505 



22240 Seq. ID 

46352 Strand 

8 67 End 
OJ990505_02. 9924 .C26.ol.gs Method 

867 End 

none Score 

867. .968, 1401. .1471, 2351. .2513 



OJ990505_02.9924.C24 
+ 

609 

TBLASTX : Soybean 

505 

289 



OJ990505_02.9924.C26 
+ 

2513 
GENSCAN 
2513 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



22241 Seq. ID 

46353 Strand 

1037 End 
OJ990505_02 . 9924 . C27 . ol . np Method 

1037 End 

6815099 Score 
1037. .1169 

(AP001081) hypothetical protein [Oryza 



OJ990505_02.9924.C27 
+ 

1169 
AAT/NAP 
1169 
74 



22241 



sativa] 

Seq. ID OJ990505_02. 9924.C27 



22521 




Gene No. 


46354 


Strand 


+ 




Start 




hna 






Name 


OJ990505 02.9924.C27.o2.np 


Method 


AAT/NAP 




Start 


2667 


End 


2985 




GI 


5777617 


Score 


78 




Exons 


2667. .2985 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 




Seq. No. 


22241 


Seq. ID 


OJ990505_02.9924 


.C27 


Gene No. 


46355 


Strand 


+ 




Start 


12502 


End 


13987 




Name 


OJ990505 02.9924.C27.o4.np 


Method 


AAT/NAP 




Start 


12502 


End 


13987 




GI 


2398679 


Score 


141 ■ 




Exons 


12502. .12677, 13958. .13987 








GI Descrip. 


(Y14797) 3-deoxy-D-arabino-heptulosonate 7-phosphate synthase 




[Morinda citrifolia] 








Seq. No. 


22241 


Seq. ID 


OJ990505_02.9924 


.027 


Gene No. 


46356 


Strand 






Start 


2501 


End 


12780 




Name 


OJ990505_02.9924 .C27.ol.gs 


Method 


GENSCAN 




Start 


2501 


End 


12730 




GI 


none 


Score 


.55 




Exons 


250i:.2580, 2624.. 2782, 3267. 


.3616, 3636.. 3905, 4024.. 4089, 




6359. .6396, 8001.. 8363, 9006. 


.9825, 9851.. 10421, 11685. 


.12120 




12671. .12730 








Seq. No. 


22241 


Seq. ID 


OJ990505_02.9924 


.C27 


Gene No. 


46356 


Strand 






Start 


2501 


End 


12780 




Name 


OJ990505 02. 9924.C27.o3.np . 


Method 


AAT/NAP 




Start 


4417 


End 


4510 




GI 


5777617 


Score 


71 




Exons 


4417. .4510 








GI. Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 




Seq. No. 


22241 


Seq. ID 


OJ990505_02.9924 


.C27 


Gene No. 


4 6356 


Strand 






Start 


2501 


End 


12780 




Name 


OJ990505 02.9924.C27.ol.gp 


Method 


AAT/GAP 




Start 


7075 


End 


7462 




GI 


2427926 


Score 


721 




Exons 


7075. .7462 








Seq.- No. 


22241 


Seq. ID 


OJ990505_02. 9924 


.027 


Gene No. 


46356 


Strand 






Start 


2501 


End 


12780 




Name 


OJ990505 02.9924.C27.o2.gp 


Method 


AAT/GAP 




Start 


9847 


End 


10018 




GI 


2796869 


Score 


281 




Exons 


9847. .10018 








Seq. No. 


22241 


Seq. ID 


OJ990505_02. 9924 


.027 


Gene No. 


46356 


Strand 






Start 


2501 


End 


12780 




Name 


OJ990505 02.9924.C27.ol.ts 


Method 


TBLASTX : Soybean 





22522 



start 
GI 

Exons 



12349 
none 



End 
Score 



12777 
42 



12349, .12378, 12357 12377, 12497 12589, 12497 12589, 
12501. .12620, 12584. .12640, 12592 12633, 1264 3 .. 12777 , 
12644. .12775 



Seq. No. 22241 
Gene No. 46356 
Start 2501 

Name OJ990505_02. 9924 .C27.ol.tm 

Start 12497 
GI none 
Exons 12497. .12589, 

12584. .12640, 

12641. .12775 



12497. .12589, 
12585. .12644, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12501. .12623, 
12592. .12639, 



OJ990505 02.9924.C27 



12780 

TBLASTX: Maize 
12780 
121 

12501. .12623, 
12640. .12780, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22241 
46356 
2501 

OJ990505_02.9924.C27 

12572 

none 

12572. .12640, 12643. 



Seq. ID OJ990505_02.9924-C27 
Strand 

End 12780 

ol.tc Method TBLASTX: Cress 

End 12777 

Score 96 
,12777, 1264-4 . ,12775 . 



22242 
46357 
412 

OJ990505_02.9924.C30.ol.gs 
412 
none 

412. .628, 946. .1074, 



Seq. ID OJ990505_02. 9924.C30 

Strand + 

End 2886 

Method GENSCAN 

End 2886 

Score .53 
1076. .2104, 2316. .2436, 2682..2886 



22243 
46358 
2953 

OJ990505_02.9924.C31.o2.gs 

2953 

none 

2953. .3981 



Seq. ID OJ990505_02. 9924.C31 

Strand + 

End 3981 

Method GENSCAN 

End 3981 

Score .63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22243 Seq. ID 

46358 Strand 

2953 End 

OJ990505_02 . 9924 . C31 . ol . np Method 

2962 End 

6092014 Score . 
2962. .3959 

{AB026296) hsr203J homolog [Pisum sativum] 



OJ990505_02.9924.C31 
+ 

3981 
AAT/NAP 
3959 
403 



22243 Seq. ID 

46359 Strand 

722 • End 
OJ990505_02.9924.C31.ol.gs Method 

722 End 

none Score 

722. .1132, 1156. .1248, 1320. .1403 



OJ990505_02.9924.C31 

3909 
GENSCAN 
1403 
.53 



22523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22243 Seq. ID 

46359 Strand 

722 End 

OJ990505_02 . 9924 . C31 . ol . tm Method 

953 End 

none Score 



OJ990505_02, 9924.C31 
3909 

TBLASTX: Maize 

3471 

45 



953. .994, 959. .988, 987. .1097, 1016. .1096, 1114. .1176, 
1135.. 1176, 3118.. 3405, 3129.. 3296, 3382.. 3471, 3391.. 3468 



22243 
46359 
722 

OJ990505_02.9924.C31.ol.ts 

953 

none 

953.. 1189, 1189.. 1278, 1314 



OJ990505 02.9924.C31 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1373, 2977.. 3069, 3067.. 3171, 
3166.. 3390, 3406.. 3606, 3432.. 3605, 3549.. 3707, 3550.. 3714, 
3817. .3909 



3909 

TBLASTX : Soybean 

3909 

64 



Seq. No. 


22243 








Seq. ID 


OJ990505_02.9924.C31 


Gene No. 


46359 








Strand 




Start 


722 








End 


3909 


Name 


OJ990505 02 


.9924 


,C31,ol 


■ tw 


Method 


TBLASTX: Wheat 


Start 


1092 








End 


3512 


GI 


none 








Score 


40 


Exons 


1092. .1121, 


1093 


. .1122, 


1124. 


.1159, 1126. .1167, 1126. .1188, 




1169. .1273, 


1183 


. .1272, 


1198. 


.1275, 1281.. 1373, 1290.. 1373, 




1306. .1377, 


2973 


, .3296, 


2977. 


.3363, 3447.. 3512 


Seq. No. 


22243 








Seq. ID 


OJ990505_02.9924.C31 


Gene No. 


46359 








Strand 




Start 


722 








End 


3909 


Name 


OJ990505 02 


.9924 


.C31.01 


-to 


Method 


TBLASTX: Cress 


Start 


3103 








End 


3687 


GI 


none 








Score 


43 


Exons 


3103. .3162, 


3166 


. .3384, 


3439. 


.3522, 3535.. 3687 


Seq. No. 


22243 








Seq. ID 


OJ990505_02.9924.C31 


Gene No. 


46359 








Strand 




Start 


722 








End 


3909 


Name 


OJ990505 02 


.9924 


.C31.02 


.tm 


Method 


TBLASTX: Maize 


Start 


3474 








End 


3759 


GI 


none 








Score 


229 


Exons 


3474. .3707, 


3475 


. .3708, 


3628. 


.3759 ■ 





Seq. No. 22244 Seq. ID 

Gene No. 46360 Strand 

Start 108 End 

Name OJ990505_02 . 9924 . C32 . ol . gs - Method 

Start 108 . End 

GI none Score 
Exons 



OJ990505_02. 9924 .C32 
+ 

15159 
GENSCAN 
15159 
.46 



108. .114, 151. .262, 4825. .6235, 7135. .7377, 7663. .7815, 
7961. .8029, 8685. .8739, 10023 .. 10055, 10733 .. 10816, 
11080. .11168, 11519. .11632, 12099 .. 12233, 12433 .. 12552, 
13806. .14009, 14861. .15053, 15077. .15159 



Seq. No. 22244 Seq. ID OJ990505_02 . 9924 . C32 

22524 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46360 Strand + 

108 End 15159 

OJ990505_02.9924 .C32.ol.np Method AAT/NAP 

5750 End 8307 

4773917 Score 346 

5750.. 6134, 6189.. 6235, 7147.. 7389, 8222.. 8307 

(AF147259) similar to human prostate-specific membrane antigen 

(PSM) ■(SP:Q04609) [Arabidopsis thaliana] 



Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 


Gene No. 


46360 


Strand 


+ 




Start 


108 


End 


15159 




Name 


OJ990505 02.9924.C32.ol.gp 


Method 


AAT/GAP 




otar c 


10266 


End 


12159 




GI 


425889 


Score 


771 




Exons 


10266. .10354, 10733 .. 10816, 


11080. .11168, 11519. .11632, 






12099. .12159 








GI Descrip. 


2653779 3.0e-10 (AF009921) 1100 [Rattus 


» norvegicus] 




Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 


Gene No. 


46360 


Strand 


+ 




Start 


108 


End 


15159 




Name 


OJ990505 02.9924.C32.o2..gp . 


Method 


AAT/GAP 




Start' . 


12147 


End 


12718 




GI 


3760742 


Score 


1119 . 




Exons 


12147. .12718 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 3.0e-21 


. Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 


Gene No. 


46360 


Strand 


+ 




Start 


108 


End 


15159 




Name 


OJ990505 02.9924.C32.o2.np 


Method 


AAT/NAP 




Start 


13848 


End 


15024 




GI 


3150407 


Score. 


262 




Exons 


13848. .14009, 14861.. 15024 








GI Descrip. 


(AC004165) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22244 


Seq. ID 


OJ990505_02. 9924 


.032 


Gene No. 


46361 


Strand 






Start 


15654 


End 


16229 




Name 


OJ990505 02.9924 .032. o2.tm 


Method 


TBLASTX: Maize 




Start 


5980 


End 


11168 




GI 


none 


Score 


120 




Exons 


5980.. 6162, 5981.. 6163, 7147 


..7386, 7152. .7370, 7654. .7758, 



7662.. 7763, 7756.. 7818, 10240 .. 10350, 10726 .. 10815, 11079.. 11168 



Seq, No. 
Gene No. 
Start 
Name 
Start- • 
GI 

Exons 



22244 
46361 
15654 

OJ990505_02. 

7128 

none 



9 92 4.032. o2. to*'- 



Seq. ID OJ990505_02. 9924.032 
Strand 
End 

Method 
End 
Score 



16229 

TBLASTX :Oress 

7390 

295 



7128. .7385, 7129. .7386, 7129. .7386, 7181. .7390 



Seq. No. 
Gene No. 



22244 
46361 



Seq. ID 
Strand 



OJ990505 02.9924.032 



22525 




start 


15654 


End 


16229 




Name 


OJ990505 02.9924.C32.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7189 


End 


7722 




GI 


none 


Score 


302 




Exons 


7189. .7386, 7191.. 7376, 7654 


..7722, 7662. .7721 




Seq. No. 


22244 


oeq. lu 




.C32 


bene wo . 




O U 1. CLl iU 






Start 


15654 




X D^ ^ !7 




Name 


OJ990505 02.9924.C32.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7194 


End 


7731 




GI 


none 


Score 


227 




Exons 


7194.. 7373, 7195.. 7386, 7663 


. .7731 






Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 


Gene No . 




Strand 






Start 


15654 


End 


16229 




Name 


OJ990505 02.9924.C32.o3.tc 


Method 


TBLASTX: Cress 




Start 


13851 


End 


15004 




GI 


none 


Score 


193 




Exons 


13851. .14024, 13874. .14005, 


13878. .14009, 14855. .15004 




Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 


Gene No. 


46361 


Strand 






Q4- a 

o uar u 


± O DO fl 


End 


16229 




Name 


OJ990505 02.9924.C32.o3.np 


Method 


AAT/NAP 




Start 


15638 


End 


16229 




GI 


2589164 


Score 


523 




Exons 


15638. .15862, 15947.. 16229 








GI Descrip. 


(D88452) aldehyde oxidase-2 


[Zea mays] 






Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 


Gene No . 


/I ^; ^ 1 

ft DOD± 


Strand 






Start 


15654 


End 


16229 




Name 


OJ990505 02.9924.C32.o2.gs 


Method 


GENSCAN 




Start 


15654 


End 


16136 




GI 


none 


Score 


1 




Exons 


15654. .15862, 15947.. 16136 








Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 


Gene No. 


46361 


Strand 






otart 


10 D04 


End 


16229 




Name 


OJ990505 02.9924.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


15666 


End 


16156 




GI 


none 


Score 


49 




Exons 


15666. .15776, 15721 15777 , 


15765. .158 


63, 15780. . 15827, 






15916.-16152, 15948. .16139, 


1594 9. .16152, 16004. .16156 




Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 


Gene No . 


4 DO Ol 


Strand 






Start 


15654 


End 


16229 




Name 


OJ990505 02.9924.C32.ol.tc 


Method 


TBLASTX: Cress 




Start 


15675 


End 


16139 




GI 


none 


Score 


156 




Exons 


15675. .15770, 15783 .. 158 63, 


15948. .16139, 1594 9. .16134 




Seq. No. 


22244 


Seq. ID 


OJ990505_02.9924 


.C32 



22526 




v7Cilc LNO. 


fl D J O X 


Strand 






Start 


15654 


End 


16229 




Name 


OJ990505 02.9924.C32.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


15675 


End 


16016 




GI 


none 


Score 


81 




Exons 


15675. .15755, 15783 .. 15863, 


15948. .16016 




Seq. No. 


22245 






_02.9924.C33 






C-l- 7-3 nH 






Start 


11943 


End 


12406 




Name 


OJ990505 02.9924.C33.o3.gs 


Method 


GENSCAN 




Start 


11943 


Fnd 


J. ^ *1 \J V 




GI 


none 


o*->^-?x c 


.-3D 




Exons 


11943. .12004, 12340. .12406 








Seq. No. 


22245 


ocq • X u 


n.TQQn=in s 


_02.9924.C33 




4 DO DO 


C4- -r^i nH 
O L.X allU 


-j. 




Start 


13178 


End 


13363 




Name 


OJ990505 02.9924.C33.o4.gs 


Method 


GENSCAN 




Start 


13178 


*End 


13363 




GI 


none 


Score 


.54 




Exons 


13178. .13363 








Seq. No. 


22245 


Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46364 


Strand 






Start 


1051 


End 


7751 




Name 


OJ990505 02.9924.C33.ol.np 


Method 


7\AT/NAP 




o L.a ^ L. 


J. ^ -J 


End 


7745 




GI 


2589164 


Score 


5213 




Exons 


1033.. 1259, 1342.. 1531, 1663 


..1761, 1898. .1993, 


2307. .3260, 




3582. .3800, 4181. .4390, 4516 


..4778, 4940. .5087, 


5124. .6616, 




7601. .7745 








GI Descrip. 


(D88452) aldehyde oxidase-2 


[Zea mays] 






Seq. No. 


22245 


Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46364 


Strand 






O LaX L. 


X U O X 


End 


7751 




Name 


OJ990505 02.9924.C33.ol.gs 


.Method 


GENSCAN 




Start 


1051 


End 


7751 




GI 


none 


Score 


.93 




Exons 


1051. .1259, 1342. .1531, 1663 


..1761, 1898.. 1993, 


2307. ;3260, 




3582.. 3800, 4181.. ^4390, 4516 


..4778, 4940.. 6616, 


7601. .7751 


Seq. No. 


22245 


Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46364 


Strand 






Start 


1051 


End 


7751 




Name 


OJ990505 02 9924 C33 ol an 


Method 


AAT/GAP 




Start 


3558 


End 


4650 




GI 


12055 1.R1084 


Score 


1043 




Exons 


3558. .3800, 4181. .4390, 4516 


..4650 






GI Descrip. - 


*2589162/dbj IBAA23226I 2.0e- 


47 (D88451) 


aldehyde oxidase [Z 




mays] ' ' 








Seq. No. 


22245 


. Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46365 


Strand 






Start 


9234 


End 


9758 




Name 


OJ990505 02.9924.C33.o2.gs 


Method 


GENSCAN 





22527 




start 


9234 


^. 






End 


9758 




GI 


none 








Score 


.7 




Exons 


9234. .9352, 


9641. 


.9758 










Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46366 








Strand 






Start 


14132 








End' 


14766 




Name 


OJ990505_02. 


9924. 


C33.02 


. tm 


Method 


TBLASTX: Maize 


b tar u 


±U DO 








End 


2735 




GI 


none 








Score 


127 




Exons 


1063. .1173, 


1070. 


.1174, 


1162. 


.1260, 1177.. 1224, 


1343. .1534, 




1344. .1547, 


1353. 


.1547, 


1399. 


.1551, 1660. .1764, 


1661. .1729, 




1663. .1764, 


1863. 


.1997, 


1895. 


.2041, 1895.. 1996, 


2301. .2354, 




2343. .2726, 


2344. 


.2733, 


2344. 


.2565, 2346.. 2735 




Seq. No. 


22245 








Seq. ID 


OJ990505 




Gene No. 


46366 








Strand 






Start 


14132 








End 


14766 




Name 


OJ990505 02. 


9924. 


C33.01 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1072 








End 


7691 




GI 


none 








Score 


73 




Exons 


1072. .1167, 


1073. 


.1168, 


1180. 


.1260, 1343.. 1534, 


1344. .1529, 




1651. .1764, 


1667. 


.1726, 


1895. 


.1996, 2331.. 3230, 


2332. .3228, 


•A 


J o 4 4 . . o<S i D , 


"3 T C 
JD I D . 


"3 Q n 


- /I 1 T Q 


.4390, 4193. .4237, 


ftiyfi. .fiooo. 




4283.. 4390, 


4597. 


.4779, 


4597. 


.4782, 4598. .4780, 


4938. .5030, 




5157. .5363, 


5167. 


.5361, 


5415. 


.5486, 5416. .5472, 


5499. .5585, 




5595. .5828, 


5611. 


.5763, 


5775. 


.5894, 5788.. 5892, 


6072. . 6152, 




6073. .6111, 


6162. 


.6323, 


6163. 


.6321, 6354.. 6584, 


6355. . 6618, 




7599. .7691 • 














Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No - 


H D J Do 








Strand 






Start 


14132 








End 


14766 




Name 


OJ990505 02. 


9924. 


C33.03 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1072 








End 


1411 




GI 


none 








Score 


74 




Exons 


1072. .1152, 


1076. 


.1153, 


1180. 


.1260, 1343.. 1411 




Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46366 








Strand 






o rar L 


1 ^ 1 "^O 








End 


14766 




Name 


OJ990505 02. 


9924. 


C33.02 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


. 1496 








End 


2612 




GI 


none 








Score 


75 




Exons 


1496. .1534, 


1651. 


.1764, 


1651. 


.1764, 1895. .1996, 


2341. .2487, 




2343.-2564, 


2343. 


.2612 










Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46366 








Strand 






Start 


14132 








End 


14766 




Name 


OJ990505 02. 


9924. 


C33.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


1744 








End 


2609 




GI 


none 








Score 


40 




Exons 


1744 . .1764, 


1890. 


.1994, 


1894. 


.1995, 1895. .1996, 


1895. .1996, 




2307. .2342, 


2344. 


.2505, 


2347. 


.2487, 2488. .2571, 


2508. .2609, 



2533. .2562 



22528 




Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46366 








Strand 






Start 


14132 








End 


14766 




Name 


OJ990505 02 


.9924. 


C33.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2736 








End 


5218 




PT 


none 








Score 


159 




Exons 


2736. .2954, 


2737. 


.3234, 


2737. 


.2826, 2739.. 3233, 


3012. .3266, 




3161. .3265, 


3552. 


.3803, 


3576. 


.3815, 4178.. 4396, 


4179. .4391, 




4193. .4396, 


4195. 


.4410, 


4513. 


.4782, 4517. .4780, 


4938. .5144, 




4939. .5142, 


4943. 


.5143, 


4943, 


.5158, 5151.. 5216, 


5151. .5216, 




5152. .5217, 


5156. 


.5218 










Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


uene no. 










Strand 






Start 


14132 








End 


14766 




Name 


OJ990505 02, 


.9924. 


C33.04 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2904 








End 


3090 


GI 


none 








Score 


125 




Exons 


2904. .3089, 


2908. 


.3090 










Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46366 








Strand 






o rar u 


±- H i o z 








End 


14766 - 




Name 


G^T990505 02, 


.9924. 


C33.01 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


3600 








' End 


4390 




GI 


none 








Score 


106 




Exons 


3600. .3815, 


3600. 


.3815, 


3622. 


.3816, 4178.. 4390, 


4182. .4388, 




4195. .4389 














Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46366 








Strand 
















End 


14766 




Name 


OJ990505 02. 


.9924. 


C33.01 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3762 








End 


4575 




GI 


none 








Score 


58 




Exons 


3762. .3803, 


3764. 


.3814, 


3764. 


.3814, 4178. .4396, 


4179. .4391, 




4193. .4396, 


4194. 


.4400, 


4513. 


.4575, 4516. .4575 




Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No.. 


46366 








Strand 






o uar L, 


141 J. 








End 


14766 




Name 


OJ990505 02, 


.9924. 


C33.03 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5220 








End 


5697 




GI 


none 








Score 


207 




Exons 


5220. .5498, 


5220. 


.5498, 


5221. 


.5499, 5491. .5589, 


5499. .5597, 




5508. .5594, 


5589. 


.5696, 


5596. 


.5697 






Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


oene wo. 


O J D D 








Strand 






Start 


14132 








End 


14766 




Name 


OJ990505 02. 


9924. 


C33.04 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5698 








End 


5999 




GI 


none 








Score 


302 




Exons 


5698. .5997, 


5698. 


.5808, 


5700. 


.5999, 5709.. 5999 




Seq. No. 


22245 








Seq. ID 


OJ990505 


_02.9924.C33 


Gene No. 


46366 








Strand 







22529 



start 


14132 








Name 


OJ990565 02 


.9924. 


C33.05 


. tm 


Start 


6240 








GI 


none 








Exons 


6240. .6281, 


6241. 


.6282, 


6249 


Seq. No. 


22245 








Gene No. 


46366 








Start 


14132 








Name 


OJ990505 02 


.9924. 


C33.05 


.gs 


Start 


14132 








GI 


none 








Exons 


14132. .14592, 14658.. 14766 


Seq. No. 










Gene No. 


H bob / 








Start 


o ri Q 








Name 


OJ990505 02 


.9924. 


034. ol 


. gs 


Start 


208 








GI 


none 








Exons 


^Uo . .oil 








Seq. No. 










Gene No. 


A ^ ^ O 

4 OODO 








Start 


1 loo 








Name 




n o /I 

. 9yz4 . 


Cob . ol 


. gs 


Start 


1153 






GI 


none 








Exons 


1153. .1330 








Seq. No. 


22247 








Gene No . 


46369 








Start 


2312 








Name 


OJ990505 02 


.9924. 


C35.02 


. gs 


Start 


2312 








GI 


none 








Exons 


2312, .2622, 


2687. 


.2876 




Seq. No. 


22247 








Gene No. 


46369 








o uar u 


2312 








Name 


OJ990505 02 


.9924. 


C35.01 


. np 


Start 


2350 






GI 


2589164 








Exons 


2350. .2581, 


2687. 


.2891, 


3466 


GI Descrip. 


(D88452) aldehyde 


oxidase-2 


Seq. No. 


22247 








Gene No. 


46369 








Start 


2312 








Name 


OJ990505 02 


.9924. 


C35.01 


.tm 


Start 


2380 








GI 


none 








Exons 


2380. .2490, 


2387. 


.2500, 


2517 




2689. .2892, 


2774. 


.2896, 


2781 



End 

Method 

End 

Score 



14766 

TBLASTX: Maize 

6506 

65 



,6506, 6259.. 6501 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_02.9924.C33 

14766 
GENSCAN 
14766 
.55 



OJ990505_02 . 9924 . C34 
+ 

311 

GENSCAN 

311 

.84 



OJ990505_02.9924.C35 
+ 

1330 
GENSCAN 
1330 
.86 



OJ990505_02.9924.C35 

3528 
GENSCAN 
2876 
.85 



OJ990505_02. 9924.C35 

3528 
AAT/NAP 
3528 
478 



OJ990505_02.9924.C35 
3528 

TBLASTX: Maize 

2896 

126 



Seq. No. 



22247 



Seq. ID OJ990505 02.9924.C35 



22530 




Gene No. 


4 b joy 






Strand 




Start 


2312 






End 


3528 


Name 


OJ990505 02. 


9924. 


C35.ol.tc 


Method 


TBLASTX: Cress 


Start 


2389 






End 


2892 


GI 


none 






Score 


88 


Exons 


2389. .2481, 


2390. 


.2482, 2513.. 2572, 2688.. 2891, 2689.. 2892 


Seq. No. 


22248 








O.TQQHSnR 0'? CkQOA 


bene no. 


4 DO / U 






o Lrano. 


j_ 
I 


Start 


4449 






End 


4954 


Name 


OJ990505 02. 


9924. 


C36.o2.gs 


Method 


GENSCAN 


Start 


4449 






End 


4954 


GI 


none 






Score 


.83 


Exons 


4449. .4641, 


4746. 


.4954 






Seq. No. 


22248 






Seq. ID 


OJ990505_02.9924.C3 


bene no. 


4 DO / U 






Strand 


+ 


Start 


4449 






End 


4954 


Name 


OJ990505 02. 


9924. 


C36.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4541 






End 


4935 


GI 


none 






Score 


105 


Exons 


4541. .4636, 


4542. 


.4649, 4763. .4930, 4834. .4935 


Seq. No. 


22249 






Seq. ID 


OJ990525_02.9921.C1 


bene no. 


4 DO / 1 






Strand 




Start 


18 






End 


471 


Name 


OJ990525 02. 


9921. 


Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


18 






End 


471 


GI 


none 






Score 


264 


Exons 


18. .245, 84. 


.287, 


152. .247, 


349. .402, 


403. .471 


Seq. No. 


22249 






Seq. ID 


OJ990525_02.9921.C1 


Gene No . 


A ail 
4 DO / i 






Strand 




Start 


18 






End 


471 


Name 


OJ990525 02. 


9921. 


Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start • 


18 






End 


396 


GI- 


none 






Score 


251 


Exons 


18. .245, 23. 


.109, 


30. .278, 


82. .246, 345. .395, 346. .396 


Seq. No. 


22249 






Seq. ID 


OJ990525_02. 9921.C1 


Gene No. 


46371 






Strand 




o raru 


18 






End 


471 


Name 


OJ990525 02. 


9921. 


Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


33 






End 


447 


GI 


none 






Score 


93 


Exons 


33. .251, 35. 


.232, 


36. .245, 


145. .285, 345. .386, 345. .401, 




346. .396, 403. .447 






Seq. No. 


22249 






Seq. ID 


OJ990525_02.9921.C1 


bene No. 


46371 






Strand 




Start . 


' 18 






End 


471 


Name 


OJ990525 02. 


9921. 


Cl.ol. tw 


Method 


TBLASTX: Wheat 


Start 


78 






End 


396 


GI 


none 






Score 


211 


Exons 


78. .245, 78. 


.245, 


345. .395, 


346. .396 




Seq. No. 


22250 






Seq. ID 


OJ990525_02.9921.C8 



22531 




oene wo . 


46372 




bcrana 


+ 




Start 


186 




End 


282 




Name 


OJ990525 02.9921.C8.ol.gp 


Method 


AAT/GAP 




Start 


186 




End 


282 




GI 


2311773 




Score 


153 




Exons 


IOC 9Q9 
loo. . 4CO^ 










Seq. No. 


22251 




Seq. ID 


OJ990525__02.9921 


.CIO 


Liene no . 


46373 




b rrana 






Start 


5 




End 


395 




Name 


OJ990525 02. 9921. CIO. ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5 




End 


208 




GI 


none 




Score 


124 




Exons 




1 OA 
1Z4 . 


.204 






Seq. No. 


22251 




Seq. ID 


OJ990525_02.9921 


.CIO 


Liene wo . 


46373 




btrana 






Start 


5 




End 


395 




Name 


OJ990525 02. 9921. CIO. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5 




End 


207 




GI 


none 




Score 


108 




Exons 


O..X<^/f O..J.ZO/ 11..14tzCf 




.207, 125 


.187 




Seq. No. 


* 22251 




Seq. ID 


OJ990525_02.9921 


.CIO 


v^ene wo . 


'4 6373 




bt rana 






Start 


5 




End 


395 




Name 


OJ990525 02. 9921. CIO. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


395 




GI 


none 




Score 


110 




Exons 


^ ^ on loc. ii \on 

0 . * f f 11.. IZ/, 


1^:4 , 


.207, 125. 


.190, 300. .395 




Seq. No. 


22251 




Seq. ID 


OJ990525_02.9921 


.CIO 


oene wo . 


46373 




Strand 






Start 


5 




End 


395 




Name 


OJ990525 02. 9921. CIO. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5 




End 


395 




GI 


none 




Score 


101 




Exons 


c "yon a loc^ it iot 

0..1Z/f O..1Z0/ ll..lZ/f 


1Z4 . 


.207, 125. 


.190, 300. .395 




Seq. No. 


22251 




Seq. ID 


OJ990525_02.9921 


.CIO 


oene wo . 


46374 




Strand 






Start 


1196 




End 


1374 




Name 


OJ990525 02. 9921. CIO. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1196 ' 




End 


1374 




GI 


none 




Score 


48 




Exons 


liyD..l^i/J/ 1ZU4.,1Z40, 


1 O R 9 


.1374, 1262. .1372 




Seq. No. 


22252 




Seq. ID 


OJ990525_02.9921 


.C23 


oene wo . 


46375 




Strand 






Start 


100 




End 


1141 




Name 


OJ990525 02.9921.C23.ol. 


ts 


Method 


TBLASTX : Soybean 




Start ' 


100 




End 


587 




GI 


none 




Score 


91 




Exons 


100. .186, 101. .184, 453. 


.518, 


461. .583, 


462. .587 




Seq. No. 


22252 




Seq. ID 


OJ990525_02.9921 


C23 


Gene No. 


46375 




Strand 







22532 




start 


100 






End 


1141 


Name 


OJ990525 02 


.9921. 023. ol. 


cm 


Mernoa 


i nJjAo i A : Mai ze 


Start 


100 






End 


1141 


GI 


none 






Score 


82 


Exons 


100. .174, 100. .186, 101, 


.184, 


461. .589 


, 462. ,587, 463. .591, 




464. .592, 465. .596, 713. 


.769, 


714. .779 


, 715. .765, 1045. .1128, 




1046. .1138, 


1049. .1141 








Seq. No. 


22253 






Seq. ID 


OJ990525_02.9921.C24 


Gene No. 


46376 






Strand 




Start 


331 






End 


2185 


Name 


OJ990525 02 


.9921.C24.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


331 






End 


2185 


GI 


none 






Score 


102 


Exons 


331. .420, 336. .404, 1227. .1304, 1358.. 


1426, 1359.. 1427, 




1535. .1666, 


1543. .1662, 


1554. 


.1676, 1558. .1677, 1826. .2032, 




1826. .1975, 


1828. .2004, 


2105. 


.2185, 2107. .2166 


Seq. No. 


22253 






Seq. ID 


OJ990525_02.9921.C24 


Gene No. 


46376 






Strand 




ouarr 


331 






End 


2185 


Name 


OJ990525_02 


.9921.C24.ol. 


tm 


Method 


TBLASTX:Maize 


Start 


1 c; /I T 
. l04 / 






End 


2170 


GI 


none 






Score 


201 


Exons 


1547. .1669, 


1549. .1668, 


1808. 


.20.02, 1818.. 2003, 1825.. 2010, 




1826. .2020, 


2099. .2170, 


2107. 


.2166 




Seq. No. 


22253 






Seq. ID 


OJ990525_02.9921.C24 


Gene No. 


46376 






Strand 




Start 


331 






End 


2185 


Name 


OJ990525 02 


.9921.C24.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1583 






End 


2142 


GI 


none 






Score 


139 


Exons 


1583. .1666, 


1588. .1677, 


1826. 


.2020, 1834. .2010, 2102, .2140, 




2110. .2142. 










Seq. No. 


22253 






Seq, 'ID 


OJ990525_02.9921.C24 


Gene No . 


46376 






Strand 




Start 


331 






End 


2185 


Name 


OJ990525 02 


.9921.C24.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1892 






End 


2179 


GI 


none 






Score 


206 


Exons 


1892. .2035, 


1892. .1993, 


1894. 


.2022, 2039. .2170, 2084. .2179 


Seq. No. 


22254 






Seq. ID 


OJ990525_02.9921.C28 


Gene No. 


46377 






Strand 




otar L 


798 






End 


2253 


Name 


OJ990525 02 


.9921.C28.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


798 






End 


2197 


GI 


none 






Score 


36 


Exons 


798. .854, 828. .950, 881. 


.1003 


, 922. .1011, 925. .954, 1866. .2066, 




1891. .2085, 


1891. .2097, 


2165. 


.2194, 2165. .2197 


Seq. No. 


'22254 






Seq. ID 


OJ990525_02.9921.C28 


Gene No. 


46377 






Strand 




Start 


798 






End 


2253 


Name 


OJ990525 02 


9921.C28.ol. 


tc 


Method 


TBLASTX: Cress 



22533 




start 


925 


End 


2230 


GI 


none 


Score 


69 


Exons 


925.. 1011, 1889.. 2017, 1891. 


.2028, 1940.. 2074, 2165.. 2230 


Seq. No. 


22254 


beq. lu 




Gene No. 


46377 


btrana 




Start 


TOO 


End 


o o c o 


Name 


OJ990525 02.9921.C28.ol.tm 


V/f ~ 4_ U. ^ -J 

Mernoa 


i bJjAb i A : Maize 


Start 


967 


hna 


O O Q Q 


GI 


none 


Score 




Exons 


967. .1011, 1884. .2054, 1891. 


.2085, 1891 


..2097, 2165.. 2236, 




2165.. 2239, 2173.. 2253 






Seq. No. 


22255 


beq. ID 


OTQQnc^OQ no QQOT r^OQ 

ujyyuDzo uz . y y^:i . c^zy 


Gene No. 


4 6378 


Strand 




Start 


405 


End 


ODD 


Name 


OJ990525 02.9921.C29.ol.gp 


Metnod 




Start 


405 


End 


OO D 


GI 


none 


Score 


646 


Exons 


405. .633, 771. .886 






Seq. No. 


22255 


Seq. ID 


ojyyuozb u^.yy^Ji.c^y 


Gene No . 


yl O T O 

4 63 / o . 


Strand 




Start 


405 


hna 


o o ^ 
0 O D 


Name. 


OJ990525 02.9921.C29.ol.tm 


MetnOd 


i JoLAb i A : Mai ze 


Start 


456 


hnd 


0 4 y 


GI 


none 


Score 


188 


Exons 


456.-635, 457. .642, 458. .634 


, 490.. 636, 


763. .849, 771. .848 


Seq. No. 


22256'' 


beq. ID 


/*^TQQ^t^oc: no qqoi r^T? 


Gene No. 


4 d3 / y 


Strand 


+ 


Start 


996 


hnd 


1 o n n 


Name 


OJ990525 02.9921.C37.ol.gp 


Method 




Start 


996 


hnd 


1 o n n 


GI 


none 


Score 


410 


Exons 


996. .1200 






Seq. No. 


22257 


beq. ID 


/^TQQntioc; no qqoi /^oq 


Gene No. 


46380 


Strand 




Start 


279 


hnd 


TO/ 


Name 


OJ990525 02.9921.C38.ol.ts 


Metnod 


1 BLAb i A : boycean 


Start 


279 


hnd 


TO/ 


GI 


none 


Score 


y D 


Exons 


279. .485, 376. .471, 590. .724 


, oy ± . . /u / 




Seq. No. 


22258 


Seq. ID 


OJ990525_02.9921.C40 


Gene No. 


46381 


Strand 




Start 


117 


End 


1420 


Name 


OJ990o25 02 . y yzl . C40 . ol . gp 


Method 


AAT/GAP 


Start 


117 


End 


1420 


GI 


38389 1.R1084 


Score 


1113- 


Exons 


117. -.551, 1082. .1135, 1297.. 


1420 




GI Descrip. 


M138722/emb|CAA70777 | 8\ Oe- 


30 {Y09590) 


hexose transporter 




[Vitis vinifera] ' 






Seq. No. 


22259 


Seq. ID 


OJ990525_02.9921.C48 


Gene No. 


46382 


Strand 





22534 




start 


220 




End 


869 


Name 


OJ990525 02.9921.C48.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


220 




End 


620 


GI 


none 




Score 


86 


Exons 


220. .300, 440. .586, 440 


. .580, 


447. .620, 


447. .608 


Seq. No. 


22259 




Seq. ID 


OJ990525_02.9921.C48 


Gene No. 






Strand 




Start 


220 




End 


869 


Name 


OJ990525 02.9921.C48.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


220 




End 


583 


GI 


none 




Score 


151 


Exons 


220. .351, 220. .351, 449 


. .577, 


450. .578, 


451. .579, 452. .583 


Seq. No. 


22259 




Seq. ID 


OJ990525_02.9921.C48 


Gene No. 






Strand 




Start 


220 




End 


869 


Name 


OJ990525 02.9921.C48.ol 


.tm 


Method 


TBLASTX :Maize 


Start 


449 




End 


857 


GI 


none 




Score 


234 


Exons 


449. .577, 450. .578, 452 


. .583, 


788. .853, 


789. .857 


Seq. No. 


22259 




Seq. ID 


OJ990525_02.9921.C48 


Gene No. 






o urana 




Start 


220 




End 


869 


Name 


OJ990525 02.9921.C48.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


458 




End 


869 


GI 


none 




Score 


209 


Exons 


458. .574, 459. .578, 462 


. .578, 


464 . .583, 


788. .868, 789. .869 


Seq. No. 


22260 




Seq. ID 


OJ990525_02 . 9921 .C4 9 


Gene No. 


46383 




Strand 




Start 


649 




End 


1276 


Name 


OJ990525 02.9921.C49.ol 


.gp 


Method 


AAT/GAP 


Start 


649 




End 


1276 


GI 


5771166 




Score 


1161 


Exons 


649. .1276 








GI Descrip. 


5734 438/emb | CAB52688 . 1 | 


l.Oe- 


49 (AJ132223) hexose transporter 




[Lycopersicon esculentum] 






Seq. No. 


22260 




Seq. ID 


OJ990525_02.9921.C49 


Gene No. 


46384 




Strand 




Start 


1928 




End 


2392 


Name 


OJ990525 02.9921.C49.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


837 




End 


2310 


GI 


none 




Score 


266 


Exons 


837. .1208, 850.. 1209, 1212.. 2309, 1213. 


.1281, 1251. .1556, 




1327. .1716, 1786. .1896, 


1954. 


.2310 




Seq. No. 


22260 




Seq. ID 


OJ990525_02. 9921.C49 


Gene No. 


46384 




Strand 




Start 


1928 




End 


2392 


Name 


OJ990525 02.9921.C49.ol 


.tm 


Method 


TBLASTX: Maize ■ 


Start ■ 


847 




End 


1544 


GI 


none 




Score 


777 


Exons 


847. .1542, 849. .1544 









22535 



Seq. NO. 22260 . Seq. ID 

Gene No. 4 6384 Strand 

Start 1928 End 

Name OJ990525_02 . 9921 . C4 9 . ol . tc Method 

Start 84 9 End 

GI none Score . 

Exons 849.. 1208, 850.. 1209, 1212.. 2312, 1213. 

1327. .1716, 1789. .1899, 1951. .2334 



OJ990525_02.9921.C49 
2392 

TBLASTX: Cress 

2334 

298 

.1281, 1251. .1544, 



Seq. No. 22260 

Gene No. 4 6384 

Start 1928 

Name OJ990525_02 . 992 1 . C4 9 . ol . tw 

Start 861 

GI none 

Exons 861.. 1187, 862.. 1179 

Seq. No. 22260 

Gene No. 46384 

Start 1928 

Name OJ990525_02. 9921 .C4 9.o2. tw 

Start 1239 

GI none 

Exons 1239.. 1577, 1254.. 1526, 1330.. 1539 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990525_02.9921.C49 
2392 

TBLASTX: Wheat 

1187 

286 



OJ990525_02.9921.C49 
2392 

TBLASTX: Wheat 

1577 

156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22260 Seq. ID 

46384 Strand 

1928 End 

OJ990525_02 . 992 1 . C4 9 . o3 . tm Method 

1647 End 

none Score 
1647. .1898, 1774 . .1887 

22260 Seq. ID. 

46384 Strand 
1928 - End - 

OJ990525_02 . 9921 . C4 9 . o2 . gp Method 

1928 End 

2427703 Score 
1928. .2392 

4138722/emb|CAA70777 I 8.0e-30 {Y09590) 
vinif era] 



OJ990525_02.9921.C49 
2392 

TBLASTX: Maize 

1898 

90 



OJ990525_02.9921.C49 

2392 
AAT/GAP 
2392 
807 

hexose transporter [Vitis 



Seq. No. 22260 Seq. ID 

Gene No. 46384 Strand 

Start 1928 End 

Name OJ990525_02 . 992 1 . C4 9 . o2 . tm Method 

Start 1989 End 

GI none Score 

Exons 1989.. 2324, 1990.. 2337 



OJ990525_02.9921.C49 
2392 

TBLASTX: Maize 

2337 

494 



Seq. No. 22261 Seq. ID 

Gene No. 46385 Strand 

Start 1996 End 

Name OJ990525_02 . 9921 . C50 . ol . tm Method 

Start 673 End 

GI none Score 



OJ990525_02.9921.C50 
2640 

TBLASTX: Maize 

2175 

103 



22536 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



673. .873, 704.':889, 705. .887, 930. .1088, 954. .1079, 1188. .1340, 
1189. .1341, 1195. .1389, 1636. .1803, 1645. .1806, 2007. .2150, 
2009. .2173, 2023.. 2175, 2137.. 2175 



22261 
46385 
1996 

OJ990525_02.9921.C50.o2.ts 

813 

none 



Seq. ID OJ990525_02.9921.C50 
Strand 

End 2640 

Method TBLASTX : Soybean 

End 1337 

Score 80 



813. .887, 815. .889, 999. .1079, 1014. .1082, 1188. .1247, 
1192. .1248, 1201. .1263, 1248. .1337 



Seq. ID OJ990525_02.9921.C50 
Strand 

End 2640 

Method AAT/GAP 

End 2640 

Score 756 



22261 
46385 
1996 

OJ990525_02.9921.C50.ol.gp 
1996 

LIB3434-005-P1-K1-D3 
1996. .2236, 2399. .2640 

'5734438/emb|CAB52688.1| l.Oe-49 (AJ132223) hexose transporter 
[Lycopersicon esculentxim] * 



22261 
46385 
1996 

OJ990525_02.9921.C50.ol.ts 

2042 ' 

none 



Seq. ID OJ990525_02.9921.C50 
Strand 

End 2640 

Method TBLASTX : Soybean 

End ■ 2592 

Score 128 



2042. .2179, 2043. .2150, 2393. .2590, 2406. .2555, 2407. .2592 



22261 
46385 
1996 

OJ990525_02 . 9921 . C50 . o2 . tm 

2371 

none 

2371.. 2592, 2390.. 2593 



Seq. ID OJ990525_02.9921.C50 
Strand 

End 2640 

Method TBLASTX : Mai ze 

End 2593 

Score 195 



Seq.- No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



22262 
46386 
361 

OJ990525_02 . 9921 . C51 . ol . tm 

361 

none 



Seq. ID OJ990525_02.9921.C51 
Strand 

End 1967 

Method TBLASTX : Mai ze 

End 1967 

Score 222 



361. .516, 365. .502, 369. .503, 370. .540, 669. .734, 669. .734, 
670. .735, 671. .736, 1324. .1401, 1329. .1409, 1331. .1408, 
1862. .1960, 1862. .1960, 1866. .1967 



22263 
46387 
22 

OJ990525_02.9921.C52.ol.tm 
22 

none 



Seq. ID OJ990525_02.9921.C52 
Strand 

End 323 

Method TBLASTX: Maize 

End 323 

Score 126 



22. .123, 23. .121, 24. .128, 220. .321, 224. .322, 224. .322, 
273. .323 



22537 



o€q. NO. 






beq. lu 




Gene No. 


46388 




Strand 




Start 


2 




End 


298 


Name 


OJ990525 02.9921.C53.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


298 


GI 


none 




Score 


112 


Exons 


2. .97, 3. .101, 192. .296 


, 197.. 


298, 199 


. .297 


Seq. No. 


22265 




Seq. ID 


OJ990525_02.9921.C54 


Gene No. 


46389 




Strand 






1 




End 


O / J 


Name 


OJ990525 02.9921.C54.ol 


.gp 


Method 


AAT/GAP 


start 


1 




End 


873 


GI 


17582 1.R1084 




Score 


190 


Exons 


1..23, 361. .436, 800. .873 






GI Descrip. 


' 4582434 /gb|AAD24820.1 1. 


AC007196 6 l.Oe- 


-41 (AC007196) unknowr 




protein [Arabidopsis thaliana] 






O n n XT /-V 

beq. wo. 


o o o ^ c 
ZZZ DO 




Seq. ID 




Gene No. 






Strand 




Start 


418 




End 


585 


Name 


OJ990525_02. 9921.C56.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4 io 




End 


585 


GI 


none 




Score 


85 


Exons 


>lTO COO /OO CC'O /OT 

41o..Dcf<c, 4^iZ..0DO, 4z / 


O EI 

. .300, 


428. .583 




Seq. No. 


O O O C T 




Seq. ID 


OJ990525_02.9921.C62 


Gene No. 


46391 




Strand 


+ 


o uar u 


653 




End 


706 


Name 


OJ990525_02.9921.C62.ol 


.gp 


Method 


AAT/GAP 


Start 


653 




End 


706 


GI 


uC-osf Icyp029ci06bl 




Score 


100 


Exons 


653. .706 








GI Descrip. 


'5524769/emb|CAB50793.1 


1 3.0e- 


-11 (AJ243822) Mrell protein 




[Arabidopsis thaliana] ' 








Seq. No. 


22268 




Seq. ID 


OJ990525_02. 9921.C63 


Gene No. 


46392 




Strand 


+ 


O Lax L. 


3191 




End 


3526 


Name 


OJ990525 02. 9921.C63.ol 


.gp 


Method 


AAT/GAP 


Start 


3191 




End 


3526 


GI 


uC-osflcyp029d06bl 




Score 


586 


Exons 


3191. .3526 








GI Descrip. 


'5524769/emb|CAB50793.1 


1 3.0e- 


'11 (AJ243822) Mrell protein 




[Arabidopsis thaliana] ' 








beq. NO. 


22269 




Seq. ID 


OJ990525_02. 9921.C64 


Gene No. 


46393 




Strand 




Start 


85' 




End 


673 


Name 


OJ990525 02.9921.C64.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


85 ' 




End 


673 


GI 


none 




Score 


125 


Exons 


85. .123, 202. .309, 204. 


.308, 397. .432, 


433. .483, 602. .673 


Seq. No. 


22269 




Seq. ID 


OJ990525_02.9921.C64 


Gene No. 


46394 




Strand 





22538 



start 
Name 
Start 
GI 

Exons 



1280 

OJ990525_02.9921.C64.ol.ts 

1280 

none 

1280. .1444, .1284. .1415, 1289, 
1961. .2101 



End 2101 

Method TBLASTX : Soybean 

End 2101 

Score 85 

.1447, 1290.. 1445, I960.. 2100, 



Seq. No. 


22270 




Seq. ID 


OJ990525_02.9921.C65 


Gene No. 


46395 




Strand 


+ 


Start 


1636 




End 


2176 


Name 


OJ990525 02.9921.C65.ol. 


.gp 


Method 


AAT/GAP 


Start 


1636 




End 


2176 


GI 


17582 1.R1084 




Score 


299 


Exons 


1636. .1698, 1801. .1839, 


1962. 


.2043, 2151.. 2176 


GI Descrip. 


M582434/gb|AAD24820.1tAC007196_6 1 . Oe 


-41 {AC007196) unknow] 




protein [Arabidopsis thaliana]^' 




Seq. No. 


22271 




Seq. ID 


OJ990525_02.9921.C69 


Gene No. 


46396 




Strand 




Start 


430 




End 


741 


Name 


OJ990525 02.9921.C69.ol. 


• gp 


Method 


AAT/GAP 


Start 


430 




End 


741 




17582 1.R1084 




Score 


573 


Exons 


430. .741 








GI Descrip. 


M582434/gb|AAD24820,l|AC007196 6 1 . Oe 


-41 (AC007196) unknow] 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


22272 




Seq. ID 


OJ990525_02.9921.C70 


Gene No. 


46397 




Strand 




Start 


760 




End 


2399 


Name 


OJ990525 02.9921.C70.ol. 


.ts 


Method 


TBLASTX : Soybean 


Start 


760 




End 


1970 




none 




Score 


88 


Exons 


760.. 840, 1123.. 1233, 1665.. 1796, 1665 


..1799, 1669. .1797, 




1669. .1815, 1676. .1807, 


1906. 


.1968, 1908. .1970 


Seq. No. 


22272 




Seq. ID 


OJ990525_02.9921.C70 


Gene No. 


46397 




Strand 




Start 


. 760 




End 


2399 


Name 


OJ990525 02.9921.C70.ol. 


.tm 


Method 


TBLASTX: Maize 


o tar u 


1083 




End 


2399 


GI 


none 




Score 


58 


Exons 


1083.. 1172, 1123.. 1176, 


1159. 


.1233, 1182.. 1232, 1669. .1815, 




1670. .1819, 1670. .1816, 


1911. 


.2006, 1915.. 2004, 1921. .2010, 




1922.. 2038, 2159.. 2227, 


2169. 


.2234, 2346.. 2399 


Seq. No. 


22273 




Seq. ID 


OJ990525_02.9921.C71 


Gene No. 


46398 




Strand 




Start 


204 




End 


383 


Name 


OJ990525 02.9921.C71.ol, 


.ts 


Method 


TBLASTX: Soybean 


Start 


204 




End 


372 . 


GI 


none 




Score 


64 


Exons 


204. .371, 211. .372, 213. 


. .371 






Seq. No. 


22273 




Seq. ID 


OJ990525_02.9921.C71 


Gene No. 


46398 




Strand 




Start 


204 




End 


383 



22539 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990525_02 . 992 1 . C7 1 . ol . tm Method 

213 End 

none Score 
213. .365, 213. .383, 214. .372 



TBLASTX: Maize 

383 

156 



22274 
46399 
1 

OJ990415_05.9923.Cl.ol.np 
1 

4680204 
1..708 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990415_05.9923.C1 
Strand + 

708 

AAT/NAP 
708 
535 



End 

Method 

End 

Score 



22274 
46399 
1 

OJ990415_05.9923.Cl.ol.gs 
5 

none 
5. .508 

22274 
46399 
1 

OJ990415_05. 9923.Cl.ol.tw 
102 
none 

102. .242, 102. .212, 104. .340, 104. .253, 205. .372, 335. .505 



Seq. ID OJ990415_05.9923.C1 

Strand + 

End 708 

Method GENSCAN 

End 508 

Score 1 



Seq. ID OJ990415_05.9923.C1 

Strand + 

End 708 

Method TBLASTX : Wheat 

End 505 

Score 62 



22275 
46400 
304 

OJ990415_05. 9923.C3.ol.gs 

304 

none 

304.. 412, 631.. 654 

22276 
46401 
352 

OJ990415_05.9923.C5.ol.gs 

352 

none 

352. .400, 686. .711 

22277 
46402 
1 

OJ990415_05. 9923.C6.ol.gp 
1 

none 

1..277, 365.. 434 

22277 
46402 
1 



Seq. ID OJ990415_05.9923.C3 

Strand + 

End 654 

Method GENSCAN 

End 654 

Score .47 



Seq. ID OJ990415_05.9923.C5 

Strand + 

End 711 

Method GENSCAN 

End 711 

Score .62 



Seq. ID OJ990415_05.9923.C6 

Strand 

End 912 

Method AAT/GAP 

End 434 

Score 619 



Seq. ID OJ990415_05. 9923.C6 

Strand 

End 912 



22540 



Name 

Start 

GI 

Exons 

GI Desc^ip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ9904 15_05 . 9923 . C6 . ol . np Method AAT/NAP 

1 End 912 

5932553 Score 221 

1..277, 365. .416, 502. .575, 659. .708, 792. .912 
(AC0094 65) putative kinase [Arabidopsis thaliana] 



22277 Seq. ID 

46402 Strand 

1 End 
OJ9904 15_05 . 9923 . C6 . ol . tm Method 

2 End 
none Score 



OJ990415_05.9923.C6 
912 

TBLASTX: Maize 

419 

201 



2. .166, 3. .164, 13. .189, 128. .277, 164. .265, 165. .278, 365. .418, 
365. .418, 366. .419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22277 Seq. ID 

46402 Strand 

1 . • End 

OJ990415_05 . 9923 . C6 . ol . gs Method 

28 End 

none Score 



OJ990415_05.9923.C6 
912 

GENSCAN 

852 

.59 



28. .325, 365. .449, 502. .575, 659. .708, 792. .852 



22277. Seq. ID 

46402 Strand 

1 End 

OJ990415_05. 9923.C6.ol.ts Method 

92 End 

none Score 



OJ990415_05.9923.C6 
912 

TBLASTX : Soybean 

883 

72 



92. .277, 192. .278, 359. .415, 366. .416, 490. .594, 543. .575, 
662. .709, 790. .873, 791. .871, 791. .883 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22277 Seq. ID 

46402 Strand 

1 End 

OJ990415_05.9923.C6.ol.tw -Method 

543 End 
none Score 



OJ990415_05.9923.C6 
912 

TBLASTX: Wheat 

883 

56 



543. .575, 545. .574, 545. .580, 658 . . 705 , 659 . . 709, 662. .709, 
786. .866, 786. .866, 790. .873, 791. .871, 791. .883 



22277 
46402 
1 

OJ990415_05.9923.C6.o2.tm 
545 
none 

545. .574, 545. .580, 654. .710, 662. .709, 789. .872, 790 
790. .873, 791. .883 



Seq. ID OJ990415_05.9923.C6 
Strand 

End 912 

Method TBLASTX : Mai ze 

End 883 

Score 56 

873, 



22277 
46402 
1 

0 J9904 1 5_05 . 9 923 . C6 . o2 . gp 
676 

60358_1.R1084 

676. .708, 792. .912 



Seq. ID OJ990415_05.9923.C6 
Strand 

End 912 

Method AAT/GAP 

End 912 

Score 193 



22541 




GI Descrip. ' 5932553/gb | AAD57008 . 1 | AC0094 65_22 2.0e-76 (AC009465) putative 
kinase [Arabidopsis thaliana] ' 



Seq. No. 


22278 


Seq. ID 


OJ990415_05.9923.C8 


Gene No. 


46403 


Strand 


+ 


Start 


12 


End 


51 


Name 


OJ990415 05.9923.C8.ol.gs 


Method 


GENSCAN 


Start 


12 


End 


51 


GI 


none 


Score 


1 


Exons 


IZ . . Ol 






Seq. No. 


22279 


Seq. ID 


OJ990415_05.9923.C9 


Gene No. 


46404 


Strand 


+ 


Start 


137 


End 


430 


Name 


OJ990415 05.9923.C9.ol.gs 


Method 


GENSCAN 


Start 


137 


End 


430 


GI 


none 


Score 


.43 


Exons 


137. .217, 404. .430 






beq. No. 


22280 


Seq. ID 


OJ990415_05. 9923.010 


Gene No. 


46405 


Strand 


+ 


Start 


635 


End 


946 


Name 


OJ990415 05.9923.C10.ol.gp 


Method 


AAT/GAP 


Start 


635 


End 


946 


GI 


72524 1.R1084 


Score 


419 


Exons 


635. .946 






GI Descrip. 


' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence' 


Seq. No. 


22280 


Seq. ID 


OJ990415_05. 9923. CIO 


Gene No. 


46406 


Strand 




Start 


1 


End 


1023 


Name 


OJ990415 05.9923.Clp.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1023 


GI 


. 3492806 


Score 


261 


Exons 


1..85, 135.:7453, 1002., 1023 






GI Descrip. 


(AJ225045) adventitious rooting related oxygenase [Malus 




domestical 






Seq. No. 


22280 


Seq. ID 


OJ990415_05. 9923. CIO 


Gene No. 


46406 


Strand 




Start 


1 


End 


1023 


Name 


OJ990415 05.9923.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


124 


End 


452 


GI 


none 


Score 


53 


Exons 


124. .201, 210. .371, 265. .354, 


369. .452 




Seq. No. 


22280 


Seq. ID 


OJ990415_05. 9923. CIO 


Gene No. 


46406 


Strand 




Start 


1 


End 


1023 


Name 


OJ990415 05.9923.C10.ol.gs 


Method 


GENSCAN 


Start 


■ 135 


End 


688 


GI 


none 


Score 


. 69 


Exons 


135. .450, 624. .688 






Seq. No. 


22280 


Seq. ID 


OJ990415_05. 9923. CIO 


Gene No. 


46406 


Strand 





22542 




start 


1 






End 


1023 


Name 


OJ990415 05. 9923. CIO. ol 


.tm 




Method 


TBLASTX: Maize 


Start 


233 






End 


473 


GI 


none 






Score 


121 


Exons 


233.-349, 234.. 368, 237 


. .362, 


262. .363, 271. .369, 369. .473, 




369. .452 










Seq. No. 


22281 






Seq. ID 


OJ990415_05.9923.C12 


Gene No. 


4 6407 






Strand 


+ 


Start 


1006 






End 


1481 


Name 


OJ990415 05.9923.C12.ol 


.gs 




Method 


GENSCAN 


Start 


1006 






hna 


1 4 o i 


GI 


none 






Score 


.53 


Exons 


1006.. 1091, 1354.. 1481 










Seq. No. 


22282 






Seq. ID 


OJ990415_05.9923.C14 


Gene No. 


A C A f\ O 

4 d4(Jo 






Strand 


+ 


Start 


440 






End 


620 


Name 


OJ990415 05.9923.C14.ol 


.gs 




Method 


GENSCAN 


Start 


440 






End 




GI 


none 






Score 


.95 


Exons 


440. .620 










Seq. No. 


22282 






Seq. ID 


OJ990415_05.9923.C14 


Gene No. 


A /" A r\ C\ 

4 6409 






Strand 


- 


Start 


44 






End 


622 


Name 


OJ990415 05.9923.C14.ol 


.gp 




Method 


AAT/GAP 


Start 


44 






End 




GI 


none 






Score 


1031 


Exons 


44. .622 










Seq. No. 


22282 






Seq. ID 


OJ990415 05.9923.C14 


Gene No. 


4 6409 






Strand 


- 


Start 


44 






End 


622 


Name 


OJ990415 05.9923.C14.ol 


. tm 




Method 


TBLASTX: Maize 


Start 


425 






End 


600 


GI 


none 






Score 




Exons 


425.. 595, 452.. 595, 454 


. .600, 


454. .600 




Seq. No. 


22283 






Seq. ID 


OJ990415_05.9923.C15 


Gene No. 


46410 






Strand 


■ + 


Start 


1 






End 


304 


Name 


OJ990415 05.9923.C15.ol 


.gp 




Method 


AAT/GAP 


Start 


1 






End 


299 


GI 


36795 1.R1084 






Score 


460 


Exons 


1. .299 










GI Descrip. 


'3935185 5.0e-12 (AC004557) 


F17L21.28 


[Arabidopsis thaliana] ' 


Seq, No. 


22283 






Seq. ID 


OJ990415_05.9923.C15 


Gene No. 


4 6*410 






Strand 


+ 


Start 


1 






End 


304 


Name 


OJ990415 05.9923.C15.ol 


. tm 




Method 


TBLASTX: Maize 


Start 


1 






End 


304 • 


GI 


none 






Score 


68 


Exons 


1..84, 10. .90, 90. .164, 


91. 


.177, 166.. 


225, 166. .216, 185. .304, 



257. .304 



22543 




Seq. No. - 


22284 


Seq. ID 


OJ990415_05. 


9923. 


C16 


Gene No. 


46411 


Strand 








Start 


1 


End 


355 






Nsine 


OJ990415 05.9923.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


355 






GI 


3193291 


Score 


119 






Exons 


1..140, 276. .355 










GI Descrip. 


(AF069298) Similar to DNA mismatch repair protein; 


T14P8 


.6 




[Arabidopsis thaliana] 










Seq. No. 


22284 


Seq. ID 


OJ990415_05. 


9923. 


C16 


uene ino. 


46411 


Strand 








Start 


1 


End 


355 






Name 


OJ990415 05.9923.C16.ol.gs 


Method 


GENSCAN 






Start 


67 


End 


140 






GI 


none 


Score 


.76 






Exons 


67. .140 










Seq. No. 


22285 


Seq. ID 


OJ990415_05. 


9923. 


C17 


Gene No. 


46412 


Strand 


+ 






Start 


171 


End 


488 






Naitie 


OJ990415 05.9923.C17.o2.gp 


Method 


AAT/GAP 






Start 


171 


End 


488 






GI . - 


72524 1.R1084 


Score 


417 






Exons 


' 171. .488 










GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3.0e-( 


34 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence* 




Seq. No. 


22285 


Seq. ID 


OJ990415_05. 


9923. 


C17 


Gene No. 


46413 


Strand 


+ 






Start 


435 


End 


1629 






Name 


OJ990415 05.9923.C17.ol.gs 


Method 


GENSCAN 






Start 


435 


End 


1564 






GI 


none 


Score 


.59 






Exons 


435. .499, 567. .627, 925..1564 










Seq. No. 


22285 


Seq. ID 


6j990415_05. 


9923. 


C17 


Gene No. 


46413 


Strand 


+ 






o uart 


435 


End 


1629 






Name 


OJ990415 05.9923.C17.ol;np 


Method 


AAT/NAP 






Start 


864 


End 


1629 






GI 


5091513 


Score 


1024 






Exons 


864. .1629 










GI Descrip. 


(AB0234 82) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


22286 


Seq. ID 


OJ990415_05. 


9923. 


C18 


Gene No. 


46414 


Strand 


+ 






ollari. 


1 


End 


1840 






Name 


OJ990415 05,9923.C18.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1840 






GI 


5091513 


Score 


1207 






Exons 


1..257, 991. .1840 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sati^^a] • 






Seq. No. 


22287 


Seq. ID 


OJ990415_05. 


9923. 


C19 


Gene No. 


46415 


Strand 


+ 






Start 


130 


End 


1871 







22544 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



OJ990415_05.9923.C19.ol.gs Method GENSCAN 
130 End 1871 

none Score .82 

130. .551, 817. .940, 987. .1209, 1513. .1871 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415 05.9923.C19 



883 

AAT/NAP 

883 

1034 



22287 
46416 
64 

OJ990415_05. 9923. C19. ol.np 
64 

5091512 
64. .484, 532. .659, 701. .883 

{AB023482) Similar to Plasmodium vivax circumsporozoite protein 
gene, complete cds. (M11926) [Oryza sativa] 

22287 Seq. ID OJ990415_05 . 9923 . C19 

46417 Strand 

3452 End 3757 

OJ990415_05.9923.C19.ol.gp Method AAT/GAP 

3452 End 3557 

5816518 Score 154 

3452. .3557 

4521193/dbj IAB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 

22287 Seq. ID OJ990415_05 . 9923 . C19 

46417 Strand 

3452 End 3757 

OJ990415_05.9923.C19.o2.gp Method AAT/GAP 

3452 End 3757 

72524_1.R1084 Score 415 

3452. .3757 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



Seq. No. 


22288 




Seq. ID 


OJ990415_05 


.9923.C20 


Gene No. 


46418 




Strand 


+ 




Start 


110 




End 


3181 




Name 


OJ990415 05.9923.C20 


.ol.np 


Method 


AAT/NAP 




Start 


110 




End 


373 




GI 


3492806 




Score 


176 




Exons 


110. .373 










GI Descrip. 


(AJ225045) adventitious rooting related oxygenase 


[Malus 




domestical 










Seq. No. 


22288 




Seq. ID 


OJ990415_05 


.9923.C20 


Gene No. 


46418 




Strand 


+ 




Start 


110 




End 


3181 




Name 


OJ990415 05.9923.C20 


.ol .gs 


Method 


GENSCAN 




Start 


128 ^ , 




End 


3181 




GI 


none 




Sfiore 


.53 




Exons 


128.. 235, 800.. 1070, 


2684. . 


.2921, 29'89... 


.3181 




Seq. No. 


22288 




Seq. ID 


OJ990415_05 


.9923.C20 


Gene No. 


46419 




Strand 


+ 




Start 


3804 




End 


4252 




Name 


OJ990415 05.9923.C20 


. o2 . gp 


Method 


AAT/GAP 





22545 



start 
GI 

Exons 



3804 
none 

3804. .4252 



End 
Score 



4252 
889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22288 , • Seq. ID 

46420 ? Strand 

10639 ' End 

OJ9904 15_05 . 9923 . C20 . o3 . gs Method 

10639 End 

none Score 



OJ990415_05.9923.C20 
+ 

15686 
GENSCAN 
15686 
.8 



10639. .10690, 10987. .11154, 11448 .. 11519, 12521 .. 1254 9, 
12954. .13276, 13402 .. 13543, 13887 .. 13965, 14059 .. 14183, 
14793. .14894, 15004 .. 15072, 15549.. 15686 



22288 
46420 
10639 

OJ990415_05.9923.C20.o4.np 

13035 

6862953 



Seq. ID OJ990415_05.9923.C20 

Strand + 

End 15686 

Method AAT/NAP 

End 15683 

Score 1071 



13035. .13142, 13179. .13276, 13402 .. 13543, 13887 .. 13965, 
14059. .14183, 14793. .14894, 15004 .. 15072, 15158 .. 1525 6, 
15549.. 15683 

GI Descrip. (AC0190i8) unknown protein [Arabidopsis thaliana] 



Seq. No. 22288 Seq. ID 

Gene No. 4 6421 ■ Strand 

Start 15681 End 

Name OJ9904 15_05 . 9923 . C20 . o3 . gp Method 

Start 15681 End 

GI none Score 

Exons 15681. .15839 



OJ990415_05.9923.C20 
+ 

15839 
AAT/GAP 
15839 
265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22288 Seq. ID 

46422 Strand 
16996 End 
OJ9904 15_05 . 9923 . C20 . o4 . gp Method 
16943 End 
18112_1.R1084 Score 
16943. .17210, 17308. .17414, 18252 18433, 18528 .. 18913 
'464621/spl P34091 |RL6_MESCR 6.0e-65 60S RIBOSOMAL PROTEIN L6 

(YL16-LIKE) >gi_280374_pir S28586 ribosomal protein ML16 - 

common ice plant >gi_19539_emb_CAA4 9175_ (X69378) ribosomal 
protein YL16 [Mesembryanthemum crystallinum] ' 



OJ990415_05.9923.C20 
+ 

18913 
AAT/GAP 
18913 
1723 



22288 
46422 
16996 

OJ990415_05.9923.C20.o5.np 

16964 

464621 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16964. .17210, 17308. .17414, 18252 .. 18433, 18528. .18680 
60S RIBOSOMAL PROTEIN L6 (YL16-LIKE) gi | 280374 | pir | | S2858 6 
ribosomal protein ML16 - common ice plant gi 1 19539 | emb | CAA4 9175 | 
(X69378) ribosomal protein YL16 [Mesembryanthemum crystallinum] 



OJ990415_05.9923.C20 
+ 

18913 
AAT/NAP 
18680 
652 



Seq. No. 



22288 



Seq. ID OJ990415_05.9923-C20 



22546 




Gene No. 


46422 


Strand 


+ 




Start 


16996 


End 


18913 




Name 


OJ990415 05.9923.C20.o4.gs 


Method 


GENSCAN 




Start 


16996 


End 


18683 




GI 


none 


Score 


.83 




Exons 


16996. .17210, 17308. .17414, 


18252. .18433, 18528. 


.18683 


Seq. No. 


22288 


Seq. ID 


OJ990415_ 


05.9923 


Gene No. 


46423 


Strand 


+ 




Start 


19188 


End 


26490 




Name 


OJ990415 05.9923.C20.o5.gs 


Method 


GENSCAN 




Start 


19188 


End 


26490 




GI 


none 


Score 


.44 




Exons 


19188. .19283, 19288 19330, 


20876. .20955, 21039. 


.21175, 




21266. .21365, 21760 .. 21971, 


22901. .22947, 23533. 


.23672, 




23889. .23979, 24721 .. 24812, 


25102. .25176, 25318. 


.25409, 



25862. .25991, 26425.. 26490 



Seq. No. 


22288 






Gene No. 


46424 






Start 


2441 






Name 


OJ990415 05.9923 


.020. ol 


.gp 


Start 


2441 






GI 


366 4.R1084 






Exons 


2441. .2789 






GI Descrip. 


'4521193/dbj | AB013450 . 1 | AB013 




similar sequence 


to Pib 


gene ' 


Seq. No. 


22288 






Gene No. 


46425 






Start 


3802 






Name 


OJ990415 05.9923 


.020. o6 


. tm 


Start 


112 






GI 


none 






Exons 


112.. 273, 128.. 265, 280 


. .357, 


Seq. No. 


22288 






Gene No. 


46425 






Start 


3802 






Name 


OJ990415 05.9923 


.020.02 


.gs 


Start 


3802 






GI 


none 






Exons . 


3802.. 4191, 4299 


. .4421, 


4513. 




6464.. 6629, 7020 


. .7504, 


8029. 


Seq. No. 


22288 






Gene No. 


46425 






Start 


3802 






Name 


OJ990415 05.9923 


.020.01 


.tm 


Start 


4042 






GI 


none 






Exons 


4042.. 4137, 4050 


. .4148, 


4125. 




4321. .4365, 4344 


. .4421, 


4369. 




4523.. 4723, 4591 


. .4965, 


4808. 




4925. .5107 







Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_05.9923.C20 

2789 
AAT/GAP 
2789 
635 



3.0e-4 0 Oryza sativa DNA, 



Seq. ID OJ990415_05.9923.C20 
Strand 
End 

Method 
End 
Score 



18813 

TBLASTX: Maize 

370 

187 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990415 05.9923.C20 



18813 
GENSCAN 
10021 
.75 

.5201, 5898.. 6084, 6330, 
.8299, 8570.. 8654, 9973, 



,6380, 
,10021 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990415 05.9923.C20 



18813 

TBLASTX: Maize 
5107 
124 

4301, 4186.. 4293, 4308. 
4422, 4513. .4719, 4521. 
4870, 4912.. 5094, 4921. 



.4364, 
.4727, 
.5091, 



Seq. No. 



22288 



Seq. ID OJ990415 05.9923.C20 



22547 



Gene No;' ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46425 Strand 
3802 End 18813 

OJ9904 15_05 . 9923 . C20 . o2 . np Method AAT/NAP 
4071 End 7483 

2702277 Score 1378 

4071. .4817, 4860.. 5273, 5937. .6123, 6330. .6380, 6464. .6629, 
7020. .7483 

{AC003033) putative serine/threonine protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22288 
46425 
3802 

OJ990415_05.9923.C20.o6.ts 

4544 

none 



Seq. ID OJ990415_05.9923.C20 
Strand 

End 18813 

Method TBLASTX : Soybean 

End 5091 

Score 68 



4544. .4687, 4546. .4737, 4735. .4818, 5014. .5091 



Seq. No. 22288 

Gene No. 4 6425 

Start 3802 

Name OJ9904 15_05 . 9923 . C20 . o5 . tm 

Start 5108 

GI none 
Exons 



Seq. ID OJ99P415_05.9923.C20 
Strand 

End 18813 

Method TBLASTX : Mai ze 

End 7139 

Score 83 



5108. .5203, 5108. .5203, 5109. .5225, 5704. .5814, 5714. .5821, 

5733. .5822, 5916. .6119, 5923. .6120, 5941. .6123, 5942. .6124, 

6328. .6381, 6330. .6383, 6330. .6383, 6461. .6631, 6461. .6631, 

6463.. 6633, 7001.. 7138, 7020.. 7139 



Seq. No. 22288 

Gene No. 46425 

Start 3802 

Name OJ9904 15_05 . 9923 . C20 . o4 . ts 

Start 5755 

GI none 
Exons 



Seq. ID OJ990415_05.9923.C20 
Strand 

End 18813 

Method TBLASTX : Soybean 

End 6125 

Score 56 



5755. .5811, 575'6..5812, 5883. .6116, 5896. .6123, 5897. .6124, 
5907.. 6125 



Seq. No. 22288 

Gene No. 4 6425 

Start 3802 

Name OJ9904 15_05 . 9923 . C20 . o2 . tm 

Start 7139 

GI none 

Exons 7139.. 7537, 7142.. 7486 



Seq. ID OJ990415_05. 9923.C20 
Strand 

End ' 18813 

Method TBLASTX : Mai ze 

End 7537 

Score 409 



Seq. No. 22288 

Gene No. 4 6425 

Start 3802 

Name OJ9904 15_05 . 9923 . C20 . ol . ts 

Start 7157 

GI none 

Exons - 7157.. 7483, 7158.. 7484 



Seq. ID OJ990415_05.9923.C20 
Strand 

End 18813 ' 

Method TBLASTX : Soybean 

End 7484 

Score 285 



Seq. No. 
Gene No. 
Start 



22288 
46425 
3802 



Seq. ID OJ990415_05.9923.C20 
Strand 

End 18813 



22548 




Name 


OJ990415 05.9923,C20 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


o o r* o 






End 


18812 




GI 


none 






Score 


63 




Exons 


8208. . 


8297, 16989. .17090, 16995 .. 17102, 16996 .. 17214 , 






•17305. 


.17409, 17305. 


.17415, 


17306. .17416, 18247. .18390, 






18248. 


.18433, 18255. 


.18437, 


18256. .18438, 18525 .. 18686, 






18527. 


.18682, 18528. 


.18683, 


18610. .18702, 18708. .18758, 






18723. 


.18812, 18731. 


.18757, 


18763. .18810 




Seq. No. 


22288 






Seq. ID 


OJ990415_05.9923 


.C20 


Gene No. 


46425 






Strand 






Start 


3802 






End 


18813 




Name 


OJ990415 05.9923.C20 


. o3 .np 


Method 


AAT/NAP 




Start 


8619 






End 


8891 




GI 


4539386 




Score 


69 




Exons 


8619. . 


8891 










GI Descrip. 


(AL035526) extensin- 


like protein [Arabidopsis thaliana] 




Seq. No. 


22288 






Seq. ID 


OJ990415_05.9923 


.C20 


Gene No. 


46425 






Strand 






Start 


3802 






End 


18813 




Name 


OJ990415 05.9923.C20 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13077 






End 


13528 




GI 


none 






Score 


98 




Exons 


13077. 


.13145, 13085. 


. 13144 , 


13224. .132 


89, 13226. .13288, 






13402. 


.13476, 13403. 


. 134 95, 


13446. .134 


87, 13487. .13528, 






13496. 


.13528 










Seq. No. 


22288 






Seq. ID 


OJ990415_05.9923 


.C20 


Gene No. 


46425 






Strand 






Start 


3802 






End 


18813 




Name 


OJ990415 05.9923.C20 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


13077 






End 


14096 




GI 


none 






Score 


73 




Exons 


13077. 


.13142, 13224. 


.13277, 


13396. .13542, 13400. .13543, 






13863. 


.13958, 13884. 


.13952, 


13886. .13963, 14055. .14096 




Seq. No. 


22288 






Seq. ID 


OJ990415_05.9923 


.C20 


Gene No. 


46425 






Strand 






Start 


3802 






End 


18813 




Name 


OJ990415 05.9923.C20 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13080 






End 


15764 




GI 


none 






Score 


89 




Exons 


13080. 


.13139, 13085. 


.13138, 


13220. .13270, 13221 .. 13277, 






13399. 


.13542, 13400. 


.13543, 


13403. .13543, 138 66 .. 13964 , 






13885. 


.13965, 13886. 


.13963, 


14034. .14186, 14036. .14179, 






14058. 


.14198, 14786. 


.14890, 


14790. .148 


97, 14792. .14890, 






14967. 


.15074, 15001. 


.15075, 


15001. .15072, 15150. .15257, 






15157. 


.15255, 15158. 


.15259, 


15544. .15696, 1554 4 .. 15678 , 






15705. 


.15764 










Seq. No. 


22288 






Seq. ID 


OJ990415_05.9923 


.C20 


Gene No. 


46425 






Strand 






Start 


3802 






End 


18813 




Name 


OJ990415 05.9923.C20 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


13083 






End 


13964 




GI 


none 






Score 


66 





22549 



Exons 



13083. .13142, 13224. .13277, 13399 .. 13542, 13400 1354 3, 
13865. .13963, 13866.. 13964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22288 Seq. ID 

46425 Strand 

3802 End 

OJ990415_05. 9923.C20.o2.ts Method 

14078 End 

none Score 



OJ990415_05.9923.C20 
18813 

TBLASTX : Soybean 

15253 

142 



14078. .1-4173, 14079. .14192, 14787 .. 14897 , 14789 .. 14893, 
15000. .15074, 15001. .15075, 15122 .. 15244 , 15157 .. 1524 9, 
15158. .15253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22288 
46425 
3802 

OJ9904 15_05 . 9923 .C20 . o2 . tc 

14781 

none 

14781. .14897, 
15001. .15072, 
15158. .15226 



14781. 
15003, 



,14897, 
,15074, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14786. .14899, 
15143. .15211, 



OJ990415 05.9923.C20 



18813 

TBLASTX: Cress 
15226 
186 

15001.'. 15078, 
15157. .15222, 



Seq. No. 22288 
Gene No. 46425 
Start 3802 

Name OJ9904 15_05 . 9923 . C20 . o3 . ts 

Start 17011 
GI none 
Exons 17011. 

17306. 

18268. 

18540. 



,17097, 17043. .17102, 17143 

,17416, 18248. .18433, 18250 

,18435, 18527. .18682, 18533 
,18683 



Seq. ID OJ990415_05.9923.C20 

Strand - ^ • - 

End 18813 

Method TBLASTX : Soybean 

End 18683 

Score 105 

17214, 17305. .17415, 
18390, 18255. .18434, 
18664, 18540. .18683, 



Seq. No. 
Gene No. 
Start 
Name- 
Start 
GI 

Exons 



22288 
46425 
3802 

OJ990415 
17014 
none 
17014. 
18248. 
18542. 



05.9923.C20.ol.tc 



17103, 
18433, 
18670 



17143. 
18250. 



17214, 
18369, 



Seq. ID OJ990415_05. 9923.C20 
Strand 

End 18813 

Method TBLASTX : Cress 

End 18737 

Score 111 
17305. .17415, 17306. .17416, 
18252. .18377, 18534 .. 18737 , 



Seq. No. 22288 
Gene No. 46425 
Start 3802 

Name OJ9904 15_05 . 9923 . C20 . ol . tw 

Start 18329 
GI none 

Exons 1.8329. .18433, 18329 .. 18358 , 

18352. .18435, 18525 .. 18752, 
18528. .18722, 18610 .. 18753, 
18754.. 18813 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18337. .18393, 
18527; .18682, 



OJ990415 05.9923.C20 



18813 

TBLASTX: Wheat 
18813 
141 

18351. .18446, 
18527. .18757, 



18732. .18812,- 18733 .. 18813, 



Seq. No. 
Gene No. 



22289 
46426 



Seq. ID OJ990415_05.9923-C21 
Strand + 



22550 



start 
Name 
Start 
GI 

Exons 



77 End 

OJ9904 15_05 . 9923 . C21 . ol . tm Method 

71. End 

none Score 



1475 

TBLASTX: Maize 

1284 

154 



71. .169, 74. .169, 75. .236, 85. .177, 337. .414, 343. .414, 
348. .431, 351. .416, 514. .579, 516. .581, 773. .796, 774. .794, 
792. .866, 794. .865, 953. .1066, 964. .1101, 966. .1085, 970. .1089, 
1220.. 1276, 1222.. 1284 



Seq. No. 22289 

Gene No. 46426 

Start 77 

Name OJ990415_05. 9923.C21.ol.gs 

Start 77 

GI none 
Exons 



Seq. ID OJ990415_05.9923.C21 

Strand + 

End 1475 

Method GENSCAN 

End 1475 

Score .78 



77. .168, 296. .415, 969. .1089, 1314. .1475 



Seq. No. 


22290 








-Seq. ID 


OJ990415 


_05.9923.C22 


Gene No. 


46427 








Strand 


+ 




Start 


283 








End 


402 




Name 


OJ990415 05. 


.9923. 


C22.01 


. gs 


Method 


GENSCAN 




Start 


283 








End 


402 




GI 


none 








Score 


.8 




Exons 


283. .402 














Seq. No.* 


22290 








Seq. ID 


OJ990415 


_05.9923.C22 


Gene No. 


46428 








Strand 






Start 


1908 








End 


7125 




Name 


OJ990415 05. 


.9923." 


C22.01 


.tm 


Method 


TBLASTX:: 


Maize 


Start 


1674 








^End 


2079 




GI 


none 








Score 


46 




Exons 


1674. .1703, 


1676. 


.1702, 


1795. 


.1827, 1807.. 1827, 


1901. .2074, 




1902. .2069, 


1903. 


.2079 










Seq. No. 


22290 








Seq. ID 


OJ990415 


_05.9923.C22 


Gene No. 


46428 








Strand 






Start 


1908 








End 


7125 




Name 


OJ990415 05. 


.9923. 


C22.02 


.gs 


Method 


GENSCAN 




Start 


1908 








End 


7125 




GI 


none 








Score 


.49 




Exons 


1908. .2351, 


4707. 


.4999, 


5295. 


.5351, 5714.. 5839, 


6163. .6351, 



7020. .7125 



Seq, No. 


22291 






Seq. ID 


OJ990415_ 


05.9923.C23 


Gene No. 


46429 






Strand 


+ 




Start 


432 






End 


4207 




Name 


OJ990415. 


05.9923.C23.ol 


.gs 


Method 


GENSCAN 




Start 


. 432 






End 


4207 




GI' 


none 






Score 


.53 




Exons 


432. .611, 


665.. 696, 753 


. .785, 


1426. .1521, 2343.. 


2513, 4190. 


Seq. No. 


22291 






Seq. ID 


OJ990415_ 


05.9923.C23 


Gene No. 


46430 






Strand 






Start 


2848 






End 


5596 




Name 


OJ990415 


_05.9923.C23.ol 


. np 


Method 


AAT/NAP 




Start 


2848 






End 


5596 




GI 


2130154 






Score 


101 





22551 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2848.-2936, 4209. .4381, 5544. .5596 
hypothetical protein 241 - maize chloroplast 
gi|902268|embtCAA60333| (X86563) ORF241 [Zea mays] 
gi|902303|emb|CAA60367| (X86563) ORF241 [Zea mays] 



22292 Seq. ID 

46431 Strand 
1103 End 
OJ9904 15_05 . 9923 . C24 . ol . gs Method 
1103 End 
none Score 
1103.. 1186, 1204.. 1284 

22292 

46432 Strand 
12668 End 
OJ990415_05.9923.C24.o2.np Method 
12668 End 
6069646 Score 
12668. .13624 

(AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 t dbj | BAA90639 
Arabidopsis thaliana chromosome • II BAG 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ990415_05.9923.C24 

+ 

1284 
GENSCAN 
1284 
.41 



Seq. ID OJ990415_05.9923.C24 
+ 

13624 
AAT/NAP 
13624 
383 

transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



22292 
46433 
9771 

OJ990415_05 . 9923 . C24 . o3 . tm 

9381 

none 



Seq.. ID OJ990415_05.9923.C24 



Strand 
End 

Method 

End 

Score 



13560 

TBLASTX: Maize 

13560 

50 



9381.. 9452, 9539.. 9649, 9883.. 9993, 10060 .. 10350, 13043 .. 13207 , 
13072. .13200, 13203... 13358, 13207 .. 13560, 13479.. 13520 



Seq. No. 
Gene No. . 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



22292 



Seq. ID OJ990415_05.9923.C24 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46433 Strand 
9771 End 13560 

OJ990415_05.9923.C24.ol.np Method AAT/NAP 
9771 End 11828 

6069646 Score 842 

9771.. 10750, 11039.. 11828 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 , 1 I- (AP001129) 
Arabidopsis thaliana chromosome II BAG F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ990415 05.9923.C24 



22292 Seq. ID 

46433 Strand 

9771 End 
OJ9904 15_05 ; 9923 . C24 , o4 ..tm Method 

10474 End 

none ■ Score 

10474. .10563, 10576 .. 10755, 10577 .. 10756, 12674 .. 12814 , 
12821. .12928 



13560 

TBLASTX: Maize 

12928 

104 



22552 




.Seq. No. 


22292 




Seq. ID 


OJ990415_05.9923. 


C24 


Gene No. 


46433 




Strand 






Start 


9771 




End 


13560 




Name 


OJ990415 05.9923.C24. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


10654 




End 


11199 




GI 


none 




Score 


141 




Exons 


10654. .10782, 10849.. 


11199 








Seq. No. 


22292 




Seq. ID 


OJ990415_05.9923. 


C24 


Gene No. 


46433 




Strand 






Start 


9771 




End 


13560 




Name 


OJ990415 05.9923.C24. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


10732 




End 


11175 




GI 


none 




Score 


208 




Exons 


10732. .10782, 10882.. 


11175 








Seq. No. 


22292 




Seq. ID 


OJ990415_05.9923. 


C24 


Gene No. 


46433 




Strand 






Start 


9771 




End 


13560 




Name 


OJ990415 05.9923.C24. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10819 




End 


11517 




GI 


none 




Score 


112 




Exons 


10819. .11505, 10820.. 


11089, 


11123. .11269, 11315. .11506, 






11350. .11517 










Seq. No. 


22292 




Seq. ID 


OJ990415_05.9923. 


C24 


Gene No. 


46433 




Strand 






Start 


9771 




End 


13560 




Name 


OJ990415 05.9923.C24. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


11503 




End 


11838 




GI 


none 




Score 


150 




Exons 


11503. .11580, 11587.. 


11838 








Seq. No. 


22292 




Seq. ID 


OJ990415_05.9923. 


C24 


Gene No. 


46433 




. Strand 






Start 


9771 




End 


13560 




Name 


OJ990415 05.9923.C24. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


11518 




End 


11838 




GI 


none 




Score 


108 




Exons • 


11518. .11838, 11530.. 


11814, 


11618.. 11830 




Seq. No. 


22293 




Seq. ID 


OJ990415 05.9923. 


C25 


Gene No. 


46434 




Strand 


+ 




Start 


1138 




End 


1650 




Name 


OJ990415 UD . 9920 . . 


ol .gp 


Method 


AAT/GAP 




Start 


1138 


End 


1650 




GI 


30050 1.R1084 




Score 


948 




Exons 


1138. .1650 










GI Descrip. 


•4454483/gb|AAD20930 | 


5.0e- 


11 (AC006234 


) putative kinase, 5 




partial [Arabidopsis 


thaliana] * 






Seq. No. 


22293 




Seq. ID 


OJ990415_05.9923. 


C25 


Gene No. 


46435 




Strand 






Start 


1135 




End 


1624 




Name 


OJ990415 05.9923.C25. 


ol . gs 


Method 


GENSCAN 




Start 


1135 




End 


1623 




GI 


none 




Score 


.97 





22553 




Exons 1135.. 1623 



Seq. No. 


22293 




Seq. ID 


OJ990415_05.9923.C25 


Gene No. 


46435 




Strand 




Start 


1135 




End 


1624 


Name 


OJ990415 05.9923.C25.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


1470 




End 


1624 


GI 


none 




Score 


113 


Exons 


1470. .1550, 1471. .1557, 


1541. 


.1573, 1567.. 1623, 1568.. 1624 


Seq. No. 


22294 




Seq. ID 


OJ990415_05.9923,C26 


Gene No. 


46436 




Strand 


+ 


Start 


1 




End 


5706 


Name 


OJ990415 05.9923.C26.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


5706 


GI 


3980411 




Score 


61 


Exons 


1..104, 267. .353, 5274.. 


.5372, 


5532. .5706 


GI Descrip. 


(AC004 561) putative proline-rich protein [Arabidopsis thalii 


Seq. No. 


22294 




Seq. ID 


OJ990415_05.9923.C26 


Gene No. 


46437 




Strand 


+ 


Start 


5759 




End 


7280 


Name 


OJ990415 05.9923.C26.ol. 


• gp 


Method 


AAT/GAP 


Start 


5759 




End 


7280 


GI 


60358 1.R1084 




Score 


1035 


Exons 


5759.-5959, 6057.. 6123, 


6379. 


.6444, 6550.. 6596, 6695.. 6740, 




6854. .6934, 7022. .7064, 


7166. 


.7280 




GI Descrip. 


. '5932553/gb|AAD57008.1|AC009465 22 2.0e-76 (AC009465) putat; 




kinase [Arabidopsis thaliana] ' 




Seq. No. 


22294 




Seq. ID 


OJ990415_05.9923.C26 


Gene No. 


46437 




Strand 


+ 


Start 


5759 




End 


7280 


Name 


OJ990415 05.9923.C26.ol. 


.ts 


Method 


TBLASTX: Soybean 


Start 


5873 




End 


7054 


GI 


none 




Score 


125 


Exons 


5873. .5959, 5874. .5960, 


6054. 


.6137, 6055. .6144, 6376. .6444, 




6378. .6440, 6561. .6602, 


6562. 


.6603, -6696. .6740, 6851.. 6934, 




6856.. 6933, 7012.. 7053, 


7016. 


.7054 




Seq. No. 


22294 




Seq. ID 


OJ990415_05.9923.C26 


Gene No. 


46437 




Strand 


+ 


Start 


5759 




End 


7280 


Name 


OJ990415 05.9923.C26.o2, 


.tm 


Method 


TBLASTX: Maize 


Start 


5873 . 




End 


6142 


GI 


none 




Score 


134 


Exons 


5873. .5962, 5874. .5960, 


6018. 


.6122, 6053. .6142,. 6055. .6129 


Seq. No. 


22294 




Seq. ID 


OJ990415_05.9923.C26 


Gene No. 


46437 




Strand 


+ 


Start 


5759 




End ■ 


7280 


Name 


OJ990415 05.9923.C26.o2, 


,np 


Method 


AAT/NAP 


Start 


5874 




End 


7280 


GI 


5932553 




Score 


330 


Exons 


5874. .5959, 6057. .6123, 


6379. 


.6444, 6550. .6596, 6695. .6740, 




6854.. 6934, 7022.. 7064, 


7166. 


.7280 




GI Descrip. , 


(AC0094 65) putative kinase [Arabidopsis 


; thaliana] 



22554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22294 
46437 
5759 

OJ990415_05.9923.C26.ol.tm 
6381 



none 
6381. 
6692. 
6853. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6437, 6381.. 6443, 6382.. 6444, 6537.. 6602, 6547 
6739, 6696.. 6740, 6699.. 6740, 6836.. 6934, 6846 
6933, 7012.. 7056, 7016.. 7063, 7156.. 7239, 7164 



OJ990415_05.9923.C26 
+ 

7280 

TBLASTX: Maize 
7239 
98 



.6603, 
.6926, 
.7226 



22294 
46437 
5759 

OJ990415_05.9923.C26.ol.tw 

6549 

none 

6549.. 6596, 6550.. 6597, 6550. 
6826.. 6933, 6836.. 6934, 7012, 
7164 . .7226 



Seq. ID OJ990415_05.9923.C26 

Strand + 

End 7280 

Method TBLASTX : Wheat 

End 7239 

Score 83 

.6597, 6666.. 6740, 6696.. 6740, 
.7059, 7016.. 7063, 7156.. 7239, 



Seq. No. 22295 Seq. ID 

Gene No. 46438 Strand 

Start 1 End 

Name OJ990415_05 . 9923 . C27 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..306 



OJ990415_05 . 9923. C27 
+ 

306 

AAT/GAP* 

306 

531 



Seq. N6. 22295 Seq. ID 

Gene No. 46439 Strand 

Start 220 End 

Name OJ9904 15_05 . 9923 . C27 . ol . gs Method 

Start 220 End 

GI none Score 

Exons 220.. 405, 748.. 827 



OJ990415_05.9923.C27 
+ 

827 

GENSCAN 

827 

.74 



Seq. No. 


22295 




Seq. ID 


OJ990415_05. 


9923 


.C27 


Gene No. 


46439 




Strand 


+ 






Start 


220 




End 


827 






Name 


OJ990415 05.9923.C27 


.ol.np 


Method 


AAT/NAP 






Start 


298 




End 


475 






GI 


5932553 




Score 


115 






Exons 


298. .475 












GI Descrip. 


(AC009465) putative 


kinase 


[Arabidopsis thaliana] 






Seq, No. 


22295 




Seq. ID 


OJ990415_05. 


9923 


.C27 


Gene No. 


46440 




Strand 








Start 


212 




End 


733 






Name 


OJ990415 :05.9923.C27 


. o2 . gp 


Method 


AAT/GAP 






Start 


212 




End 


733 






GI 


3767718 




Score 


935 






Exons 


212. .733 













Seq. No. 22295 Seq. ID OJ9904 15_05 . 9923 . C27 

Gene No. 46441 Strand 

Start 9692 End 10012 



22555 




Name 


OJ990415 05.9923 


.C27.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


266 






GI 


none 




Score 


120 






Exons 


2. ,157, 2. .130, 


131.. 250, 132 


..266 








Seq. No. 


22295 




Seq. ID 


OJ990415_05. 


.9923 


.C27 


Gene No. 


46441 




Strand 








Start 


9692 




End 


10012 






Name 


OJ990415 05.9923 


.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


131 




End 


475 






GI 


none 




Score 


79 






Exons 


131.. 226, 132., 227, 209.. 475, 


213. .464 








Seq. No. 


22295 




Seq. ID 


/\ TCinri A 1 c AC 

OjyyU4io Uo, 




.C27 


Gene No. 


4 644 1 




Strand 








Start 


9692 




End 


10012 






Name 


OJ990415 05.9923 


. C27 . o3 . gs 


Method 


GENSCAN 






Start 


9692 




End 


10012 






GI 


none 




Score 


,75 






Exons 


9692. .10012 












Seq. No. 


22296 




Seq. ID 


OJ990415_05, 


.9923 


.C28 


Gene No. 


46442 




Strand 


+ 






Start 


1037 




End 


1453 






Name 


OJ990415 05.9923 


.C28.ol.gs 


Method 


GENSCAN 






Start 


1037 




End 


1453 






GI 


none 




Score 


.85 






Exons 


1037. .1453 












Seq. No. 


22296 




Seq. ID 


OJ990415_05. 


.9923 


.C28 


Gene No. 


46443 




Strand 


+ 






Start 


3791 




End 


9150 






Name 


OJ990415 05.9923 


.C28,ol.np 


Method 


AAT/NAP 






Start 


3548 




End 


6269 






GI 


3935185 




Score 


399 






Exons 


3548., 3635, 3911 


..4254, 5387. 


.6112, 6140. .6269 






GI Descrip. 


(AC004557) F17L21.28 [Arabidopsis thaliana] 






Seq. No. 


22296 




Seq.' ID 


OJ990415_05. 


.9923 


,C28 


Gene No. 


46443 




Strand 


+ 






Start 


3791. 




End 


9150 






Name 


OJ990415 05.9923 


.C28.ol.gp 


Method 


AAT/GAP. 






Start 


3586 


End 


5396 






GI 


12452 2,R1084 




Score 


1313 






Exons 


3586.. 4206, 5340 


. ,5396 










GI Descrip. 


'3935185 4.0e-15 


(AC004557) F17L21,28 


[Arabidopsis 


thaliana] 


Seq. No. 


22296 




Seq. ID 


OJ990415_05, 


.9923 


.C28 


Gene No. 


46443 




Strand 


+ 






Start 


3791 




End 


9150 






Name 


OJ990415 05.9923 


.C28.o2.gs 


Method 


GENSCAN 






Start 


3791 




End 


9150 






GI 


none 




Score 


.51 






Exons 


3791.. 4206, 5340 


..6237, 8822. 


.8925, 8967. .9150 






Seq. No. 


22296 




Seq. ID 


OJ990415_05, 


.9923 


.C28 


Gene No. 


46443 




Strand 


+ 







22556 




start 


.3791 








End 


9150 


Name 


OJ990415 05 


.9923 


.C28.02 


.gp 


Method 


AAT/GAP 


Start 


5648 








End 


5823 


GI 


none 








Score 


335 


Exons 


5648. .5823 












Seq. No. 


22296 








Seq. ID 


OJ990415_05.9923.C28 


Gene No. 


46444 








Strand 




Start 


5942 








End 


6474 


Name 


OJ990415 05 


.9923 


.C28.02 


.tm 


Method 


TBLASTX: Maize 


Start 


3786 








End 


4203 


GI 


none 








Score 


52 


Exons 


3786. .3833, 


3822 


. .3836, 


3902 


..4201, 3913. .4029, 4090. .4203 


Seq. No. 


22296 








Seq. ID 


OJ990415_05.9923.C28 


Gene No. 


4 6444 








Strand 




Start 


5942 








End 


6474 


Name 


OJ990415 05 


.9923 


.C28.01 


. tm 


Method 


TBLASTX: Maize 


Start 


5345 








End 


5730 


GI 


none 








Score 


227 


Exons 


5345. .5599, 


5355 


. .56.00, 


5355 


..5729, 5356.. 5730 


Seq. No. 


22296 








Seq. ID 


OJ990415_05.9923.C28 


Gene No. 


46444 








Strand 




Start 


5942 








End 


6474 


Name 


OJ990415 05 


.9923 


.C28.03 


.tm 


Method 


TBLASTX: Maize 


Start 


5936 








End 


6237 


GI 


none 








Score 


77 


Exons 


5936. .5986, 


5937 


. .5987, 


5941 


. ;6003, 5992.. 6237, 6031.. 6234 


Seq. No. 


22296 








Seq. ID 


OJ990415_05.9923.C28 


Gene No. 


46444 








Strand 




Start 


5942 








End 


6474 


Name 


OJ990415 05 


.9923 


.C28.03 


.gp 


Method 


AAT/GAP 


Start 


5942 








End 


6474 


GI 


36795 1.R1084 






Score 


942 


Exons 


5942. .6474 












GI Descrip. 


•3935185 5. 


Oe-12 


(AC004557) 


F17L21.28 


[Arabidopsis thaliana] 


Seq. No. 


22297 








Seq. ID 


OJ990415_05.9923:C29 


Gene No. 


46445 








Strand 


+ 


Start 


136 








End 


1739 


Name 


OJ990415 05 


.9923 


.C29.01 


.gs 


Method 


GENSCAN 


Start 


136 








End 


1739 


GI 


none 








Score ' 


.55 


Exons 


136.. 363, 543.. 1739 








Seq. No. 


22297 








Seq. ID 


OJ990415_05.9923.C29 


Gene No. 


46445 








Strand 


+ 


Start 


136 








End 


1739 


Name 


OJ990415 05 


..9923 


.C29.01 


.np 


Method 


AAT/NAP 


Start 


480 








End 


1528 • 


GI 


130582 








Score 


546 


Exons 


480. .1528 












GI Descrip. 


RETROVIRUS- 


RELATED POL 


POLYPROTEIN FROM TRANSPOSON TNT 1-94 



[CONTAINS: PROTEASE' ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi| 100342 Ipirl IS04273 hypothetical protein - common tobacco 



22557 



gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 
,^Ge'ne No. 
.:^tart 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22297 
46446 
7112 

OJ990415_05.9923.C29.o2.np 

7112 

3935185 



Seq. ID OJ990415_05.9923.C29 

Strand + 

End 9279 

Method AAT/NAP 

End 9279 

Score 4 59 



7112. .7193, 7760. .8039, 8334. .9124, 9152. .9279 
■{AC004557) F17L21.28 [Arabidopsis thaliana] 



22297 Seq. ID 

46446 Strand 

7112 End 
OJ9904 1 5_05 . 9923 . 02 9 . o3 . gs Method 

7 663 End 

none Score 
7663. .8070 



OJ990415_05. 9923.029 
+ 

9279 
GENSOAN 
8070 
.98 



Seq. ID OJ990415_05. 9923.029 



22297 
46446 
7112 

OJ990415_05. 9923. 029. ol.gp 
8428 
700222 
8428. .8756 

3935185 5.0e-12 (AO004557) F17L21.28 [Arabidopsis thaliana] 



Strand 
End 

Method 
•End 
Score 



9279 
AAT/GAP 
8756 
650 



22297 Seq. ID 

46447 Strand 
10018 End 
OJ990415_05. 9923. 029. o2.gp Method 
10018 End 
LIB3479-006-Q6-K1-B11 Score 
10018.. 10443 

*5734616/dbj.|AP000391.1|AP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538O01 * 



OJ990415_05. 9923.029 
+ 

10443 
AAT/GAP 
10443 
632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22297 
46448 
15942 

OJ990415_05. 9923. 029. o3.gp 
15942 

38012_1.R1084 
15942. .16022 

M097947/gb|U72255|OSU72255 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. ID OJ990415_05. 9923.029 

Strand + 

End 16022 

Method AAT/GAP 

End 16022 

~ Score 103 

2.0e-23 Oryza sativa 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22297 Seq. ID 

4 6449 Strand 

18818 ' End 
OJ9904 15_05 . 9923 . 029 . o6 .'gp Method 

18818 End 

5004924 Score 
18818. .19051 



OJ990415_05. 9923.029 
+ 

19051 
AAT/GAP 
19051 
364 



Seq. No. 



22297 



Seq. ID OJ990415_05. 9923.029 



22558 



Gene No. 


46450 


Strand 






7639 


End 




Name 


OJ990415 05.9923.C29.o3.np 


. Method 


AAT/NAP 


Start 


7639 


End 


10237 


GI 


6539570 


Score 


174 


Exons 


7639.. 7718, 9804.. 9886, 10034.. 10237 




GI Descrip. 


{AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22297 


Seq. ID 


OJ990415_05.9923 


Gene No. 


4 6451 


Strand 




Start 


11869 


End 


15441 


Name 


OJ990415 05.9923.C29.o5.gs 


Method 


GENSCAN 


Start 


11869 


End 


15441 


GI 


none 


Score 


. 65 


Exons 


11869. .11993, 13128. .13351, 


13515. .13660, 13675. .13806, 




14274. .14301, 15188. .15441 






Seq. No. 


22297 


Seq. ID 


OJ990415_05.9923 


Gene No. 


46452 


Strand 




Start 


20817 


End 


21268 


Name 


OJ990415 05.9923.C29.o2.tm 


Method 


TBLASTX: Maize 


Start 


7732 


End 


21268 


GI 


none 


Score 


114 


Exons 


7732. .7848, 7750.. 7860, 7788 


..7853, 7851. .8027, 7851. .8i 




7852. .8061, 20943. .21062, 20961 21059, 


20963. .21061, 




20981. .21067, 20998 .. 21066, 


21068. .21268, 21070.. 21267 


Seq. No. 


22297 


Seq. ID 


OJ990415_05.9923 


Gene No. 


46452 


Strand 




Start 


20817 


End 


21268 


Name 


OJ990415 05.9923.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


8366 


End 


16409 


GI 


none 


Score 


186 


Exons 


8366.. 8632, 8367.. 8693, 8367 


..8717, 8371. .8724, 8374. .8 



16067. .16204, 16068 1 6340, 16069 16389, 16084 .. 16230, 
16086. .16409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22297 
46452 
20817 

OJ9904 15_05 , 9923 . C29 . o3 . tm 

8963 

none 



Seq. ID OJ990415_05.9923.C29 
Strand 

End 21268 

Method TBLASTX: Maize 

End 17185 

Score 64 



8963. .9043, 8964. .9044, 8964. .9047, 8965. .9045, 9030. .9242, 
9049. .9246, 9049. .9246, 16882 .. 16929, 16882 .. 17001 , 
16970. .17020, 17009. .17095, 17022. .17096, 17096. .17176, 
17102. .17185 



Seq. No. 22297 Seq, ID 

Gene No. 4 6452 Strand 

Start 20817 End 

Name OJ9904 15_05 . .9923 . C2 9 . o7 .'gs Method 

Start 20817 End 

GI none Score 

Exons 20817. .21020, 21038.. 21266 



OJ990415_05.9923.C29 

21268 
GENSCAN 
21266 
.44 



Seq. No. 



22298 



Seq. ID OJ990415_05.9923.C30 



22559 




Gene No. 


46453 




Strand 




Start 


195 




End 


1945 


Name 


OJ990415 05.9923.C30.ol. 


gs 


Method 


GENSCAN 


Start 


195 




End 


1945 


GI 


none 




Score 


.93 


Exons 


195.. 267, 352.. 462, 560. 


.733, 


843. .1528, 1530. .1672, 1798. .1945 


Seq. No. 


22298 




Seq. ID 


OJ990415 05.9923.C30 


Gene No. 


46453 




Strand 




Start 


195 




End 


1945 


Name 


OJ990415 05.9923.C30.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


393 




End 


916 


GI 


none 




Score 


68 


Exons 


393.. 464, 565.. 747, 572. 


.697, 


836. .916 




Seq. No. 


22299 




Seq. ID 


OJ990415 05.9923.C31 


Gene No. 


46454 




Strand 




Start 


1 




End 


529 


Name 


OJ990415 05.9923.C31.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


529 


GI 


5091513 




Score 


856 


Exons 


1. .529 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] ^ 


Seq. No. 


22299 




Seq. ID 


OJ990415_05. 9923.C31 


Gene No. 


46454 




Strand 




Start 


1 




End 


529 


Name 


OJ990415 05.9923.C31.ol. 


gs 


Method 


GENSCAN 


Start 


58 




End 


382 


GI 


none 




Score 


.55 


Exons 


58. .382 








Seq. No. 


22300 




Seq. ID 


OJ990415_05.9923.C32 


Gene No. 


46455 




Strand 




Start 


115 




End 


930 


Name 


OJ990415 05. 9923.C32.ol. 


np 


Method 


AAT/NAP 


Start 


115 


End 


514 


GI 


3492806 




Score 


226 


Exons 


115.. 514 








GI Descrip, 


(AJ225045) adventitious 


rooting related oxygenase [Malus 




domestica] 








Seq. No. 


22300 




Seq. ID 


OJ990415_05.9923.C32 


Gene No. 


46455 




Strand 




Start 


115 




End 


930 


Name 


OJ990415 05 . 9923 . C32 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


149 




End 


497 


GI 


5753428 




Score 


149 


Exons 


149. .496, 174. .497 








GI Descrip. 


34 92806/emb_CAA12386 2. 


Oe-54 


(AJ225045) adventitious rooting 




related oxygenase [Malus 


domestica] 




Seq. No. 


22300 




Seq. ID 


OJ990415_05.9923.C32 


Gene No. 


46455 




Strand 




Start 


115 




End 


930 


Name 


OJ990415 05.9923.C32.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


158 




End 


490 



22560 




GI 


none 


Score 


257 




Exons 


158. .490, 159. .404, 440. .490 






Seq. No. 


22300 


Seq. ID 


OJ990415_05.9923. 


C32 


Gene No. 


46455 


Strand 






Start 


115 


End 


93*0 




Name 


OJ990415_05 . 9923 .C32 . ol . gs 


Method 


GENSCAN 




Start 


159 


End 


930 




GI 


none 


Score 


.48 




Exons 


159. .589, 773. .930 








Seq. No. 


O A 

22300 


Seq. ID 


OJ990415_05. 9923. 


C32 


Gene No. 


4 6455 


Strand 






Start 


115 


End 


930 




Name 


OJ990415 05 . 9923 . C32 . ol . tc 


Method 


TBLASTX: Cress 




Start 


201 


End 


406 




GI 


none 


Score 


118 




Exons 


201. .401, 209. .406 








Seq. No. 


22301 


Seq. ID 


OJ990415_05.9923. 


C33 


Gene No. 


46456 


Strand 


+ 




Start 


15972 


End 


18856 




Name 


OJ990415_05 . 9923.C33.ol . gp 


Method 


AAT/GAP 




Start 


15972 


End 


18856 




GI 


none 


Score 


1522 




Exons 


15972 .. 16152, 16478 ,. 16567 , 


18308. .18856 




Seq. No.- 


22301 


Seq. . ID 


OJ990415 05.9923. 


C33 


Gene No. 


4 6456 


Strand . 


+ 




Start 


15972 


End 


18856 




Name 


OJ990415_05 . 9923 . C33 . o2 . np 


Method 


AAT/NAP 




Start 


16083 


End 


18437 




GI 


6714455 


Score 


249 




Exons 


1/"AOO I^IITO 

16083 .. 16152, 164 77 .. 16567 , 


18308. .18437 




GI Descrip. 


(AC011620) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


22301 


Seq. ID- 


OJ990415 05.9923. 


C33 


Gene No. 


4 6457 


Strand 


+ 




Start 


23921 


End 


25024 




Name 


OJ990415 05 . 9923 , C33 . o4 . gs 


Method 


GENSCAN 




Start' 


23921 


End 


24980 




GI 


none 


Score 


.66 




Exons 


23921 24184 , 24288. .24980 








Seq. No. 


22301 


Seq. ID 


OJ990415_05.9923. 


C33 


Gene No. 


46457 


Strand 


+ 




Start 


23921 


End 


25024 




Name 


OJ990415 05.9923.C33.o3.np 


Method 


AAT/NAP 




Start 


24310 


End 


25024 




GI 


6815062 


Score 


376 




Exons 


24310. .25024 








GI Descrip. 


{AP001080) Similar to Arabidopsis thaliana chromosome^ II 


BAC 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 




sativa] 








Seq. No. 


22301 


Seq. ID 


OJ990415_05. 9923. 


C33 


Gene No. 


46458 


Strand 







22561 



start 
Name 
Start 
GI 

Exons 



23 End 12778 

OJ9904 15_05 . 9923 . C33 . ol . gs Method GENSCAN 
23 End 12764 

none Score .82 

23, .39, 106. .354, 511. .696, 1397. .1499, 1923. .2063, 2638. .2698, 
2944. .3065, 3531. .3730, 3951. .4046, 7315. .7414, 7697, .7878, 
7959.. 8062, 8762.. 8827, 9002., 9075, 9872.. 9998, 10086,-10336, 
10715. ,11941, 12080. ,12216, 12245,, 12764 



Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



22301 
46458 
23 

OJ990415_05.9923.C33.ol.np 

7259 

3193291 



Seq, ID OJ990415_05,9923.C33 
Strand 

End 12778 

Method AAT/NAP 

End 12778 

Score 1615 



7259.. 7414, 7697. .7878, 7959,, 8062, 8762.. 8827, 9002.. 9075, 
9211. .9290, 9898. .10085, 10975. . 11725, 1178 6 . . 1194 1 , 
12133. .12468, 12518., 12778 

(AF069298) Similar to DNA mismatch repair protein; T14P8.6 
[Arabidopsis thaliana] 



Seq. No. 


22301 


Seq, ID 


OJ990415_05.9923 


.C33 


Gene No. 


46459 


Strand 






Start 


13544 


End 


16562 




Name 


OJ990415 05.9923.C33,o2.gs 


Method 


GENSCAN 




Start 


13544 


End 


16562 




GI 


none 


Score 


.4 




Exons 


13544. .13660, 13690 ,, 13799, 


16493, .16562 




Seq, No. 


22301 


Seq, ID 


OJ990415_05.9923 


.C33 


Gene No. 


46460 


Strand 






Start 


18280 


End 


23222 




Name 


OJ990415 05.9923.C33,o5,tm 


Method 


TBLASTX: Maize 




Start 


107 


End 


334 




GI 


none 


Score 


212 




Exons 


107. .334, 108. .332, 119. .334 








Seq, No. 


22301 


Seq. ID 


OJ990415_05, 9923 


,C33 


Gene No. 


46460 


Strand 






Start 


18280 


End 


23222 




Name „ 


OJ990415 05,9923,C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


506 


End 


1501 




GI 


none 


Score 


244"" 




Exons 


506, .754, 510, .740, 1389. .1475, 1391.. 


1489, 1393,. 1500, 






1394. ,1501 








Seq. No, 


22301 


Seq, ID 


OJ990415_05.9923 


.C33 


Gene No. 


46460 


Strand 






Start 


18280 


End 


23222 




Name 


OJ990415 05.9923,C33,o3.ts 


Method 


TBLASTX : Soybean 




Start 


1909 


End 


3580 




GI 


none 


Score 


92 




Exons 


1909.. 2049, 1920., 2063, 1931 


..2047, 2614.. 2700, 2927.. 3067, 




2943.. 3092, 2943., 3068, 3512 


. .3580 






Seq, No. 


22301 


Seq. ID 


OJ990415_05. 9923 


.C33 


Gene No. 


46460 


. Strand 







22562 




start 


18280 


End 


23222 


Name 


OJ990415 05.9923.C33.o4.tm 


Method 


TBLASTX: Maize 


Start 


7305 


End 


7882 


GI 


none 


Score 


121 


Exons 


7305.. 7415, 7316.. 7417, 7316 


..7417, 7694.. 7882, 7694.. 7882 


Seq. No. 


22301 


Seq. ID 


OJ990415_05.9923.C33 


Gene No. 


46460 


Strand 




Start 


18280 


End 


23222 


Name 


OJ990415 05.9923.C33.o2.ts 


Method 


TBLASTX: Soybean 


Start 


7325 


End 


8031 


GI 


none 


Score 


72 


Exons 


7325.. 7417, 7335.. 7394, 7694 


..7864, 7694. .7849, 7838. .7879, 




7954.. 8031, 7967.. 8002 






Seq. No. 


22301 


Seq. ID 


OJ990415_05.9923.C33 


Gene No. 


46460 


Strand 




Start 


18280 


End 


23222 


Name 


OJ990415 05.9923.C33.o8.tm 


Method 


TBLASTX: Maize 


Start 


9211 


End 


10162 


GI 


none 


Score 


118 


Exons 


9211.. 9285, 9212.. 9280, 9218 


..9292, 9865.. 9999, 9865.. 9999, 




9866.. 10000, 9869.. 10000, 10081 .. 10152, 


10083. .10160, 




10085. .10162 






Seq. No. 


22301 


Seq. ID 


OJ990415_05.9923.C33 


Gene No. 


46460 


Strand 




Start 


18280 


End 


23222 


Name 


OJ990415 05.9923.C33.o2.tm 


Method 


TBLASTX: Maize 


Start 


11605 


End 


12216 


GI 


none 


Score 


301 


Exons 


11605. .11955, 11624. .11956, 


12125. .12211, 12127. ,12210, 




12130. .12216 






Seq. No. 


22301 


Seq. ID 


OJ990415_05.9923.C33 


Gene No. 


46460 


Strand 




Start 


18280 


End 


23222 


Name 


OJ990415* 05. 9923.C33.o6.tm 


Method 


TBLASTX: Maize 


Start 


12561 


End 


12753 


GI 


none 


Score 


235 


Exons 


12561. .12752, 12562. .12753 






Seq. No. 


22301 


Seq. ID 


OJ990415_05.9923.C33 


Gene No. 


46460 


Strand 




Start 


18280 


End 


23222 


Name 


OJ990415 05. 9923.C33.o7.tm 


Method 


TBLASTX: Maize 


Start 


16076 


End 


18447 


GI 


none 


Score 


121 


Exons 


16076. .16153, 16077. .16154, 


16104. .16154, 16472. .16570, 




16473. .16577, 16476 .. 16568 , 


16477. .16569, 18300 1844 6, 




18305. .18445, 18364. .18447 






Seq. No. 


22301 


Seq. ID 


OJ990415_05.9923.C33 


Gene No. 


46460 


Strand 




Start 


18280 


End 


23222 


Name 


OJ990415 05.9923.C33.o3.gs 


Method 


GENSCAN 


Start 


18280 


End 


23222 



22563 



GI 


none 




Score 


.76 




Exons 


18280. .18460, 20006. 


.20340, 


20727. .20914, 21026 .. 21085, 






21688. .22074, 22558. 


.22851, 


23162. .23222 




Seq. No. 


22301 




Seq. ID 


OJ990415_05.9923. 


C33 


Gene No. 


46460 




Strand 






Start 


18280 




End 


23222 




Name 


OJ990415 05. 9923.C33 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


19611 




End 


20996 




GI 


none 




Score 


42 




Exons 


19611. .19667, 19665. 


.19724, 


19666. .19737, 20006. .20341, 






20007. .20342, 20008. 


.20370, 


20008. .20343, 20726. .20983, 






20727. .20996, 20727. 


.20990 








Seq. No. 


22301 




Seq. ID 


OJ990415_05.9923. 


C33 


Gene No. 


46460 




Strand 






Start 


18280 




End 


23222 




Name 


OJ990415 05.9923.C33 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


20718 




End 


21084 




GI 


none 




Score 


176 




Exons 


20718. .21077, 20719. 


.20979, 


20739. .21077, 21043.. 21084 




Seq, No. 


22301 




Seq. ID 


OJ990415_05.9923. 


C33 


Gene No. 


46460 




Strand 






Start 


18280 




End 


23222 




Name 


OJ990415 05.9923.C33 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


20769 




End 


21089 




GI 


none 




Score 


146 




Exons 


20769. .20990, 20776. 


.20967, 


20785. .21000, 21027 .. 21089, 






21031. .21087 










Seq. No. 


22301 




Seq. ID 


OJ990415_05.9923. 


C33 


Gene No. 


46461 




Strand 






Start 


23980 




End 


24464 




Name 


OJ990415 05.9923.C33 


.o3 . tm 


Method 


TBLASTX: Maize 




Start 


23980 




End 


24464 




GI 


none 




Score 


59 




Exons . /v 


23980. .24096, 23985. 


.24116, 


24121. .24183, 24122 .. 24184, 






24242. .24457, 24285. 


.24464, 


24285. .24461 




Seq. No. 


22302 




Seq. ID 


OJ990415 05.9923. 


C34 


Gene No. 


46462 




Strand 


+ 




Start . 


199 




End 


606 




Name 


OJ990415 05.9923.C34 


.ol.gs 


Method 


GENSCAN 




Start 


199 




End 


606 . 




GI 


- none 




Score 


.7 




Exons 


199. .310, 527. .606 










Seq. No. 


22303 




Seq. ID 


OJ990415_05.9923. 


C35 


Gene No. 


46463 




Strand 






Start 


1 




End 


1305 




Name 


OJ990415 05.9923.C35 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1305 




GI 


5932553 




- Score 


166 




Exons 


. 1..118, 202. .283, 1057. .1103, 1205. .1305 




GI Descrip. 


(AC009465) putative : 


kinase 


[Arabidopsis 


; thaliana] 





22564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22303 
46463 
1 

OJ990415_05.9923.C35.ol.tm 
64 

none 



Seq. ID OJ990415_05.9923.C35 
Strand 

End 1305 

Method TBLASTX: Maize 

End 1262 

Score 80 

64. .120, 72. .119, 200. .283, 200. .283, 1030. .1113, 1043. .1105, 
1206.. 1262, 1213.. 1257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22303 
46463 
1 

OJ990415_05.9923.C35.ol.tw 
68 

none 



Seq. ID OJ990415_05.9923.C35 
Strand 

End 1305 

Method TBLASTX : Wheat 

End 1276 

Score 77 



68. .115, 69. .119, 72. .119, 196. .276, 196. .276, 200. .283, 
201. .281, 1030. .1113, 1043. .1105, 1206. .1262, 1210. .1257, 
1214. .1276 



Seq. No. 


22303 




Seq. ID 


OJ990415_05. 


9923. 


C35 


Gene No. 


46463 




Strand 








Start 


1 




End 


1305 






Name 


OJ990415 05.9923.C35.ol 


.gs 


Method 


GENSCAN 






Start 


69 


End 


1274 






GI 


none 




Score 


.88 






Exons 


69. .118, 202. .283, 997. 


.1103, 


1205. .1274 






Seq. No. 


22303 




Seq. ID 


OJ990415_05. 


9923. 


C35 


Gene No. 


46463 




Strand 








Start 


1 




End 


1305 






Name 


OJ990415 05.9923.C35.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


72 




End 


1244 






GI 


none 




Score 


106 






Exons 


72. .119, 200. .283, 201. 


.281,,- 


1078. .1113, 1203. .1244 






Seq. No. 


22303 




Seq. ID 


OJ990415_05. 


9923. 


C35 


Gene No. 


46463 




Strand 








Start 


1 




End 


1305 






Name 


OJ990415 05.9923.C35.ol 


.gp 


Method 


AAT/GAP 






Start 


86 


End 


1305 






GI 


60358 1.R1084 




Score 


329 






Exons 


86. .118, 202. .283, 1057 


. V-1103 


, 1205.. 1305 






GI Descrip. 


'5932553/gb|AAD57008.1|AC009465 22 2.0e-76 (AC009465) putat: 




kinase [Arabidopsis thaliana] 


f 








Seq. No. 


22304 




Seq. ID 


OJ990415_05. 


9923. 


C36 


Gene No. 


46464 




Strand 








Start 


1 




End 


425 






Name 


OJ990415. 05.9923.C36.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End . 


425 






GI 


5091513 




Score 


485 






Exons 


1..425 












GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


22304 




Seq. ID 


OJ990415_05. 


9923. 


C36 


Gene No. 


46464 




Strand 








Start 


1 




End 


425 







22565 



■i=? 



Name 


OJ990415 05.9923 


.C36.ol.gs 


Method 


GENSCAN 


Start 


68 


End 


386 


GI 


none 




Score 


.95 


Exons 


68. .386 








Seq. No. 


22305 




Seq. ID 


OJ990415_05.9923.C39 


Gene No. 


46465 




Strand 


+ 


Start 


169 




End 


354 


Name 


OJ990415 05.9923 


.C39.ol.gs 


Method 


GENSCAN 


Start 


169 




End 


354 


GI 


none 




Score 


.97 


Exons 


169. .354 








Seq. No. 


22305 




Seq. ID 


OJ990415_05.9923.C39 


Gene No. 


46466 




Strand 


+ 


Start 


667 




End 


810 


Name 


OJ990415 05.9923 


. C39 . ol . gp 


Method 


AAT/GAP 


Start 


667 




-End 


810 


GI 


21474 1.R1084 




Score 


232 


Exons 


667. .810 








GI Descrip. 


•3894159 2.0e-10 


{AC005312-) 


hypothetical protein [Arabidopsis 




thaliana] ' 








Seq. No. 


22306 




Seq. ID 


OJ990415_b5,9923.C42 


Gend No. 


46467 




Strand 




Start 


1 




End 


484 


Name 


OJ990415 05.9923 


.C42.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


484 


GI 


130582 




Score 


345 


Exons 


1. .484 









GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir I I S04273 hypothetical protein - common tobacco 
gi|2004 5|emb|CAA32025| {X13777) ORF [Nicotiana tabacum] 



Seq. No. 


22307 








Seq. ID 


OJ990415_05.9923 


.C43 


Gene No. 


46468 








Strand 






Start 


77 








End 


299 




Name 


OJ990415 


05 


.9923 


.C43.ol.gs . 


Method 


GENSCAN 




Start 


77 








End 


299 




GI 


none 








Score 


.53 




Exons 


77. .299 














Seq. No. 


22308 








Seq. ID 


OJ990415_05.9923 


.C44 


Gene No. 


46469 








Strand 


+ 




Start 


127 








End 


161 




Name 


OJ990415 


05 


.9923 


.C44 .ol.gs 


Method 


GENSCAN 




Start 


127 








End 


161 




GI 


none 








Score 


.52 




Exons 


127. .161 














Seq. No. 


22309 








Seq. ID 


OJ990415_01.9922 


.CI 


Gene No. 


46470 








Strand 


+ 




Start 


343 








End 


777 




Name 


OJ990415 


01 


.9922 


.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


293 








End 


777 




GI 


none 








Score ' 


140 





22566 



Exons 



293. .484, 294. .383, 298. .522, 312. .524, 334, .525, 338. .526, 
516.. 773, 528.. 773, 529 . ,111 



Seq. No. 22309 Seq. ID 

Gene No. 4 6470 Strand 

Start 343 End 

Name OJ990415_01 . 9922 . CI . ol . gs Method 

Start 343 End 

GI none Score 

Exons 343 . . 664 



OJ990415_01.9922.C1 
+ 

777 

GENSCAN 
664 
. 65 



Seq. No. 22309 Seq. ID OJ9904 15_01 . 9922 . CI 

Gene No. 46470 Strand + 

Start 343 End 777 

Name OJ990415_01 . 9922 .CI . ol . np Method AAT/NAP 

Start 484 End 777 

GI 6016737 Score 247 

Exons 484.. 777 

GI Descrip. (AC009325) hypothetical protein [Arabidopsis thaliana] 

gi|6091741|gb|AAF03453.1|AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 


22309 




Seq. ID 


OJ990415_01.9922.C1 


Gene No. 


46470 




Strand 


+ 


Start 


343 




End 


777 


Name 


OJ990415 01. 9922. CI. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


493 




End 


777 


GI 


none 




Score 


281 


Exons 


493. .777, 525. .773 








Seq. No. 


22309 




Seq. ID 


OJ990415_01.9922.C1 


Gene No. 


46470 




Strand 


+ 


Start 


343 




End 


777 


Name 


OJ990415 01. 9922. CI. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


529 




End 


771 


GI 


none . . : 




Score 


81 


Exons 


529.. 600, 5^1 ...599, 


615. .758, 


616. .771 




Seq. No. 


22310 




Seq. ID 


OJ990415_01.9922.C2 


Gene No. 


46471 




Strand 


+ 


Start 


1 




End 


'8 68 


Name 


OJ990415 01. 9922. C2. 


ol .np 


Method 


AAT/NAP 


Start . 


1 




End 


868 


GI 


119714 




Score 


222 


Exons 


1..26, 84. .868 








GI Descrip. 


EXTENSIN PRECURSOR ( 


CELL WALL 


HYDROXYPROLINE-RICH GLYCOPROTEIN) 




gi|82169|pir| IS06733 


hydroxyproline-rich glycoprotein precursor 




- common tobacco gi | 


19867 |emb|CAA32090 


(X13885) extensin (AA 




1-620) [Nicotiana tabacum] 






Seq. No. 


22310 




Seq. ID 


OJ990415_01.9922.C2 


Gene No. 


46471 




Strand 


+ 


Start 


1 




End 


868 


Name 


OJ990415 01. 9922. C2. 


ol . gs 


Method 


GENSCAN 


Start 


721 




End 


858 


GI 


none 




Score 


.8 


Exons 


721. .858 









22567 



Seq. No. 


22311 




Seq. ID 


OJ990415 01. 9922. C6 


Gene No. 


46472 




Strand 




Start 


446 




End 


645 


Name 


OJ990415 


01.9922.C6.ol.gs 


Method 


GENSCAN 


Start 


446 




End 


645 


GI 


none 




Score 


.77 


Exons 


446. .531, 


573. . 645 






Seq. No. 


22312 




Seq. ID 


OJ990415_01.9922.C11 


Gene No. 


46473 




Strand 




Start 


119 




End 


2859 


Name 


OJ990415 


01.9922.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


97 




End 


741 


GI 


none 




Score 


161 


Exons 


97. .231, 


98. .205, 109. .207, 


192. .269, 196.. 270, 199.. 261, 




206. .271, 


348. .581, 349. .582 


, 350.. 583, 


351. .581, 577. .729, 




584. .739, 


585. .740, 585. .740 


, 592. .741 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22312 
46473 
119 

OJ990415_ 
103 

4559351 



01.9922.Cll.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_01.9922.C11 

2859 
AAT/NAP 
1214 
354 



103. .265, 350. .1010, 1138. .1214 

(AC006585) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


22312 






Seq. ID 


OJ990415_ 


_01. 


9922 


.Cll 


Gene No. 


46473 






Strand 










Start 


119 






End 


2859 








Name 


OJ990415 


01.9922.C11 


.ol.gs 


Method 


GENSCAN 








Start 


119 






End 


2859 








GI 


none 






Score 


.84 








Exons 


119. .265, 


350. .1003, 


1081. 


1169, 2823. 


.2859 








Seq. No. 


22312 






Seq. ID 


OJ990415 


_01. 


9922 


.Cll 


Gene No. 


46473 






Strand 










Start 


119 






End 


2859 








Name 


OJ990415 


01.9922.C11 


.ol.gp 


Method 


AAT/GAP 








Start 


674 






End 


961 








GI 


568707 






Score 


485 ■ 








Exons 


674. .961 

















Seq. No. 22313 Seq. ID OJ9904 15_01 . 9922 . C13 

Gene No. 46474 Strand + 

Start 1 End 5069 

Name OJ990415_01 . 9922 .C13.ol .np Method AAT/NAP 

Start 1 End 1522 

GI 6016737 Score 284 

Exons 1. .45, .1094. .1522 

GI Descrip. (AC009325) hypothetical protein [Arabidopsis thaliana] 

gil 6091741|gb|AAF03453.1|AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



22313 
46474 



Seq. ID OJ990415_01.9922.C13 
Strand + 



22568 



start 
Name 
Start 
GI 

Exons 



1 End 
OJ990415_01.9922.C13.ol.gs Method 
388 End 
none Score 
388.. 567, 844.. 1582, 1660.. 1708, 1792. 



5069 
GENSCAN 
4982 
.68 

.1856, 1966., 2020, 



2763. .2813, 3538.. 3604, 4434.. 4629, 4713.. 4982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22313 Seq. ID 

46474 Strand 

1 End 

OJ9904 15_01 . 9922 . C13 . ol . gp Method 

1368 End 

12484 1.R1084 Score 



OJ990415_01.9922.C13 
+ 

5069 
AAT/GAP 
2132 
717 



1368. .1582, 1660. .1708, 1792. .1856, 1966. .2020, 2094. .2132 
•6015437/dbj IAB008112.1IAB008112 l.Oe-10 Homo sapiens PEXl mRNA, 
complete cds ' 



22313 Seq. ID 

46474 Strand 
1 End 
OJ9904 15_01 . 9922 . C13 . o2 . gp Method 
334 6 End 
52805_1.R1084 Score 
■3346. .3417, 3538.. 3604, 4508, 
•6016737/gb|AAF01563.1 |AC009325_33 4.0e-09 (AC009325) 
hypothetical protein [Arabidopsis thaliana] 

>gi_6091741_gb_AAF03453.1_AC010797_29 (AC010797) hypothetical 
protein [Arabidopsis thaliana] ' 



OJ990415_01. 9922.C13 
+ 

5069 
AAT/GAP 
5069 
1148 



.4629, 4713.. 5069 



22313 Seq. ID 

46475 Strand 

6567 End 
OJ990415_01 . 9922 . C13 . o3 . gp Method 

6567 End 

none Score 
6567. .6987 



OJ990415_01. 9922.C13 
+ 

6987 
AAT/GAP 
6987 
810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
-Start 



22313 Seq. ID OJ990415_01 . 9922 .C13 

46476 Strand + 

7149 End 7583 

OJ990415_01.9922.C13.o4 .gp Method AAT/GAP 
7149 End 7583 

LIB3431-043-P1-K1-B9 Score 843 

7149. .7583 

'732174/sp|P34498|YMS2_CAEEL 3.0e-54 PUTATIVE PRE-MRNA SPLICING 
FACTOR ATP-DEPENDENT RNA HELICASE K03H1.2 

>gi_387817 6_emb_CAA82662.1_ (Z29560) similar to DEAR subfamily 
RNA helicases, especially yeast pre-mRNA splicing factors 22 and 
16; cDNA EST EMBL:D27770 comes from this gene; cDNA EST 
EMBL:D27769 comes from this gene; cDNA EST EMBL:D36247 comes 
fromthi... >gi_424 97 68_gb^A* 



22313 Seq. ID 

46477 Strand 

6765 End 

OJ9904 15_01 . 9922 . C13 . o3 . tm Method 

885 End 



OJ990415_01.9922.C13 
14560 

TBLASTX: Maize 
3609 



22569 



PT 


none 








Score 


140 




Exons 


885. .1076, 


886. . 


975, 890. .1114, 904.. 


1116, 930. 


.1118, 




1101. .1484, 


1108 


. .1539, 


1121. 


.1540, 1498.. 1608, 


1499. .1585, 




1638. .1706, 


1648 


. .1713, 


1660. 


.1713, 2090.. 2170, 


2092. .2169, 




3307. .3417, 


3320 


. .3418, 


3321. 


.3416, 3337.. 3417, 


3526. .3609, 




3534. .-3554, 


3539 


. .3604 










Seq. No. 


22313 








Seq. ID 


OJ990415 


_01.9922.C13 


bene no. 


A a All 








Strand 


- 




Start 


6765 








End 


14560 




Name 


OJ990415 01 


.9922 


.C13.03. 


ts 


Method 


TBLASTX: 


Soybean - 


Start 


1085 








End 


3417 




GI 


none 








Score 


370 




Exons 


1085. .1435, 


1117 


. .1437, 


3337. 


.3417 






Seq. No. 


22313 








Seq. ID 


OJ990415 


_01.9922.C13 


Gene No . 


A a All 








Strand 






Start 


6765 








End 


14560 




Name 


OJ990415 01 


.9922 


.C13.03. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1121 








End 


1429 




GI 


none 








Score 


81 




Exons 


1121. .1192, 


1123 


. .1191, 


1207. 


.1428, 1208.. 1429 




Seq. No. 


22313 








Seq. ID 


OJ990415 


_01. 9922.C13 


Gene No. 


46477 








Strand 






btart 


D / 00 








End 


14560 




Name 


OJ990415 01 


.9922 


.C13.06. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4505 








End 


5001 




GI 


none 








Score 


143 




Exons 


4505. .4627, 


4506 


. .4643, 


4713. 


.4826, 4713.. 4826, 


4829. .4948, 




4830. .4958, 


4836 


. .4958, 


4894. 


.5001, 4894.. 4935, 


4922. .4981 


Seq. No. 


22313 








Seq. ID 


OJ990415 


_01.9922.C13 


Gene No. 


46477 








Strand 






Start 


6765 








End 


14560 




Name 


OJ990415 01 


.9922 


.C13.02. 


np 


Method 


AAT/NAP 




Start 


6756 








End 


12859 




GI 


3024898 








Score 


2741 




Exons 


6756. .8361, 


8450 


. .8602, 


8697. 


.8758, 9047.. 9295, 


9645. .98,12, 



9905. .10134, .10750. .10891, 12794. .12859 
GI Descrip. PRE-MRNA SPLICING FACTOR ATP-DEPENDENT RNA HELICASE PRP16 

(KIAA0224) (HA4657) gi 1 1504 028 | dbj | BAA13213 | (D86977) similar to 
putative ATP-dependent RNA helicase K03H1.2 of C . elegans (S4 1025 ) 
[Homo sapiens] gi 13123906 (AF038391) pre-mRNA splicing factor 
[Homo sapiens] 



Seq. No. 22313 

Gene No. 46477 

Start 6765 

Name OJ990415_01 . 9922 . C13 . o2 . gs 

Start 6765 

GI' none 
Exons 



Seq. ID OJ990415_01.9922.C13 
Strand 

End 14560 

Method GENSCAN 

End 14560 

Score .85 



6765. .8334, 8450. .8602, 8697. .8758, 9047. .9295, 9645..9824, 
9905.. 10134, 10750. .10927, 11519 .. 11624 11979 .. 12076, 
12876. .13006, 13101 .. 13280, 13372 13636, 13750 .. 13820 , 
13900. .14115, 14340. .14460, 14555. .14560 



22570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22313 
46477 
6765 

OJ990415_01.9922.C13.o5.tm 

6906 

none 

6906.. 7127, 6952.. 7128 

22313 
46477 
6765 

OJ990415_01.9922.C13.ol.ts 

6909 

none 

6909.. 7526, 6952.-7365, 6975. 
7540. .7863, 7548. .8087, 7712. 

22313 
46477 
6765 

OJ990415_01.9922.C13.ol.tc 

6981 

none 

6981.. 710a> 6988.. 7068, 7116. 
7587. .7844, 7771. .7863, 7927. 
8455. .8616, 8465. .8602, 8699. 
9051.. 9263, 9135.. 9296, 9980. 

22313 
46477 
6765 

OJ990415_01.9922.C13.ol.tm 

7129 

none 

7129. .7683, 7131. .7718, 7442. 

22313 
46477 
6765 

OJ990415_01.9922.C13.o8.tm 

7761 

none 

7761. .8012 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_01.9922.C13 
14560 

TBLASTX: Maize 

7128 

217- 



Seq. ID OJ990415_01.9922.C13 
Strand 

End 14560 

Method TBLASTX : Soybean 

End 8087 

Score 440 

.7520, 7384. .7524, 7527. .7718, 
.7996, 7773. .8087 

Seq. ID OJ990415_01. 9922.C13 
Strand 

End 14560 
Method TBLASTX: Cress 
End 10135 
Score 80 

.8138, 7288. .7443, 7582. .7650, 
.8139, 8154. .8354, 8209;. 8352, 
.8761, 8708. ..8761, 9047.. 9262, 
.10135 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7729 



OJ990415_01.9922.C13 
14560 

TBLASTX: Maize 

7729 

706 



Seq. ID OJ990415_01.9922.C13 
Strand 

End 14560 

Method TBLASTXVMaize 

End 8012 

Score 193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



22313 Seq. ID 

46477 Strand 

6765 End 

' OJ9904 15_01 . 9922 . C13 . o2 . tm Method 

8014 End 

none Score 



OJ990415_01.9922.C13 
14560 

TBLASTX: Maize 

8743 

384 



8014. .8361, 8014. .8358, 8016. .8360, 8054. .8374, 8175. .8372, 
8449. .8607, 8450. .8602, 8452. .8604, 8689. .8742, 8696. .8743 



22313 Seq. ID 

46477 Strand 

6765 End 

OJ990415 01.9922.C13.o4.ts Method 



OJ990415_01.9922.C13 
14560 

TBLASTX : Soybean 



22571 




start 8334 End 9131 

GI none Score 184 

Exons 8334.. 8357, 8438.. 8644, 8450.. 8599, 8452.. 8607, 8696.. 8761, 

9047.. 9130, 9047.. 9130, 9048.. 9131 



Seq. No. 22313 Seq. ID 

Gene No. 46477 Strand 

Start 6765 End 

Name OJ990415_01 . 9922 .C13 .o7 . tm Method 

Start 9047 End 

GI none Score 

Exons 9047.. 9298, 9047.. 9262 



OJ990415_01.9922.C13 
14560 

TBLASTX: Maize 

9298 

301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22313 
46477 
6765 

OJ990415_01.9922.C13.o2.ts 
9137 



OJ990415 01.9922.C13 



none 
9137. 
9643. 
9900. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9259, '9145. .9231, 9171.. 9260, 9256.. 9297, 9642.. 9740, 
9753, 9744. .9827, 9745. .9822, 9899. .10063, 9899. .10066, 
10067 



14560 

TBLASTX : Soybean 

10067 

59 



Seq. No. 22313 

Gene No. 4 64 77 

Start 6765 

Name OJ990415_01 . 9922 . C13 . o2 . tc 

Start 9637 

GI none 

Exons 9637.. 9753, 
9900. .9977 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_01.9922.C13 
14560 

TBLASTX: Cress 

9979 

100 



9642. .9740, 9744. .9827, 9745. .9822, 9899. .9979, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22313 
46477 
6765 

OJ990415_01. 9922.C13.o4.tm 
9647 



none 
9647. . 
9900. . 
10019. 
10752. 
11968. 



Seq. ID OJ990415_01.9922.C13 
Strand 

14560 

TBLASTX: Maize 
12040 
61 



End 

Method 
End 
Score 

9825, 9649.. 9828, 9899.. 10021, 
10022, 9955. .10134, 9990. .10133, 10016 10150, 
.10135, 10741. .10926, 10745 .. 10927, 10750 .. 10932 , 
.10931, 11519. .11623, 11520 11624 , 11521 .. 11625 , 
.12033, 11975.. 12040 



9700, 9648.. 9827, 9649. 



Seq. No. 


22314 






Seq. ID 


■OJ990415_01. 


9922. C15 


Gene No. 


46478 






Strand 


+ 




Start 


379 






End 


7184 




Name 


OJ990415 


01.9922.C15. 


ol.gs 


Method 


GENSCAN 




Start 


379 






End 


5039 




GI 


none 






Score 


.46 




Exons 


. 379. .441, 


1197, .1266, 


27 90. 


.3315, 4087 


. .4148,. 4742. 


.5039 


Seq. No. 


22314 






Seq. ID 


OJ990415_01. 


9922. C15 


Gene No. 


46478 






Strand 


+ 




Start 


379 






End 


7184 




Name 


'OJ990415 


01.9922.C15. 


ol . np 


Method 


AAT/NAP 




Start 


2999 






End 


6762 





22572 




GI 


3150408 








Score 


203 


Exons 


2999. .3315, 


5939. 


.6171, 


6558. 


.6762 




GI Descrip. 


(AC004165) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


9 9 "^1 4 








Seq. ID 


OJ990415 01,9922.C15 




fi Dft / 0 








Strand 


+ 


Start 










End 


7184 


Name 


\JOjj\JH±D Ui. 


QQ99 


ri R n9 

^^X O . \J£. . 


gs 


Method 


GENSCAN 


Start 










End 


7184 


GI 


none 








Score 


.85 


Exons 


5960. .6171, 


6558. 


.6712, 


6925. 


.7001, 7077.. 7184 


Seq. No. 


z Z O J. 4 








Seq. ID 


OJ990415_01.9922.C15 




fi D4 / ^ 








Strand 




start 


1 ACil 








End 


12142 


Name 




QQ99 


X ^ . \J X . 




Method 


TBLASTX: Wheat 


Start 


O -L J vj 








End 


3318 


GI . 


none 








Score 


254 


Exons 


3130. .3315, 


3136. 


.3318 








Seq. No. 


99 "^1 d 








Seq. ID 


OJ990415_01.9922.C15 


Gene No. 










Strand _ 






1 ACM 








End 


12142 


Name 




QQ9 9 


m ^ o9 


L.m 


Method . 


TBLASTX: Maize 


Start 


J / o o 








End 


6115 


GI 


none 








Score 


40 


Exons 


O/OO. .DOftl, 


oo . 




0 y xu . 


.5963, 5914.. 5964, 5968.. 6096, 




5969. .6115, 


5969. 


.6115 








Seq. No. 


99^1 d 

^ ^ O X 4 








Seq. ID 


OJ990415_01.9922.C'15 


Gene No. 


4 7 Q 

f± Dfi / J 








Strand 




O UCtJ. L. 


7407 








End 


12142 


Name 




QQ9 9 


^ X o . uo . 


gs 


Method 


GENSCAN 


Start 


7407 ~ 








End 


12087 


GI 


none 








Score 


.92 


Exons 


7407. .7589, 


8686. 


ft7 fiO 


8842. 


.8931, 9011. .9073, 9164. .9361, 




9478. .9579, 


10781 


. .10929 


1, 11641. .11710, 


11965. .12087 


Seq. No. 


22314 








Seq. ID 


OJ990415_01. 9922.C15 


Gene No. 


46479 








Strand 




Start 


7407 








End 


12142 


Name 


OJ990415 01. 


9922. 


C15.01. 


gp 


Method 


AAT/GAP 


Start 


7892 








End 


8784 


GI 


75834 1.R1084 






Score 


939 


Exons 


7892. .8309, 


8686. 


.8784 








GI Descrip. 


'5816992/emb 


1 ICAB53647.il 


9.0e 


-18 (AL110123) putative protei] 




[Arabidopsis 


thaliana] * 








Seq. No. 


22314 








Seq. ID 


OJ990415_01.9922.C15 


Gene No. 


46479 








Strand 




Start 


7407 








End 


12142 


Name 


OJ990415 01. 


9922. 


C15.01. 


tm 


Method 


TBLASTX: Maize 


Start 


8184 








End;; 


12090 


GI 


none 








Score 


111 


Exons 


8184. .8309, 


8192. 


.8311, 


8193. 


,8312, 8194. .8313, 8680. .8775, 




8688. .8762, 


8705. 


.8773, 


8831. 


.8932, 8839. .8931, 8840. .8932, 




8841. .8933, 


8877. 


.8954, 


9008. 


.9070, 9008. .9070, 9024. .9074, 



22573 



9162.. 9356, 9163,. 9336, 9167.. 9361, 9167.. 9367, 9250.. 9372, 
9477.. 9584, 9478.. 9621, 9478.. 9582, 9.479.. 9583, 1077 6 .. 10853, 
10780. .10929, 10781. .10930, 10781 .. 10930, 11630 11713, 
11631. .11711, 11638. .11715, 11950 12090, 11965. .12090 



Seq. No. 


22314 




Seq. ID 


OJ990415_01.9922.C15 


Gene No. 


46479 




Strand 




Start 


7407 




End 


12142 


Name 


OJ990415 01.9922.C15.o2 


.np 


Method 


AAT/NAP 


Start 


8193 




End 


12142 


GI 


5816992 




Score 


750 


Exons 


8193.. 8309, 8686.. 8760, 


8842 


..8931, 9164. .9361, 9478. .9579, 




10781. .10929, 11641. .11710, 


11965. .12142 


GI Descrip. 


{AL110123) putative protein 


[Arabidopsis thaliana] 


Seq. No. 






Seq. ID 


OJ990415_01.9922.C15 


Gene No. 






Strand 




Start 


1 Am 




End 


12142 


Name 




.tc 


Method 


TBLASTX: Cress 


Start 


ft 990 ~ 
o Z <c U 




End 


9344 


GI 


none 




Score 


87 


Exons 


8220.. 8309, 8221.. 8298, 


8680 


..8778, 8837. .8932, 8839. .8931, 




9008.. 9085, 9161.. 9334, 


,9164 


..9331, 9198.. 9344 


Seq. No. 


22314 




Seq. ID 


OJ990415_01.9922.C15 


Gene No. 


46479 




Strand 




Start 


7407 




End 


12142 


Name 


OJ990415 01.9922.C15.o2 


■ gp 


Method 


AAT/GAP 


Start 


9331 




End 


10944 


GI 


4968800 




Score 


460 


Exons 


9331. .9361, 9478. .9579, 


10781. .10944 






5816992/emb ICAB53647.il 


4.0e 


-24 (AL110123) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


22314 




Seq. ID 


OJ990415_01.9922.C15 


Gene No. - 


46479 




Strand 




Start 


7401^- 




End 


12142 


Name 


OJ990415 01.9922.C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


10793 




End 


12090 


yj A. 


none 




Score 


99 


Exons 


10793. .10930, 10795. .10929, 


10796. .10930, 11630. .11713, 




11631. .11711, 11638. .11712, 


11950. .12090, 11965. .12090 


Seq. No. 


22315 




Seq. ID 


OJ990415_01. 9922.C16 


Gene No. 


46480 




Strand 


+ 


Start 


136 




End 


3032 


Name 


OJ990415 01.9922.C16.ol 


gs 


Method 


GENSCAN 


Start 


136 




End 


3032 


GI 


none 




Score 


.4 


Exons 


136. .402, 2834. .3032 








Seq. No. 


22316 




Seq. ID 


OJ990415_01.9922.C17 


Gene No. 


46481 




Strand 




Start 


783 




End 


1960 


Name 


OJ990415 01.9922.C17.ol 


gs 


Method 


GENSCAN 


Start 


783 




End 


1960 


GI 


none 




Score 


.41 



22574 



Exons 


783. .888, 1798. .1960 










Seq. No. 


22317 




Seq. ID 


OJ990415 


_01.9922.C18 


Gene No. 


46482 




Strand 


+ 




Start 


2166 




End 


11508 




Name 


OJ990415 01.9922.C18.ol 


.np 


Method 


AAT/NAP 




Start 


2166 




End 


9902 




GI 


2654606 




Score 


153 




Exons 


2166.. 2287, 7908.. 7995, 


8061 


:.8161, 8244. .8333, 


8445. .8588, 




9527.. 9713, 9835.. 9902 










GI Descrip. 


(AF011387) putative mitotic 


checkpoint 


protein 


kinase [Homo 




sapiens] 










Seq. No. 


22317 




Seq. ID 


OJ990415 


_01.9922.C18 


Gene No. 


46482 




Strand 


+ 




Start 


2166 




End 


11508 




Name 


OJ990415 01.9922.C18.ol 


.gs 


Method 


GENSCAN 






2426 




End 


11508 




GI 


none 




Score 


.85 




Exons 


2426.. 2608, 2872.. 3139, 


4585 


..4828, 5631. .5790, 


5878. .6035, 




6146.. 6239, 7413.. 7523, 


7603 


..7690, 7909. .8012, 


8090. .8161, 




8244. .8333, 8445. .8602, 


9432 


..9486, 9579. .9713, 


9835. .9956, 




10208. .1034.0, 10884. .10985, 


11338. .11508 




Seq. No. 


22317 




Seq. ID 


OJ990415 


_01. 9922.C18 


Gene No. 


46482 




Strand 


+ 




Start - 


2166 




End 


11508 




lie 


OJ990415 01.9922.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


8075 




End 


8340 




GI 


3107328 




Score 


288 




Exons 


8075. .8161, 8244. .8340 










GI Descrip. 


4454483/gb|AAD20930| 5. 


Oe-11 


(AC006234) 


putative kinase, 5' 




partial [Arabidopsis thaliana] 






Seq. No. 


22317 




Seq. ID 


OJ990415 


_01.9922.C18 




46483 




Strand 






Start 


12052 




End 


14678 




Name 


OJ990415 01.9922.C18.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4623 




End 


5790 




GI 


none 




Score 


206 




Exons 


4623.. 4655, 4767.. 4829, 


5628 


..5789, 5629. .5790 




Seq. No. 


22317 




Seq. ID 


OJ990415 


_01.9922.C18 


Gene No. 


46483 




Strand 






Start 


12052 




End 


14678 




Name 


OJ990415 01.9922.C18.ol 


.tm 


Method 


TBLASTX: 


Maize 


Q-H a r--|- 
o Uar t 


7416 




End 


8527 




GI 


none 




Score 


113 ■ 




Exons 


7416. .7523, 7421. .7519, 


7583 


..7675, 7602. .7691, 


7603. .7692, 




7907. .8011, 7907. .8011, 


7908 


..8036, 7908. .8015, 


8066. .8161, 




8072.. 8161, 8085.. 8165, 


8232 


..8333, 8241. .8333, 


8243. .8335, 




8404. .8526, 8439. .8522, 


.8444 


..8527 






Seq. No. 


22317 




Seq. ID 


OJ990415 


_01.9922.C18 


Gene No. 


46483 




Strand 






Start 


12052 




End 


14678 





Name 



OJ990415 01.9922.C18.o2.tm 



Method 



TBLASTX: Maize 



22575 



start 


10178 




End 


10387 




GI 


none 




Score 


242 




Exons 


10178. .10387 


, 10197.. 10385 








Seq. No. 


22317 




Seq. ID 


OJ990415_01.9922 


.C18 


Gene No. 


46483 




Strand 












End 


14678 




Name 


OJ990415 01. 


9922.C18.o2.gs 


Method 


GENSCAN 




Start 


12052 




End 


14678 




GI 


none 




. Score 


.73 




Exons 


12052. .12321 


, 12708.. 12981 


, 13008. .13245, 13263 .. 13321, 






13496. .13649 


, 14597. .14678 








Seq. No. 


22318 




Seq. ID 


OJ990415 01.9922 


.C19 


Gene No . 


4 OHO H 




Strand 


+ . 




Start 


3906 




End 


4132 




Name 


OJ990415 01. 


9922.C19.ol.gs 


Method 


GENSCAN 




Start 


3906 




End 


4132 




GI 


none 




Score 


.45 




Exons 


3906. .3961, 


4027. .4132 








Seq. No. 


22318 




Seq. ID 


OJ990415_01.9922 


.C19 


Gene No. 


/I /: / Q R 




Strand 


+ 




Start 


5540 




End 


6833 




Name 


OJ990415 01. 


9922.C19.o2.gs 


Method 


GENSCAN 




Start 


5540 




End 


6833 




GI 


none 




Score 


.77 




Exons 


5540. .5678, 


6715. .6833 








Seq. No. 


22318 




Seq. ID 


OJ990415_01.9922 


.C19 


Gene No . 


A A Q 




Strand 


- 




Start 


7639 




End 


7861 




Name 


OJ990415 01. 


9922.C19.o3.gs 


Method 


GENSCAN 




Start 


7639 




End 


7861 




GI 


none 




Score 


.56 




Exons 


7639. .7861 










Seq. No. 


22319 




Seq. ID 


OJ990415_01.9922 


.C21 


Gene No . 


A A on 
4 D4 O / 




Strand 


+ 




Start 


5 




End 


848 




Name 


OJ990415 01. 


9922.C21.ol.gs 


Method 


GENSCAN 




Start 


5 




End 


848 




GI 


none 




Score 


.87 




Exons 


• 5. .85, 789. . 


848 








Seq. No. 


22319 




Seq. ID 


OJ990415 01.9922 


.C21 


Gene No. 


46488 




Strand 


+ 




onar u 


9409 




End 


19571 




Name 


OJ990415 01. 


9922.C21.ol.np 


Method 


AAT/NAP 




Start 


9409 




End 


19571 




GI 


4996642 




Score 


271 




Exons 


9409. .9538, 


15235. .15494, 


16065. .16222, 


19498. .19571 




GI Descrip. 


(AB028130) Dof zinc finger protein [Oryza sativa] 




Seq. No. 


22319 




Seq. ID 


OJ990415_01.9922 


.C21 


Gene No. 


46488 




Strand 


+ 




Start 


9409 




End 


19571 





22576 



Name 

Start 

GI 

Exons 



OJ990415_01.9922.C21.o4.gs 

15180 

none 

15180. .16259 



Method GENSCAN 
End 16259 
Score .99 



Seq. No. 22319 Seq. ID 

Gene No. 4 64 88 Strand 

Start 9409 End 

Name OJ9904 15_01 . 9922 . C21 . o2 . gp Method 

Start 16131 End 

GI none Score 

Exons 16131. .16432 



OJ990415_01.9922.C21 
+ 

19571 
AAT/GAP 
16432 
510 



Seq. No. 22319 

Gene No. 46489 

Start 1507 

Name OJ990415_01 . 9922 . C21 . o2 . gs 

Start 1507 

GI none 

Exons 1507.. 1708, 1768.. 1835 

Seq. No. 22319 

Gene No. 4 64 90 

Start 15358 

Name OJ990415_01 . 9922 .C21 .ol . gp 

Start 15358 

GI uC-osroM202007g08al 

Exons 15358. . 15761 
GI Descrip. '3927829 2.0e-18 (AC005727) 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_01.9922.C21 

1835 
GENSCAN 
1835 
.83 



OJ990415_01.9922.C21 

15761 
AAT/GAP 
15761 
776 



Seq. No. 


22319 




Seq. ID 


Gene No. 


46491 




Strand 


Start 


16586 




End 


Name 


OJ990415 01.9922.C21 


.ol.tc 


Method 


Start 


15303 




End 


GI 


none 




Score 


Exons 


15303. .15485, 15329. 


.15493 




Seq. No. 


22319 




Seq. ID 


Gene No, 


46491 




Strand 


Start 


16586 




End 


Name 


OJ990415 01.9922.C21 


ol . tm 


Method 


Start 


15306 




End 


GI 


none 




Score 


Exons 


15306. .15485, 15323. 


15490 




Seq. No. 


22319 




Seq. ID 


Gene No. 


46491 




Strand 


Start 


16586 




End 


Name 


OJ990415 01.9922.C21 


ol.ts 


Method 


Start 


15318 




End 


GI 


none 




Score 


Exons 


15318. .15485, 15329., 


15487 




Seq. No. 


22319 




Seq. ID 


Gene No. 


46491 




Strand 



putative zinc finger protein 



OJ990415_01.9922.C21 
19112 

TBLASTX: Cress 

15493 

296 



OJ9904 15_01 . 9922 .C21 
19112 

TBLASTX: Maize 

15490 

338 



OJ990415_01.9922.C21 
19112 

TBLASTX: Soybean 

15487 

303 



OJ990415 01.9922.C21 



22577 



start 


16586 






End 


19112 








Name 


OJ990415 01.9922.C21. 


o5. 


gs 


Method 


GENSCAN 








Start 


16586 






End 


19112 








GI 


none 






Score 


.56 








Exons 


16586. .16672, 17802.. 


17865, 


19090. .19112 








Seq. No. 


22319 






beq. iu 




01. 


9922 


.C21 


Gene No . 


4 d4 yi 






btrand 










Start 


. 16586 






hncl 


1 y iiz 








Name 


OJ990415 01.9922.C21. 


o3. 


gp 


Method 


AAT/GAP 








Start 


16811 






End 


17324 








GI 


none 






Score 










Exons 


16811. .17324 
















Seq. No. 


22320 






Seq. ID 


oj y yu4 lb 


01. 


9922 


.C22 


Gene No. 


4 d4 yz 






Strand 










Start 


2063 






hna 


z jy D 








Name 


OJ990415 01.9922.C22. 


ol. 


gs 


Method 


GENSCAN 








Start 


2063 






End 


2396 








GI 


none 






Score 


. / / 








Exons 


2063. .2396 
















Seq. No. 


22321 






Seq. ID 


ojy yu4 15 


01. 


9922 


.C23 


Gene No. 


4 6493 






Strand 


+ 








Start 


261 






End 


CIO 

biz 








Name 


OJ990415 01.9922.C23. 


ol. 


gs 


Method 


GENSCAN 








Start 


261 






End 


512 








GI . 


none 






Score 










Exons 


261.. 512 
















Seq. No. 


22322 






Seq. ID 


OJy 9U4 15 


01. 


9922 


.C24 


Gene No. 


46494 






Strand 


1 

+ 








Start 


997 






End 


1 O Q >1 
IZ^^ 








Name 


OJ990415 01.9922.C24. 


ol. 


gs. 


Method 


GENSCAN 








Start 


997 






End 


1294 








GI 


none 






Score 


Q A ' 

. y4 








Exons 


997.. 1121, 1165.. 1294 














Seq. No. 


22322 






Seq. ID 


OJ y 9U4 lD_ 


01. 


9922 


.C24 


Gene No . 


46495 






ourana 


+ 








Start 


3331 






End 










Name 


OJ990415 01.9922,C24. 


o2. 


gs 


Method 


GENSCAN 








Start 


3331 




End 


3584 








GI 


none 






Score 


A Q 








Exons 


3331.. 3333, 3465.. 3584 














Seq. No. 


22323 






Seq. ID 


OJ990415 


01. 


9922 


.C25 


Gene No. 


46496 






Strand 


+ 








Start 


118 






End 


371 








Name 


OJ990415 01.9922.C25. 


ol. 


gs 


Method 


GENSCAN 








Start 


118 




End 


371 








GI 


none 






Score 


.68 








Exons 


118. .120, 252. .371 
















Seq. No. 


22324 






Seq. ID 


OJ990415_ 


01. 


9922 


.C26 


Gene No. 


46497 






Strand 


+ 








Start 


742 






End 


2179 









22578 



Name 


OJ990415 01.9922.C26.ol.gs 


Method 


GENSCAN 




Start 


742 


End 


2179 




GI 


none 


Score 


.5 




Exons 


742. .811, 1552. .1635, 2019.. 


2179 






Seq. No. 


22325 


Seq. ID 


OJ990415__01.9922. 


C27 


Gene No. 


46498 


Strand 












7282 




Name 


OJ990415 01.9922.C27.ol.gs 


Method 


GENSCAN 




Start 


242 


End 


7282 




GI 


none 


Score 


.58 




Exons 


242. .770, 1825. .1917, 1919.. 


2207, 2615. 


.2869, 4596. .4844 


/ 




4948. .5176, 6968. .7282 








Seq. No. 


22325 


Seq. ID 


OJ990415_01.9922. 


C27 




46498 








Start 


242 


End 


7282 




Name 


OJ990415 01.9922.C27.o3.tc 


Method 


TBLASTX: Cress 




Start 


242 


End 


466 




GI 


none 


Score 


84 




Exons 


242. .457, 242. .466, 348. .461 








Seq. No. 


22325 


Seq. ID 


OJ990415_01.9922. 


C27 




46498 


c-h r;^ nd 






start 


242 


End 


7282 




Name 


OJ990415 01.9922.C27.o4.tm 


Method 


TBLASTX: Maize 




Start 


242 


End 


436 




GI 


none 


Score 


97 




Exons 


242. .436, 245. .412, 348. .434 








Seq. No. 


22325 


Seq. ID 


OJ990415_01.9922. 


C27 




*± O T ^ O 








Start 


242 


End 


7282 




Name 


OJ990415 01.9922.C27.o2.ts 


Method 


TBLASTX : Soybean 




Start 


242 


End' 


478 




GI 


none 


.■ Score 


50 




Exons 


242. .478, 246. .308, 348. .467 








Seq. No. 


22325 


Seq. ID 


OJ990415_01.9922. 


C27 


Gene No. 


4 64 98 


Strand 


- 




Start 


242 


End 


7282 




Name 


OJ990415 01.9922.C27.ol.np 


Method 


AAT/NAP 




Start 


245 


End 


5176 




GI 


3859659 


Score 


2307 




Exons 


245. .770, 1825. .2348, 2615.. 


2874, 3011. 


.3114, 3190. .3242 


r 




4018. .4278, 4566.-4844, 4948 


. .5176 






GI Descrip. 


(AL031394) putative potassium transporter AtKT5p {AtKT5) 






[Arabidopsis thaliana] 








Seq. No. 


22325 


Seq. ID 


OJ990415_01.9922. 


C27 


Gene No. 


46498 


Strand 






Start 


242 


End 


7282 




Name 


OJ990415 01.9922.C27.ol.ts 


Method 


TBLASTX: Soybean 




Start 


525 


End 


2711 




GI 


none 


Score 


48 




Exons 


525. .641, 560. .601, 624. .788 


, 638.. 772, 


1821. .1886, 1822 


. .11 



1881. .2294, 1883. .2350, 1885. .2265, 1904. .2347, 2578. .2703, 



22579 






2607. .2711, 


2611. 


.2709, 


2613. 


.2711 






Seq. No. 


22325 








Seq. ID 


OJ990415_01.9922 


.C27 


Gene No. 


46498 








Strand 








242 








End 






Name 


OJ990415 01. 


9922. 


C27.01 


. tm 


Method 


TBLASTX: Maize 




start 


656 








End 


2284 




GI 


none 








Score 


84 




Exons 


656.. 772, 657.. 788, 1816.. 1881, 1821.. 


1886, 1873.. 2283, 






1883. .2284, 


1885. 


.2262, 


1886. 


,2275 






Seq. No. 


^. £. O £. ^ 








Seq. ID 


OJ990415_01.9922 


.C27 




46498 








Strand 






Start 


242 








End 


7282 




Name 


OJ990415 01. 


9922, 


C27.01 


.tc 


Method 


TBLASTX: Cress 




Start 


1863 








End 


2293 




GI 


none 








Score 


303 




Exons 


1863. .1886, 


1883. 


.2293, 


1884 . 


,2036, 1885.. 2259, 1892.. 2284 


Seq. No. 


22325 








Seq. ID 


OJ990415_01.9922 


.C27 




*i O *4 ^ O 








Strand 






Start 


242 








End 


7282 




Name 


OJ990415 .01. 


9922. 


C27.02 


.tm 


Method 


TBLASTX: Maize 




Start 


2285 








End 


2852 




GI 


none 








Score 


99 




Exons 


2285. .2347, 


2287. 


.2349, 


2566. 


.2847, 2613. .2852 




Seq. No. 


22325 








Seq. ID 


OJ990415_01.9922 


.C27 


Gene No. 


*l \J *4 -7 O 








Strand 






O UciX L. 


242 








End 


7282 




Name 


OJ990415 01. 


9922. 


C27.04 


.tc 


Method 


TBLASTX: Cress 




Start 


2646 








End 


4172 




GI 


none 








Score 


166 




Exons 


2646. .2876, 


2656. 


.2862, 


2974. 


.3063, 2999.. 3115, 3206.. 3259, 




4016. .4171, 


4017. 


.4172 










Seq. No. 


99*^9^ 








Seq. ID 


OJ990415__01.9922 


.C27 


r^ano Mo 
otsilt; INvJ . 


46498 








Strand 






Start 


242 








End 


7282 




Name 


OJ990415 01. 


9922. 


C27.05 


.ts 


Method 


TBLASTX : Soybean 




Start 


2712 








End 


3063 




-GI 


none 








Score 


169 




Exons 


2712. .2876, 


2713. 


.2865, 


2986. 


.3063 






Seq. No. 


22325 








Seq. ID 


OJ990415_01. 9922 


.C27 




46498 








Strand 






Start 


242 








End 


7282 




Name 


OJ990415 01. 


9922. 


C27.04 


.ts 


Method 


TBLASTX: Soybean 




Start 


4016 








End 


4737 




GI 


none 








Score 


182 




Exons 


4016. .4273, 


4017. 


.4277, 


4597. 


.4737 






Seq. No. 


22325 








Seq. ID 


OJ990415_01. 9922 


,C27 


Gene No. 


46498 








Strand 






Start 


242 








End 


7282 




Name 


OJ990415 01. 


9922. 


C27,o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4169 








End 


5146 





22580 



GI 

Exons 



none " Score 81 

4169. .4273, 4598. .4711, 4598. .4675, 4750. .4845, 4780. .4839, 
4946.. 5098, 5075.. 5146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22325 
46498 
242 

OJ9904 15_01 . 9922 . C27 . o2 . tc 

4801 

none 



Seq. ID OJ990415_01.9922.C27 

Strand' - 

End 7282 

Method TBLASTX : Cress 

End 7069 

Score 124 



4801. .4842, 4949. .5182, 4968. .5108, 6971. .7069 



22325 
46498 
242 

OJ9904 15_01 . 9922 .C27 . o3. ts 

4976 

none 



Seq. ID OJ990415_01.9922.C27 
Strand 

End 7282 

Method TBLASTX : Soybean 

End 5182 

Score 141 



4976. .5182, 4980. ,5177, 5059. .5178 



22326 
46499 
633 

OJ990415_01.9922.C28.ol.np 
633 

4539658 

633. .690, 1970. .2112, 2281. 



End 

Method 
End 
Score 
.2373 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ990415_01.9922.C28 
Strand . + 

2373 
AAT/NAP 
2373 
84 



Seq. No. 22326 

Gene No. 46499 

Start 633 

Name OJ9904 15_01 . 9922 . C28 . o2 . np 

Start 1969 

GI 4539658 

Exons 1969.. 2112, 2281.. 2373 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
-bicolor]- 



Seq. ID OJ990415_01. 9922.C28 

Strand + 

End 2373 

Method AAT/NAP 

End 2373 

Score 83 



Seq. No. 22326 

Gene No. 4 6500 

Start 1889 

Name OJ990415__01 . 9922 .C28 . o2 . gs 

Start 1889 

GI none 

Exons 1889.. 2176 



Seq. ID OJ990415_01.9922.C28 
Strand 

End 2176 

Method GENSCAN 

End 2176 

Score .47 



Seq. No. 22327 

Gene No. 4 6501 

Start 1997 

Name OJ990415_01 . 9922 . C29 . ol . gs 

Start 1997 

GI none 

Exons 1997. .2113, 4304.. 4504 



Seq. ID OJ990415_01.9922.C29 

Strand + 

End 4504 

Method GENSCAN 

End 4504 

Score .65 



Seq. No. 



22328 



Seq. ID OJ990415 01.9922.C30 



22581 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46502 Strand 
457 End 
OJ9904 15_01 . 9922 . C30 . ol . gs Method 
457 .End 
none Score 
457. .530> 732. .745 

22329 Seq. ID 

46503 ' Strand 
314 End 
OJ990415_01. 9922.C31.ol.gs Method 
314 End 
none Score 
314. .691, 1179. .1277 



+ 

745 

GENSCAN 

745 

.75 



OJ990415_01. 9922.031 
+ 

1277 
GENSCAN 
1277 
.52 



22330 Seq. ID OJ9904 15_01 . 9922 . C32 

46504 . Strand 

411 End 593 

OJ9904 15_01 . 9922 . C32 . ol . tm Method TBLASTX : Maize 

402 ^ End 593 

none Score 230 

402. .587, 406. .588, 411. .593, 413. .592 

22330 Seq. ID OJ9904 15_01 . 9922 . C32 

46504" Strand 

411 End 593 

OJ9904 15_01 . 9922 . C32 . ol . gs Method GENSCAN 

411 End 588 

none Score .77 

411. .588 



Seq. No. 22331 Seq. ID 

Gene No. 4 6505 Strand 

Start 374 End 

Name OJ990415_01 . 9922 .C33 . ol . gs Method 

Start 374 End 

GI none Score 

Exons 374.. 496 



OJ990415_01.9922.C33 
+ 

496 

GENSCAN 
496 ■ 
.58 



Seq. No. 22332 ' Seq. ID 

Gene No. 46506 Strand 

Start 550 End 

Name O J9904 15_01 . 9922 . C34 . ol . gp Method 

Start 550 End 

GI none Score 

Exons 550.. 760 



OJ990415_01.9922.C34 
+ 

760 

AAT/GAP 

760 

339 



Seq. No. 22333 

Gene No. 4 6507 

Start 190 

Name OJ990415_01 . 9922 .C35 .ol .gs 

Start 190 

GI none 

Exons 190.. 330, 357.. 477, 560.. 634 

Seq. No. 22334 

Gene No. 46508 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990415_01.9922.C35 
+ 

634 

GENSCAN 

634 

.84 



OJ990415_01.9922.C36 
+ 



22582 



start 


271 


End 


375 


Name 


OJ990415 01,9922.C36.ol.gs 


Method 


GENSCAN 


Start 


271 


End 


375 


GI 


none 


Score 


.51 


Exons 


271, .375 






Seq. No. 


22335 


Seq. ID 


OJ990415_01.9922. 


Gene No. 


46509 


Strand 




Start 


1 


End 


722 




OJ990415 01.9922.C37.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


722 


GI 


3859659 


Score 


265 


Exons 


1..416, 661. .722 






GI Descrip. 


(AL031394) putative potassium transporter AtKTSp (AtKT5) 




[Arabidopsis thaliana] 






Seq. No. 


22335 


Seq. ID 


OJ990415_01.9922. 




46509 


Strand 


■ - 


Start 


1 


End 


722 


Name 


ujyyu4io ui . y y^c^ . / . oi . lc 


Method 


iDiiAo 1 A : cress 


Start 


157 


End 


414 


GI 


none 


Score 


63 


Exons 


■157.. 414, 158.. 361 






Seq. No. 


22335 


Seq. ID 


OJ990415_01.9922, 




46509 


Strand 


- 


Start 


1 


End 


722 


Name 


cjjyyu4iD ui . y yzz . / . oi . rm 


Method 


•POT TVCPV.M-^-! A 

irJLiAo i A : Maize 


Start 


157 


End 


360 


GI 


none 


Score 


125 


Exons 


157.. 360, 158,, 352 






Seq. No. 


22335 


Seq. ID 


OJ990415_01. 9922. 


vjene ino . 


46509 


Strand 


- 


Start 


1 


End 


722 


Name 


ojyy04io ui , y yzz , Co / , oi . ts 


Metnou 


i oLiAo 1 A : ooyoean 


Start 


157 


End 


418 


GI 


none 


Score 


182 


Exons 


157. .414, 158. ,418 






Seq. No. 


22336 


Seq. ID 


OJ990415_01,9922, 


osne iNO ■ 


46510 


Strand 


+ 


Start 


54 


End 


70 


Name 


OJ990415 01.9922.C38,ol,gs 


Method 


GENSCAN 


Start 


54 


End 


70 


GI 


none 


Score 


.6 


Exons 


54. .70 






Seq. No. 


22337 


Seq. ID 


OJ990415_03.9922. 


uene wo . 


46511 


Strand 




Start 


245 


End 


456 


Name 


OJ990415 03.9922.Cl.ol.gs 


Method 


GENSCAN 


Start 


245 


End 


456 


GI 


none 


Score 


,97 


Exons 


245. .456 






Seq, No. 


22337 


Seq. ID 


OJ990415_03.9922. 



22583 



Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46511 Strand 

245 End 456 

OJ9904 15_03 . 9922 . CI . ol . np Method AAT/NAP 

248 End 456 

6721508 Score 331 

248. .456 

{AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 


22338 




Seq. ID 


OJ990415_ 


03. 


9922 


.C2 


Gene No.. 


4 obl^ 




Strand 


+ 








Start 


539 




End 


841 








Name 


OJ990415 03. 9922. C2 


ol .gs 


Method 


GENSCAN 








Start 


539 




End 


841 








GI 


none 




Score 


.75 








Exons 


539. .574, 699. .841 














Seq. No. 


22339 




Seq. ID 


OJ990415_ 


03. 


9922 


.04 


Gene No. 


4 6513 




Strand 


+ 








Start 


350 




End 


442 








Name 


OJ990415 03. 9922. C4 


ol . gs 


Method 


GENSCAN 








Start 


350 




End 


442 








GI 


none 




Score 


.66 








Exons 


350. .442 














Seq. No. 


22340 




Seq. ID 


OJ990415_ 


03. 


9922 


.C6 


Gene No. 


46514 




Strand 


+ 








o uar L. 


98 




End 


DDI 








Name 


OJ990415 03. 9922. C6 


ol . gs 


Method 


GENSCAN 








Start' 


98 • 




End 


561 








GI . 


none 




Score 


.74 








Exons 


98. .561 














Seq. No. 


22340 




Seq. ID- 


OJ990415_ 


03'. 


9922 


.06 


Gene No. 


46515 




Strand 


- 








Start 


1 




End 


675 








Name 


OJ990415 03. 9922. C6 


ol . np 


Method 


AAT/NAP 








Start 


1 




End 


675 








GI 


6721505 




Score 


847 








Exons 


1..270, 435. .675 














GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22341 




Seq. ID 


OJ990415_ 


03. 


9922 


.07 


Gene No. 


46516 




Strand 


+ 








Start 


214 




End 


488 








Name 


OJ990415 03. 9922. C7. 


ol . gs 


Method 


GENSCAN 








Start 


214 




End 


488 








GI 


none 




Score 


.83 








Exons 


214.. 283, 387.. 488 















Seq. No. 22342 Seq. ID 

Gene No. . 46517 Strand 

Start 409 End 

Name OJ9904 15_03 : 9922 . Cll . ol . gp Method 

Start- 409 End 

GI 25552_1.R1084 Score 

Exons 409.. 498 

GI Descrip. '2104691 4.0e-19 (U92794) alpha glucosidase II, beta subunit 



OJ990415_03. 9922.011 
+ 

498 

AAT/GAP 

498 

162 



22584 



[Mus musculus] ' 



Seq. No. 22342 Seq. ID OJ9904 15_03 . 9922 .Cll 

Gene No. 4 6518 Strand 

Start 385 End 4 98 

Name OJ990415_03. 9922 .Cll .ol .np Method AAT/NAP 

Start 385 End 4 98 

GI 6539569 Score 193 

Exons 385.. 498 

GI Descrip. (AP000836) EST C19724 {E10840) corresponds to . a region of the 



predicted gene. 
[Oryza sativa] 



Similar to protein kinase C substrate (P14314) 



Seq. No. 


22343 




Seq. ID 


OJ990415 


Gene No. 


46519 




Strand 


- 


Start 


1 




End 


698 


Name 


OJ990415 03.9922.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


571 


GI 


6539570 




Score 


309 


Exons 


1..21, 152. .218, 378. .571 






GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 






Seq. ID 


OJ990415 


Gene No. 


46519 




Strand 


- 


Start 


1 




End 


698 


Name 


OJ990415 03.9922.C13,ol 


.gs 


Method 


GENSCAN 


Start 


348 




End 


698 


GI 


none 




Score 


.85 


Exons 


348. .538, 653. .698 








Seq. No. 


22343 




Seq. ID 


OJ990415 


Gene No. 


46520 




Strand 


- 


Start 


707 ' 




End 


1442 


Name 


OJ990415 03.9922.C13.o2 


.np 


Method 


AAT/NAP 


Start 


707 




End 


1442 


GI 


6630699 




Score 


88 


Exons 


707. .784, 1422. .1442 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gil 6721536 Idbj IBAA8 9566 


.11 


(AP001073) : 


hypotheti 




[Oryza sativa] 








Seq. No. 


22344 




Seq. ID 


OJ990415 


Gene No. 


46521 




Strand 


+ 


Start 


234 




End 


375 


Name 


OJ990415 03.9922.C14.ol 


. gs 


Method 


GENSCAN 


Start 


234 




End 


375 ' 


GI 


none 




Score 


.92 


Exons 


234. .375 








Seq. No. 


22344 




Seq. ID 


OJ990415 


Gene No. 


46522 




Strand 




Start 


243 




End 


381 


Name 


OJ990415 03.9922.C14.ol 


.np 


Method 


AAT/NAP 


Start 


243 




End 


381 


GI 


6539572 




Score 


173 


Exons 


243. .381 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 



22585 




o€Cj ■ INO • 


99041:: 


o€q. ±U 




Gene No. 


46523 


Strand 




Start 


155 


End 


457 


Name 


OJ990415 03.9922.C15. 


ol.gs Method 


GENSCAN 


Start 


155 


End 


457 


GI 


none 


Score 


.54 


Exons 


155. .457 






O d KI /^ 

oeq . wo . 


99 -34 tr 


o6q.. xu 




Gene No. 


46524 


Strand 




Start 


832 


End 


1095 


Name 


OJ990415 03.9922.C15. 


o2.gs Method 


GENSCAN 


Start 


832 


End 


1053 


GI 


none 


Score 


.6 


Exons 


832. .1053 




; 


. INO . 








Gene No. 


46524 


Strand 




Start 


832 


End 


1095 


Name 


OJ990415 03.9922.C15. 


ol.tm Method 


TBLASTX: Maize 


Start 


893 


End 


1095 


GI . 


none 


Score 


284 


Exons 


893. .946, 896. .1093,. 


902.. 1093, 904.. 


1095 


oecj . INO . 




oeq > ±u 




Gene No. 


46524 


Strand 




Start 


832 


End 


1095 


Name 


OJ990415 03.9922.C15. 


dl.tw Method 


TBLASTX: Wheat 


Start 


893 


End 


1095 


GI 


none 


Score 


260 


Exons 


893. .967, 896. .1093, 


902. .1012, 904.. 


1095 


Seq. No. 


22345 


Seq. ID 


OJ990415_03.9922.C15 


Gene No. 


46524 


Strand 










X U -7 J 


Name 


OJ990415 03.. 9922.C15. 


ol.gp Method 


AAT/GAP 


Start 


895 


End 


1095 


GI 


44866 1.R1084 


Score 


365 


Exons 


895. .1095 






GI Descrip. 


•5852170/emb|AL117265 


I.1IOST17804 2.0e 


-10 Oryza sativa 




indica {GIjA4 ) genomic 


DNA, chromosome 


4, BAG clone: tl7804 ' 


O C q . LN O . 


^ ^ Of! O 






Gene No. 


. 46524 


Strand 




Start 


832 


End 


1095 


Name 


OJ990415 03.9922.C15. 


ol.tc Method 


TBLASTX: Cress 


Start 


896 


End 


1095 


GI 


none 


Score 


199 


Exons 


896.. 1093, 902. .1009, 


904. .1095 




Seq. No. 


22345 


Seq. ID 


OJ990415_03.9922.C15 


Gene No. 


46524 


Strand 




Start 


832 


End 


1095 


Name 


OJ990415 03.9922.C15. 


ol.ts Method 


TBLASTX : Soybean 


Start 


896 


End 


1095 


GI 


none 


Score 


276 



22586 



Exons 



896.. 1093, 904.. 1095 



Seq. No. 22345 Seq. ID OJ990415_03 . 9922 . C15 

Gene No. 4 6524 Strand 

Start 832 End 1095 

Name OJ990415_03 . 9922 . C15 . ol . np Method AAT/NAP 

Start 897 End 1095 

GI 6539568 Score 303 

Exons 897.. 1095 

GI Descrip. (AP000836) ESTs AU081247 (C50004 ) , AU068940 {C51113 ) correspond to 
a region of the predicted gene.; Similar to pyruvate kinase 
(Q42954) [Oryza sativa] 



Seq. No. 22346 

Gene No. 46525 

Start 1132 

Name OJ9904 15_03 . 9922 . C17 . ol . gs 

Start 1132 

GI none 

Exons 1132.. 1341 



Seq. ID OJ990415_03.9922.C17 

Strand + 

End 1395 

Method GENSCAN 

End 1341 

Score .93 



Seq. No. 


22346 


Seq. ID 


OJ990415_03.9922.C17 


Gene No. 


46525 


Strand 




Start 


1132 


End '--'^ ' 


1395 


Name 


OJ990415 03.9922.C17.ol.np 


Method 


AAT/NAP 


Start 


1132 


End 


1395 


GI 


6523097 


Score 


218 


Exons 


1132. .1395 






GI Descrip. 


{AL133315) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


22346 


Seq. ID 


OJ990415_03.9922.C17 


Gene No. 


46526 


Strand 




Start 


764 


End 


1716 


Name 


OJ990415 03.9922.C17.ol.gp 


Method 


AAT/GAP 


Start 


764 


End 


1716 


GI 


2496 1.R1084 


Score 


1875 


Exons 


764. .1716 






GI Descrip. 


•6091733/gb|AAF034 4 5.1|AC010797_21 3. 


Oe-17 (AC010797) unknown 



protein [Arabidopsis thaliana] ' 



Seq. No. 22346 Seq. ID 

Gene No. 46527 Strand 

Start 3626 ' End 

Name OJ9904 15_03 . 9922 . C17 . o2 . gs Method 

Start 3626 End 

GI none Score 

Exons 3626.. 4168 



OJ990415_03. 9922.C17 

4168 
GENSCAN 
4168 
.93 



Seq. No. 22346 Seq. ID 

Gene* No. 46527 Strand 

Start 3626^..;, . End 

Name OJ99'04 15_03 .-9922 . C17 . o2 . np Method 

Start 3632 End 

GI 5281045 ' Score 

Exons 3632.. 4168 

GI Descrip. {AL080318) hypothetical protein [Arabidopsis thaliana] 



OJ990415_03.9922.C17 

.4168 
AAT/NAP 
4168 
327 



22587 



Seq, No. 22346 Seq. ID 

Gene No. 4 6527 Strand 

Start 3626 End 

Name OJ9904 15_03 . 9922 . C17 . o2 . gp Method 

Start 3758 End 

GI none Score 

Exons 3758.. 4087 



OJ990415_03.9922.C17 

4168 
AAT/GAP 
4087 
649 



Seq. No. 22346 Seq. ID 

Gene No. 4 6528 Strand 

Start 4516 End 

Name OJ9904 15_03 . 9922 . C17 . o2 . tc Method 

Start 1117 End 

GI none Score 

Exons 1117.. 1317, 1131.. 1316 



OJ990415_03.9922.C17 
7296 

TBLASTX: Cress 

1317 

205 



Seq. No. 22346 Seq. ID 

Gene No. 4 6528 Strand 

Start 4516 End 

Name OJ9904 15_03 . 9922 . C17 . o3 . tm Method 

Start 1117 End 

GI none ■ Score 

Exons 1117.. 1302, 1131.. 1316 



OJ990415_03.9922.C17 
7296 

TBLASTX: Maize 

1316 

2 62 



Seq. No. 22346 Seq. ID 

Gene No. 4 6528 Strand 

Start 4516 End 

Name OJ990415_03 . 9922 .C17 .ol . ts Method 

Start 1131 End 

GI none Score 

Exons 1131.. 1349, 1132.. 1335 



OJ990415_03.9922.C17 
7296 

TBLASTX : Soybean 

1349 

269 



Seq. No. 22346 Seq. ID 

Gene No. 4 6528 Strand 

Start 4516 End 

Name OJ990415_03 . 9922 .C17 .ol . tw Method 

Start 1131 End 

GI none Score 

Exons 1131.. 1328, 1132.. 1329. 



OJ990415_03.9922.C17 
7296 

TBLASTX: Wheat 

1329 

242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22346 Seq. ID 

46528 Strand 

4516 End 

OJ9904 15_03 . 9922 . C17 . ol . tm Method 

3577 End 

none Score 



OJ990415_03.9922.C17 
7296 

TBLASTX: Maize 

4180 

48 



3577. .3630, 3627. .3920, 3628. .3915, 3659. .3919, 3862. .3999, 
3977. .4057, 3985. .4173, 4079. .4180, 4106. .4177 



Seq. No. 22346 

Gene No. 46528 

Start 4516 

Name OJ9904 15_03 . 9922 . C17 . o3 . gs 

Start 4516 

GI none 

Exons 4516.. 4577, 4757.. 4928, 6328. 



Seq.' ID 
Strand 
End 

Method 
End 
Score 
.6429, 6686.. 6832 



OJ990415_03 . 9922 .C17 

7296 
GENSCAN 
6832 
.8 



22588 



Seq. No. 22346 Seq. ID 

Gene No. 46528 Strand 

Start 4516 End 

Name OJ9904 15_03 . 9922 . C17 . o2 . tm Method 

Start 5,636 End 

GI none Score 
Exons 



OJ990415_03.9922.C17 
7296 

TBLASTX: Maize 

6402 

36 



5636. .5692, 5677. .5730, 5874. .5960, 5880. .5957, 6075. .6215, 
6076.. 6204, 6323.. 6400, 6328.. 6402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22346 
46528 
4516 

OJ990415_03.9922.C17.o3. 

5652 

6175185 

5652. .5709, 5878. .5957, 
7242. .7296 

(AC011437) ankyrin-like 

22346 
46528 
4516 

OJ990415_03.9922.C17.o2. 

5661 

none 

5661.. 5711, 5665.. 5730, 
6055. .6096, 6090. .6155 

22346 
46528 
4516 

OJ990415_03 . 9922 . C17 . ol . 

5877 

none 

5877.. 5939, 6054.. 6206, 



Seq. ID OJ990415_03.9922.C17 
Strand 

End 7296 

np Method AAT/NAP 

End 7296 

Score 482 
6054. .6223, 6328. .6429, 6626. .6832, 

protein [Arabidopsis thaliana] 

Seq. ID OJ990415_03.9922.C17 
Strand 

End 7296 

ts Method TBLASTX : Soybean 

End * 6155 

Score 59 
5877.. 5960, 5878.. 5961, 6054.. 6095, 



Seq. ID OJ990415_03.9922.C17 
Strand 

7296 

TBLASTX: Cress 
6206 
125 



End 

tc Method 
End 
Score 

6055. .6189 



Seq. No. 22346 

Gene No. 46528 

Start 4516 

Name OJ9904 15_03 . 9922 . C17 . o4 , 

Start 6193 

GI none 

Exons 6193.. 6223, 6328.. 6429, 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_03.9922.C17 

7296 
AAT/GAP 
6927 
581 



6545.. 6607, 6686.. 6832, 6895.. 6927 



Seq. No. 


22346 






Gene No. 


46528 






Start 


4516 






Name 


OJ990415 03. 


9922 


.C17.04 


Start 


6671 






GI 


none 






Exons 


6671. .6823, 


6705 


. .6824, 


Seq. No. 


22347 






Gene No. 


46529 






Start 


380 






Name 


OJ990415 03. 


9922 


.C18.01 


Start 


380 







Seq. ID OJ990415_03.9922.C17 
Strand 

End 7296 

.tm Method TBLASTX : Maize 

End 7295 

Score 14 6 
6707. .6832, 6711. .6845, 7242. .7295 

Seq. ID OJ990415_03.9922.C18 
Strand 

End 899 

.np Method AAT/NAP 

End 8 99 



22589 




GI 


6175185 


Score 


140 




Exons 


380. .466, 821.. 899 








GI Descrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 




Seq. No. 


22348 


Seq. ID 




C20 


Gene No. 


46530 


Strand 


+ 






1 


End 


1 1 Q yl 

i io 4 




Name 


OJ990415 03.9922.C20.ol.np 


Method 






Start 


1 


End 


llO 4 




.GI 


6539570 


Score 






Exons 


1. .50, 1065. .1184 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22349 


Seq. ID 




C21 


uene ino . 


46531 


Strand 


+ 




Start 


68 


End 


1 m /I 




Name 


OJ990415 03.9922.C21.ol.gs 


Method 






Start 


68 


End 


Q o n 




GI 


none 


Score 






Exons 


68. .167, 289. .402, 578. .673, 


855. .920 






Seq. No. 


22349 


Seq. ID 


OJ990415_03.9922. 


C21 


Gene No. 


46531 


Strand 


+ 




Start 


68 


End 


1014 




Name 


OJ990415 03.9922.C21.ol.np 


Method 


AAT/NAP 




Start 


68 


End 


1014 




GI 


6539569 


Score 


738 




Exons 


68.. 167, 289.. .402, 578.. 673, 


855. .1014 






GI Descrip. 


(AP000836) EST 019724 (E10840) 


corresponds to a region of 


■ the 



predicted gene.; Similar to protein kinase C substrate (P14314) 
[Oryza sativa] 



Seq. No. 


22349 






Seq. ID 


OJ990415_03.9922.C21 


Gene No. 


46531 






Strand 


+ 


Start 


68 






End 


1014 


Name 


OJ990415 


03. 9922.C21.ol 


.tm 


Method 


TBLASTX: Maize' 


Start 


130 






End 


1013 


GI 


none 






Score 


44 


Exons 


130. .165, 


143. .166, 286 


. .351, 


288. .404 


, 354. .398, 576. .671, 




576. .662, 


577. .672, 833 


. .1009 


, 848. .1009, 855.. 1010, 855.. 101 


Seq. No. 


22349 






Seq. ID 


OJ990415 03.9922.C21 


Gene No. 


46531 






Strand 


+ 


Start 


68 






End 


1014 


Name 


OJ990415 


03.9922.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


354 






End 


1014 


GI 


none 






Score 


63 


Exons 


354. .398, 


615.. 662, 616 


. .672, 


848. .1012, 854 . .1012, 901. .1014 


Seq. No. 


22349 






Seq. ID 


OJ990415_03. 9922.C21 


Gene No. 


46531 






Strand 


+ 


Start. 


68 






End 


1014 


Name 


OJ990415 


03.9922.C21.ol 


.gp 


Method 


AAT/GAP 


Start 


648 






End 


1014 


GI 


53729 1.R1084 




Score 


352 


Exons 


648. .673, 


855. .1014 








GI Descrip. 


'2104691 


2.0e-10 (U92794) alpha glucosidase II, beta subunit 



22590 




[Mus musculus] * 



Seq, No. 


22349 




Seq. ID 


OJ990415_03.9922 


-C21 


Gene No. 


46531 




Strand 


+ 




Start 


68 




End 


1014 




Name 


OJ990415 03.9922.C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


866 




End 


1014 




GI 


none 




Score 


227 




Exons 


866, .1012, 866, ,1009, 892. .1014 








9s>'^sn 




Seq. ID 


OJ990415 03 9922 


.C23 


Gene No. 


46532 




Strand 






Start 


978 




End 


1071 




Name 




. np 


Method 


AAT/NAP 




Start 


^ / o 




End 


1071 




GI 


rc; one 79 




Score 


117 




Exons 












GI Descrip, 


fiypt/Uilc Lit_ax 


protein [Oryza 


sativa] 






22351 




Seq. ID 


OJ990415 03 9922 


. C25 


Gene No. 


46533 




Strand 






-Start 






End 


511 




Name 


HTQQn^lR <\'\ QQ99 CO^ o1 


.np 


Method 


AAT/NAP 




Start 


1 




End 


511 




GI 


D / ^ X O U 4 




Score 


501 




Exons 


1 ^11 

X . . u X X 










GI Descrip. 




protein [Oryza 


sativa] 




Seq. No, 


22351 




Seq. ID 


OJ990415_03.9922 


.C25 


Gene No, 


fl DO J O 




Strand 


- 




Start 


T 
X 




End 


511 




Name 


WU-7-?UfiXJ UO.^^^^.Lf^O.vjX 


. tm 


Method * 


TBLASTX: Maize 




Start 


fi ~ 

o o 




End 


434 




GI 


none 




Score 


468 




Exons 


R"^ 497 109 d9ft 104 


.430, 


105. .434 






Seq. No, 


22351 




Seq. ID 


OJ990415_03.9922 


.C25 


Gene No, 






Strand 


- 




Start 


1 
X 




End 


•511, 




Name 


nTQQ041^ 0'^ QQ99 CO^ r\^ 
\Ju-7-7UflXO UO . ^!7ZZ . ^^O . OX 


.gs 


Method 


GENSCAN 




Start 


1 09 ~ 
XUZ 




End 


429 




GI 


none 




Score 


.83 




Exons 


102. .429 










Seq. No. 


22351 




Seq. ID 


OJ990415_03.9922 


.C25 


Gene No, 


46533 




• Strand 


- 




Start 


1 




End 


511 




Name 


OJ990415 03.9922.025,01 


.ts 


Method 


TBLASTX : Soybean 




Start 


102 




End 


434 




GI 


none 




Score 


321 




Exons 


102. .428, 104. .427, 117 


, ,434, 


119. .430 






Seq. No,. 


22351 




Seq. ID 


OJ990415_03. 9922 


.C25 


Gene No. 


46533 




Strand 






Start 


1 




End 


511 




Name 


OJ990415 03.9922.C25.ol 


.gp 


Method 


AAT/GAP 




Start 


266 




End 


429 





22591 



GI 


uC-osflcypl79h01bl 


Score 


299 


Exons 


266. .429 






GI Descrip. 


•2827715/emb|CAA16688| 2.0e- 


26 (AL021684) receptor protein 




kinase - like protein [Arabidopsis thaliana] * 


Seq. No. 


ZZOO X 


oeq . X u 




oene wo . 




O L iTana 




Start 


1 
X 


PnH 


O X X 


Name 


VJU^i^U^XO U J . ji?^^ . . OX . LC 


IVA A ^ W 

rje unoa 


i oijrio iA . cress 


Start 




End 


434 


GI 


none 


Score 


167 


Exons 


9^Q 497 970 49ft 97Q 4*^4 






Seq. No. 




oeq . X u 


OTQQn^lR n*^ QQ99 P97 


oene no . 




Q-h r\H 


J. 

T 


Start 


1 7 Q 
X / 0 




4 J 4 


Name 


nTQQfl^lc; 0*5 QQ99 P97 rro 

vJU^jjUfixo uo . ^^zz • ^z / . OX . qs 


ixie cnoo. 




Start 


X / o 






GI 


none 


Score 


.52 


Exons 


178.. 258, 392.. 434 






Seq. No. 


22353 


Seq. ID 


nTQQn41^ n*^ QQ99 P9ft 


Gene No. 


46535 


Strand 




o L a J. I, 


69 


End 


4 P 4 
4 O *1 


Name 


OJ990415 03.9922.C28.ol.np 


Method 




Start 


69 


End 


4 ft 1 
fl O X 


GI 


6721509 


Score 


307 


Exons 


69. .141, 279. .481 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat i va ] 


Seq. No. 


22353 


Seq. ID 


nTQQn41R 0"^ QQ99 P9ft 


oene wo . 


46535 


Strand 


-j. 


Start 


69 


End 


4 ft 4 
ft 0 fi 


Name 


OJ990415 03.9922.C28.ol.gs 


Method 


U ^ IN O CrilN 


Start 


283 


End 


4ft4 
- 4 O *i 


GI 


none 


Score 


".98 


Exons 


283. .484 






Seq. No. 


22354 


Seq. ID 


OJ990415_03.9922.C29 


Gene No. 


46536 


Strand 


+ 


Start 


39 


End 


481 


Name 


OJ990415 03.9922.C29.ol.gp 


Method 


AAT/GAP 


Start 


39 


End 


481 




23131 1.R1084 


Score 


631 


Exons 


39. .152, 241. .481 






GI Descrip. 


'2088652 9.0e-95 (AF002109) 


26S proteasome regulatory subunit 




S12 isolog [Arabidopsis thaliana] >gi_ 


2351376 (U54561) 




translation initiation factor eIF2 p47 


subunit homolog 




[Arabidopsis thaliana] * 






Seq. No. 


22354 


Seq. ID 


OJ990415_03.9922.C29 


Gene No. 


46537 


Strand 




Start 


149 


End 


3022 


Name 


OJ990415 03.9922.C29.o2.tm 


Method 


TBLASTX: Maize 


Start 


38 


End 


452 


GI 


none 


Score 


174 


Exons 


38. .115, 39. .152, 130. .162, 


234 . .311, 


235.. 330, 235.. 291, 



22592 




239. .334, 240. .329, 411. .452, 428. .448 



Seq. No. 


22354 








Seq. ID 


OJ990415_03.9922.C29 


Gene No. 


46537 








Strand 


— 


Start 


149 








End 


3022 


Name 


OJ990415 03 


9922. 


C29.02 


. ts 


Method 


TBLASTX : Soybean 


Start 


38 








End 


404 


GI 


none 








Score 


159 


Exons 


38. .115, 39 


.152, 


235. . 


333, 


237. .404 




Seq. No. 


22354 








Seq. ID 


OJ990415_03.9922.C29 


Gene No. 


46537 








Strand 


- 


Start 


149 








End 


3022 


Name 


OJ990415 03 


9922. 


C29.02 


.tc 


Method 


TBLASTX: Cress 


Start 


41 








End 


377 


GI 


none 








Score 


137 


Exons 


41. .115, 42 


.152, 


235. . 


330, 


238. .285, 


240. .377, 258. .338 


Seq. No. 


22354 








Seq. ID 


OJ990415_03.9922.C29 


Gene No. 


46537 








Strand 


- 


Start 


149 








End 


3022 


Name 


OJ990415 03 


9922. 


C29.01 


.gs 


Method 


GENSCAN 


Start 


149 








End 


2911 


GI 


none 








Score 


.54 


Exons 


149. .261, 398. .455, 1525. .1599, 1635.. 


1832, 2444. .2911 


O c q • LN U . 


22354 








Seq. ID 


OJ990415_03.9922.C29 


Gene No. 


46537 








Strand 




Start 


149 








End 


3022 


Name 


OJ990415 03 


9922. 


C29.01 


.tc 


Method 


TBLASTX: Cress 


Start 


1467 








End 


2983 


GI 


none 








Score 


142 


Exons 


1467. .1517, 


2357. 


.2482, 


2504 


..2635, 2591. .2692, 2633. .2917, 




2634. .2906, 


2663. 


.2761, 


2783 


. .2929, 2789. .2983 


Seq. No. 


22354 








Seq. ID 


OJ990415_03.9922.C29 




46537 








Strand 




Start 


149 








End 


3022 


Name 


OJ990415 03 


9922. 


C29.01 


.ts 


' Method 


TBLASTX: Soybean ' 


Start 


14-67 








End 


3022 


GI 


none 








Score 


39 


Exons 


1467. .1520, 


1546. 


.1569, 


2357 


..2617, 2435. ,2560, 2438. .2557, 




2492. .2542, 


2591. 


.2704, 


2633 


..2929, 2645. .2749, 2795. .2923, 




2798. .2854, 


2799. 


.2927, 


2858 


. .3022 




Seq. No. 


22354 








Seq. ID 


OJ990415_03. 9922.C29 


Gene No. 


46537 








Strand 






149 








End 


3022 


Name 


OJ990415 03 


9922. 


C29.01 


. tm 


Method 


TBLASTX: Maize 


Start 


1496 








End 


2983 


GI 


none 








Score 


59 


Exons 


1496. .1624, 


1683. 


.1724, 


1749 


..1820, 2453. .2632, 2453.-2632, 




2454. .2633, 


2489. 


.2563, 


2609 


..2692, 2628. .2768, 2633:. 2773, 




2633. .2773, 


2720. 


.2773, 


2780 


..2905, 2781.. 2906, 2801.. 2908, 




2813. .2917, 


2850. 


.2906, 


2942 


. .2983 




Seq. No. 


22354 








Seq. ID 


OJ990415_03. 9922.C29 



22593 



Gene No. 46537 Strand 

Start 149 End 3022 

Name OJ990415_03. 9922.C29.ol .np Method AAT/NAP 

Start 2354 End 3022 

GI 1679733 Score 486 

Exons 2354.. 3022 

GI Descrip. {U77041) polygalacturonase-inhibiting protein 



[Malus domestica] 



Seq. No. 


22355 


Seq. ID 


OJ990415_03.9922.C30 


uene wo. 


H DO Jo 


Q4- i^-a rtH 




Start 


566 


End 


2400 


Name 


OJ990415 03.9922.C30.ol.gs 


Method 


GENSCAN 


Start 


566 


End 


2308 


GI 


none 


Score 


.51 


Exons 


566. .626, 1778. .1921, 2084.. 


2308 




Seq. No. 


22355 


Seq. ID 


OJ990415_03.9922.C30 


Gene No. 


46538 


Strand 




Start 


566 


End 


2400 


Name 


OJ990415 03.9922.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


1461 


End 


2400 


GI 


none 


Score 


1102 


Exons 


1461. .2399, 1461. .2399, 1486 


.,2400 




Seq. No. 


22355 


Seq. ID 


OJ990415_03.9922.C30 


Gene No. 


46538 


Strand 




Start 


566 


End 


2400 


Name 


OJ990415 03.9922.C30.ol.np 


Method 


AAT/NAP 


Start 


1464 


End 


2400 


GI 


6939228 


Score 


1270 


Exons 


1464. .2400 






GI Descrip. 


(AC020579) putative phosphor 


ibosylf ormylglycinamidine synthase 



[Arabidopsis thaliana] 



Seq. No. 


22355 








Seq. ID 


OJ990415_03.9922.C30 


Gene No. 


46538 








Strand 




Start 


566 








End 


2400 


Name 


OJ990415 03. 


9922. 


C30.O1 


. tc 


Method 


TBLASTX: Cress 


Start 


1590 








End 


2381 


GI 


none' 








Score 


62 


Exons 


1590. .1667, 


1591. 


.1668, 


1674. 


.1715, 1738. .1917, 1740. .1907, 




1938. .2096, 


1951. 


.2097, 


1953.. 


.2096, 2322.. 2381 


Seq. No. 


22355 








Seq. ID 


OJ990415_03.9922.C30 


Gene No. 


46538 








Strand 




Start 


566 








End 


2400 


Name 


OJ990415 03. 


9922. 


C30.O2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1755 








End 


1994 


GI 


none 








Score 


200 


Exons 


1755. .1907, 


1756. 


.1992, 


1756. 


.1992, 1758. .1994 


Seq. No. 


22355 








Seq. ID 


OJ990415_03.9922.C30 


Gene No. 


46538 








Strand 




Start 


566 








End 


2400 


Name 


OJ990415 03. 


9922. 


C30.O1 


.ts 


Method 


TBLASTX : Soybean 


Start 


1996 








End 


2249 


GI 


none 








Score 


215 



22594 



Exons 



1996. .2199, 1998.. 2249, 2001.. 2249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22356 
46539 
4878 

OJ9904 15_03 . 9922". C31 . o4 . np 

4878 

6069646 

4878. .4950, 8402.. 9197, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415 
+ 

10394 
AAT/NAP 
10394 
628 



03.9922.C31 



.9853, 10342. .10394 



9480. 

(AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | {AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence. 





putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 




[Oryza sativa] 






Seq. No. 


22356 


Seq. ID 


OJ990415_03.9922.C31 


Gene No. 


46539 


Strand 


+ 


Start 


4878 


End 


10394 


Name 


OJ990415 03.9922.C31.o3.gs 


Method 


GENSCAN 


Start 


6573 


End 


9785 


GI 


none 


Score 


.54 


Exons 


6573. .7038, 7294. .7450, 7488. 


.8365, 8407. .9785 " 




22356 


Seq. ID 


OJ990415_03.9922.C31 


rl Gene No. 


46539 


Strand 


+ 


i start 


4878 


End 


10394 


[ I Name 


OJ990415 03.9922.C31.o3.np 


Method 


AAT/NAP 


y start 


8374 


End 


8858 


J GI 


2462134 


Score 


292 


i Exons 


8374. .8858 






=L GI Descrip. 


(Y13368) reverse transcriptase [Beta vulgaris] 


^ Seq. No. 


22356 


Seq. ID 


OJ990415_03.9922.C31 


Gene No. 


46540 


Strand 




2 Start' 


1 


End 


3407 


. s Name 


OJ990415 03.9922.C31.ol.np 


Method 


AAT/NAP 


" Start . 


1 


End 


3269 


Z . GI 


6939228 


Score 


3871 


=^ Exons 


1. .3269 






1 GI Descrip. 


(AC020579) putative phosphoribosylf ormylglycinamidine synthase 




[Arabidopsis thaliana] 






Seq. No. 


22356 


Seq. ID 


OJ990415_03.9922.C31 


Gene No. 


46540 


Strand 




Start 


1 


End 


3407 


Name 


OJ990415 03.9922.C31.ol.gs 


Method 


GENSCAN 


Start 


17 


End 


3407 


GI 


none 


Score 


.52 


Exons 


17. .3258, 3342. .3407 







Seq. No. 22356 Seq. ID 

Gene No. 46540 Strand 

Start 1 End 

Name OJ990415_03 . 9922 . C31 . ol . gp Method 

Start 507 End 

GI 11343_1.R1084 Score 

Exons 507.. 1399 



OJ990415_03.9922.C31 

3407 
AAT/GAP 
1399 
1644 



22595 




GI Descrip. •2224 663/dbj | BAA20816I 5.0e-74 {AB002359) KIAA0361 [Homo 
sapiens] ' 



Seq. No. 


22356 




Seq. ID 


OJ990415 03.9922.C31 


Gene No. 


46541 




Strand 


- 


Start 


5458 




End 


6477 


Name 


OJ990415 03.9922.C31.o2 


. gs 


Method 


GENSCAN 


Start 


5458 




End 


6477 


GI 


none 




Score 


1 


Exons 


5458. .6477 








Seq. No. 


22356 




Seq. ID 


OJ990415 03.9922.C31 


Gene No. 


46541 




Strand 


- 


Start 


5458 




End 


6477 


Name 


OJ990415 03.9922.C31.o2 


.np 


Method 


AAT/NAP 


Start 


5470 




End 


6471 


GI 


3337095 




Score 


637 


Exons 


5470. .6471 








vji uescrip. 


(AB016206) polygalacturonase 


inhibitor 


(rLjirJ [uitrus lyoj 


Seq. No. 


22356 




Seq. ID 


OJ990415 03.9922.C31 


Gene No. 


46542 




Strand 


- 


Start 


10000 - 




End 


10053 


Name 


OJ990415 03.9922.C31.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


823 


GI 


none 




Score 


953 


Exons 


1..822, 1..819, 2. .823 








Seq. No. 


22356 




Seq. ID 


OJ990415_03. 9922.C31 


Gene No. 


46542 




Strand 


- 


Start 


10000 




End 


10053 


Name 


OJ990415 03.9922.C31.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


133 




End 


489 


GI 


none 




Score 


72 


Exons 


133.. 489, 186.. 350, 275 


. .484 






Seq. No. 


22356 




Seq. ID 


OJ990415 03.9922.C31 


Gene No. 


46542 




Strand 


- 


Start 


10000 




End 


10053 


Name 


OJ990415 03.9922.C31.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


588 




End 


1471 


GI 


none 




Score 


786 


Exons 


588. .1076, 589. .1470, 590. .1471 




Seq. No. 


22356 




Seq. ID 


OJ990415 03.9922.C31 


Gene No. 


46542 




Strand 


- 


Start 


10000 




End 


10053 


Name 


OJ990415 03.9922.C31.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1096 




End 


1428 


GI 


none 




Score 


70 


Exons.. 


1096. .1428, 1097. .1150, 


1099. 


.1428 




Seq. No. 


22356 




Seq. ID 


OJ990415_03. 9922.C31 


Gene No. 


46542 




Strand 




Start 


10000 




End 


10053 


•Name 


OJ990415 03.9922.C31.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1477 




End 


1855 



22596 



GI 


none 










Score 233 






Exons 


1477. . 


1854, 


1478. 


.1651, 


1700. 


.1855 






Seq. No. 


22356 










Seq. ID OJ990415 


03.9922.C31 


Gene No. 


46542 










Strand 






Start 


10000 










End 10053 






Name 


OJ990415 03 


QQ99 


U Jl . Ol 


. lC 


roecnoa idLxAoia. 


Cress 




Start 


5467 










End 6390 






GI 


none 










Score 117 






Exons 


5467. . 


5592, 


5614. 


.5721, 


5701. 


.5802, 5743.. 6030, 


5744 . 


.6028, 




5773. . 


5871, 


5893. 


.6039, 


5899. 


.6093, 6046.. 6195, 


6052. 


.6144, 




6280. . 


6390 














Seq. No. 


22356 










Seq. ID OJ990415 


03. 9922.C31 


Gene No. 


46542 










Strand 






Start 


10000 










End 10053 






Name 


OJ990415 03 


.9922. 


C31.04 


. tm 


Method TBLASTX: 


Maize 




Start 


5467 










End 6390 






GI 


none 










Score 67 






Exons 


5467. . 


5721, 


5497. 


.5667, 


5563. 


.5730, 5743.. 5886, 


5747. 


.5887, 




5756. . 


5800, 


5773. 


.5871, 


5773. 


.5802, 5774.. 5857, 


5824 . 


.5865, 




5831. . 


5875, 


5833. 


.5874, 


5884. 


.6072, 5887.. 6036, 


5897. 


.6016, 




. 5899. , 


6036, 


5905. 


.6030, 


5905. 


.5958, 5908.. 6027, 


5908. 


.5979, 




5908. . 


6033, 


5965. 


:6018, 


5965. 


.6018, 5969.. 6100, 


6052. 


. 6144, 




6055. . 


6198, 


6056. 


.6199, 


6280. 


.6312, 6307.. 6390 







Seq. No. 22356 
Gene No. 46542 
Start 10000 

Name OJ9904 15_03 . 9922 . C31 . o3 , 

Start 5467 
GI none 
Exons 54 67. 

5701. 

5908. 

6050. 



.5721, 5480. .5560, 

.5814, 5743.. 6039, 

.5964, 5909.. 6037, 

.6157, 6052. .6144, 



Seq. ID OJ990415_03. 9922.C31 
Strand 

End 10053 
ts Method TBLASTX: Soybean 

End 6330 

Score 47 
5548. .5667, 5581.. 5724, 5587.. 5652, 
5753. .5863, 5803.. 5871, 5905.. 6033, 
5966. .6139, 6043. .6144, 6046. .6198, 
6094.. 6144, 6286.. 6330 



Seq. No. 22356 Seq. ID 

Gene No. 46542 , Strand 

Start 10000 End 

Name OJ990415_03 . 9922 .C31 . o6 . tm Method 

Start 8005 End 

GI none Score 

Exons 8005.. 8358 



OJ990415_03. 9922.C31 
10053 

TBLASTX: Maize 

8358 

184 



Seq. No. 22356 Seq. ID 

Gene No. 46542 Strand 

Start 10000 End 

Name OJ990415_03 . 9922 . C31 . o5 . tm Method 

Start 8385 End 

GI none - Score 

Exons 8385.. 8702, 8387.. 8728 



OJ990415_03. 9922.C31 
10053 

TBLASTX: Maize 

8728 

323 



Seq. No. 22356 Seq. ID 

Gene No. 46542 Strand 

Start 10000 End 

Name OJ990415 03 . 9922 . C31 . ol . tw Method 



OJ990415_03. 9922.C31 
10053 

TBLASTX: Wheat 



22597 




start 


8619 




End 


8944 






GI 


none 




Score 


191 






Exons 


8619. .8933, 8786. .8944 












Seq. No. 


22356 




Seq. ID 


OJ990415_03. 


9922 


.C31 




4 D J 4 ^ 












start 


10000 




End 


10053 






Name 


OJ990415 03.9922.C31.o3 


tm 


Method 


TBLASTX: Maize 




Start 


8729 




End 


9416 






GI 


none 




Score 


468 






Exons 


8729.. 9268, 8730.. 9416 












Seq. No. 


22356 




Seq. ID 


OJ990415_03. 


9922 


.C31 


uene wo . 


4 4 Z 




Strand 








Start 


10000 




End 


10053 






Name 


OJ990415 03.9922.C31.o5 


ts 


Method 


TBLASTX : Soybean 




Start 


9036 




End 


9584 






GI 


none 




Score 


156 






Exons 


9036. .9386, 9245. .9364, 


9443 


. .9547, 9462. .9584 






Seq. No. 


22356 




Seq. ID 


OJ990415_03. 


9922 


.C31 


Gene No. 


46542 




Strand 








<^t;^ rt 


10000 




End 








Name 


OJ990415' 03.9922.C31.o5 


np 


Method 


nnT /MAP 






Start 


10000 




End 








GI 


5042454 




Score 


1 1 






Exons 


10000. .10053 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


22357 




Seq. ID 


WU^^U4J.*J UJ. 


9922 


.C32 




46543 




Strand 








Start 


578 




End 


J 0 / 1 






Name 


OJ990415 03.9922.C32.ol 


gs 


Method 


GENSCAN 






Start 


578 




End 


3671 






GI 


none 




Score 


.85 






Exons 


578. .639, 1119. .1267, 1334.. 


1829, 1898 


. .3671 






Seq. No. 


22357 




Seq. ID 


OJ990415_03. 


9922 


.C32 


Gene No. 


46543 




Strand 


+ 








578 




End 


3671 






Name 


OJ990415 03.9922.C32.ol 


np 


Method 


AAT/NAP 






Start 


1138 




End 


3668 






GI 


6907089 




Score 


2703 






Exons 


1138. .3668 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


22357 




Seq. ID 


OJ990415_03. 


9922 


.C32 


(aene lnu . 


46544 




Strand 








Start 


4296 




End 


6185 






Name 


OJ990415 03.9922.C32.o2 


gs 


Method 


GENSCAN 






Start 


4296 




End 


6038 






GI 


none 




Score 


.61 






Exons 


4296. .6038 












Seq. No. 


22357 




Seq. ID 


OJ990415_03. 


9922 


.C32 


Gene No. 


46544 




Strand 








Start 


4296 




End 


6185 







22598 



Name 

Start 

GI 

Exons 



OJ9904 15_03 . 9922 . C32 . o2 . tm Method 

4296 End 

none Score 
4296.-4439, 4300. .4440 



TBLASTX: Maize 

4440 

128 



Seq. No. 22357 Seq. ID OJ9904 15_03 . 9922 . C32 

Gene No. 46544 Strand 

Start 4296 End 6185 

Name OJ990415_03 . 9922 .C32 . o2 . np Method AAT/NAP 

Start 4299 End 6185 

GI 6498441 Score 2773 

Exons 4299.. 4580, 4674.. 6092, 6150.. 6185 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghiim bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


22357 








Seq. ID 


OJ990415_03.9922 


.C32 




*4 U J *i "i 








Strand 






start 


4296 








End 


6185 




Name 


OJ990415 03. 


9922 


.C32.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


4308 








End 


4910 




GI 


none 








Score 


77 




Exons 


4308. .4433, 


4312 


. .4434,'- 


4600. 


.4770, 4626. .4910, 4627. .4905 


Seq. No. 


22357 








Oprr T n 

O C . ± Lf 


O.TQQn41S n*^ 
\ju7?^\j'±±u \j J * y y ^ ^ 






4 S 4 4 

H \J *i 








strand 






Start 


4296 








End 


6185 




Name 


OJ990415 03. 


9922 


.C32.bl. 


tw 


Method 


TBLASTX: Wheat 




Start 


4911 








End 


5292 




GI 


none 








Score 


238 




Exons 


4911. .5291, 


4942 


. .5292 










Seq. No. 


22357 








Seq. ID 


OJ990415_03.9922 


.C32 


Gene No. 


46544 








Strand 






Start 


4296 








End 


6185 




Name 


OJ990415 03. 


9922 


.C32.01. 


tm 


Method 


TBLASTX: Maize 




Start 


5106 








End 


5429 




GI 


none 








Score 


219 




Exons 


5106. .5429, 


5119 


. .5412 










Seq. No. 


22357 








Seq. ID 


OJ990415_03.9922 


.C32 


Gene No. 


46544 








Strand 






Start 


4296 








End 


6185 




Name 


OJ990415 03. 


9922 


.C32.03. 


tw , 


'Method 


TBLASTX: Wheat 




Start 


5622 








End 


5943 




GI 


none 








Score 


77 




Exons 


5622. .5882, 


5758 


. .5943 










Seq. No. 


22358 








Seq. ID 


OJ990415_03.9922 


.C33 


Gene No. 


46545 








Strand 






Start 


1 








End 


1856 




Name 


OJ990415 03. 


9922 


.C33.01. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1856 




GI 


6498441 








Score 


2293 




Exons 


1..732, 907. 


.1041, 1225. 


.1598 


, 1662.. li 


356 





GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



22599 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



retrotransposon RetroSorl. (AF098806) 

22358 Seq. ID 

46545 Strand 

1 End 

OJ990415_03.9922.C33.o3.tw Method 

1 End 

none Score 
1..207, 3, .266 

22358 Seq. ID 

46545 Strand 

1 End 

OJ9904 15_03 . 9922 . 033 . ol . gs Method 

23 End 

none Score 
23. .1598, 1662. .1856 

22358 Seq. ID 

46545 Strand 

1 End 

OJ9904 15_03 . 9922 . C33 . ol . ts Method 

570 End 

none Score 
570. .941, 781. .924 

22358 Seq. ID 

46545 Strand 

1 End 

OJ9904 15_03 . 9922 . C33 . o2 . tw Method 

600 End 

none Score 
600. .1019, 625. .1020 

22358 Seq. ID 

46545 Strand 

1 End 

OJ9904 15_03 . 9922 . C33 . o2 . tm Method 

693 End 

none Score 
693.. 1076, 712.. 1077 

22358 Seq. ID 

46545 Strand 

1 End 

OJ9904 15_03 . 9922 . C33 . ol . tm Method 

1104 End 

none Score 
1104. .1220, 1104. .1460, 1114. .1425 

22358 . Seq. ID 

46545 . Strand 

1 End 

OJ990415_03. 9922.C33.ol.tw Method 

1128 End 

none , Score 

1128. .1589, 1134. .1589, 1135. .1590 



[Oryza sativa] 
OJ990415_03.9922.C33 
1856 

TBLASTX: Wheat 

266 

137 

OJ990415_03.9922.C33 

1856 
GENSCAN 
1856 
.46 

OJ990415_03.9922.C33 
1856 

TBLASTX : Soybean 

941 

90 

OJ990415_03.9922.C33 
1856 

TBLASTX: Wheat 

1020 

298 

OJ990415_03.9922.C33 
1856 

TBLASTX: Maize 

1077 

236 

OJ990415_03.9922.C33 
1856 

TBLASTX: Maize 

1460 

75 

OJ990415_03.9922.C33 
1856 . 

TBLASTX: Wheat 

1590 

213 



22600 






Oc?(^ • LNVJ . 


^ £. .J ■J O 








OJ990415_03. 


9922 


.C33 




Gene No. 


46545 






Strand 










Start 


1 






End 


1856 








Name 


OJ990415 03.9922. 


C33.02 


.ts 


Method 


TBLASTX : Soybean 






Start 


1185 ' - ■ 






End 


1550 








GI 


none 






Score 


126 








Exons 


1185.. 1319, 1326. 


.1550 
















£. £. ^ ^ ^ 






9pn in 


OJ990415_03. 


9922 






Gene No. 


46546 






Strand 


+ 








Start 


3186 






End 


3824 








Name 


OJ990415 03.9922. 


C34.02 


.gs 


Method 


GENSCAN 








Start 


3186 






End 


3824 








GI 


none 






Score 


.7 








Exons 


3186. .3824 
















Seq. No. 


22359 






Seq. ID 


OJ990415_03. 


9922 


.C34 






46547 






Strand 










Start 


1 






End 


2794 








Name 


OJ990415 03.9922. 


C34.01 


.np 


Method 


AAT/NAP 








Start 


1 






End 


2677 








GI 


5042454 






Score 


2011 








Exons 


1..53, 494. .1868, 


1922. 


..2028, 


2528. .2677 






z 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






I H 


O € • IN (J . 


22359 






Seq. ID 


OJ990415_03. 


9922 






Gene No. 


46547 






Strand 










Start 


1 






End • 


2794 








Name 


OJ990415 03.9922. 


C34.01 


.gs 


Method 


GENSCAN 








Start 


144 






End 


2794 








GI 


none 






Score 


.89 






y 


Exons 


144. .1921, 1958.. 


2129, 


2532. . 


2574, 2730.. 2794 






"s 




22359 






Seq. ID 


OJ990415_03. 


9922 






Gene No. 


46548 






Strand 








-4 


Start 


3947 






End 


5124 








Name 


OJ990415 03.9922. 


C34.01 


.gp 


Method 


AAT/GAP 








Start 


3947 






End 


4243 








GI 


4969189 






Score 


489 








Exons 


3947. .4243 
















Ccio "Mo 


22359 






Seq. ID 


OJ990415_03. 


9922 


- C34 




Gene No. 


46548 






Strand 










Start 


3947 






End 


5124 








Name 


OJ990415 03.9922. 


C34.03 


.gs 


- Method 


GENSCAN 








Start 


4141 






End 


5070 








GI 


none 






Score 


.98 








Exons 


4141. .5070 
















Seq. No. 


22359 






Seq. ID 


OJ990415_03. 


9922 


.C34 




Gene No. 


46548 






Strand 










Start 


3947 






End 


5124 








Name 


OJ990415 03.9922. 


C34.02 


.gp 


Method 


AAT/GAP 








Start 


4779 






End 


5124 








GI 


62575 1.R1084 






Score 


597 








Exons 


4779. .5124 















22601 



GI Descrip. ' 1143381/erab ICAA8884 6 1 2.0e-09 (Z49063) polygalacturonase 
inhibitor [Actinidia deliciosa] * 



Seq. No. 


22359 




Seq. ID 


OJ990415_03.9922.C34 


Gene No. 


46549 




Strand 


- 


Start 


5315 




End 


8909 


Name 


OJ990415 03.9922.C34.o4 


. gs 


Method 


GENSCAN 


Start 


5315 




End 


8909 


GI 


none 




Score 


.44 


Exons 


5315.. 5488, 7720.. 7756, 


7957 


. .8909 






22359 




Seq. ID 


OJ990415_03. 9922.C34 


Gene No. 


46549 




Strand 




Start 


5315 




End 


8909 


Name 


OJ990415 03.9922.C34.o3 


.gp 


Method 


AAT/GAP 


Start 


8059 




End 


8449 


GI 


LIB3433-037-P1-K1-G8 




Score 


734 


Exons 


8059. .8449 








GI Descrip. 


' 1679733/gbl AAB19212. 1 1 


4.0e 


-16 (U77041) 




polygalacturonase-inhibiting protein [Malus domestica] ' 


Seq. No. 


22359 . 




Seq. ID 


OJ990415_03.9922.C34 


Gene No. 


46550 




Strand 




Start 


9406 




End 


22274 


Name 


OJ990415 03.9922.C34.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


843 




End 


1181 


GI 


none 




Score 


86 




843. .1100, 877. .1083, 1083.. 


1181, 1126 


. .1164 


Seq. No. 


22359 




Seq. ID 


OJ990415_03. 9922.C34 


Gene No. 


46550 




Strand 




Start 


9406 




End 


22274 


Name 


OJ990415 03.9922.C34.o9 


.tm 


Method 


TBLASTX: Maize 


Start 


954 




End 


1193 


GI 


none 




Score 


68 


Exons 


954.. 1193, 955.. 1059 








Seq. No. 


22359 




Seq. ID 


OJ990415_03.9922.C34 


Gene No. 


46550 




Strand 




Start 


9406 




End 


22274 


Name 


OJ990415 03.9922.C34.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3228 




End 


3764 


GI 


none 




Score 


205 


Exons 


3228.. 3518, 3239.. 3517, 


3555 


..3764, 3615.. 3695 


Seq. No. 


22359 




Seq. id' 


OJ990415_03. 9922. C34 


Gene No. 


46550 




Strand 




Start 


9406 




End 


22274 


Name 


OJ990415 03^!9922.C34.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4153 




End 


8810 


GI 


none 




Score 


69 


Exons 


4153. .4212, 4154. .4213, 


4219 


..4269, 4291. .4407, 4381. .4473, 




4396. .4476, 4513. .4614, 


4522 


..4848, 4595. .4750, 4894. .4944, 



7905.. 7958, 7968. 
8181.. 8285, 8244. 
8407.. 8571, 8694. 



.8012, 7968. 
.8282, 8304. 
.8810 



.8081, 8034. 
.8501, 8334. 



.8147, 8163. 
.8672, 8385. 



,8201, 
,8570, 



22602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22359 
46550 
9406 

OJ990415_03. 

4159 

none 

4159. .4212, 
4360. .4482, 
4523. .4750, 
7954. .8148, 
8244. .8282, 
8334. .8675, 



9922.C34.ol.ts 



4207.. 4335, 4219. 

4411. .4497, 4423. 

4586. .4753, 4894. 

7965.. 8072, 8022. 

8304.. 8423, 8325. 

8391.. 8570, 8407. 



Seq. ID OJ990415_03.9922.C34 
Strand 

End 22274 

Method TBLASTX : Soybean 

End 8759 

Score 64 

.4410, 4220.. 4342, 4279.. 4338, 
.4473, 4507. .4854, 4522. .4617, 
.4944, 7899. .7964, 7944. .8162, 
.8072, 8157.. 8201, 8181.. 8285, 
.8366, 8325.. 8495, 8328.. 8459, 
.8571, 8407.. 8574, 8637.. 8759 



Seq. No. 22359 
Gene No. 4 6550 

Start 9406 

Name OJ9904 15_03 . 9922 . C34 . o7 . tm 

Start 4225 
GI none 
Exons 4225.. 4332, 

4372. .4476, 

7983. .8153, 

8245. .8292 



4240. .4422, 4247, 
4423. .4479, 4504. 
7984. .8145, 8101. 



Seq. ID OJ990415_03.9922.C34 
Strand 

End 22274 
Method TBLASTX: Maize 
End 8292 
Score 81 

.4423, 4360. .4479, 4361. .4474, 
.4605, 4505.. 4606, 7983.. 8060, 
.8151, 8151. .8201, 8244. .8285, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22359 Seq. ID 

46550 Strand 

9406 End 

OJ990415_03 . 9922 .C34 . ol . tm Method 

4610 End 

none Score 



OJ990415_03.9922.C34 
22274 

TBLASTX: Maize 

8847 

123 



4610. .4756, 4666. .4761, 4798. .5070, 4799. .4951, 8295. .8468, 
8349. .8546, 8421. .8573, 8422. .8574, 8613. .8819, 8614. .8847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22359 
46550 
9406- 

OJ990415_03.9922.C34.o5.gs 
9406 

none .ji. 



Seq. ID OJ990415_03. 9922,034 
Strand 

End 22274 

Method GENSCAN 

End 22062 

Score . 6 



9406. .9518, 10069. .10123, 10447 .. 10617 , 10801 .. 10890, - 
11433. .11544, 11941. .11996, 12139 .. 12325, 13193 .. 13241, 
13559. .13631, 14168 .. 14309, 14398 .. 14594 , 15326 .. 15601, 
15865. .16721, 17333 17599, 1854 6 . . 1 9242 , 19456 .. 19700, 
20445. .20605, 20720 .. 20925, 21493. .22062 



Seq. No. 22359 
Gene No. 4 6550 

Start 9406 

Name OJ9904 15_03 . 9922 . C34 . o3 . np 

Start 10034 

GI 2462838 

Exons 10034. .10123, 10447 

11941. .11996, 12139 
13710. .13988, 14168 
15865. .16400, 18963 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_03. 9922.034 

22274 
AAT/NAP 
18998 
1824 



10617, 10801. .10909, 11408 .. 11544 , 
12403, 13193. .13241, 13559 .. 13631, 
14228, 14398. .14594, 15326 .. 15601, 



,18998 

GI Descrip. (AF000657) unknown protein [Arabidopsis thaliana] 



22603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22359 Seq. ID 

46550 Strand 

9406 End 
OJ990415_03 . 9922 . C34 . o4 . tm Method 

10447 End 

none :r Score 
10447 
11418 
11726 



OJ990415_03.9922.C34 
22274 

TBLASTX: Maize 

12276 

194 



10617, 10472. .10615, 10798 .. 10893, 10802 .. 10888 , 

11543, 11420. .11539, 114 33 .. 1 154 9, 11434 .. 11544 , 

11788, 11728. .11811, 11744 .. 11818, 11929 11997 , 

11937. .11999, 11940. .11999, 12130 .. 1227 6, 12134 .. 12253, 

12138. .12275, 12139.. 12276 



22359 
4 6550 
9406 

OJ990415_03.9922.C34 .o4.ts 
10447 



OJ990415 03.9922.C34 



none 
10447. 
10766. 
11434. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10617, 10449. .10610, 104 64 .. 10622, 10472 .. 10615, 
10888, 10798. .10893, 114 30 1154 3, 11433 .. 1154 9, 
11544, 11725. .11796, 11726.. 11788 



22274 

TBLASTX : Soybean 

11796 

64 



22359 > Seq. ID 

46550 Strand 

9406 - End 

OJ990415_03. 9922.C34 .o4.gp Method 

11937 End 

LIB3432-040-P1-K1-E7 Score 
11937. .11996, 12139. .12277 
•2462838 3.0e-15 (AF000657) 
thaliana] ' 

22359 Seq. ID 

46550 Strand 

9406 End 

OJ990415_03.9922.C34.o3.tc Method 

13738 End 

none Score . 
13738. .13797, 13848 .. 13961 , 
14166. .14237', 14168.. 14236 



OJ990415_03.9922.C34 

22274 
AAT/GAP 
12277 
231 



unknown protein [Arabidopsis 



OJ990415_03.9922.C34 
22274 

TBLASTX: Cress 
14237 
63 

13848. .13994, 1384 9 .. 14004 , 



22359 
46550 
9406 

OJ990415_03. 9922.C34 .oS.tm 

13854 

none 

13854. .13988, 13855 .. 13962, 
14167. .14313, 14168. .14320, 
14395. .14418 ' 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13870. .13989, 
14168. .14311, 



OJ990415 03.9922.C34 



22274 

TBLASTX: Maize 
14418 
144 

14166. .14309, 
14384. .14416, 



Seq. No. 22359 Seq. ID 

Gene No. 46550 Strand 

Start 9406 End 

Name • OJ990415_03 . 9922 . C34 . o2 . ts Method 

Start 13866 End 

GI none Score 



OJ990415_03. 9922.C34 
22274 

TBLASTX : Soybean 

14562 

84 



22604 



Exons 


13866. .13994, 13870.- 


.13962, 


13889. .13990, 14166 .. 14336, 






14167. .14271, 14168. 


.14314, 


14393. .14455, 14394. .14561, 






14397. .14558, 14398. 


.14562 








Seq. No. 


22359 




Seq. ID 


OJ990415_03.9922 


.C34 


Gene No. 


46550 




Strand 






Start 


9406 




End 


22274 




Naine 


OJ990415 03.9922.C34 


. o4 . np 


Method 


AAT/NAP 




Start 


16587 




End 


21593 




GI 


6503010 




Score 


787 




Exons 


16587. .16749, 18563. 


.19242, 


19456. .19700, 204 45 .. 20683, 






20720. .20877, 20930. 


.21336, 


21428. .21593 




GI Descrip. 


{AF174427) formin-like protein AHFl [Arabidopsis thaliana] 


Seq. No. 


o o o c ri 




Seq. ID 


OJ990415_03.9922 


r^'i A 


Gene No. 


A C C C f\ 




Strand 






b car L 


y4 Do 




End 


22274 




Name 




.06. tm 


Method 


TBLASTX: Maize 




Start 


lo4 / 9 




End 


18811 




GI 


none 




Score 


109 




Exons 


18479. .18658, 18560. 


.18661, 


18574. .18666, 18 653 .. 18811, 






lOCC^O IQTQT 1QC7n 


1 Q 0 1 n 








Seq. No. 


o o o c n 




Seq. ID 


OJ990415_03.99^'2 


. Uj4 


bene no . 


A ^ c a r\ 
4 DObU 




Strand 






Start 


94 Ub 




End 


22274 




Name 


OJ99U410 Uj.yyzz.Co4 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


18832 




End 


19248 




GI 


none 




Score 


138 




Exons 


100*30 lonno lonriyi 
lo 0 , . ly uuz , iyuu4. 


. 1 yz4 u , 


19012. .19248, 19080.. 19247 




Seq. No. 


o o "3 c n 




Seq. ID 


OJ990415_03.9922 




Gene No. 


A c c c ri 
4 booU 




Strand 






b car L 


y4 Ub 




End 


22274 




Name 


OJ99Q410 Uo.y9zz.CJ4 


. oZ . tm 


Method. 


TBLASTX: Maize 




Start 


19014 




End 


19593 




GI 


none 




Score 


264 




Exons 


19014 19244 19027 


. 19248, 


19028. .19240, 19031 .. 19261, 






19032. .19244, 19455. 


.19592, 


19456. .19590, 19456. .19593 




Seq. No. 


22359 




Seq. ID 


OJ990415_03.9922 


.C34 


Gene No. 


46550 




Strand 






Start' 


9406 




End 


22274 




Name 


OJ990415 03.9922.C34 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


19030 




End 


19732 




GI 


none 




Score 


143 




Exons 


19030. .19248, 19031. 


. 19243, 


19430. .19732, 19456. .19698 




Seq. No. 


22359 




Seq. ID 


OJ990415_03. 9922 


.C34 


Gene No . 


46550 




Strand 






Start 


9406 




End 


22274 




Name 


OJ990415 03.9922.C34 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


19457 




End 


19704 




GI 


none 




Score 


105 




Exons 


19457. .19702, 19459. 


.19701, 


19495. .19704 




Seq. No. 


22359 




Seq. ID 


OJ990415_03. 9922 


,C34 



22605 



Gene No. 4 6550 Strand 

Start 9406 End 

Name OJ9904 15_03 . 9922 . C34 . o5 . tm Method 

Start 19603 End 

GI none Score 

Exons 19603. .19701, 19605 19703, 19612 19704 , 19649 

20441. .20605, 204 42 .. 20600, 20443 .. 20607 , 20443 

20719. .20772, 20723.. 20770 



22274 

TBLASTX: Maize 
20772 
90 

19711, 
20604, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22359 Seq. ID QJ9904 15_03 . 9922 . C34 

46550 Strand 

9406 End 22274 

OJ9904 15_03 . 9922 . C34 . o5 . np Method AAT/NAP 

20677 End 22274 

1076802 Score 381 

20677. .21967, 22095 .. 22274 ■ 

extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



beq. NO. 


22360 




Seq. ID 


OJ990415_03. 


9922 




Gene No. 


46551 




Strand 


+ 






Start 


2018 




End 


3842 






Name 


OJ990415 03.9922.C35.o2, 


.gs 


Method 


GENSCAN 






Start . 


2018 




End 


3842 






GI 


none 




Score 


.83 






Exons 


2018. .2074, 2106. .2296, 


3620. 


.3842 








Seq. No. 


22360 




Seq. ID 


OJ990415_03. 


9922 


.C35 


Gene No. 


46551 




Strand 


+ 






Start 


2018 




End 


3842 






Name 


OJ990415 03.9922.C35.ol, 


.gp 


Method 


AAT/GAP 






Start 


3371 




End 


3451 






GI 


38012 1.R1084 




Score 


103 






Exons 


3371. .3451 












GI Descrip. 


M097947/gb|U72255|OSU72255 2 


.Oe-23 Oryza sativa 








beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds ' 




Seq. No. 


22360 




Seq. ID 


OJ990415_03. 


9922 


.C35 


Gene No. 


46551 




Strand 


+ 






Start 


2018 




End 


3842 






Name 


OJ990415 03.9922.C35.ol, 


.np 


Method 


AAT/NAP 






Start 


3639 




End 


3839 






GI 


2281092 




Score 


193 






Exons 


3639. .3839 












GI Descrip. 


(AC002333) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


22360 




Seq. ID 


OJ990415_03. 


9922 


.C35 


Gene No. 


46552 




Strand 


+ 






Start 


6131 




End 


10889 






Name 


OJ990415 03.9922.C35.o2. 


■ gp 


Method , 


AAT/GAP 






Start 


6051 




End 


7851 






GI 


4879565 




Score 


679 






Exons 


6051.. 6167, 6687.. 6763, 


6871. 


.7024, 7555. .7625, 7828. .7851 


Seq. No. 


22360 




Seq. ID 


OJ990415_03. 


9922 


.C35 


Gene No. 


46552 




Strand 


+ 







22606 




start 


6131 








End 


10889 




Ncune 


OJ990415 03 


. 9922 . 


C35.03 


.gs 


Method 


GENSCAN 




Start 


6131 








End 


10875 




GI 


none 








Score 


.87 




Exons 


6131. .6167, 


6687. 


.6763, 


6871 


..7024, 7555. .7625, 


7864. .7929, 




8226. .8300, 


8411. 


.8443, 


8561 


..8641, 8758. .8814, 


8900. .8989, 




9087. .9288, 


1048S 


..10661, 10725.. 10875 






Seq. No. 


22360 








Seq. ID 


OJ990415 


_03.9922.C35 




46552 








. Strand 


+ 




Start 


6131 








End 


10889 




Name 


OJ990415 03 


.9922. 


C35.03 


.gp 


Method 


AAT/GAP 




Start 


10086 








End 


10889 




GI 


none 








Score 


937 




Exons 


10086. .10254, 10343. .10405, 


10489. .10661, 10744 


. .10889 


Seq. No. 


22360 








Seq. ID 


OJ990415 


_03.9922.C35 


Gene No. 


46552 








Strand 


+ 




Start 


6131 








• End 


10889 




Name 


OJ990415 03 


.9922. 


C35.03 


.np 


Method 


AAT/NAP 




Start 


10312 








End 


10889 




GI 


6175185 








Score 


283 




Exons 


10312. . 10405, 104 


89. .10661, 


10744. .10889 




GI Descrip. 


(AC011437) 


ankyrin-like 


protein [Arabidopsis thaliana] 


Seq. No. 


22360 








Seq. ID 


OJ990415 


n'5 QQ99 P'^R 




46553 








Strand 






Start 


1097 








End 


1408 




Name 


OJ990415 03 


.9922. 


C35.01 


.gs 


Method 


GENSCAN 




Start 


1097 








End 


1408 




GI 


none 








Score 


.98 




Exons 


1097. .1210, 


1250\ 


.1408 










Seq. No. 


22360 








Seq. ID 


OJ990415 


_03.9922.C35 


f!pnp No 


46554 








Strand 






Start 


3631 ■ 








End 


3842 




Name 


OJ990415 03 


.9922. 


C35.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3631 








End 


3842 




GI 


none 








Score 


114 




Exons 


3631. .3828, 


3632. 


.3748, 


3647 


..3835, 3648. .3836, 


3792. .3842 


Seq. No. 


22360 








Seq. ID 


OJ990415 


_03.9922.C35 




46554 








Strand 






Start - 


3631 








End 


3842 ^ 




Name 


OJ990415 03 


.9922: 


C35.01 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3648 








End 


3827 




GI 


none 








Score 


207 




Exons 


3648. .3827, 


3653. 


.3817 










Seq. No. 


22360 








Seq. ID 


OJ990415 


_03.9922.C35 


Gene No. 


46555 








Strand 






Start 


6116 








End 


8122 




Name 


OJ990415 03 


.9922. 


C35.02 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6116 








End 


8122 




GI 


none 








Score 


83 




Exons 


6116. . 6169, 


6117. 


.6167, 


6124 


..6186, 6125. .6169, 


6671. . 6769, 




6685. .6762, 


6870. 


.6974, 


6871 


..6981, 7785. .7931, 


7813. .7935, 



22607 



7816.. 7917, 7827.. 7931, 8033.. 8122, 8033.. 8122 



Seq. No. 22360 

Gene No. 46556 

Start 10226 

Name OJ9904 15_03 . 9922 . C35 . o3 . tm 

Start 10226 

GI none 
Exons 



Seq. ID OJ990415_03.9922, 
Strand 

End 10862 

Method TBLASTX : Maize 

End 10862 

Score , 53 



C35 



10226. .10252, 10228 .. 10254 , 10339. . 10407, 10342 .. 10404 , 
10479. .10607, 10557. .10607, 10607 10669, 1074 3 .. 10823, 
10824. .10862 



Seq. No. 22361 

Gene No. 4 6557 

Start 91 

Name OJ990415_03 . 9922 . C36 . ol . tm 

Start 27 

GI none 
Exons 



Seq. ID OJ990415_03.9922, 

Strand + 

End 542 

Method TBLASTX : Maize 

End 364 

Score 132 



C36 



27. .173, 55. .177, 58. .159, 69. .173, 275. .364, 275. .364 



Seq. No. 22361 

Gene No. 46557 

Start 91 

Name OJ990415_03. 9922.C36.ol .gs 

Start 91 

GI none 

Exons 91.. 171, 468.. 542 



Seq. ID OJ990415_03.9922, 

Strand + 

End 542 

Method GENSCAN 

End 542 

Score .88 



C36 



Seq. No. 22362 

Gene No. 46558 

Start 30 

Name OJ990415_03. 9922. 038. ol.gs 

Start 30 

GI none 

Exons 30.. 676 



Seq. ID OJ990415_03.9922. 
Strand 

End 67 6 

Method GENSCAN 

End 67 6 

Score .45 



C38 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22362 • 

46558 

30 

OJ990415_03.9922.C38.ol.ts 

116 

none 



Seq. ID OJ990415_03.9922, 
Strand 

End 676" 

Method TBLASTX : Soybean 

End 664 

Score 60 



C38 



116. .238, 153. .257, 314 . . 664 , " 336 . . 455 



Seq. No. 22362 

Gene No. 46558 

Start 30 

Name OJ990415_03 . 9922 . C38 . ol . tm 

Start 125 

GI none 

Exons 125.. 520, 138.. 347 



Seq. ID OJ990415_03. 9922, 
Strand 

End 67 6 

Method TBLASTX : Mai ze 

End 520 

Score 128 



C38 



Seq. No. 22363 

Gene No. 46559 

Start 355 

Name OJ990415_03 . 9922 . C39 ."ol . ts 

Start 322 



Seq. ID OJ990415_03.9922.C39 

Strand + 

End 594 

Method TBLASTX : Soybean 

End 541 



22608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI 


none 






Score 


197 


Exons 


322. .531, 


347.. 538, 392 


. .541 






Seq. No. 


22363 






Seq. ID 


OJ990415__03.9922.C39 




•j U -J -J ^ 










Start 


355 






End 


594 


Name 


OJ990415 


03.9922.C39.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


334 






End 


585 


GI 


none 






Score 


95 


Exons 


334. .585, 


346.. 555, 392 


. .583 






Seq. No. 


22363 






Seq. ID 


OJ990415_03.9922.C39 




4 6559 






Strand 


+ 


Start 


355 






End 


594 


Name 


OJ990415 


03.9922.C39.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


350 






End 


585 


GI 


none 






Score 


274 


Exons 


350. .562, 


355.. 585, 392 


. .583 






Seq. No. 


22363 






Seq. ID 


OJ990415_03.9922.C39 


Gene No. 


46559 






Strand 


+ 


Start 


355 






End 


594 


Name 


OJ990415 


03.9922.C39.ol 


.gp 


Method 


AAT/GAP 


Start 


355 






End 


594 


GI 


23131. 1.R1084 




Score 


428 


Exons 


355. .594 










GI Descrip. 


'2088652 


9.0e-95 (AF002109) 


26S proteasome regulatory subunit 



S12 isolog [Arabidopsis thaliana] >gi_2351376 (U54561) 
translation initiation factor eIF2 p4 7 subunit homolog 
[Arabidopsis thaliana] ' 



22363 Seq. ID 

46559 Strand 

355 End 
OJ990415_03 . 9922 . C39 . ol . gs Method 

355 End 

none Score 
355. .584 



OJ990415_03.9922.C39 
+ 

594 

GENSCAN 

584 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22363 Seq. ID OJ9904 15_03 . 9922 . C39 

46559 Strand + 

355 End 594 

OJ9904 15_03 . 9922 . C39 . ol . np Method AAT/NAP 

355 End 594 

2088652 Score 261 

355. .594 

(AF002109) 26S proteasome regulatory subunit [Arabidopsis 
thaliana] gi 12351376 (U54561) translation initiation factor eIF2 
p47 subunit homolog [Arabidopsis thaliana] 



22364 Seq. ID 

4 6560' ' Strand 

409 End 
OJ9904 15_03 . 9922 . C42 . ol . gs Method 

409 End 

none Score 
409. .472 



OJ990415_03.9922.C42 
+ 

472 

GENSCAN 

472 

.75 



22609 



oeq. NO. 




oeq. lu 




Gene No. 


46561 


strand 




Start 


643 


End 


1165 


Name 


OJ990415 03.9922.C43.ol.gs 


Method 


GENSCAN 


Start 


643 


End 


867 


GI 


none 


Score 


.76 


Exons 


643. .867 






Seq. No. 


22365 


Seq. ID 


OJ990415 


Gene No. 


46561 


Strand 


- 


Start 


643 


End 


1165 


Naitie 


OJ990415 03.9922.C43.ol.np 


Method 


n AT /NAP 


Start 


646 


End 


1165 


GI 


6539575 


Score 


293 


Exons 


646.. 853, 1145.. 1165 






GI Descrip. 


{AP000836) hypothetical protein [Oryza 


sativa] 




gil 6721503 Idbj | BAA89545.il 


(AP001072) ] 


hypotheti 




[Oryza sativa] 






Seq. No. 


22366 


Seq. ID 


OJ990415 




46562 


Strand 




start 


69 


End . 


249 


Name 


OJ990415 03.9922.C45.ol.np 


Method 


AAT/NAP 


Start 


69 


End 


249 


GI 


6721508 


Score 


279 


Exons 


69. .249 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22367 


Seq. ID 


OJ990415 




46563 


Strand 




Start- 


1 


End 


487 


Name 


OJ990415 03.9922.C48.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


487 


GI. 


6721513 


Score 


163 


Exons 


1..42, 279. .487 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22368 


Seq. ID 


OJ990405 


Gene No. 


46564 


Strand 


+ 


o Uart 


1 ' 


End 


637 


Name 


OJ990405 02.9922.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


637 


GI 


3738327 


Score 


314 


Exons 


1..213, 276. .383, 492. .637 






GI Descrip. 


(AC005170) putative serine 


carboxypeptidase II 




thaliana] 






Seq. No. 


22368 


,;.Seq. ID 


OJ990405 


Gene No. 


46564 


Strand 


+ 


Start 


1 


End 


637 


Name 


OJ990405 02.9922.C2.ol.tm 


Method 


TBLASTX:] 


Start 


2 


End 


546 


GI 


none 


Score 


268 


Exons 


2. .184, 3. .227, 3. .185, 263 


..379, 274. 


.384, 274 




490. .531, 490. .546, 491. .544 





03.9922.C43 



02. 9922. C2 



[Arabidopsis 



.381, 480. .542, 



22610 



Seq. No. 


22368 








Seq. ID 


OJ990405_02.9922.C2 


Gene No. 


46564 








Strand 


+ 




X 












Name 


OJ990405 02 


.9922 


.C2.01. 


tc 


Method 


TBLASTX: Cress 


Start 


6 








End 


562 


GI 


none 








* Score 


42 


Exons 


6. .53, 61.. 


183, 


69. .236, 71. 


.184, 263. 


.379, 274. .378, 494. .562, 




496. .561 












Seq. No. 


22368 








Seq. ID 


OJ990405_02.9922.C2 


oene ino. 


f* D3 Ofi 












Start 


1 








End 


637 


Name 


OJ990405 02 


.9922 


.C2.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


69 








End 


559 


GI 


none 








Score 


134 


Exons 


69. .185, 71 


. .184 


, 254.. 


382, 


274. .351, 


494. .559, 496. .558 


Seq. No. 


22369 








Seq. ID 


OJ990405_02.9922.C3 




ft DO DO 








C4. r-^* nH 




Start 


55 








End 


362 


Name 


OJ990405 02 


.9922 


. J . U J. • 




Method 


AAT/GAP 


Start 


55 








End 


362 


GI 


none 








Score 


582 


Exons 


55. .362 












Seq. No. 


22370 








Seq. ID 


OJ990405_02. 9922.C5 


Gene No. 


46566 








Strand 


+ 


o Lar L. 


J fi U 










£.00 0 


Name 


OJ990405 02 


.9922 




gs 


Method 


GENSCAN 


Start 


340 








End 


2683 


GI 


none 








Score 


.69 


Exons 


340. .1104, 


1187. 


.1265, 


1327, 


.1610, 184 


0..1923, 2004. .2070, 




2133. .2683 












Seq. No. 


22370 








Seq. ID 


OJ990405_02. 9922.C5 




*i D O D / 








Strand 




start 


3115 








End 


5541 


Name 


OJ990405 02 


.9922 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3104 








End 


3354 


GI 


none 








Score 


52 


Exons 


3104 . .3145, 


3109 


. .3354, 


3182 


..3352, 3187.. 3354 


Seq. No. 


22370 








Seq. ID 


OJ990405_02.9922.C5 


Gene No. 


46567 








Strand 




Start 


3115 








End 


5541 


Name 




.9922 


.05. ol. 


np 


Method 


AAT/NAP 


Start 


3115 








End 


5541 


GI 


4544372 








Score . 


729 


Exons 


3115. .4690, 


4790 


. .5178, 


5245 


. .5541 




GI Descrip. 


(AC006920) 


putative retroelement pol pqlyprotein [Arabidopsis 




thaliana] 












Seq. No. 


22370 








Seq. ID 


OJ990405_02.9922.C5 


Gene No. 


46567 








Strand 




Start 


3115 








End 


5541 


Name 


OJ990405 02 


.9922 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3130 








End 


3537 



22611 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
3130.. 3537, 3164.. 3307 

22370 
46567 
3115 

OJ990405_02-9922.C5.o3.tw 
3864 
none 

3864.. 3920, 3951.. 4058, 4092.. 4253 



68 



Seq. ID OJ990405_02.9922.C5 
Strand 
End 

Method 
End 
Score 



5541 

TBLASTX: Wheat 

4253 

109 



22370 Seq. ID 

4 6567 Strand 

3115 End 

OJ990405_02 . 9922 . C5 . o4 . ts Method 

3897 End 

none Score 
3897. .4178 



OJ990405_02.9922.C5 
5541 

TBLASTX : Soybean 

4178 

227 



Seq. No. 22370 Seq. ID 

Gene No. 4 6567 Strand 

Start 3115 End 

Name OJ990405_02 . 9922 . C5 . o2 . tm Method 

Start 3927 End 

GI none Score 

Exons 3927.. 4259 



OJ990405_02.9922.C5 
5541 

TBLASTX: Maize 

4259 

214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22370 Seq. ID 

4 6567 Strand 

3115 End 

OJ990405_02 . 9922 . C5 . o2 . tw Method 

4515 End 

none Score 

4515. .4784, 4824. .4913 

22370 

4 6567 Strand 

3115 End 

OJ990405_02 . 9922 . C5 . ol . ts Method 

4548 End 

none Score 



OJ990405_02.9922.C5 
5541 

TBLASTX -.Wheat 

4913 

76 



Seq. ID OJ990405_02.9922.C5 



5541 

TBLASTX: Soybean 

4958 

87 



4548. ,4799, 4633. .4800, 4821. .4958, 4825. .4956 



22370 
46567 
3115 

OJ990405_02.9922.C5.o3.ts 

5109 

none 



Seq. ID OJ990405_02. 9922.C5 
Strand 
End 

Method 
End 
Score 



5541 

TBLASTX: Soybean 

5541 

94 



5109.. 5297, 5122. .5253, 5298.. 5540, 5473.. 5541 



22370 ' Seq. ID 
46567 • Strand 
3115 • End 

OJ9904 05_02 . 9922 . C5 . ol . tm Method 
5265 ' . End 

none Score 



OJ990405_02.9922.C5 
5541 

TBLASTX: Maize 

5540 

61 



22612 



Exons 



5265. .5540, 5266. .5409, 5473. .5538 



Seq. No. 2.2371 Seq. ID 

Gene No. 46568 Strand 

Start 379 End 

Name OJ990405_02 . 9922 . C6 . ol . gs Method 

Start 379 End 

GI none Score 

Exons 379.. 843 



OJ990405_02.9922.C6 
843 

GENSCAN 

843 

.97 



Seq. No. 


22371 


Seq. ID 


OJ990405_02.9922.C6 


oene ino. 


46568 


Strand 




Start 


379 


End 


843 


Name 


OJ990405 02.9922.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


382 


End 


711 


GI 


none 


Score 


199 


Exons 


382. .711 






Seq. No. 


22372 


Seq. ID 


OJ990405 02. 9922. C7 


Gene No. 


46569 


Strand 


+ 




673 


End 




Name 


OJ990405 02.9922.C7.ol.gp 


Method 


AAT/GAP 


Start 


673 


End 


1054 


GI 


uC-osflcyp033a04bl 


Score 


543 


Exons 


673.. 1054 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


22372 


Seq. ID 


OJ990405_02.9922.C7 


vjene wo . 


46570 


Strand 




Start 


605 


End 


2334 


Name 


OJ990405 02.9922.C7.ol.np 


Method 


AAT/NAP 


Start 


605 


End 


2334 


GI 


4680186 


Score 


338 


Exons 


605. .806, 1645. .1706, 2211.. 


2334 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


22373 


Seq. ID 


OJ990405_02.9922.C8 


Gene No. 


46571 


Strand 


+ 


Start 


751 


End 


4792 


Name 


OJ990405 02.9922.C8.ol.gs 


Method 


GENSCAN 


Start 


751 


End 


4057 


GI 


none 


Score 


.75 


Exons 


751. .950, 1172. .1229, 1722.. 


1742, 2632 


..2683, 2989. .3300, 




3306. .3446,. 3957. .4057 






Seq. No. 


22373 


Seq. ID 


OJ990405_02.9922.C8 


Gene No. 


46571 


Strand 


+ 


Start 


751 


End 


4792 


Name 


OJ990405 02.9922.C8.o2.np 


Method 


AAT/NAP 


Start 


3071 


End 


4792 


GI 


6063554 


Score 


331 


Exons 


3071. .3290, 3957. .3985, 4619 


..4792 





GI Descrip. {AP000615) ESTs AU075609 {C63344 ) , C71850 (E04 64 ) , 098 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



22613 



Seq. No. 


22373 


Seq. ID 


OJ990405_02.9922.C8 




4 D J / ^ 


O LI. dllCj. 




Start 


5470 


End 


5618 


Name 


OJ990405 02.9922.C8.o2.gs 


Method 


GENSCAN 


Start 


5470 ■•. 


End 


5618 


GI 


none 


Score 


.98 


Exons 


5470. .5618 






Seq. No. 


22374 


Seq. ID 


OJ990405_02.9922.C9 


Gene No. 


46573 


Strand 


+ 




3176 




3179 


Name 


OJ990405 02.9922.C9.o2.np 


Method 


AAT/NAP 


Start 


3176 


End 


3379 


GI 


4680186 


Score 


251 


Exons 


3176.. 3379 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp, 


. indica] 


Seq. No. 


22374 


Seq. ID 


OJ990405_02.9922.C9 


Gene No. 


46574 


Strand 




Start 


1 


End 


3018 - 


Name 


OJ990405 02.9922.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1398 


GI 


161752 


Score 


116 


Exons - ' 


1..39, 298. .409, 677. .761, 


901. .982, 1016. .1152, 1300. .1398 


GI Descrip. 


• (L03710) cnjB [Tetrahymena 


thermophila; 


1 gi| 737494 Iprfl I1922371A 




cnjB gene [Tetrahymena thermophila] 




Seq. No. 


22374 


Seq. ID 


OJ990405_02.9922.C9 


o r*i o XI ^^ 


46574 


Strand 




Start 


1 


End 


3018 


Name 


OJ990405 02.9922.C9.ol.gs 


Method 


GENSCAN 


Start 


230 


End 


3018 


GI 


none 


Score 


.56 


Exons 


230. .717, 1108. .1663, 2974 


. .3018 




Seq. No. 


22374 


Seq. ID 


OJ990405_02.9922.C9 


Gene No. 


46575 


Strand 




Start , 


2926 


End 


3307 


Name 


OJ990405 02.9922.C9.ol.gp 


Method 


AAT/GAP 


Start 


2926 


End ■ 


3307 


GI 


uC-osflcyp033a04bl 


Score 


655 - 


Exons 


2926. .3307 







GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 22375 Seq. ID 

Gene No. 46576 Strand 

Start 1 End 

Name OJ990405_02 . 9922 . CIO . ol . np Method 

Start 1 End 

GI . 4378066 • . Score 

Exons ' , 1 . . 416 

GI Descrip. {AF098806) polyprotein [Sorghum bicoior] 

gi|4680208|gb|AAD27571.1|AF114171_12 {AF114171) polyprotein 
[Sorghum bicoior] 



OJ990405_02. 9922. CIO 
+ 

416 

AAT/NAP 

416 

220 



Seq. No. 



22375 



Seq. ID OJ990405_02. 9922. CIO 



22614 






*4 O J f D 








Start 


1 




End 


416 


Name 


OJ990405 02. 9922. CIO. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


51 




End 


357 


GI 


none 




Score 


197 


Exons 


51. .356, 52. .357, 244. . 


357 






Seq. No. 


22375 




Seq. ID 


OJ990405_02.9922 




4 O J / O 




^1" "TPi nH 




start 


1 




End 


416 


Name 


OJ990405 02. 9922. CIO. ol 


. gs 


Method 


GENSCAN 


Start 


106 




End 


318 


GI 


none 




Score 


.77 


Exons 


106. .318 








Seq. No. 


22376 




Seq. ID 


OJ990405_02.9922 




y Owl / / 








Start 


266 




End 


697 


Name 


OJ990405 02.9922.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


266 




End 


688 


GI 


none 




Score 


.93 


Exons 


266. .429, 574. .688 








Seq. No. 


22376 




Seq. ID 


OJ990405_02.9922 


oene ino . 


H OD f f 




O L 1. ctllU. 




Start 


266 




End 


697 


Name 


OJ990405 02.9922.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


272 




End 


672 


GI 


none 




Score 


182 


Exons 


272. .661, 273.. 479, 274 


. .672, 


275. .661 




Seq. No. 


22376 




Seq. .ID 


OJ990405_02.9922 


Gene No. 


46577 




Strand 




Start 


266 




End 


697 


Name 


OJ990405 02.9922.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


399 




End 


697 


GI 


6742729 




Score 


406 


Exons 


399. .697 








GI De scrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 




Seq. No. 


22377 




Seq. ID 


OJ990405_02.9922 




*i DO / O 




Strand 




start 


1192 




End 


1769 


Name 


OJ990405 02.9922.C12.ol 


.gs 


Method 


GENSCAN 


Start- 


1192 




End 


1769 


GI 


none 




Score 


.78 


Exons 


1192. .1332, 1462.. 1769 








Seq. No. 


22378 




Seq. ID 


OJ990405_02.9922 


Gene No. 


46579 




Strand 


- 


Start 


1 




End 


130 


Name 


OJ990405 02.9922.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


130 


GI 


6006381 




Score 


120 


Exons 


1..130 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 



22615 




Seq. No. 


22379 




Seq, ID 


OJ990405_ 


02.9922 


.014 


Gene No. 


46580 




Strand 










6537 




End 








Name 


OJ990405 02.9922.C14 


.ol.np 


Method 


AAT/NAP 






Start 


6537 




End 


6735 






GI 


4680203 




Score 


116 






Exons 


6537., 6735 












GI Descrip. 


(AF114171) TNP2-like protein [Sorghum 


bicolor]- 






Seq. No. 


22379 




Seq. ID 


OJ990405_ 


02.9922 


.C14 


Gene No. 


46581 




Strand 








Start 


9246 




End 


10591 






Name 


OJ990405 02.9922.C14 


.o3.gs 


Method 


GENSCAN 






Start 


9246 




End 


10591 






GI 


none 




Score 


.57 






Exons 


9246.. 9504, 10554,. 10591 










Seq. No. 






Seq. ID 


OJ990405_ 


02.9922 


.015 


Gene No. 






Strand 


T 






Start 






End 


2163 






Name 




.ol.gs 


Method 


GENSCAN 






Start 


260 




End 


2163 






GI 


none 




Score 


.76 






Exons 


9^0 "^^^ AA^ R'^T 


1123.. 1304, 1668.. 


1943, 2011 


. .2163 




Seq. No. 


9 9 "^ft n 
Z Z Oo U 




Seq. ID 


OJ990405_ 


02. 9922 


.015 


Gene No. 






Strand 


+ 






Start 


± fl ± uU 




End 


19105 






Name 


nTQQn/inci 09 qq99 n ^ 
uu^yuftUD uz.y^zz.uio 


. o6.np 


Method 


AAT/NAP 






Start 


141 ^^n 




End 


19105 






GI 


4572668 




Score 


312 






Exons 


14160. .14195, 15571. 


.16549, 


19084. .19105 






GI Descrip. 


l/iL*u u Di?Of± J puLauive 


retroelement pol polyprotein 


i [Arabidopsis 




unaxiana J 












Seq. No. 


22380 




Seq. ID 


OJ990405_ 


02.9922 


.015 


Gene No. 


46583 




Strand 


+ 






Start 


14160 




End 


19105 






Name 


OJ990405 02.9922.C15 


.o4,gs 


Method 


GENSCAN 






Start 


14901 




End 


17867 






GI 


none 




Score 


.63 






Exons 


14901. .15126, 15320. 


.15429, 


15571. .15699, 16017. 


.16329, 






16371. .16506, 16602. 


.16833, 


17044, .17191, 17638. 


.17718, 






17746. .17867 












Seq. No. 


22380 




Seq. ID 


OJ990405_ 


02.9922 


.015 


Gene No. 


46583 




Strand 


+ 








14160 




End 


19105 






Name 


OJ990405 02.9922.C15 


.o4 .np 


Method 


AAT/NAP 






Start 


14919 




End 


15152 






GI 


60100 




Score 


65 






Exons 


14919. .15063, 15091. 


.15152 










GI Descrip. 


(Z11140) p24/p25/p7 


[Human 


immunodeficiency virus type 


1] 


Seq. No. 


22380 




Seq. ID 


OJ990405_ 


02, 9922 


.015 . • 


Gene No. 


46583 




Strand 


+ 






Start 


14160 




End 


19105 







22616 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



bJ990405_02 . 9922 . CIS . o7 . np Method AAT/NAP 

16898 End 18323 

443482 Score 160 

16898. .17008, 17 618 17718, 17940 .. 1804 6, 18186. .18323 

Triticum aestivum ... 



22380 Seq. ID 

46583 Strand 
14160 End 
OJ990405_02 . 9922 .C15.ol.gp Method 
18650 End 
4736_1.R1084 Score 
18650. .19015 

'2244867/emb|CAB10289.1t 4.0e-58 (Z97337) hydroxynitrile lyase 
like protein [Arabidopsis thaliana] ' 



OJ990405_02.9922.C15 
+ 

19105 
AAT/GAP 
19015 
673 



Seq. No. 


22380 




Seq. ID 


OJ990405_02. 9922.C15 


Gene No. 


46584 




Strand 




Start 


3213 




End 


14305 


Name 


OJ990405 02 


. 9922.C15.o2.gs 


Method 


GENSCAN 


Start 


3213 




End 


7695 


GI 


none 




Score 


.64 


Exons 


3213. .4627, 


4641.. 7276, 7379. 


.7695 




Seq. No. 


22380 




Seq. ID 


OJ990405_02. 9922.C15 


Gene No. 


46584 




Strand 




Start 


3213 




End 


14305 


Name 


OJ990405 02 


.9922.C15.ol.np 


Method 


AAT/NAP 


Start 


3218 




End 


8130 


GI 


6466937 




Score 


1814 


Exons 


3218. .7284, 


8013. .8130 






GI Descrip. 


(AC011621) 


putative retroelement pol polyprotein [Arabidopsis 



thaliana] 



Seq. No. 


22380 


Seq. ID 


OJ990405_02.9922 


.C15 


Gene No. 


46584 


Strand 






Start 


3213 


End 


14305 




Name 


OJ990405 02.9922.C15.o2.np 


Method 


AAT/NAP 




Start 


7314 


End 


13580 




GI 


4773895 


Score 


781 




Exons 


7314. .7373, 8247. .8560, 9039 


..9906, 10192. . 10528, 10554 


. .10728, 




10981. .11293, 11333. .12008, 


13519. .13580 




GI Descrip. 


(AF076243) putative polyprotein [Arabidopsis thaliana] 




Seq. No. 


22380 


Seq. ID 


OJ990405_02.9922 


.C15 


Gene No. 


46584 


Strand 






Start 


3213 


End 


14305 




Name 


OJ990405 02.9922.C15.o3.gs 


Method 


GENSCAN 




Start 


8925 


End 


14305 




GI 


none 


Score 


.52 




Exons 


8925. .9030, 1088 4 11011, 11448 .. 11698 


, 12223. .12525, . 






12698. .13010, 13437. .13694, 


13809. .14086, 14284 .. 14 305 " 




Seq. No. 


22380 


Seq. ID 


OJ990405_02.9922 


.C15 


Gene No. 


46585 


Strand 






Start 


18794 


End 


19105 




Name 


OJ990405 02. 9922.C15.o4.ts 


Method 


TBLASTX : Soybean 





22617 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30 End 17716 

none ' Score 118 

30. .149, 31. .147, 261. .338, 262. .345, 443. .538, 444. .542, 

450. .542, 1212. .1271, 17615. .17716 



22380 
46585 
18794 



Seq. ID ' OJ990405_02.-9922.C15 
Strand 

End 19105 



OJ990405 02.9922.C15.o2.tc Method TBLASTX : Cress 



31 

none 



End 
Score 



330 
149 



31. .147, 42. .146, 262. .330, 264. .329 



22380 
46585 
18794 



Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 



OJ990405_02 . 9922 . C15 . o7 . tm Method TBLASTX : Maize 

42 End 1319 

none Score 114 

42. .101, 43. .147, 257. .328, 257. .328, 258. .338, 259. .345, 

438. .542, 443. .538, 1212. .1319 



Hi 



Seq. No. 22380 , Seq. ID OJ990405_02 . 9922 . C15 

Gene No. 46585 Strand - • 

Start 18794 End 19105 

Name OJ990405_02 . 9922 . C15 . ol . tc Method TBLASTX : Cress 

Start 438 End 2133 

GI none . Score 151 

Exons 438. .542, 443. .538, 1212. .1319, 1662. .1883, 1670. .1882, 
2032. .2133 



Seq. No. 22380 Seq. ID OJ990405_02 . 9922 . C15 

Gene No. 46585 . Strand 

Start ' 18794 End 19105 

Name OJ990405_02 . 9922 . C15 . o6 . tm Method TBLASTX : Maize 

Start .1666 End 1911 

GI none Score 66 

Exons 1666.. 1761, 1667.. 1777, 1667.. 1888, 1668.. 1901, 1668.. 1889, 

1672.. 1902, 1804.. 1911 



Seq. No. 22380 Seq. ID OJ990405_02 . 9922 . C15 

Gene No. 46585 . Strand 

Start 18794 End 19105 

Name OJ990405_02 . 9922 . C15 . o2 . ts Method TBLASTX : Soybean 

Start 1667 End 19044 

GI none Score 295 

Exons 1667. .1900, 1668. ,1910, 1684. .1923, 2023. .2160, 17935 18012 , 

17937. .18002, 18185 .. 18289, 18186 .. 18323, 18873 19013, 
18877. .19044 



Seq. No. 2,2380 Seq. ID OJ990405_02 . 9922 . C15 

Gene No.. 46585 Strand 

Start 18794 End 19105 

Name OJ990405_02 . 9922 . C15 . o8 . tm Method TBLASTX :Maize 

Start 2296 End 2744 

GI none Score 43 

Exons 2296.. 2391, 2364.. 2636, 2405.. 2596, 2406.. 2744, 2407.. 2715 



22618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22380 
46585 
18794 

OJ990405_02. 

2406 

none 

2406. .2939, 



9922.C15.ol.ts 



2593.. 2892, 2786. 



Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 

Method TBLASTX : Soybean 

End 8189 

Score 205 

.2950, 2915.. 3019, 8103.. 8189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22380 
46585 
18794 

OJ990405_02. 

2484 

none 

2484. .2669, 



9922.C15.o7,tw 



2688. .2903 



Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 

Method TBLASTX : Wheat 

End 2903 

Score 133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22380 
46585 
18794 

OJ990405_02, 

2748 

none 

2748. .2930, 



Seq. ID OJ990405_02.9922,C15 
Strand 

End 19105 

Method TBLASTX : Mai ze 

End 8207 

Score 97 

2749. .2904, 2901. .3011, 2912. .3019, 8103. .8207 



9922.C15.ol6.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22380 
46585 
18794 

OJ990405_02, 

3213 

none 

3213. .3239, 
3586. .3975, 



9922.C15.o2.tm 



3217. .3237, 3276. 
3627. .3977 



Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 

Method TBLASTX : Maize-- 

End 3977 

Score 42 

.3557, 3300.. 3500, 3570.. 3977, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22380 
46585 
18794 

OJ990405_02, 

3558 

none 

3558. .3812, 



9922.C15.o5.tw 



3562. .3870, 3571. 



Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 

Method TBLASTX : Wheat 

End 3870 

Score 157 
.3870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22380 
46585 
18794 

OJ990405_02. 

3918 

none 

3918. .4088, 



9922.C15.o6.tw 



3934. .4089 



Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 

Method TBLASTX : Wheat 

End 4089 

Score 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ^ 

Exons 



22380 
46585 
18794 

OJ990405_02, 

3978 

none 

3978. .4118, 



9922.C15.ol2.tm 



Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 

Method TBLASTX : Maize 

End 4283 

Score 157 



3979. .4107, 4119. .4283, 4126. .4206 



22619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22380 
46585 
18794 

OJ990405_02 
4140 
none 

4140. .4535, 

22380 
46585 
18794 

OJ990405_02, 
4293 
none 

4293. .4538, 

22380 
46585 
18794 

OJ990405_02. 
4747 
none 

4T47'. .4989, 

22380 
46585 
18794 

OJ990405_02. 
4750 
none 

4750. .5268, 

22380 
46585 
18794 

OJ990405_02, 
4900 
none 

4900. .5298, 

22380 • 

46585 

18794 

OJ990405_02. 

5014 

none 

5014. .5373, 

22380 
46585 
18794 

OJ990405_02. 

5305 

none 

5305. .5772, 



.9922.C15.ol.tw 
4141.. 4275, 4149. 

9922.C15.o4.tm 
4524. .4613, 4612. 

9922.C15.o7.ts 
4841. .4987 

9922.C15.ol.tm 
4766. .5242 

9922.C15.o3.tw 



4934. .5242 



9922.C15.o3.ts 



5015.. 5242, 5233. 



9922.C15.o3.tm 



5309. .5767 



Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 

Method TBLASTX : Wheat 

End 4535 

Score 77 
.4403, 4318. .4452 

Seq. ID OJ990405_02.9922.C15 
Strand 

End 19105 

Method TBLASTX : Mai ze 

End 4749 

Score 95 
.4749, 4625. .4747 

Seq. ID OJ990405_02. 9922.C15 
Strand 

End 19105 

Method TBLASTX : Soybean 

End 4 989 

Score 96 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5355 

Seq. ID 
Strand • 
End 

Method 

End 

Score 



OJ990405_02.9922.C15 
19105 

TBLASTX: Maize 

5268 

346 



OJ990405_02.9922.C15 
19105 

TBLASTX: Wheat 

5298 

153 



OJ990405_02.9922.C15 
19105 

TBLASTX : Soybean 

5373 

120 



OJ990405_02.9922.C15 
19105 

TBLASTX: Maize 

5772 ■ 

282 



22620 




Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 




46585 






Strand 






Start 


18794 






End 


19105 




Name 


OJ990405 02. 


9922, 


.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5350 






End 


5832 




GI 


none 






Score 


197 




Exons 


5350. .5832, 


5384 , 


. .5824 








Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 




46585 






Strand 






Start 


18794 






End 


19105 




Name 


OJ990405 02. 


9922, 


.C15.ol0.tm 


Method 


TBLASTX: Maize 




Start 


6037 






End 


6672 




GI 


none 






Score 


42 




Exons 


6037. .6132, 


6214, 


..6519, 6356 


..6478, 6559.. 6672, 6569.. 6640 


Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 




4 6585 






Strand 






Start 


18794 






End 


19105 




Name 


OJ990405 02. 


9922, 


.C15.014 .tm 


Method 


TBLASTX: Maize 




Start 


6838 






End 


7242 




GI 


none 






Score 


69 




Exons 


6838. .7101, 


7007. 


..7105, 7135 


. .7242 






Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 


Gene No. 


46585 






Strand 






Start 


18794 






End 


19105 




Name 


OJ990405 02. 


9922, 


.C15.o5.ts 


Method 


TBLASTX : Soybean 




Start 


9058 






End 


9488 




GI 


5509260 






Score 


61 




Exons 


9058. .9099, 


9139, 


..9213, 9144 


..9233, 9249. .9488, 9265. .9486 


GI Descrip. 


- 












Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 


(^pnp No 


46585 






Strand 






Start 


18794 






End 


19105 




Name 


OJ990405 02. 


9922, 


.C15.o4.tc 


Method 


TBLASTX: Cress 




Start 


9153 






End 


9377 




GI 


none 






Score 


53 




Exons 


9153. .9230, 


91.62, 


..9251, 9249 


. .9377, 9286. .9363 




Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 


Hfinp No 


4 6585 






Strand 






start 


18794 






End 


19105 




Name 


OJ990405 02. 


9922, 


.C15.015. tm 


Method 


TBLASTX: Maize 




Start 


9192 






End 


17190 




GI 


none 






Score 


96 




Exons 


9192. .9230, 


9243. 


..9467, 9252 


..9467, 9265. .9468, 17101.. 


17190 


Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 


Gene No. 


46585 






Strand 






Start 


18794 






-End 


19105 




Name 


OJ990405 02. 


9922, 


.C15.o4.tw 


Method 


TBLASTX: Wheat 




Start 


10119 






End 


16518 




GI 


none 






Score 


275 




Exons 


10119. .10244 


, 10254. .10457, 


10460. .10546, 10560. .10661, 






15921. .16307, 15977. .16243, 


16396.. 16518 





22621 




Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 




46585 






Strand 






Start 


18794 






End 


19105 




Name 


OJ990405 02:9922.015 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


10161 






End 


16536 




GI 


none 






Score 


63 




Exons 


10161. 


.10445, 10366. 


.10446, 


10468. .10491, 16014. .16349, 






16052. 


.16195, 16378. 


.16536 










22380 






Seq. ID 


OJ990405_02.9922 


. C15 


Gene No. 


46585 






Strand 






Start 


18794 






End 


19105 




Name 


OJ990405 02.9922.C15 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


10164 






End 


16539 




GI 


none 






Score 


154 




Exons 


10164. 


.10457, 16101. 


.16349, 


16103. .16225, 16372. .16539 




Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 




46585 






Strand 






Start 


18794 






End 


19105 




Name 


OJ990405 02.9922.C15 


. o6 . ts 


Method 


TBLASTX: Soybean 




Start 


10293 






End 


16265 




GI 


none 






Score 


66 




Exons 


- 10293. 


.10457, 10294. 


.10455, 


15900. .15950, 15933. .16265, 






15954. 


.16265 










Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 


Gene No. 


46585 






Strand 






Start 


18794 






End 


19105 






OJ990405 02.9922.C15 




Method 


TBLASTX: Maize 




start 


10569 






End 


16013 




GI 


none 






Score 


64 




Exons 


10569. 


.10649, 10569. 


.10658, 


10686. .10808, 10686. .10886, 






10834. 


.10869, 10952. 


.11023, 


15558. .15617, 15559 .. 15630, 






15663. 


.15749, 15664. 


.15756, 


15752. .158 92, 15759. .158 96, 






15775. 


.15897, 15924. 


.16013, 


15933. . 16013 




Seq. No. 


22380 






Seq. ID 


OJ990405_02.9922 


.C15 


Gene No. 


46585 






Strand 






O L. OI- U 


18794 






End 


19105 




Name 


OJ990405 02.9922.C15 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


12125 






End ' 


14492 




GI 


none 






Score 


81 




Exons 


12125. 


.12283, 12125. 


.12388, 


12129. .12380, 14178. .14243, 






14180. 


.14326, 14200. 


.14322, 


14317. .14484, 14319 .. 14492, 






14327. 


.14491, 14331. 


.14492 








Seq. No. 


22380 






• Seq. ID 


OJ990405_02. 9922 


.C15 


Gene No. 


46585 






Strand 






Start 


18794 






-^nd 


19105 ' 




Name 


OJ990405 02.9922.C15 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


17968 






End 


19014 




GI 


none 






Score 


69 




Exons 


17968. 


.18027, 18184. 


.18327, 


18185. .18325, 1818 6 .. 18329, 






18876. 


.19013, 18877. 


.19014 









22622 



Seq. No. 22380 Seq. ID 

Gene No. 4 6585 Strand 

Start 18794. End 

Name OJ990405_02. 9922.C15.o5.gs Method 

Start 18794 End 

GI none Score 

Exons 18794. .18892, 18915.. 18977 



OJ990405_02 . 9922 . C15 

19105 
GENSCAN 
18977 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22380 Seq. ID 

4 6585 Strand 

18794 End 

OJ990405_02.9922.C15.o8.np Method 

18818 End 

4539671 Score 
18818. .19013, 19073.. 19105 

{AF061282) serine carboxypeptidase [Sorghum bicolor] 



OJ990405_02.9922.C15 

19105 
AAT/NAP 
19105 
88 



22381 Seq. ID 

46586 Strand 

102 End 
OJ990405_02 . 9922 .017 . ol . gs Method 

102 End 

none Score 
102.. 157 



OJ990405_02.9922.C17 
157 

GENSCAN 

157 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990405_02.9922.C1E 

Strand + 

End 3271 

Method AAT/NAP 

End 3190 

Score 387 



22382 
46587 
1 

OJ990405_02 . 9922 . 018 . ol .hp 
1 

5579092 

1..57, 1618. .1992, 2918. .3190 

(AF100954) gibberellin 2-oxidase-like protein [Pisum sativum] 



Seq. No. 


22382 




Seq. ID 


OJ990405_02.9922 


Gene No. 


46587 




Strand 


+ 


Start 


1 




End 


3271 


Name 


OJ990405 02.9922.C18.ol 


.gs 


Method 


GENSCAN 


Start 


1754 




End 


1982 


GI 


none 




Score 


.95 


Exons 


1754. .1982 








Seq. No. 


22382 




Seq. ID 


OJ990405_02.9922 


Gene No. 


46587 




Strand 


+ 


Start 


1 




End 


3271- 


Name 


OJ990405 02. 9922. 018. ol 


.gp 


Method 


AAT/GAP 


Start 


2892 




End 


3271 


GI 


LIB3432-037-P1-K1-D3 




Score 


715 


Exons 


2892.. 3271 








GI Descrip. 


'5579092/gb IAAD45424.il 


5.0e- 


20 {AF100954) gibberellin 




2-oxidase-like protein 


[Pisum 


sativum] * 




Seq. No. 


22382 




Seq. ID 


OJ990405_02.9922 


Gene No. 


46588 




Strand 


-f 


Start 


4445 




End 


4911 


Name 


OJ990405 - 02 . 9922 . 018 . o2 


.gp 


Method 


AAT/GAP 


Start 


4445 




End 


4911 



22623 




GI 


none 








Score 


910 




Exons 


4445. .4911 














Seq. No. 


22382 








Seq. ID 


OJ990405 


_02.9922.C18 




*3 U J O ^ 








Strand 






Start 


2891 






- 


End 


17653 




Name 


OJ990405 02 


.9922. 


C18.09 


tm 


Method 


TBLASTX: 


Maize 


Start 


1752 








End 


3148 




GI 


none 








Score 


35 




Exons 


1752. .1769, 


1834. 


.1941, 


1924. 


.1995, 2912.. 3148 




Seq. No. 


22382 








Seq. ID 


OJ990405 


_02.9922.C18 


ocilc LNU. 


4 D JO 5 








Strand 






Start 


2891 








End 


17653 




Name 


OJ990405 02 


.9922. 


C18.09 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1752 








End 


3148 




GI 


none 








Score 


35 




Exons 


1752. .1769, 


1834. 


.1941, 


1924. 


.1995, 2912. .3148 




Seq. No. 


22382 








Seq. ID 


OJ990405 


_02.9922.C18 


Gene No. 


46589 








Strand 








^ O 17 J. 








End 


17653 




Name 


OJ990405 02' 


9922. 


C18.02 


gs 


Method 


GENSCAN 




Start 


'2891 








End 


8257 




GI 


none 








Score 


.81 




Exons 


2891. .3205, 


3762. 


.4077, 


4932. 


.5215, 5306. .5354, 


5717. .6210, 




6464. .6675, 


6760. 


.6925, 


7634. 


.8257 






Seq. No. 


22382 








Seq. ID 


OJ990405 


_02.9922.C18 


Gene No.- 


46589 








Strand 






Start 


2891 








End 


17653 




Name 


OJ990405 02 


9922. 


018. ol 


tm 


Method 


TBLASTX: 


Maize 


Start 


4540 








End 


6593 




GI 


none 








Score 


46 




F von Q 


4S4n 4SfiQ 


1 u u o • 






.4702,- 4676. .4708, 


470^ 479Q 




4704. .4745, 


4705. 


.4734, 


4714. 


.4794, 4719. -.4796, 


4121 . .4813, 




4752. .4796, 


4893. 


.5219, 


4 902. 


.5216, 4903. .5217, 


4904. .5218, 




5253. .5372, 


5306. 


.5356, 


5308. 


.5373, 5645.. 6208, 


5716. . 6213, 




5717. .6211, 


5719. 


.6213, 


5721. 


.6227, 6462. .6575, 


6463. . 6576, 




6464. .6592, 


6468. 


.6593 










Seq. No. 


22382 








Seq. ID 


OJ990405 


_02.9922.C18 


Gene ' No . 


46589 








Strand 






Start 


2891 








End 


17653 




Name 


OJ990405 02 


9922. 


C18.02 


np 


Method 


AAT/NAP 




Start 


4898 








End 


9990 




GI 


4200165 








Score 


1954 




Exons 


4898. .5215, 


5306. 


.5354, 


5717. 


.6210, 6464. .6675, 


6760. .6925, 




7634. .7867, 


9970. 


.9990 










GI Descrip. 


(Y16262) neutral 


invertase [Caucus carota] 




Seq. No. 


22382 








Seq. ID 


OJ990405 


_02.9922.C18 


Gene No. 


46589 








Strand 






Start 


2891 








End 


17653 




Name 


OJ990405 02, 


9922. 


C18.03, 


tc 


Method 


TBLASTX: 


Cress 


Start 


4913 








End 


5170 




GI 


none 








Score 


143 





22624 



Exons 



4913.. 5170, 4950.. 5126, 5036.. 5143 



Seq. No. 22382 

Gene No. 4 6589 

Start 2891 

Name OJ990405_02. 9922.C18 .o3. ts 

Start 4913 

GI none 
Exons 



Seq. ID OJ990405_02. 9922.018 

Strand - . - 

End 17653 

Methd"d TBLASTX : Soybean 

End 5827 

Score 216 



4913. .5218, 4914. .5225, 5306. .5356, 5307, ,5363, 5716. .5826, 
5717. .5827 



Seq. No. 22382 Seq. ID 

Gene No. 46589 Strand 

Start 2891 End 

Name OJ9904 05_02 . 9922 . C18 . o3 . gp Method 

Start 4917 End 

GI 14154_1.R1084 Score 

Exons 4917.. 5215, 5306.. 5354, 5717.. 6046 
GI Descrip. 



OJ990405_02.9922.C18 

17653 
AAT/GAP 
6046 
1277 



M200165/emb|OAA76145| l.Oe-106 (Y16262) neutral invertase 
[Daucus carota] * 



Seq. No. 


22382 








Seq. ID 


OJ990405_02. 9922.018 


Gene No. 


46589 








Strand 




Start 


2891 








End 


17653 


Name 


OJ990405 02 


.9922. 


018. o2 


.tc 


Method 


TBLASTX :Oress 


Start 


5174 








End 


6051 


GI 


none 








Score 


64 


Exons 


01/4. . i O , 


1 "7 Q 
O 1 / 0 . 






.5356, 5307. .5357, 5705. .5818, 




5716. .5829, 


5716. 


. 6051, 


5717. 


.6046, 5881. .6051 


Seq. No. 


22382 








Seq. ID 


OJ990405_02. 9922.018 


Gene No. 


46589 








Strand 




Start 


2891 








End 


17653 


Name 


OJ990405 02 


.9922. 


018. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


5828 








End 


6499 


GI 


none 








Score 


248 


Exons 


5828. . 6214, 


5833. 


. 6213, 


6464. 


.6499 




Seq. No. 


22382 








Seq. ID 


OJ990405_02 . 9922 . 018 


Gene No. 


46589 








Strand 




Start 


2891 








End 


17653 


Name 


OJ990405 02 


.9922. 


018. o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


5962 








End 


6213 


GI 


none 








Score 


76 


Exons 


5962. .6213, 


5963. 


. 6085 








Seq. No. 


22382 








Seq. ID 


OJ990405_02. 9922.018 


Gene No. 


46589 








Strand 




Start 


2891 








End 


17653 


Name 


OJ990405 02 


.9922. 


018.01 


. tc 


Method 


TBLASTX :Oress 


Start 


6100 








End 


7813- 


GI 


none 








Score 


201 


Exons 


6100. 16213, 


6462. 


.6671, 


64 64. 


.6679, 6468. .6677, 6758. .6949, 




6758. .6928, 


6777. 


.6941, 


7634. 


.7792, 7634. .7813 


Seq. No. 


22382 








Seq. ID 


OJ990405_02. 9922.018 


Gene No . 


46589 








Strand 





22625 



start 
Name 
Start 
GI 

Exons 



2891 End 

OJ990405_02 . 9922 . C18 . o5 . tw Method 

64 68 End 

none Score 



17653 

TBLASTX: Wheat 

6914 

150 



6468. .6677, 6470. .6679, 6758. .6847, 6759. .6791, 6860. .6910, 
6864. .6914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22382 
46589 
2891 

OJ990405_02.9922.C18.o2.ts 

6500 

none 



Seq. ID OJ990405_02.9922.C18 
Strand 

End 17653 

Method TBLASTX : Soybean 

End 7813 

Score 129 



6500. .6520, 6518. .6547, 6546. .6677, 6548. .6679, 6565. .6690, 
6758. .6922, 6758.-6925, 7640. .7798, 7641. .7733, 7769. .7813, 
7773. .7805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22382 
46589 
2891 

OJ990405_02 . 9922 . C18 . o5 . tm 

6593 

none 



Seq. ID OJ990405_02. 9922.C18 
Strand 

End 17653 

Method TBLASTX : Mai ze 

End 6928 

Score 67 



6593. .6679, 6594. .6677, 6595. .6687, 6758. .6928, 6759. .6926 



22382 
46589 
2891 

OJ990405_02 . 9922 . C18 . o4 . gp 
6623 

LIB3431-060-P1-K1-C7 



Seq. ID OJ990405_02. 9922.C18 
Strand 

End 17653 

Method AAT/GAP 

End 7941 

Score 756 



6623. .6675, 6760. .6925, 7634. .7818, 7909. .7941 
M200165/emb|CAA76145| 5.0e-58 (Y16262) neutral invertase 
[Daucus carota] ' 



Seq. No. 22382 

Gene No. 4 6589 

Start 2891 

Name - OJ990405_02 . 9922 . C18 . o8 . tm 

Start 7634 

GI none 

Exons 7634.. 7807, 7634.. 7813 

Seq. No. 22382 

Gene No. 4 6589 

Start 2891 

Name OJ9904 05_02 . 9922 . C18 . o5 . gp 

Start 8008 

GI none 

Exons 8008.. 8468 



Seq. ID OJ990405_02. 9922.C18 
Strand 

End 17653 

Method TBLASTX : Mai ze 

End 7813 

Score 240 



Seq. ID OJ990405_02.9922.C18 
Strand 

End 17653 

Method AAT/GAP 

End 84 68 

Score 850 



Seq. No. 22382 

Gene No. 46589 

Start 2891 

Name OJ9904G5_02 . 9922 . C18 . o3 . gs 

Start 8602 

GI none 



Seq. ID OJ990405_02.9922.C18 
Strand 

End 17653 

Method GENSCAN 

End . 17653 

Score .76 



22626 




Exons 8602.. 8686, 9694.. 9799, 9855.. 10034, 1014 9 .. 10296, 11689 .. 11736, 

12045. .12272, 12758.112875, 13070 16824 , 168 67 16990, 
17168. .17215, 17220. .17371, 17524.. 17653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22382 Seq. ID OJ990405_02 . 9922 . C18 

46589 Strand 

2891 End 17653 

OJ990405_02. 9922. 018. o3.np Method AAT/NAP 

13069 End 16974 

6539553 Score 6773 

13069. .16974 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22382 Seq. ID 

4 6589 Strand 

28 91 End 
OJ9904 05_02 . 9922 . C18 . o2 . tw Method 

13205 End 

none Score 

13205. .13591, 13206. .13589, 

13608. .13679, 13610.. 13681 

22382 

46589 Strand 

2891 End 
OJ990405_02. 9922.C18.o7.ts Method 

13333 End 

none Score 



OJ990405_02. 9922.C18 
17653 

TBLASTX: Wheat 
13681 
351 

13243. .13590, 13606 .. 13680, 



Seq. ID OJ990405_02. 9922.C18 



17653 

TBLASTX : Soybean 

13674 

78 



13333. .13542, 13406 .. 13537 , 13561 .. 13674 , 13568.. 13648 



Seq. No. 


22382 






Seq. ID 


OJ990405_02.9922 


.018 


Gene No. 


46589 






Strand 






Start 


2891 






End 


17653 




Name 


OJ990405 02. 


9922. C18 


.06. tm 


Method 


TBLASTX: Maize 




Start 


13537 






End 


13876 




GI 


none 






Score 


205 




Exons 


13537. .13875 


, 13538. 


.13876 








Seq. No. 


22382 






Seq. ID 


OJ990405_02.9922 


.018 


Gene No. 


46589 






Strand 






Start 


2891 






End 


17653 




Name 


OJ990405 02. 


9922.018 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


13687 






End 


14032 




GI 


none 






Score 


126 




Exons 


13687. .14031 


, 13832. 


.14032 








Seq. No. 


22382 






Seq. ID 


OJ990405_02.9922 


.018 


Gene No. 


46589 






Strand 






Start 


2891 






End 


17653 




Name 


OJ990405 02. 


9922.018 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13885 






End 


14430 




GI 


none 






Score 


48 




Exons 


13885. .14091 


, 13895. 


.14017, 


14086. .14 4 30, 14110. .14283 





22627 




Seq. No. 


22382 




Seq. ID 


OJ990405_02. 9922.018 


Gene No. 


4 oDoy 




Strand 




Start 


2891 




End 


17653 


Name 


OJ990405 02.9922.C18 


.o3.tm 


Method 


TBLASTX: Maize 


Start 


13966 




End 


14431 


GI 


none 




Score 


55 


Exons 


13966. .14430, 14069. 


.14179, 


14113. .14295, 14249.. 14431 


Seq. No. 


22382 




Seq. ID 


OJ990405_02 . 9922 .018 


Gene No. 


46589 




Strand 




b tarr 


Zo J 1 




End 


17653 


Name 


OJ990405 02.9922.C18 


.o4 .ts 


Method 


TBLASTX : Soybean 


Start 


14101 




End 


14565 


GI 


5509260 




Score 


58 


Exons 


14101. .14565, 14120. 


.14179, 


14252. .14347, 14396. .14464 


GI Descrip. 


- 








Seq. No. 


22382 




Seq. ID 


OJ990405_02. 9922.018 


Gene No . 






Strand 




Start 


2891 




End 


17653 


Name 


OJ990405 02.9922.C18 


.o4 . tc 


Method 


TBLASTX: Cress 


Start 


14212 




End 


14472 


GI 


none 




Score 


62 


Exons 


14212. .14472, 14393. 


. 14470 






Seq. No. 


22382 




Seq. ID 


OJ990405_02. 9922.018 


Gene No. 


46589 




Strand 




otar L 






End 


17653 


Name 


OJ990405 02.9922.C18 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


14485 




End 


15240 


GI 


none 




Score 


200 


Exons 


14485. .14724, 14486. 


.14644, 


14502. .14732, 14505 .. 14702 , 




14753. .15232, 14776. 


.15240 






Seq. No. . 


22382 




Seq. ID 


OJ990405_02 . 9922 . 018 


Gene No . 






Strand 




Start 


2891 




End 


17653 


Name 


OJ990405 02.9922.C18 


, o5 . tc 


Method 


TBLASTX: Cress 


Start 


14866 




End 


15255 


GI 


none 




Score 


112 


Exons 


14866. .15060, 15073. 


.15255 






Seq. No. 


22382 




Seq. ID 


OJ990405_02. 9922.018 


Gene No. 






Strand 




Start 


2891 




End 


17653 


Name 


OJ990405 02.9922.C18 


.06. ts 


Method 


TBLASTX : Soybean 


Start 


14890 




End 


15288 


GI 


none 




Score 


38 


Exons 


14890. .15063, 15017. 


.15055, 


15064. .15288, 15110.. 15280 


Seq. No. 


22382 




Seq. ID 


OJ990405_02. 9922.018 


Gene No. 


46589 




Strand 




Start 


2891 




End 


17653 


Name 


OJ990405 02.9922.C18 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


15076 




End 


15510 


GI 


none 




Score 


84 


Exons 


15076. .15510, 15101. 


.15301 







22628 




oeq. NO. 


22382 






oeq. J.U 




PI R 


Gene No. 


46589 






Strand 






Start 


2891 






End 


17653 




Name 


OJ990405 02.9922.C18. 


o6. tw 


Method 


TBLASTX: Wheat 




Start 


15241 






End 


15432 - 




GI 


none 






Score 


186 




Exons 


15241. 


.15432, 15241.. 


15432 








beq. NO. 


22382 






oeq. lu 


rMdonACi^ no qooo 




Gene No. 


46589 






Strand 






Start 


2891 






End 


17653 




Name 


OJ990405 02.9922.C18. 


o8.ts 


Method 


TBLASTX : Soybean 




Start 


15298 






End 


15684 




GI 


none 






Score 


88 




Exons 


15298. 


.15546, 15529.. 


15684 








Oeq. JNO . 


22382 






Seq. ID 


OJ990405_02.9922 


PI Q 


Gene No. 


46589 






Strand 






Start 


2891 






End 


17653 




Name 


OJ990405 02.9922.C18. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


15711 






End 


16033 




GI 


none 






Score 


395 




■ Exons 


15711. 


.15878, 15712.. 


16026, 


15713. .16006, 15779.. 16033 




oecj . NO . 


22382 






Seq. ID 


OJ990405_02.9922 


PT Q 


Gene No. 


46589 






Strand 






Start 


2891 






End 


17653 




Name 


OJ990405 02.9922.C18. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


16532 






End 


16845 




GI 


none 






Score 


286 




Exons 


16532. 


.16837, 16534.. 


16845 








oecj. NO. 


22382 






Seq. ID 


OJ990405_02.9922 


PI R 


Gene No. 


46589 






Strand 






Start 


2891 






End 


17653 




Name 


OJ990405 02.9922.C18. 


o4 . tw 


Method 


TBLASTX: Wheat ' 




Start 


16593 






End 


16980 




GI 


none 






Score 


247 




Exons 


16593. 


.16856, 16594.. 


16980, 


16595. .16969 




oeq* NO. 


22383 






Seq. ID 


OJ990405_02.9922 


PI Q 


Gene No. 


46590 






Strand 


+ 




Start 


6710 






End- 


7034 




Name 


OJ9904 


05_02.9922.C19. 


ol.gp 


Method 


AAT/GAP 




Start 


6710 






End 


7034 




GI 


none 






Score 


520 




Exons 


6710. . 


7034 










Seq. No. 


22383 






Seq. ID 


OJ990405_02.9922 


.C19 


Gene No. 


46591 






Strand 


+ . . 




Start 


13760 






End 


14145 




Name ■ 


OJ990405 02.9922.C19. 


o2.gp 


Method 


AAT/GAP 




Start 


13760 






End 


14145 




GI 


uC-osflcyp033a04bl 




Score 


637 




Exons 


13760. 


.14145' 










GI Descrip. 


'6016845/cibj IAP000570 


I.1IAP000570 3.0e- 


59 Oryza sativa genomic 



22629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DNA, chrpmosome 1, clone : P0711E10 



22383 
46592 
249 

OJ990405_02 . 9922 . C19 . ol . gs 

249 

none 



Seq. ID OJ990405_02.9922.C19 
Strand 

End 19795 

Method GENSCAN 

End 19626 

Score .58 



249. .355, 549. .660, ,839. .976, 2408. .2452, 4606. .4635, 
4824. .4875, 6975. .7032, 7681. .7807, 8964. .9026, 9975. .10034, 
10116. .10319, 10419. .10475, 10586 .. 10604 , 10872 .. 11038 , 
12357. .12879, 13664 .. 13802, 15754 .. 15980 , 16038 .. 16220, 
17136. .17253, 17884 .. 18087 , 18206 .. 18347 , 184 45 .. 18654 , 
19537. .19626 



Seq. No. 


22383 


Seq. ID 


OJ990405_02.9922.C19 


Gene No. 


46592 


Strand 




Start 


249 


End 


19795 


Name 


OJ990405 02.9922.C19.ol.np 


Method 


AAT/NAP 


Start 


5165 


End 


10499 


GI 


4337178 


Score 


545 


Exons 


5165.. 5295, 7633.. 7807, 9975. 


.10034, 10116. .10319, 10419. .10499 


GI Descrip. 


(AC006416) T31J12.5 [Arabidopsis thaliana] 


Seq. No. 


22383 


Seq. ID 


OJ990405_02.9922.C19 


Gene No. 


46592 


Strand 




Start 


24 9 


End 


19795 


Name 


OJ990405 02.9922.C19.o2.np 


Method 


AAT/NAP 


Start 


5827 


End 


18310 


GI 


5852180 


Score 


656 


Exons 


5827. .5876, 11607 .. 11720, 12423 .. 12832 , 12884 .. 13001, 




13994. .14040, 18262.. 18310 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


22383 


Seq. ID.- 


- OJ990405_02.9922.C19 


Gene No. 


46592 


Strand 




Start 


249 


End 


19795 


Name 


OJ990405 02.9922.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


6944 


End 


10479 


GI 


none 


Score 


73 


Exons 


6944. .7033, 6948. .7034, 7675. 


.7803, 7675.. 7803, 7682.. 7807, 




7683. .7808, 9969.. 10037, 9976 


. .10035, 


10098. .10229, 



10117. .10320, 10117. .10323, 10182 .. 10322 , 10398 .. 10478 , 
10402. .10479 



Seq. No. 22383 

Gene No. 46592 

Start 249 

Name • OJ990405_02 . 9922 . C19 . ol . ts 

Start 7674.. , 

GI none 
Exons " 



Seq. ID OJ990405_02.9922.C19 
Strand 

End 19795 

Method TBLASTX : Soybean 

End 10478 

Score 162 



7674. .7808, 7678 .. 7809,' 7 682 .. 7807 , 9975. .10037, 9976. . 10035, 
10098. .10229, i0105. .10320, 10105 .. 10323 , 10398 .. 10478 , 
10402. .10473 



Seq. No. 
Gene No. 



22383 
46592 



Seq. ID OJ990405_02.9922.C19 
Strand 



22630 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24 9 End 

OJ990405_02.9922.C19.ol.tc Method 

7703 End 

none Score 



19795 

TBLASTX: Cress 

10481 

46 



7703, .7789, 7707. .7760, 7757. .7813, 7757. .7807, 9969. .10037, 
9978.. 10037, 9988.. 10053, 10098 10322 , 10105 .. 10314 , 
10256. .10321, 10398. .10481, 10401. .10463, 10402. .10479 



22383 
46592 
249 

OJ990405_02.9922.C19.o3.np 

17033 

4680183 



Seq. ID OJ990405_02.9922.C19 
Strand 

End 197 95 

Method AAT/NAP 

End 19795 

Score 135 



17033. .17124, 17727. .17795, 19756. .19795 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



22384 
46593 
315 

OJ990405_02.9922.C20.ol.gs 

315 

none 

315. .410, 1183. .1287 

22384 
46594 
2887 

OJ990405_02.9922.C20.ol.tm 

1218 

none 



Seq. ID OJ990405_02.9922.C20 

Strand + 

End 1287 

Method GENSCAN 

End 1287 

Score . 5 



Seq. ID OJ990405_02.9922.C20 
Strand 

End 3537 

Method TBLASTX : Maize 

End 1607 

Score 195 



1218. .1430, 1262. .1402, 1278. .1427, 1422. .1481, 1491. .1607, 
1496.. 1597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22384 
46594 
2887 

OJ990405_02.9922.C20.o2.tw 

1256 

none 



Seq. ID OJ990405_02. 9922.C20 
Strand 

End 3537 

Method TBLASTX : Wheat 

End 1607 

Score 317 



1256.. 1513, 1266.. 1550, 1278.. 1550, 1554.. 1607 



22384 
46594 
2887 

OJ990405_02.9922.C20.o2.tm 

1843 

none 

1843. .2172 



Seq. ID OJ990405_02. 9922.C20 
Strand 

End 3537 

Method TBLASTX : Mai ze 

End 2172 

Score 236 



Seq. No. 22384 

Gene No. 46594 

Start 2887 

Name OJ990405_02 . 9922 . C20 . o2 . gs 

Start 2887 

GI none 

Exons 2887.. 3297 



Seq. ID OJ990405_02. 9922.C20 
Strand 

End 3537 

Method GENSCAN 

End 3297 

Score .99 



22631 




Seq. No. 


22384 




Seq. ID 


OJ990405_02.9922.C20 


Gene No . 






otrana 




Start 


2887' 




End 


3537 


Name 


OJ^90405 02 


.9922.C20.o2.np 


Method 


AAT/NAP 


Start 


2908 




End 


3537 


GI 


4680203 




Score 


495 


Exons 


2908. .3537 








GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


22384 




Seq. ID 


OJ990405_02 . 9922 . C20 


Gene No. 


46594 




Strand 




Start 


2887 




End 


3537 


Name 


OJ990405 02 


. 9922 . C20 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


2930 




End 


3537 


GI 


none 




Score 


47 


Exons 


2930. .3028, 


2962.. 3054, 2964. 


.3050, 3058.. 3123, 3059.. 3124, 




3128. .3208, 


3131.. 3250, 3148. 


.3249, 3256.. 3312, 3266.. 3319, 




3288. .3320, 


3321.. 3386, 3325. 


.3363, 3326.. 3367, 3376,. 3525, 




3377. .3520, 


3394. .3537 






Seq. No. 


22385 




Seq. ID 


OJ990405_02. 9922.C21 


Gene No . 






Strand 


- 


Start 


1 




End 


2330 


Name 


OJ990405 02 


. 9922. 021. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1754 


GI 


6742729 




Score 


2422 


Exons 


1. .1754 








GI Descrip. 


(AF121139) 


RIM2 protein [Oryza sativa] 




Seq. No. 


22385 




Seq. ID 


OJ990405_02,9922.C21 


Gene No. 


46595 




Strand 




Start 


1 




End 


2330 


Name 


OJ990405 02 


.9922.C21.ol.gs 


Method 


GENSCAN 


Start 


106 




End 


2330 


GI 


none 




Score 


.46 


Exons 


106.. 576, 679.. 857, 1363. .1619, 1678.. 


2040, 2164.. 2330 


Seq. No. 


22385 




Seq. ID 


OJ990405_02.9922.C21 


Gene No. 


46596 




Strand 




Start 


2238 




End ■ 


3393 


Name 


OJ990405 02 


. 9922.C21.ol.tc 


Method 


TBLASTX: Cress • 


Start 


58 




End 


367 


GI 


none 




Score 


100 


Exons 


58. .363, 61 


..363, 62.. 367, 65 


. .367 




Seq. No. 


22385 




Seq. ID 


OJ990405_02 . 9922 . C21 


Gene No. 


46596 




Strand 




Start 


2238 




End 


3393 


Name 


OJ990405 02 


. 9922.C21.ol.tw 


Method 


TBLASTX: Wheat 


Start 


61 




End 


660 


GI 


none 




Score 


48 9 


Exons 


61. .654, 62 


.,655, 187. .660, 488. .655 





Seq. No. 22385 Seq. ID OJ990405_02 . 9922 . C21 

Gene No. 46596 Strand 

Start 2238 End 3393 



22632 




Name 


OJ990405 02. 


9922 


.C21.01 


,tm 


Method 


TBLASTX: Maize 




Start 


298 








End 


612 




GI 


none 








Score 


128 




Exons 


298. .612, 326. .601 










Seq. No. 


22385 








Seq. ID 


OJ990405_02.9922 


.021 




46596 








O L X lU. 






Start 


2238 








End 


3393 




Name 


OJ990405 02. 


9922 


C21.04 


.tw 


Method 


TBLASTX: Wheat 




Start 


664 








End 


1063 




GI 


none 








Score 


43 




Exons 


664. .741, 667. .747, 775 


. .969, 


775. .969, 


967.. 990, 1019. 


.1063 


Seq. No. 


£. ^ -JO 








Seq. ID 


OJ990405_02.9922 


.021 




*i O wJ -7 D 








O L X dilLl 






Start 










End 


3393 




Name 




9922 


X . 


.tm 


Method 


TBLASTX: Maize 




Start 


1 1 fiQ ~ 

J. J. U Z7 








End 


1612 




GI 


none 








Score 


96 




Exons 


1169. .1258, 


1373 


.1612, 


1373. 


.1609 






Seq. No. 


^ ^ O O J 








Seq. ID 


OJ990405_02.9922 


.021 


Gene No. 


4 u J ^ u 








Strand 






otairt. 


• 9 9'^ ft 
^ ^ o o 








End 


3393 




Name 


WU ^ ^ \J ^ \J \J * 


9922 


021 . o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


J. ^ U \J 








End 


1600 




GI 


none 








Score 


145 




Exons 


1206. .1409, 


1206 


.1412, 


1207. 


.1410, 1208. .1432, 1410. .1502, 




1419 1 f^l 0 


141^ 

X *3 X o 




1514. 


.1600, 1518.. 1598 




Seq. No. 










Seq. ID 


OJ990405_02.9922 


.021 




*l O O -7 D 








Strand 






Start 










End 


3393 




Name 


o,TQQn4ns 09 


QQ99 


r91 n9 


.tc 


Method 


TBLASTX: Cress 




Start 


1460 








End 


1775 




GI 


none 








Score 


64 




Exons 


1 4 fin 1 fifin 


1 47Q 


1 ^Qft 

. X J -70 , 


1605. 


.1775 






Seq. No. 


o 9 o p C . 
Z Z ^ O D 








Seq. ID 


OJ990405_02.9922 


.021 




46596 








Strand 






Start 


2238 








End 


3393 




Name 


OJ990405 02. 


9922 


C21.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


1803 








End 


2132 




GI 


none 








Score 


86 




Exons 


1803. .1868, 


1875 


.2093, 


1879. 


.2055, 2103.. 2132 




Seq. No. 


22385 








Seq. ID 


OJ99G405_02.9922 


.021 




46596 








Strand 






Start 


2238 








End 


3393 




Name 


OJ990405 02. 


9922 


021. o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1875 








End 


2210 




GI 


none 








Score 


194 




Exons 


1875. .2117, 


1876, 


.2118, 


1901. 


.2125, 2109.. 2210 




Seq. No. 


22385 








Seq. ID 


OJ990405_02. 9922 


.021 


Gene No. 


46596 








Strand 






Start 


2238 








End 


3393 





22633 




Name 


OJ990405 02 


.9922 


.C21.02 


.np 


Method 


AAT/NAP 


Start 


2238 








End 


3393 


GI 


5852182 








Score 


338 


Exons 


2238. .2566, 


3257 


. .3393 








GI Descrip. 


{AL117265) 


zhb0012.1 [Oryza 


sativa] 




Seq. No. 


22386 








Seq. ID 


OJ990405_02. 9922.C22 




H \J -J J 1 








•^i- rand 




Start 


596 








End 


785 


Name 


OJ990405 02 




. i^ZZ . Ol 


. gs 


Method 


GENSCAN 


Start 


596 








End 


785 


GI 


none 








Score 


.81 


Exons 


596. .785 












Seq. No. 


22386 








Seq. ID 


OJ990405_02.9922.C22 


Gene No. 


46598 








Strand 




Start 


3114 








End 


4902 








. L,zz . Oi 


. lS 


Method 


TBLASTX: Soybean 


Start 


' 3111 








End 


4582 


GI 


none 








Score 


151 


Exons 


3111. .3347, 


3124 


. .3348, 


3471 


..3644, 3493. .3564, 3663. .3749, 




3664. .3750, 


HO JLKJ 




OZ D 


..4379, 4403. .4537, 4404. .4538, 




4538. .4582 












Seq. No. 


22386 








Seq. ID 


OJ990405_02. 9922.022 




4 D J _/ O 








Strand 




Start 


3114 








End 


4902 


Name 


OJ990405 02 




POO r\0 


. gs 


Method 


GENSCAN 


Start 


3114 








End 


4570 


GI 


none 








Score 


.88 


Exons 


3114. .3346, 


3473 


. .3743, 


4232 


. .4570 




Seq. No. 


22386 








Seq. ID 


OJ990405_02. 9922.022 


Gene No. 


46598 








Strand 




Start 


3114 








End 


4902 


Name 


OJ990405 02 


.9922 


.022. ol 


. np 


Method 


AAT/NAP 


Start 


3117 








End 


4902 


GI 


3482914 








Score 


682 


Exons 


3117. .3346, 


3473 


. .3743, 


4232 


..4584, 4843. .4902 


GI Descrip. 


(AC003970) 


Similar to nodulins and lipase [Arabidopsis thaliana] 


Seq. No. 


22386 








Seq.~- ID 


OJ990405_02. 9922.022 




*i O J -70 








Strand 




Start 


3114 








End 


4902 


Name 


OJ990405 02 


.9922 


.C22.02 


. tm 


Method 


TBLASTX: Maize 


Start 


3240 








End 


3758 


GI 


none 








Score 


84 


Exons 


3240. .3347, 


3241 


. .3348, 


3471 


..3758, 3472. .3750 


Seq. No. 


22386 








Seq. ID 


OJ990405_02. 9922.022 


Gene No. 


46598 








Strand 




Start 


3114 








End 


4902 


Name 


OJ990405 02 


.9922 


.C22.01 


. tw 


Method 


TBLASTX: Wheat 


Start 


3600 








End 


4387 


GI 


none 








Score 


113 


Exons 


3600. .3758, 


3601 


. .3729, 


4319 


. .4387 





22634 



Seq. No. 


22386 




*i \J J O 


start 


3114 


Name 


OJ990405 02 


Start 


4229 


GI 


none 


Exons 


4229. .4321, 


Seq. No. 


22387 




4 O J ;? -7 


Start 


314 


Name 


OJ990405 02 


Start 


314 


GI 


none 


Exons 


314. .453 


Seq. No. 


22388 






Start 


3391 


Name 


OJ990405 02 


Start 


3391 


GI 


none 


Exons 


3391. .3563, 


Seq. No. 


22388 


Gene No. 


46601 


O I. do. L, 


^ X o 


Name 


OJ990405 02 


Start 


218 


GI 


3482914 


Exons 


218. .244, 1 


GI Descrip. 


(AC003970) 


Seq. No. 


22388 




d fifiOl 

4 D DVJ X 


start 


218 


Name 


OJ990405 02 


Start 


2064 


GI 


none 


Exons 


2064. .2219, 


Seq. No. 


22388 


Gene No. 


46601 


Start 


218 


Name 


OJ990405 02 




2307 


GI 


5922623 


Exons 


2307. .2461, 


GI Descrip. 


(AP000492) 




gil 60168561 




[Oryza sati 


Seq. No. 


22389 


Gene No. 


46602 


Start 


1 


Name 


OJ990405 02 


Start 


1 



Seq. ID OJ990405_02.9922.C22 
Strand 

End 4 902 

Method TBLASTX : Mai ze 

End 4591 

Score 282 



Seq. ID OJ990405_02.9922.C23 
Strand 

End 4 53 

Method GENSCAN 

End 4 53 

Score .72 



Seq. ID OJ990405_02.9922.C24 

Strand + 

End 4 74 9 

Method GENSCAN 

End 4749 

Score . 62 



3391. .3563, 3630. .3770, 3918. .4006, 4556. .4749 



Seq. ID OJ990405_02.9922.C24 
Strand 

End 4746 

Method AAT/NAP 

End 2589 

Score 153 



Seq. ID OJ990405_02.9922.C24 
Strand 

End 4746 

Method TBLASTX : Soybean 

End 2220 

Score 77 



Seq. ID .OJ990405_02.9922.C24 
Strand 

End 4 74 6 

Method AAT/NAP 

End 4746 

Score 412 



Seq. ID OJ990405_02.9922.C25 

Strand + 

End 665 

Method AAT/NAP 

End 665 



22635 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2244867 Score 106 

1..80, 403. .511, 602. .665 

(Z97337) hydroxynitrile lyase like protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



22389 
46602 
1 

OJ990405_02.9922.C25.ol.gp 
49 

4736_1.R1084 
49. .80, 403. .511 

'2244867/emb|CAB10289.1| 4.0e-58 (Z97337) hydroxynitrile lyase 
like protein [Arabidopsis thaliana] ' 



OJ990405_ 
+ 

665 

AAT/GAP 

511 

211 



02.9922.C25 



22389 
46602 
1 

OJ990405_02.9922.C25.ol.ts 

347 

none 

347. .511, 355, .510 

22390 
46603 
104 

OJ990405_02 . 9922 . 026 . ol . gs 

104 

none 

104. .552, 615. .647 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_02.9922.C25 
+ 

665 

TBLASTX : Soybean 

511 

176 



OJ990405 02.9922.C26 



647 

GENSCAN 
647 . 
.92 



Seq. ID 

Strand 

End 

Method 

End 

Score 



22391 
46604 
8687 

'OJ990715_02.9922.C2.o4.gp 
8687 . 

LIB3477-003-P1-K1-E9 
8687. .8752, 13391. .13448 

•2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990715_ 
+ 

13448 
AAT/GAP 
13448 
159 



02. 9922. C2 



Seq. No. 22391 

Gene No. 46605 

Start 351 

Name OJ990715_02 . 9922 .C2 . ol . gs 

Start 351 

GI none 

Exons 351, .726, 810, ,1214 

Seq. No. 22391 

Gene No. 46606 

Start 2825 

Name OJ990715_02 . 9922 . C2 . ol , gp 

Start 2825 

GI LIB3479-006-Q6-K1-B11 

Exons 2825.. 3250 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715_02.9922.C2 

1214 
GENSCAN 
1214 
.82 



OJ990715 02.9922.C2 



12599 
AAT/GAP 
3250 
592 



22636 



GI Descrip. ' 5734616/dbj | AP000391 . 1 1 AP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



Seq. No. 22391 

Gene No. 46606 

Start 2825 

Name OJ990715_02 . 9922 . C2 . o2 . gs 

Start 3043 

GI none 
Exons 



Seq. ID OJ990715_02. 9922.C2 
Strand 

12599 
GENSCAN 
12584 
.51 



End 

Method 
End 
Score 

3043. .3156, 6583. .6851, 7322. .7510, 8908. ..9070, 9342. .9414, 
9499. .9609, 9706. .9879, 9989. .10674, 1067 6 .. 10821 , 10947 .. 11088 , 
11163. .12584 



Seq. No. 22391 

Gene No. 46606 

Start 2825 

Name OJ990715_02 . 9922 . C2 . ol . tm 
Start . 5891 

GI none 

Exons 5891.. 6199, 5892.. 6179, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5893. .6198 



OJ990715_02.9922.C2 
12599 

TBLASTX: Maize 

6199 

331 



Seq. No. 22391 Seq. ID 

Gene No. 46606 Strand 

Start 2825 End 

Name OJ990715_02 . 9922 . C2 . o2 . tw Method 

Start 6001 End 

GI none Score 

Exons 6001.. 6240, 6005.. 6232 



OJ990715_02.9922.C2 
12599 

TBLASTX: Wheat 

6240 

84 



Seq. No. 


22391 


Seq. ID 


OJ990715_02.9922.C2 


Gene No. 


46606 


Strand 




Start 


2825 


End 


12599 


Name 


OJ990715 02.9922.C2.ol.np 


Method 


AAT/NAP 


Start 


6664 


End 


12599 


GI 


4680204 


Score 


1048 


Exons 


6664. .6701, 8941. .9040, 9390.. 


9609, 9706.. 9879, 9989.. 11088, 




11163. .12599 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


22391 


Seq. ID 


OJ990715_02.9922.C2 


Gene No. 


46606 


Strand 




Start 


2825 


End 


12599 


Name 


OJ990715 02.9922.C2.o2.gp 


Method 


AAT/GAP 


Start 


7212 


End 


7678 


GI 


LIB3432-044-P1-K1-F5 


Score 


848 


Exons 


7212. .7678 






GI Descrip. 


M9594 60/gb|AF126053.1|AF126053 6.0e- 


10 Zea mays RACB small GTP 




binding protein mRNA, complete cds ' 




Seq. No. 


22391 


Seq. ID 


OJ99p715_02.9922.C2 


Gene No. 


46606 


Strand 




Start 


2825 


End 


12599 


Name 


OJ990715 02. 9922.C2.o3.gp 


Method 


AAT/GAP 


Start 


8484 


End 


8625 


GI 


21474 1.R1084 


Score 


237 


Exons 


8484. .8625 







GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 



22637 



thaliana] ' 



Seq. No. 


22391 


Seq. ID 


OJ990715_02. 9922 


.C2 


Gene No. 


46606 


Strand 






Start 


2825 


End 


12599 




Name 


OJ990715 02.9922.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9540 


End 


10062 




GI 


none 


Score 


68 




Exons 


9540.. 9611, 9711. .9893, 9718 


..9843, 9982.. 10062 




beq. NO. 


O O '3 Q1 

jy J. 


beq. lu 




ro 


Gene No. 


46606 


Strand 






Start 


2825 


End 


12599 




Name 


OJ990715 02.9922.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11553 


End 


11956 




GI 


none 


Score 


45 




Exons 


11553. .11648, 11553. .11723, 


11686. .118 


53, 11718. .11954, 






11805. .11954, 11846. .11956 








Seq. No. 


22392 


Seq. ID 


OJ990715_02. 9922 


.C3 


Gene No . 


46607 


Strand 






Start 


1 


End 


408 




Name 


OJ990715 02.9922.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


408 




GI 


342 1.R1084 


Score 


697 




Exons 


1. .408 








GI Descrip. 


M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein 


[0. 




sativa] ' 








beq. ino - 


22392 


Seq. ID 


OJ990715_02.9922 




Gene No. 


46607 


Strand 






Start 


1 


End 


408 




Name 


OJ990715 02.9922.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


407 




GI 


none 


Score 


122 




Exons 


1..126, 2. .127, 74'.. 169, 106 


..165, 172 


..216, 177. .212, 


211 




227. .370, 243. .407 








o6q . INO . 


22392 


Seq. ID 


OJ990715_02. 9922 




Gene No. 


46607 


Strand 






Start 


1 


End 


408 




Name 


OJ990715 02.9922.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


408 




GI 


4680203 


Score 


441 




Exons 


1. .408 








GI Descrip. 


(AF114171) TNP2-lik:e protein 


[Sorghum 


bicolor] 




Seq. No. 


22392 


Seq. ID 


OJ990715_02.9922 


.C3 


Gene No. 


46607 


Strand 






Start 


1 


End 


408 




Name 


OJ990715 02. 9922.C3.ol.gs 


Method 


GENSCAN 




Start 


73 


End 


402 




GI 


none 


Score 


.6 




Exons 


73. .402 








Seq. No. 


22393 


Seq. ID 


OJ990715_02.9922 


.C5 


Gene No. 


46608 


Strand 


+ 





22638 





1024 


End 


7677 


Name 


OJ990715 02.9922.C5.ol.gs 


Method 


GENSCAN 


Start 


1024 


End 


4800 


GI 


none 


Score 


.86 


Exons 


1024.. 1180, 1335.. 1674, 2157 


..2222, 2816.. 2930, 3089.. 3283, 




3379.. 3751, 4693.. 4800 






Seq. No. 


22393 


Seq. ID 


OJ990715_02.9922.C5 


Gene No. 


46608 


Strand 


+ 


Start 


1024 


End 


7677 


Name 


OJ990715 02.9922.C5.ol.np 


Method 


AAT/NAP 


Start 


1323 


End 


6223 


GI 


3550985 


Score 


539 


Exons 


1323. .1448, 1569. .1674, 2816 


..2930, 3089.. 3273, 3366.. 3626, 




6195. .6223 






GI Descrip. 


(AB010740) OsS5a [Oryza sativa] 




Seq. No. 


Z ^ J ^ J 


Seq. ID 


OJ990715_02.9922.C5 


Gene No. 


ft O DU 0 


Strand 


+ 


Start 




End 


7677 


Name 


O.TQQn71 ^ 09 QQ99 n9 no 


Method 


AAT/NAP 


Start 


5283 


End 


7677 


GI 


2864615 


Score 


96 


Exons 


^98*^ lA^"^ 1 fill 






GI Descrip.. 


±0 ± ± } pu.L.auive pxTOUcin 


[Arabidops 


is thaliana] 


Seq. No. 


99'^Q'^ 


Seq. ID 


OJ990715_02.9922.C5 


Gene No. 


rl D OU ^ 


Strand 


+ 


Start 


Z J- U ft U 


End 


23335 




nTQQn71R 09 QQ99 r\A nr> 


Method 


AAT/NAP 


Start 


91040 ~ 

Z X U fi VJ 


End 


23335 


GI 


2947070 


Score 


112 


Exons 


21040. .21300, 23261.. 23335 






GI Descrip. 


(AC002521) putative receptor 


-like protein kinase [Arabidopsis 




thaliana] 






Seq. No. 


22393. 


Seq. ID 


OJ990715_02. 9922.C5 


Gene No. 


46610 


Strand 


+ 




28163 


End 


35570 


Name 


OJ990715 02. 9922.C5.o6.gs 


Method 


GENSCAN 


Start 


28163 


End 


34557 


GI 


none 


Score 


.45 


Exons 


28163. .28268, 30771 .. 30899, 


30994. .31288, 32324 .. 324 07 , 




32456. .32632, 32957 .. 33182 , 


33653. .33761, 34415. .34557 


Seq. No. 


22393 


Seq. ID 


OJ990715_02.9922.C5 


Gene No. 


46610 


Strand 


+ 


Start 


28163 


End 


35570 


Name 


OJ990715 02.9922.C5.o6.np 


Method 


AAT/NAP 


Start 


32456 


End 


35349 


GI 


5922620 


Score 


494 


Exons 


32456. .32639, 33403 33839, 


35242.. 35349 


GI Descrip. 


{AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 



gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

22639 




Sprr No 


22393 






Seq. ID 


OJ990715 


02. 9922. C5 


Gene No. 


46610 






Strand 


+ 




Start 


28163 






End 


35570 




Name 


OJ9r90715 02. 


9922. C5 


. o7 . gs 


Method 


GENSCAN 




Start 


35047 






End 


35570 




GI 


none 






Score 


.57 




Exons 


35047. .35237, 35495 


. .35570 








Sea No. 


22393 . 






Seq. ID 


OJ990715 


02. 9922. C5 


Gene No. 


46611 






Strand 






Start 


7490 






End 


8721 




Name 


OJ990715 02. 


9922. C5 


. o2.gs 


Method 


GENSCAN 




Start 


7490 






End 


8721 




GI 


none 






Score 


. 62 




Exons 


7490. .7713, 


8283. .8721 








Seq. No. 


22393 






Seq. ID 


OJ990715_ 


02 . 9922 .C5 


Gene No. 


46612 






Strand 






Start 


11535 






End 


16999 




Name 


OJ990715 02. 


9922. C5 


. o3.gs 


Method 


GENSCAN 




Start 


11535 






End 


14727 




GI 


hone 






Score 


.63' 




Exons 


11535. .11671, 12506 


. .13499, 


13721. .13963, 14083. 


. 14727 


Seq. No. 


22393 






Seq. ID 


OJ990715_ 


02. 9922. C5 


Qej^e No , 


46612 






Strand 






Start 


11535 






End 


16999 




Name 


OJ990715 02. 


9922. C5 


. o3 . np 


Method 


AAT/NAP 




Start 


12511 






End 


16999 




GI 


6665543 






Score 


349 




Exons 


12511. .12644 


, 13748 


. .14105, 


14151. .14577, 16971. 


.16999 


GI Descrip. 


(AC013289) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


22393 






Seq. ID 


OJ990715_ 


02. 9922. C5 


Gene No. 


46613 






Strand 






Start 


19721 






End 


19884 




Name 


OJ990715 02. 


9922. C5 


. o2 . gp 


Method 


AAT/GAP 




Start 


19721 






End 


19884 




GI 


21474 1.R1084 




Score 


241 




Exons 


19721. .19884 












GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein 


[Arabidopsis 



thaliana] ' 



Seq. No. 


22393 


Seq. ID 


OJ990715_02. 9922 


.C5 


Gene No. 


46614 


Strand • 






Start 


21330 


End 


21713 




Name 


OJ990715 02.9922.C5.o5.np 


Method 


AAT/NAP 




Start 


21330 


End 


21713 




GI 


6899896 


Score 


111 




Exons 


21330. .21592, 21627. .21713 








GI Descrip. 


(AL138642) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22393 


Seq. ID 


OJ990715_02.9922 


.C5 


Gene No. 


46615 


Strand 






Start 


33609 


End 


38349 




Name 


OJ990715 02.9922.C5.ol.tw 


Method 


TBLASTX: Wheat 





22640 



start 
GI 

Exons 



1329 
none 

1329.. 1442, 1337.. 1444, 1566, 
2809. .2928, 2809 .. 2928, 3108 . 
3208.. 3237, 3227., 3295, 3228. 
3410. .3478, 3436.-3495, 3437. 
3689. .3736 



End 3736 
Score 146 

.1676, 1.566.. 1673, 1568.. 1678, 

.3230, 3110. .3151,, 3111. .3227, 

.3260, 3377.. 3403, 3393.. 3473, 

.3496, 3511. .3591, 3515. .3607, 



Seq. No. 22393 
Gene No. . 46615 
Start 33609 

Name OJ990715_02 . 9922 . C5 . o2 . tm 

Start 1329 
GI none 

Exons 1329.. 1442, 1334.. 1444, 1566. 

2809.. 2928, 2809.. 2928, 3099. 
3228.-3263, 3377.. 3403, 3422. 
3511.. 3591, 3515.. 3607, 3689. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990715 02. 9922. C5 



38349 

TBLASTX: Maize 
3779 
149 

1676, 1566. .1673, 1568. 
3227, 3108.. 3230, 3227. 
3478, 3431. .3496, 3448. 
3742, 3690.. 3779 



.1675, 
.3268, 
,3495, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22393 
46615 
33609 

OJ990715_02.9922.C5.ol.tm 

8274 

none 



Seq. ID OJ990715_02. 9922.C5 
Strand 

End 38349 

Method TBLASTX: Maize . 

End 14628 

Score 68 



8274.. 8351, 8327.. 8413, 8329.. 8481, 8330.. 8509, 8497.. 8622, 
8498.. 8623, 13065 .. 13235, 13233 .. 13391 , 13416. . 13532, 
14161. .14337, 14165. .14338, 14166 14342, 14341 .. 14478, 
14357. .14419, 14360 .. 14485, 14491 14628, 14510. .14575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22393 Seq. ID 

4 6615 Strand 
33609 End 
OJ990715_02 . 9922 . 05 . ol . tc Method 

8323 . End 
none Score 



OJ990715_02.9922.C5 
38349 

TBLASTX: Cress 

14646 

72 



8323. .8517, 8476. .8580, 12879 .. 12974 , 13248 .. 13400, 
13249. .13341, 13751 .. 13912, 13770 .. 13880, 13964 .. 14029, 
13986. .14021, 14047. .14139, 14142 .. 14219, 14149. . 14250v 
14341. .14490, 14506. .14577, 14554.. 14646 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 
Gene No. 
Start 
Name 
Start 



22393 
46615 
33609 

OJ990715_02,9922.C5.ol.ts 

8326 

none 



Seq. ID OJ990715_02. 9922.C5 
Strand 

End 38349 

Method TBLASTX : Soybean 

End' 14592 

Score 58 



8326.. 8586, 8333.. 8413, 8471.. 8569, 13231 13407 , 13248 .. 13388 , 

13959. ,14018, 13961. .14026, 13961. .14035, 13986. .14 027, 

14047. ,14139, ^4054. .14137, 14140 .. 14250, 14144 .. 14251, 
14176. ,14253, 14341, .14592 



22393 Seq. ID 

4 6615 Strand 

33609 End 

OJ990715_02 . 9922 . C5 . o5 . tm Method 

12903 End 



OJ99071'5_02. 9922.C5 
38349 

TBLASTX: Maize 
14033 



22641 




GI 


none 




Score 


103 






Exons 


12903. .12962, 13744. 


.13935, 


13745. .13945, 13746. 


.13940, 






13964. .14032, 13964. 


.14032, 


13989. .14033 






Seq. No. 


22393 




Seq. ID 


OJ990715_ 


02.9922 


.C5 


r^^n^ Mo 


4 6615 




Strand 








Start 


33609 




End 


38349 






Name 


OJ990715 02. 9922. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


21121 




End 


21333 






GI 


none 




Score 


222 






Exons 


21121. .21333, 21130. 


.21330 










Seq. No. 


22393 




Seq. ID 


OJ990715_ 


02. 9922 


.C5 


Gene No. 


46615 




Strand 








Start 


33609 




End 


38349 






Name 


OJ990715 02. 9922. C5. 


o8 . np 


Method 


AAT/NAP 






Start 


33609 




End 


37199 ■ 






GI 


6721103 




Score 


314 






Exons 


33609. .33636, 36069. 


.36242, 


36609. .37199 






GI Descrip. 


(AC007396) T4012.il 


[Arabidopsis thaliana] 






Seq. No. 


22393 




Seq. ID 


OJ990715_ 


02. 9922 


.C5 


Gene No. 


46615 




Strand 








Start 


33609 




End 


38349 






Name 


OJ990715 02. 9922. C5. 


o9.np 


Method 


AAT/NAP 






Start , 


35197 




End 


38349 






GI 


5734709 




Score 


145 






Exons 


35197. .35238, 36742. 


.37027, 


37993. .38151, 38200. 


.38349 




GI Descrip. 


(AC008075) Contains 


PF 100069 Eukaryotic protein 


kinase 


domain 




[Arabidopsis thaliana] 










Seq. No. 


22393 




Seq. ID 


OJ990715_ 


02. 9922 


.C5 


Gene No. 


46615 




Strand 








Start 


33609 




End 


38349 






Name 


OJ990715 02. 9922. C5. 


o7 .np 


Method 


AAT/NAP 






Start 


35489 




End 


36833 . 






GI 


6630699 




Score 


8^0 






Exons 


35489. .35565, 36731. 


.36833 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 6721536 Idbj | BAA89566.il 


(AP001073) 


hypothetical protein 




[Oryza sativaj ^ 












Seq. No. 


22393 




Seq. ID 


OJ990715_ 


02.9922 


.C5 


Qpnp No 


46615 




Strand 








Start • 


33609 




End 


38349 






Name 


OJ990715 02. 9922. C5. 


o8 . gs 


. Method 


GENSCAN 






Start 


36055 




End 


37985 






GI 


none 




Score 


. 69 






Exons 


36055. .36242, 36609. 


.37421, 


37769. .379 


85 






Seq. No. 


22393 




Seq. ID 


OJ990715_ 


02. 9922 


.C5 


Gene No. 


46615 




Strand 








Start 


33609 




End 


38349 






Name 


OJ990715 02. 9922. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


36955..' 




End 


37207 






GI 


none 




Score 


68 






Exons 


36955. .36996, 37003. 


.37059, 


37018. .37110, 37063. 


.37200, 





22642 



37073. .37207, 37127.. 37204 



Seq. No. 22394 

Gene No. 46616 

Start 1 

Name OJ990715_02 . 9922 .C6. ol .np 

Start 1 

GI 6907106 

Exons 1..81, 232.. 401, 436.. 659 

GI Descrip. {AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990715_02.9922.C6 

Strand + 

End 659 

Method AAT/NAP 

End 659 

Score 366 



Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02. 9922. C6 


Gene No. 


46617 




Strand 


+ 




Start 


19183 




End 


20725 




Name 


OJ990715 02. 9922. C6. 


o5 .gs 


Method 


GENSCAN 




Start 


19183 




End 


20725 




GI 


none 




Score 


.41 










20158. .20215, 20596. 


.20725 


Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02. 9922. C6 


Gene No. 


46618 




Strand 


+ 




Start 


21608 




End 


23023 




Name 


- OJ990715 02. 9922. C6. 


o5.np 


Method 


AAT/NAP 




Start 


21457 




End 


21901 




GI 


5262765 




Score 


159 




Exons 


21457. .21901 










GI Descrip. 


(AL080283) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02.9922-C6 


Gene No. 


46618 




Strand 


+ 




Start 


21608 




End 


23023 




Name 


OJ990715 02. 9922. C6. 


o6 . gs 


Method 


GENSCAN 




Start 


21608 




End 


23023 




GI 


none 




Score 


.52 




Exons 


21608. .22145, 22193. 


.22451, 


22567. .22621, 22934. 


.23023 


Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02. 9922. C6 


Gene No. 


46619 




Strand 






Start 


1 




End 


2496 




Name 


OJ990715 02. 9922. C6. 


o2 .np 


Method 


AAT/NAP 




Start 


1 




End 


1410 




GI 


4587595 




Score 


194 




Exons 


1..22, 1169. .1410 










GI Descrip. 


(AC006951) putative 


GDSL-motif lipase/hydrolase 


[Arabidopsis 




thaliana] 










Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02. 9922. C6 


Gene No. 


46619 




Strand 






Start 


1 




End 


2496 




Name 


OJ990715 02. 9922. C6. 


ol.gs 


Method 


GENSCAN 




Start 


275 




End 


1443 




GI 


none 




Score 


.41 




Exons 


275. .980, 1169. .1443 








Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02. 9922. C6 


Gene No. 


46619 




Strand 







22643 



start 


1 


End 


^ *1 ^ u 


Name 


OJ990715 02.9922.C6.o3.np 


Method 


AAT/NAP 


Start 


596 


End 


2496 


GI 


6539588 


Score 


106 


Exons 


5-96. .654, 2253.. 2496 






GI Descrip. 


{AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 




oeq. lU 


OJ990715 


ocnc iNu. 




C-H r^/^ 




start. 


^ «j ^ / 


End 


3594 


Name 


OJ990715 02.9922.C6.o2.gs 


Method 


GENSCAN 


Start 


3397 


End 


3594 


GI 


none 


Score 


.83 


Exons 


3397. .3594 






Seq. No. 


22394 


Seq. ID 


OJ990715 


Gene No. 


46621 


Strand 




Start 


3962 


End 


16621 


Name 


OJ990715 02.9922.C6.o4.np 


Method 


AAT/NAP 


Start 


3962 


End 


16621 


GI 


1888357 


Score 


2198 


Exons 


3962. .3997, 4481. .4678, 4813. 


.4881, 4957. .5004, 



GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



5421.. 5531, 5639 
7494.. 7541, 7621 
10499. .10718, 10963. .11019 
11639. .11806, 11954. .12047 
12828. .12899, 12983.. 13066 
13869. .13957, 16173. .16256 
(X98130) alpha-mannosidase 



5723, 6451. .6563, 7024. .7089, 7265. 



,5186, 
,7390, 



7692, 8113.. 8172, 8258.. 8316, 10064 10201 , 
11098. .11163, 11455. .11532, 
12119. .12219, 12615. .12728, 
13187. .13306, 13618. .13792, 
,16621 



16418. 

[Arabidopsis thaliana] 
gi|1890154|emb|CAA72432| (Y11767) alpha-mannosidase precursor 
[Arabidopsis thaliana] 



22394 Seq. ID 

46621 Strand 

3962 End 

OJ990715_02.9922.C6.ol.gp Method 

4325 End 

15498 1.R1084 Score 



OJ990715_02.9922.C6 

16621 
AAT/GAP 
5502 
1153 



4325. .4678, 4813. .4881, 4957. .5004, 5091, .5186, 5421. .5502 
*1888357/emb|CAA66821| 7.0e-34 (X98130) alpha-mannosidase 
[Arabidopsis thaliana] >gi_1890154_emb_CAA72432_ (Y11767) 
alpha-mannosidase precursor [Arabidopsis thaliana] ' 



22394 
46621 
3962 

OJ990715_02.9922.C6.o3.gs 

4490 

none 

4490. .4678, 4813. .4881, 4957. 
6451.. 6563, 7024.. 7089, 7265, 

22394 
46621 
3962 

OJ990715_02.9922.C6.o2.gp 
7360 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990715 02. 9922. C6 



16621 
GENSCAN 
9353 
.87 

.5004, 5091. .5186, 5421. 
.7390, 8949. .9353 



.5526, 



Seq. ID 

Strand 

End 

Method 
End 



OJ990715_02.9922.C6 

16621 

AAT/GAP 

11737 



22644 




GI 25829_1.R1084 Score 1592 

Exons 7360.. 7390, 7494.. 7541, 7621.. 7692, 8113.. 8172, 8258.. 8326, 

10068. .10204, 10499. .10718, 10963 11019, 11098 .. 11163, 
11455. .11532, 11639.. 11737 

GI Descrip. ' 5852170/emb| AL117265 . 1 | OST17804 l.Oe-177 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



Seq. No. 22394 

Gene No. 4 6621 
Start ' 3962 

Name OJ990715_02 . 9922 . 06 . o4 . gs 

Start 9480 

GI none 
Exons 



Seq. ID OJ990715_02. 9922.C6 
Strand 

End 16621 

Method GENSCAN 

End 16621 

Score .93 



9480. .9698, 10068 10204 , 10499 10718, 10963 11019, 
11098. .11163, 11455. .11532, 11639 11806, 11954 12047 , 
12094, .12173, 12615. .12728, 12828 .. 12899, 12983 13066, 
13618. .13825, 13869 13957, 16173 .. 16256, 16418.. 16621 



Seq. No. 22394 Seq. ID 

Gene No. 46622 Strand 

Start 22833 End 

Name OJ990715_02 . 9922 . C6 . o5 . tm Method 

Start 264 . End 

GI none Score 

Exons 264.. 305, 274.. 357, 284.. 412, 356. 

433. .540, 444. .560, 445. .507, 503. 



OJ990715_02.9922.C6 
22937 

TBLASTX: Maize 

560 

92 



.418, 
.541, 



369. 
513. 



.413, 
.560 



378. .419, 



Seq. No. 22394 Seq. ID 

Gene No. • 4 6622 Strand 

Start 22833 End 

Name OJ990715_02 . 9922 . C6 . o4 . tm Method 

Start 1168 End 

GI none Score 

Exons 1168.. 1347, 1169.. 1336 



OJ990715_02. 9922.06 
22937 

TBLASTX: Maize 

1347 

172 



Seq. No. 22394 

Gene No. 46622 

Start 22833 

Name OJ990715_02 . 9922 . 06 . o2 . tc 

Start 1174 

GI none 

Exons 1174.. 1350, 1178.. 1351 

Seq. No. 22394 

Gene No. 46622 

Start 22833 

Name OJ990715_02 . 9922 . 06 . o2 . ts 

Start 1174 

GI none 

Exons 1174.. 1347, 1178.. 1342 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715_02.9922.O6 
22937 

TBLASTX :Oress 

1351 

136 



OJ990715_02. 9922.06 
22937 

TBLASTX: Soybean 

1347 

152 



Seq. No. 22394 Seq. ID 

Gene No. 46622 Strand 

Start 22833 End 

Name OJ990715_02 . 9922 . 06 . o3 . tm Method 

Start 4470 End 

GI none Score 



OJ990715_02. 9922.06 
22937 

TBLASTX: Maize 

4863 

249 



22645 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4470. .4679, 4490. .4678, 4792. .4863, 4805. .4861 



22394 

46622 

22833 

OJ9907 

4493 

none 

4493. ; 

5091. . 

7021. . 

10537. 

11104. 

11955. 

12613. 

12983. 

13618. 

16176. 



15 02.9922.C6.ol.tc 



4570, 

5234, 

7092, 

.10719 

.11148 

.12047 

.12732 

.13069 

.13809 

.16262 



4494. .4679, 4792 
5421.. 5543, 5636 
7262., 7378, 7482 
10946. .11020, 



11627. 
12116. 
12615. 
13169. 
13727. 
16265. 



,11806, 
,12220, 
,12731, 
,13303, 
,13813, 
,16288, 



Seq. ID OJ990715_02.9922.C6 
Strand 

End- " 22937 

Method TBLASTX : Cress 

End 16544 

Score 103 
..4875, 4802. .4876, 4954. .5019, 
..5725, 6450. .6563, 6457. .655.5, 
.-.7541, 7612. .7692, 10515 107 18 , 
10957. .11019, 11096. .11164, 
1164 9. .11807, 11954. .1204 6, 
12118. .12222, 12576. .12731, 
12822. .12890, 12837 .. 12911, 
13191. .13307, 13618. .13821, • 
13862. .13975, 138 63 .. 13958 , 
16418. .16543, 16422. .16544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22394 
46622 
22833 

OJ990715_02.9922.C6.ol.ts 
4493 



OJ990715. 02. 9922. C6 



none 
4493, 
4954, 
6447. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4594, 4509. .4586, 4619. .4681, 4626. .4688, 4809. .4877, 
5013, 4964. .5002, 5091. .5189, 5430. .5519, 5636. .5734, 
6563, 7021. .7092, 7253. .7378, 7482. .7538, 7612. .7692, 



22937 

TBLASTX: Soybean 

10700 

64 



10530. .10700, 10534 . .10668 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



22394 
46622 
22833 

OJ990715_02.9922.C6.o6.tm 
4957 
none 



Seq. ID OJ990715_02.9922.C6 
Strand 

22937 

TBLASTX: Maize 
10673 
38 



End 

Method 
End 
Score 

4957. .5013, 4964. .5014, 5091. .5252, 5091. .5234, 5421. .5519, 
5421. .5519, 5636. .5725, 6442, .6564, 6450. .6563, 7021. .7092, 
7253. .7378, 7482, ,7547, 7612,;7686, 8107. .8175, 10510 10668 , 
10513. .10671, 10515. .10673" 



Seq. No. 22394 
Gene No. 46622 
Start 22833 

Name OJ990715_02 . 9922 . C6 . o2 . tm 

Start 11672 
GI none 

Exons 11672. .11779, 11673 11780, 

11757. .11807, 11768. .11806, 
11955. ,12044, 12118. .12222, 
12576, .12731, 12577 12732, 
12614. ,12772, 12821 .. 12856, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11674 

11952 

12119 

12600 

12822 



OJ990715 02. 9922. C6 



22937 

TBLASTX: Maize 
12863 
177 

11784, 11674. .11787, 
12032, 11954. .12055, 
12220, 12121. ,12222, 
12731, 12613. .12732, 
12863, 12823. .12855 



Seq. No. 
Gene No. 
Start 
Name 



22394 
46622 
22833 
OJ990715 



02.9922.C6.o3.ts 



Seq. ID 

Strand 

End 

Method 



OJ990715_02.9922.C6 
22937 

TBLASTX : Soybean 



22646 




start 


12654 




End 


13069 






GI 


none 




Score 


90 






Exons 


12654. .12731, 12654. 


.12731, 


12655. .12738, 12664. 


.12735, 






12822. .12887, 12983. 


.13069 










Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02.9922 


.C6 


Gene No. 


46622 




Strand 








Start 


22833 




End 


22937 






Name 


OJ990715 02. 9922. C6. 


ol.tm 


Method 


TBLASTX: Maize 




o uar L 






End 


16532 . 






GI 


none 




Score 


79 






Exons 


13253. .13306, 13254. 


.13307, 


13615. .13833, 13616. 


.13783, 






13618. .13821, 13862. 


.13975, 


13863. .13973, 16171. 


.16257, 






16173. .16262, 16174. 


.16257, 


16394. .16522, 16410. 


.16532, 






16410. .16469, 16418. 


.16531 










Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02. 9922 


.C6 








Strand 








start 


22833 




End 


22937 






Name 


OJ990715 02. 9922. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


16176 




End 


16552 






GI 


none 




Score 


104 






Exons 


16176. .16262, 16418. 


.16552, 


16422. .16544 






Seq. No. 


22394 




Seq. ID 


OJ990715_ 


02.9922 


.C6 


Gene . No. 


46622 




Strand 










^ ^ o o o 




End 


22937 






Name 


OJ990715 02. 9922. C6. 


o6.np 


Method 


AAT/NAP 






start 


22833 




End 


22937 






GI 


5777617 




Score 


98 






Exons 


22833. .22937 












GI Descrip. 


(AJ245900) CAA30375. 


1 protein [Oryza sativa] 






Seq. No. 


22395 




Seq. ID 


OJ990715_ 


02.9922 


.C7 


oene lno . 


4 0 0^0 




Strand 


+ 






Start 


14034 




End 


15626 






Name 


OJ990715 02. 9922. C7. 


o3.gs 


Method 


GENSCAN 






Start 


14034 




End 


15626 






GI 


none 




Score 


.99 






Exons 


14034. .15626 












Seq. No. 


22395 




Seq. ID 


OJ990715_ 


02. 9922 


.C7 


Gene No. 


46623 




Strand 


+ 








i *± U ^ *i 




End 


15626 






Name 


OJ990715 02. 9922. C7. 


o3 . np 


Method 


AAT/NAP 






Start 


14034 




End 


15620 






GI 


5042430 




Scor.e 


1060 






Exons 


14034. .15620 












GI Descrip. 


(AC006193) Putative 


cytochrome P450 [Arabidopsis 


thaliana] 


Seq. No. 


22395 




Seq. ID 


OJ990715_ 


02.9922 


,C7 


Gene No. 


46624 




Strand 


+ 






Start 


16871 




End 


■17133 






Name 


OJ990715 02. 9922.07. 


o4 .gs 


Method 


GENSCAN 






Start 


16871 




End 


17133 






GI 


none 




Score 


.92 






Exons 


16871. .16923, 16983. 


.17133 











22647 





£. £. J U 


Seq. ID 


OJ9907 15 


02 . 9922 


. C7 


Gene No. 


46625 


Strand 


+ 






Start 


21716 


End 


22220 






Name 


OJ990715 02.9922.C7.o4.gp 


Method 


AAT/GAP 






Start 


21716 


End 


22220 






GI 


none 


Score 


758 






Exons 


21716. .22220 










Seq. No. 


22395 


Seq.. ID 


OJ990715 


_02. 9922 


.C7 




46626 


Strand 








Start 


2825 . 


End 


11649 






Name 


OJ990715 02.9922.C7.o2.np 


Method 


AAT/NAP 






Start 


2825 


End 


9774 






GI 


4680203 


Score 


2040 






Exons 


2825.. 2854, 6161.. 7847, 8312. 


.8364, 9556. .9774 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


22395 


Seq. ID 


OJ990715 


_02.9922 


.C7 




46626 


Strand 








Start 


2825 


End 


11649 






Name 


OJ990715 02.9922.C7.ol.np 


Method 


AAT/NAP 






Start . 


2897 


End* ' 


3325 






GI 


6539570 


Score 


253 






Exons 


2897.. 2963, 3123.. 3325 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22395 


Seq. ID 


OJ990715 


_02.9922 


.C7 


Gene No." 


46626' 


Strand 










2825 


End 


11649 






Name 


OJ990715 02.9922.C7.o2.gs 


Method 


GENSCAN 






Start 


5023 


End 


11649 






GI 


none 


Score 


.42 






Exons 


5023.. 5208, 5288.. 5386, 5481. 


.5553, 5638.. 5714, 


5845. .7376, 




7388.. 7847, 9395.. 9504, 9552. 


.9732, 10245. .10328, 11062 


. .11150, 




11171. .11243, 11305. .11649 










Seq.. No. 


22395 


Seq. ID 


OJ990715 


_02.9922 


.C7 


Gene No. 


46626 


Strand 








Start 


2825 


End 


11649 






Name 


OJ990715 02.9922.C7.ol.gp 


Method 


AAT/GAP 






Start 


6013 


End 


7843 






GI 


342 1.R1084 


Score 


3008 






Exons 


6013. .7843 










GI Descrip. 


M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] * 











Seq. No. 22395 Seq. ID OJ9907 15_02 . 9922 . C7 

Gene No. 4 6626 Strand 

Start 2825 End 11649 

Name OJ990715_02 . 9922 . C7 . o3 . gp Method , AAT/GAP 

Start 7708 End 8296 

GI 2310235 Score 287 

Exons 7708.. 7847, 8259.. 8296 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



22648 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22395 
46627 
19742 

OJ990715_02, 

5989 

none 

5989. .6243, 

22395 
46627 
19742 

OJ990715_02. 

6352 

none 

6352. .6594 



9922.C7.o3.tw 



6061.. 6231, 6065. 



9922.C7.o3.ts 



Seq. ID OJ990715_02.9922.C7 
Strand 

End 22222 

Method TBLASTX : Wheat 

End 6363 

Score 148 

.6244, 6218.. 6361, 6241.. 6363 

Seq. ID OJ990715_02.9922.C7 
Strand 

End 22222 

Method TBLASTX : Soybean 

End 6594 

Score 218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



22395 
46627 
19742 

OJ990715_02, 

6424 

none 

6424 . .6618, 



9922.C7.o2.tm 



6628.-6882, 6628. 



Seq. ID OJ990715_02.9922.C7 
Strand 

End 22222 

Method TBLASTX: Maize 

End 6882 

Score 96 
.6870 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



22395 
46627 
19742 

OJ990715_02. 

6458 

none 

6458. .6664, 
6769. .6873, 



9922.C7.ol.tw 



6460.. 6666, 6460. 
6773. .6862, 6874. 



Seq. ID OJ990715_02.9922.C7 
Strand 

End 22222 
Method TBLASTX : Wheat 
End 6927 
Score 171 

.6687, 6667.. 6765, 6668.. 6760, 
.6927, 6875. .6919 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



22395 
46627 
19742 

OJ990715_02. 

6715 

none 

6715. .7056, 



9922.C7.o2.tc 



6734. .6871, 6911. 



Seq. ID OJ990715_02.9922.C7 
Strand 

End 22222 

Method TBLASTX : Cress 

End 7063 

Score 85 
.7063 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22395 
46627 
19742 

OJ990715_02, 

6796 

none 

6796. .7092, 

22395 
4 6627 
19742 

OJ990715_02. 

7141 

none 

7141. .7329, 
7389. .7496, 



9922.C7.o2.ts 



Seq. ID OJ990715_02.9922.C7 
Strand 

End 22222 

Method TBLASTX : Soybean 

End 7225 

Score 126 
6814. .7038, 7087. .7149, 7142. .7225, 7150. .7224 

Seq. ID OJ990715_02.9922.C7 
Strand 

End 22222 • 

9922.C7.o4.tw Method TBLASTX : Wheat 

End 22222 

Score 99 

7154. .7315, 7156. .7392, 7157. .7405, 7317. .7406, 
22145. .22222 



22649 



Seq. No. 


22395 








Seq. ID 


OJ990715 


_02.9922. 


07 


Gene No. 


46627 








Strand 








o Lair C 


19742 








End 


22222 






Name 


OJ990715 02. 9922. C7. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


14133 








End 


15611 






GI 


none 








Score 


151 






Exo.ns 


14133. 


.14360, 


14358. 


.14552, 


14547. .14687, 14706 


. .14852, 






14949. 


.15113, 


14999. 


.15100, 


15114. .15374, 15131 


. .15361, 






15375. 


.15521, 


15413. 


.15610, 


15555. .15611 






C i::^ ^ Klr\ 
OeCJ . INO . 


22395 








Seq. ID 


OJ990715 


no Q QO o 


U / 


Gene No. 


46627 








Strand 








Start 


19742 








End 


22222 






Name 


OJ990715 02. 9922. C7. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


14136 








End 


14405 






GI 


none 








Score 


249 






Exons 


14136. 


.14405, 


14168. 


.14404 










Seq. No. 


22395 








Seq. ID 


OJ990715 


_02.9922. 


07 


uene wo. 


46627 








Strand 








Start 


19742 








End 


22222 






Name 


OJ990715 02.9922,>C7. 


.o5 . tw 


Method 


TBLASTX: 


Wheat 




Start 


14139 








End 


14537 • 






GI 


none 








Score 


83 






Exons 


14139. 


.14273, 


14280. 


.14384, 


14289. .14345, 14403 


. .14537, 






14417. 


.14461 














Seq. No. 


22395 








Seq. ID 


OJ990715 


_02.9922. 


07 


Gene No. 


46627 








Strand 








Start 


19742 - 








End 


22222 






Name 


OJ990715 02. 9922.07. 


Ol . lC 


Method 


TBLASTX: 


Oress 




Start 


14145 








End 


15611 






GI 


none 








Score 


125 






Exons 


14145. 


.14339, 


14388. 


.14555, 


14571. .14699, 14679 


. .14825, 






14907. 


.14939, 


14958. 


.15143, 


14976. .15083, 14999 


. .15148, 






15108. 


.15362, 


15137. 


.15361, 


15369. .15545, 15407 


. .15514, 






15552. 


.15611 














Seq. No. 


22395 








Seq." ID 


OJ990715 


_02. 9922. 


07 


Gene No. 


46627 








Strand 








Start 


19742 








End 


22222 






Name 


OJ990715 02. 9922.07. 


ol . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


14406 








End 


15613 






GI 


none 








Score 


120 






Exons 


14406. 


.14549, 


14420. 


.14464, 


14523. .14690, 14555 


. .14626, 






14691. 


.14801, 


14720. 


.14788, 


14901. .14987, 14943 


. .15101, 






14958. 


.15089, 


15002. 


, 15106, 


15002. . 15103, 15134 


. .15613, 






15135. 


.15611 














Seq. No. 


22395 








Seq. ID 


OJ990715 


_02.9922. 


07 


Gene No. 


46627 








Strand 








Start 


19742 








End 


22222 






Name 


OJ990715 02.9922.07. 


o2 .tw 


Method 


TBLASTX:! 


Wheat 




Start . 


15254 








End 


15608 






GI 


none 








Score 


357 






Exons 


15254. 


.15514, 


15255. 


.15542, 


15552. .15608, 15552 


. .15602 





22650 



Seq. No. 22395 Seq. ID 

Gene No. 4 6627 Strand 

Start 19742 End 

Name OJ990715_02 . 9922 . C7 . o5 . gs Method 

Start 19742 End 

GI none Score 

Exons 19742.. 19961 



OJ990715_02.9922.C7 

22222 
GENSCAN 
19961 
.51 



Seq. No. 


.22396 


Seq. ID 


OJ990625_07. 9922. CI 


Gene No. 


46628 


Strand 


+ 


Start 


1 


End 


13405 


Naiue 


OJ990625 07.9922.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


9987 


GI 


6466937 


Score 


2056 


Exons 


1..57, 3178. .6049, 8923. .9987 






GI Descrip. 


(AC011621) putative retroelement pol ] 


polyprotein [Arabidopi 




thaliana] 






Seq. No. 


22396 


Seq. ID 


OJ990625_07.9922.C1 


Gene No. 


46628 


Strand 


+ 


Start 


1 


End 


13405 


Name 


OJ990625 07.9922.Cl.o2.gs 


Method 


GENSCAN 


Start 


3118 


End 


13315 


GI 


none 


Score 


.46 


Exons 


3118.. 3884, 4083. .4240, 4288. 


.4658, 4974. .5289, 6960. .7201 




8096. .8195, 9580. .9754, 11831 


. .11838, 


12109. .12312, 13107. 


Seq. No. 


22396 


Seq. ID 


OJ990625_07.9922.C1 


Gene No. 


46628 


Strand 


+ 


Start 


1 


End 


13405 


Name 


OJ990625 07.9922.Cl.o2.np 


Method 


AAT/NAP 


Start 


11895 


End 


13405 


GI 


3063699 


Score 


127 


Exons 


11895. .12209, 13158.. 13405 






GI Descrip. 


(AL022537) putative protein [Arabidopsis thaliana] 


Seq. No. 


22396 


Seq. ID 


OJ990625_07.9922.C.l 


Gene No. 


46629 


Strand 




Start 


566 


End 


2164 


Name 


OJ990625 07.9922.Cl.ol.gs 


Method 


GENSCAN 


Start 


566 


End 


2164 


GI 


none 


Score 


.63 


Exons 


566. .669, 714. .805, 898. .1140 


, 1426.. 


1475, 1883. .2047, 



2102. .2164 



Seq, No. 22396 Seq. ID OJ990625_07 . 9922 . CI 

Gene No. 4 6630 Strand 

Start 2373 End 2940 

Name OJ990625_07 . 9922 . CI . ol . gp Methpd AAT/GAP 

Start 2373 End 2940 

GI 4879016 Score 835 

Exons 2373.. 2940 

GI Descrip. 604 1757/gb | AC0ia806 . 1 | AC011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence,- 
complete sequence 



22651 




Seq. No. 


22396 








Seq. ID 


OJ990625_07,9922 


.CI 


Gene No . 


46631 








Strand 






Start 


3433 








End 


4068 




Name 


OJ990625 07 


.9922 


Cl.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


3433 








End 


4068 




GI 


none 








Score 


109 




Exons 


3433. .3555, 


3592 


.3891, 


3973. 


.4068 






Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922 


.CI 


Gene No . 


46632 








Strand 






Start 


4272 








End 


4808 




Name 


OJ990625 07 


.9922 


C1.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


4272 








End 


4754 




GI 


none 








Score 


333 




Exons 


4272. .4754, 


4389 


.4712, 


4553. 


.4720 






Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922 


.CI 




46632 








Strand 






Start 


4272 








End 


4808 




Name 


OJ990625 07 


.9922 


C1.02. 


tm 


Method 


TBLASTX: Maize 




Start 


4332 








End 


4808 




GI 


none 








Score 


454 




Exons 


4332. .4808, 


4335 


.4592 










Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922 


.CI 




46633 








Strand 

<J ^ a. 1 X Vh<X 






Start 


4731 








End 


5354 




Name 


OJ990625 07 


.9922 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4731 








End 


5090 




GI 


none 








Score 


273 




Exons 


4731. .5090, 


4835 


.5089 










Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922 


.CI 


Gene No - 


46633 








Strand 






Start 


4731 








End 


5354 




Name 


OJ990625 07 


.9922 


Cl.b4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4806 








End 


5204 




GI 


none 








Score 


235 




Exons 


4806. .5204, 


4835 


.5203 










Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922 


.CI 


Gene No 


46633 








Strand 






start 


4731 








End 


5354 




Name 


OJ990625 07 


.9922 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4830 








End 


5354 




GI 


none 








Score 


562 




Exons 


4830. .5210, 


4833 


.5354, 


4835. 


.5044 






Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922 


.CI 




4 6634 








Strand 






start 


5357 








End 


9299 




Name 


OJ990625 07 


. 9922 


CI .o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


5357 








End 


5794 




GI 


none 








Score 


120 




Exons 


5357. .5386, 


5419 


.5529, 


5420. 


.5557, 5549.. 5794, 5677.. 5793 


Seq. No. 


22396 








Seq. ID 


OJ990625_07. 9922 


.CI 



22652 






fi O D J*4 












Start 


5357 








End 


9299 


Name 


OJ990625 07 


.9922 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5552 








End 


5947 


GI 


none 








Score 


391 


Exons 


5552;. 5947, 


5686 


. .5946 








Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922.C1 




*i O U J *4 












Start 


5357 








End 


9299 


Name 


OJ990625 07 


.9922 


.C1.07. 


tm 


Method 


TBLASTX: Maize 


Start 


5795 








End 


5971 


GI 


none 








Score 


190 


Exons 


5795. .5971, 


5800 


. .5967 








Seq. No. 


22396 








Seq. ID 


OJ990625_07. 9922.01 




ft D U J 4 








O L- J. CLl lv>l 




Start 


5357 








End 


9299 


Name 


OJ99Q625 07 


.9922 


.01. o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5833 








End 


9027 


GI 


none 








Score ■ 


189 


Exons 


5833. .6042, 


5834 


. .6046, 


8923. 


.9027 




Seq. No. 


22396 








' Seq. ID 


OJ990625_07. 9922.01 


Gene .No. 


46634 








Strand 




o uar t. 


D OD f 








End 


9299 


Name 


OJ990625 07 


.9922 


.C1.04. 


tm 


Method 


TBLASTX: Maize 


Start 


5972 








End 


9251 


GI 


none 








Score 


93 


Exons 


5972. .6049, 


5974 


. .6039, 


8920. 


.9027, 8921.. 9025, 8946.. 9068, 




9023. .9250, 


.9033 


. .9251 








Seq. No. 


22396 








Seq. ID 


OJ990625_07. 9922.01 




ri O U J *± 








Strand 




start 


5357 








End 


9299 


Name 


OJ990625 07 


.9922 


.C1.05. 


tw . 


Method 


TBLASTX: Wheat 


start 


8923 








End 


9299 


GI 


none 








Score 


64 


Exons 


8923. .9027, 


9039 


. .9299 








Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922.Ol 


Gene No. 


46635 








Strand 














End 


10004 


Name 


OJ990625 07 


.9922 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9252 








End 


10004 


GI - 


none 








Score 


90 


Exons 


9252. .9308, 


9263 


. .9307, 


9349. 


.9633, 9369.. 9431, 9468.. 9605, 




9695. .9763, 


9772 


. ,9888, 


9796. 


.9879, 9942. .10004, 9949. .9999 


Seq. No. 


22396 








Seq. ID 


OJ990625_07.9922.Ol 


Gene No.-.: 


46635 








Strand 




Start 


9252 








End 


10004 


Name 


OJ990625 07 


.9922 


.01. o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


9349 








End 


9642 


GI 


none 








Score 


280 


Exons 


9349. .9642, 


9357 


. .9608 









22653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



22397 Seq. ID 

46636 Strand 
11377 End 
OJ990625_07 . 9922 . C2 . o2 . gp Method 
11377 End 
LIB3477-003-P1-K1-E9 Score 
11377. .11491 

•2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (031771) Ory s 1 [Oryza 
sativa] ' . 



OJ990625_07.9922.C2 
+ 

11491 
AAT/GAP 
11491 
120 



22397 Seq. ID 

46637 Strand 

13532 End 

OJ990625_07 . 9922 . C2 . o3 . np Method 

13532 End 

5922634 Score 
13532. .13631, 13752.. 13802 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 I dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 



OJ990625_07.9922.C2 
+ 

13802 
AAT/NAP 
13802 
128 



22397 Seq. ID 

46638 Strand 

15 ■ End 

OJ990625_07 . 9922 . C2 . ol . gs Method 

15 End 

none Score 
15. .283 



OJ990625 07.i.9922.C2 
283 

GENSCAN 

283 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22397 Seq. ID 

46639 Strand 

5690 End 

OJ990625_07 . 9922 . C2 . o2 . np Method 

5690 End 

6705984 Score 



OJ990625_07. 9922.C2 

13802 
AAT/NAP 
12323 
248 



5690.. 5739, 9406.. 9909, 12261.. 12323 
(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625 07. 9922. C2 



22397 
46639 
5690 

OJ990625_07 . 9922 . C2 . ol . np 
5959 
6063554 

5959. .6133, 7274. .7510, 7632. .7834, 13774. .13802 
(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13802 
AAT/NAP 
13802 
155 



22397 Seq. ID 

46639 Strand 

5690 End 

OJ990625_07 . 9922 . C2 . ol . gp Method 

6119 End 

2428185 Score 

6119.. 6550 . 



OJ990625_07. 9922.C2 

13802 
AAT/GAP 
6550 
713 



22654 




GI Descrip. 5852170/emb | AL117265 . 1 1 OST17804 l.Oe-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAG clone :t 17 8 04 



Seq. No. 


22397 




Seq. ID 


OJ990625_07.9922 


.C2 


Gene No. 


46639 




Strand 






Start 


5690 




End 


13802 




Name 


OJ990625 07 


.9922.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8429 




End 


9776 




GI 


none 




Score 


57 




Exons 




8466.. 8516, 9522.. 9776, 9598.-9762 




Seq. No. 


22397 




Seq. ID 


OJ99n625 07 9922 


.C2 


Gene No. 


46639 




^f- 7*^5 nH 






Start 


5690 




End 


13802 




Name 


OJ990625 07 










Start 


9474 






9740 




GI 


none 




Q y- 






HiXons 




9577. .9723 








Seq. No. 


22397 




Seq. ID 


OJ990625_07.9922 


.C2 


Gene No. 


46639 




Strand 






Start 


5690 




End 


13802 




Name 


OJ990625 07 


.9922.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9516 




End 


9740 




GI 


none 




Score 


75 




Exons 


9516. .9740, 


9577. .9723 








Seq. No. 


22397 




Seq. ID 


OJ990625_07.9922 


.C2 


Gene No. 


46639 




Strand 






Start 


5690 




End 


13802 




Name 


OJ990625 07 


.9922.C2.o3.gs 


Method 


GENSCAN 




Start 


12096 




End 


13716 




GI 


none 




Score 


.81 




Exons 


12096. .12599, 12964 .. 13110, 


13609. .13716 




Seq. No.' • 


22398 




Seq. ID 


OJ990625_07.9922 


.C3 


Gene No. 


46640 




Strand 






Start 


228 




End 


1500 




Name 


OJ990625 07 


.9922.C3.ol.gs 


Method. 


GENSCAN 




Start 


228 




End 


1500 




GI 


none 




Score 


.5 




Exons 


228. .614, 1091. .1303, 1411. 


.1500 






Seq. No. 


22398 




Seq. ID 


OJ990625_07.9922 


.C3 


Gene No. 


46640 




Strand 






Start 


228 




End 


1500 




Name 


OJ990625 07 


.9922.C3.ol.np 


Method 


AAT/NAP 




Start 


729 




End 


1215 




GI 


4680183 




Score 


253 




Exons 


729. .1215 










GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp.. indica] 




Seq. No. 


22398 




Seq. ID 


OJ990625_07,9922 


.C3 


Gene No. 


46640 




Strand 






Start 


228 




End 


1500 




Name 


OJ990625 07 


.9922.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


890 




End 


1231 





22655 



GI none 

Exons 890.. 1231, 909.. 1181 

Seq. No. 22398 

Gene No. 4 6640 

Start 228 

Name OJ990625_07 . 9922 . C3 . ol . tm 

Start 977 

GI none 

Exons 977.. 1246, 978.. 1115 

Seq. No. 22399 

Gene No. 4 6641 

Start 1 

Name OJ990625_07 . 9922 .C5.ol.np 

Start 1 

GI 4680179 

Exons 1..2943 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 22399 

Gene No. 4 6641 

Start 1 

Name . OJ990625_07 . 9922 . C5 . ol . gs 

Start 76 

GI none 

Exons 76.. 751, 845.. 2946 

Seq. No. 22399 

Gene No. 4 6641 

Start 1 

Name OJ990625_07 . 9922 . C5 . o4 . tw 

Start 106 

GI none 

Exons 106.. 588, 210.. 545, 217.. 579 

Seq. No. 22399 

Gene No. 4 6641 

Start 1 

Name OJ990625_07 . 9922 . C5 . o5 . tm 

Start 118 

GI none 

Exons 118.. 405, 216.. 407 

Seq. No. 22399 

Gene No. 4 6641 

Start 1 

Name OJ990625_07 . 9922 . C5 . o4 . ts 

Start 142 

GI none 

Exons 142.. 456, 258.. 455 

Seq. No. 22399 

Gene No. 4 6641 

Start 1 

Name OJ990625_07 . 9922 . C5 . o3 . tm 

Start 475 



Score 74 



Seq. ID OJ990625_07.9922.C3 
Strand 

End 1500 

Method TBLASTX: Maize 

End 1246 

Score 60 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method AAT/NAP 

End 2943 

Score 5037 

sativa subsp. indica] 

Seq. ID OJ990625_07:9922.C5 

Strand + 

End 294 6 

Method GENSCAN 

End 294 6 

Score .87 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 294 6 

Method TBLASTX : Wheat 

End 588 

Score 550 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX: Maize 

End 407 

Score 322 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX: Soybean 

End 456 

Score 183 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX -Maize 

End 975 



22656 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



161 



475. .654, 640. .975, 726. .857, 882. .932 



22399 
46641 
1 

OJ990625_07 . 9922 . 05 . ol . ts 

529 

none 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX : Soybean 

End 924 

Score 57 



529. .561, 529. .573, 565. .924, 565. .708, 669. .923 



22399 
46641 
1 

OJ990625_07.9922.C5.o5.tw 
637 
none 

637. .939, 638. .739, 669. .938 

22399 
46641 
1 

OJ990625_07 . 9922 . C5 . o2 . tw 
940 
none 

940. .1455, 948. .1283, 1018. .1365 



Seq. ID OJ990625_07.9922.C5 
Strand 
End 

Method 
End 
Score 



+ 

2946 

TBLASTX: Wheat 

939 

396 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX : Wheat 

End 1455 

Score 624 



22399 
46641 
1 

OJ990625_07.9922.C5.o3.ts 

946 

none 

946. .1191 



Seq. ID- OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX : Soybean 

End 1191 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22399 
46641 
1 

OJ990625_07.9922.C5.o2.tm 

1012 

none 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX : Mai ze 

End 1377 

Score 484 



1012. .1365, 1014. .1280, 1066. .1377, 1173. .1370 



22399 
46641 
1 

OJ990625_07. 9922.C5.o3.tw 

1456 

none 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX : Wheat 

End 1932 

Score 552 



1456.. 1932, I486.. 1899, 1677.. 1931 



22399 
46641 
1 

OJ990625_07.9922.C5.o2.ts 

1720 

none 



Seq. ID OJ990625_07. 9922.05 

Strand + 

End 2946 

Method * TBLASTX: Soybean 

End 1980 

Score 285 



22657 



Exons 



1720.. 1980, 1725.. 1979 



Seq. No. 22399 Seq. ID 

Gene No. 4 6641 Strand 

Start 1 End 

Name OJ990625_07 . 9922 . C5 . o4 . tm Method 

Start- 1779 End 

GI none Score 

Exons 1779.. 2066, 1780. .2070 



OJ990625_07.9922.C5 
+ 

2946 

TBLASTX: Maize 

2070 

379 



Seq. No. 22399 Seq. ID 

Gene No. 4 6641 Strand 

Start 1 End 

Name OJ990625_07 . 9922 .C5.ol.tw Method 

Start 1939 End 

GI none Score 

Exons 1939.. 2565, 1941.. 2564 



OJ990625_07.9922.C5 
+ 

2946 

TBLASTX: Wheat 

2565 

731 



Seq. No. 22399 

Gene No. 4 6641 

Start 1 

Name OJ990625_07 . 9922 .C5.ol.tm 

Start 2122 

GI none 

Exons 2122.. 2280, 2127.. 2273, 2278, 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 2946 

Method TBLASTX: Maize 

End 2718 

Score 221 
.2718, 2280.. 2693 



i:n Seq. No. 22399 

r\l Gene No. 46641 

start 1 

Name OJ990625_07 . 9922 . C5 . o6 . tw 

4- start 2565 

-:J GI none 

rif Exons 2565.. 2636, 2566.. 2898, 2593. 



Seq. ID OJ990625_07.9922.C5 

Strand + 

End 294 6 

Method TBLASTX : Wheat 

End 2933 

Score 356 

.2673, 2658.. 2774, 2880.. 2933 



Seq. No. 22399 Seq. ID 

Gene No. 4 6641 Strand 

Start 1 End 

Name OJ990625_07 . 9922 . C5 . o6 . tm Method 

Start - 2722 End 

GI none Score 

Exons 2722. .2919 



OJ990625_07.9922.C5 
+ 

2946 

TBLASTX: Maize 

2919 

197 



Seq. No. 22400 Seq. ID 

Gene No. 46642 Strand 

Start 198 End 

Name OJ990625_07 . 9922 . C6 . ol . gs Method 

Start 198 End 

GI none Score 

Exons 198.. 262, 446.. 626 



OJ990625_07.9922.C6 
+ 

626 

GENSCAN 

626 

.81 



Seq. No. 22400 

Gene No. 46643 

Start 2854 

Name OJ990625_07 . 9922 . C6 . o3 . gs 

Start 2854 

GI none 

Exons 2854. .3081, 4548. .4760, 5687. 



OJ990625_07.9922.C6 
+ 

17128 
GENSCAN 
6707 
.43 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5719, 5992.. 6070, 6106.. 6292, 



22658 



6632. .6707 



Seq. No. 22400 
Gene No. 46643 
Start 2854 

Name OJ990625_07 . 9922 . C6 . ol . np 

Start 6083 
GI 6056374 

Exons 6083.. 6292, 6372.. 6443, 6632 

8716.. 8792, 8869.. 8935, 943.4 
10088. .10153, 10250. .10315, 
10715. .11094, 11179. .11359, 
11915. ,12125, 12301. .12532, 
14088. .14239 

GI Descrip. (AC009894) Similar to serine 
thaliana] 



Seq. ID OJ990625_07.9922.C6 

Strand + 

End 17128 

Method AAT/NAP 

End 14239 

Score 1811 
..6706, 6750. .6851, 8534. .8605, 
..9540, 9596.. 9739, 9926.-9997, 
10387. .10431, 10570. .10631, 
11433. .11588, 11673. .11791, 
12614. .12764, 12852 .. 13076, 

/threonine kinases [Arabidopsis 



Seq. No. 22400 

Gene No. 46643 

Start 2854 

Name OJ990625_07 . 9922 . C6 . o4 . gs 

Start 7655 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7655. .7749, 8534. .8605, 8864. .8935, 9049. .9101, 10715 11094 , 
11179. .11305, 11433. .11591, 11673 .. 11791, 11915 .. 12125, 
12352. .12532, 12614 .. 12764 , 12852 .. 13095 , 14408 .. 14487, 
14559. .14665, 14799 .. 14851, 15005 .. 15076, 15449 15576, 
16142. .17128 



OJ990625_07.9922.C6 
+ 

17128 
GENSCAN 
17128 
.49 . 



Seq. No. 22400 Seq. ID 

Gene No. 46644 Strand 

Start 1709 End 

Name OJ990625_07 . 9922 . C6 . o2 . gs Method 

Start 1709 End 

GI none Score 

Exons 1709.. 2116 



OJ990625_07.9922.C6 

2116 
GENSCAN 
2116 
.43 



Seq. No. 22400 

Gene No. 4 6645 

Start 10777 

Name OJ990625_07 . 9922 . C6 . o2 . ts 

Start 10777 

GI none 

Exons 10777. .11094, 10950 11093, 
11179. .11271, 11251. .11313, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10992. .11099, 11157 
11320. .11358, 11432 



OJ990625_07.9922.C6 
13098 

TBLASTX: Soybean 

11539 

201 

11225, 
11539 



Seq. No. 22400 

Gene No. 46645 

Start 10777 

Name OJ990625_07 . 9922 . C6 . o2 . tm 

Start 10824 

GI none 

Exons 10824: .11084, 10825 .. 11094 , 
11175. .11303, 11179.. 11313 



Seq. ID 

Strand. 
End 

Method 

End 

Score 



OJ990625_07.9922.C6 
13098 

TBLASTX: Maize 

11313 

282 



10827. .11096, 10948. .11094, 



Seq. No. 
Gene No. 



22400 
46645 



Seq. ID 
Strand 



OJ990625 07. 9922. C6 



22659 




OA- - — J. 

O Lax L 


1 0777 




End 


13098 




Name 


OJ990625 07. 9922. C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10867 




End 


11454 




GI 


none 




Score 


216 




Exons 


10867. .11094, 10923. 


-..11087, 


11176. .11307, 11179. .11313, 






11317. .11358, 11319. 


".11360, 


11431. .11454 




Seq. No. 


22400 




Seq. ID 


OJ990625_07, 9922 


.C6 


Gene No. 


46645 




Strand 






Start 


10777 




End 


13098 




Name 


OJ990625 07. 9922. C6. 


ol . tm 


Method 


TBLASTX: Maize 






1 1 4 "^9 




End 


12761 




GI 


none 




Score 


46 




Exons 


11432. .11476, 11476. 


.11568, 


11672. .11791, 11889. . 12125, 






11906. .12127, 11907. 


.12125, 


11914. .12126, 12299. . 12532, 






12300. .12530, 12314, 


.12532, 


12324. .12554, 12614 .. 127 60, 






12615. .12761, 12630. 


.12761 








Seq. No. 


22400 




Seq. ID 


OJ990625_07.9922 


.C6 








Strand 






Start 


10777 




. End 


13098 




Name 


OJ990625 07. 9922.06. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


11702 




End 


12127 




GI 


none " 




Score 


107 




Exons 


11702. .11794, 11755. 


.11793, 


11911. .12126, 11912. .12127 




Seq. No. 


22400 




Seq. ID 


OJ990625_07.9922 


.C6 


Ucrit? INO . 


H XjOHD 




Strand 






Start 


10777 




End 


13098 




Name 


OJ990625 07. 9922. C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11717 




End 


12109 - 




GI 


none 




Score 


68 




Exons 


11717. .11803, 11906. 


.12109, 


11983. .12108 




Seq. No. 


22400 




Seq. ID 


OJ990625__07.9922 


.C6 


Gene No. 


46645 




Strand 






Start 


10777 




End 


13098 




Name 




J. ■ L, o 


Method 


TBLASTX: Soybean 




Start 


11764 




End 


13031 




GI 


none 




Score 


42 




Exons 


11764. .11790, 11765. 


.11791, 


11906. .12127, 11914. .12126, 






12284. .12529, 12318. 


.12533, 


12611. .12760, 12615. .12764,- 






12624. .12764, 12909. 


.13031 








Seq. No. 


22400 




Seq. ID 


OJ990625_07.9922 


.C6 


Gene No. 


46645 




Strand 






o uari. 


1 0777 
J. U / / / 




End 


13098 




Name 


OJ990625 07. 9922. C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12312 




End 


12764 




GI 


none 




Score 


74 




Exons 


12312. .12380, 12399. 


.12482, 


12498. ,12530, 1258 1 .. 12709, 






12614. .12709, 12615. 


.12764 








Seq. No. 


22400 




Seq, ID 


OJ990625_07.9922 


.C6 


Gene No. 


46645 




Strand 






Start 


10777 




End 


13098 




Name 


OJ990625 07. 9922. C6. 


ol.tc 


Method 


TBLASTX: Cress 





22660 




start 


12321 




End 


12764 




GI 


none 




Score 


275 




Exons 


12321. .12533, 12323. 


.12529, 


12351. .12530, 12611. .12763, 






12615. .12764 










Seq. No. 


22400 




Seq. ID 


OJ990625_07.9922 


.06 








Strand 






Start 


10777 




End 


13098 




Name 


OJ990625 07. 9922. C6. 


o4 . tc 


Method 


TBLASTX:Oress 




Start 


12837 




End 


13073 




GI 


none 




Score 


209 




Exons 


12837. .13073, 12852. 


.13070 








Seq. No. 


22400 




Seq. ID 


OJ990625_07.9922 


.06 




1 \j u ** J 




Strand 






Start 


10777 




End 


13098 




Name 


. OJ990625 07.9922.06. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12849 




End 


13052 




GI 


none 




Score 


202 




Exons 


12849. .13052, 12849. 


.13040, 


12863. .13051 




Seq. No. 


22400 




Seq. ID 


OJ990625_07.9922 


.06 




4 fifi4 S 




Strand 






start ' 


10777 




End 


1-3098 




Name 


OJ990625 07. 9922. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12861 




End 


13098 




GI 


none 




- ' Score 


259 




Exons 


12861. .13076, 12863. 


.13072, 


12938. .13081, 12955. .13098 




Seq. No. 


22400 




Seq. ID 


OJ990625_07.9922 


.06 


Gene No. 


46646 




Strand 






O L.O J. L. 


1618 6 




End 


16744 




Name 


OJ990625 07.9922.06. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


16186 




End 


16651 




GI 


none 




Score 


198 




Exons 


16186. .16374, 16190. 


.16447, 


16190. .16381, 16481. .16549, 






16562. .16651 










Seq. No. 


22400 




Seq. ID 


OJ990625_07.9922 


.06 




*3 U VJ *4 u 




Strand 






Start 


16186 




End 


16744 




Name 


OJ990625 07. 9922.06. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16484 




End 


16744 




GI 


none 




Score 


184 




Exons 


16484. .16681, 16489. 


.16665, 


16562. .16744, 16688. .16744 




Seq. No. 


22401 




Seq. ID 


OJ990625_07.9922 


.07 


Gene No. 


46647 




Strand 


+ 




Start 


33 




End 


3319 




Name 


OJ990625 07.9922.07. 


ol . np 


Method 


AAT/NAP 




Start 


33 




End 


3319 




GI 


5734709 




Score 


95 




Exons 


33. .321, 353. .847, 3290. .33 


19 







GI Descrip. (AO008075) Oontains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 

Seq. No. 22402 Seq. ID OJ990625_07 . 9922 . 08 



22661 






46648 




Strand 




start 


84 




End 


3030 


Name 


OJ990625 07.9922 


.C8.ol.gs 


Method 


GENSCAN 


Start 


84 




End 


2464 


GI 


none 




Score 


.53 


Exons 


84. .356, 1222. .1356, 1572. .1657, 1776. 


.1915, 2311. .2464 


Seq. No. 






Seq. ID 


OJ990625 07. 9922. C8 


Gene No. 


f± D Oft O 




Strand 


+ 


O L. Cti. U. 


O H 




End 


3030 


Name 




/^Q r\'\ nr\ 

. ^0 . o± • np 


Method 


AAT/NAP 


Start 


928 




End 


3030 


GI 


4680203 




Score 


1331 


Exons 


^ZO. .Z4Z^, 








GI Descrip. 






[Sorghum bicolor] 


Seq. No. 


9 o 4 no 

Z Z fi UZ 




Seq. ID 


OJ990625_07.9922.C8 


Gene No. 


ft D Ofl O 




Strand 


+ 


o uart. 


R A 
O ft 




End 


3030 


Name 


UJyyUDZO U / . i7yZZ 


fi /-\ 9 t- T.I 
. L/O . oz . lw 


Method 


TBLASTX: Wheat 


Start 


1240 




End 


1631 


GI 


none 




Score 


79 . 


Exons 


XZflU. .J.O / / , J.ZOO 


1 0 Q-] 1 "37 4 


.1556, 1382.. 1549, 1403.. 1615, 




1DjU..1DJ1, lOOD 


1 f^l /I 
. . 1 D X ft 






Seq. No. 


9 9 4 09 
Z Z ft uz 




Seq. ID 


OJ990625_07.9922.C8 


Gene No. 


fi D Dfi 0 




Strand 


+ 


o uar u 


0 fl 




End 


3030 


Name 


OJ990625 07.9922 


.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1893 




End 


2253 


GI 


none 




Score 


100 


Exons 




1 Q Q9 1 fi Q 


.1996, 2010.. 2096, 2011.. 2097, 




9nQ7 91 Sn 914 7 
ZU;? / . .ZJ.OU, ZJ-ft / 


994fi 914Q 
. .ZZftO, Z±fii7. 


.2253 




Seq. No. 


99409 • 




Seq. ID 


OJ990625_07.9922.C8 


osne iNO . 


4 fifi4 fi 

fi D D*l 0 




Strand 


+ 


Start 


84 




End 


3030 


Name 


OJ990625 07.9922 


.C8.ol.tm 


Method 


TBLASTX: Maize - 


Start 


1 fi 




End 


2287 


GI 


none 




Score 


89 


Exons 


1 fi Qt^ 9m A 901 1 


9197 911Q 
. .ZXZ/, ZUO. 


.2287 




Seq. No. 


n 0 j1 n "5 
Z Z ft uo 




Seq. ID 


OJ990625_07.9922.C9 


(aene ino . 






Strand 




Start 


572 




End 


646 


Name 


OJ990625 07.9922 


.C9.ol.gs 


Method 


GENSCAN 


Start 


572 




End 


646 


GI 


none 




Score 


.42 


Exons 


572. .646 








Seq. No. 


22.404 




Seq. ID 


OJ990625_07. 9922. CIO 


Gene No. 


4^650 




Strand 


+ 


Start 


143 




End 


2180 


Name 


OJ990625 07.9922 


.ClO.ol .np 


Method 


AAT/NAP 


Start 


143 




End 


2180 


GI 


6539588 




Score 


108 


Exons 


143. .431, 574. .631, 2159. .2180 





22662 



GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 


Seq, No. 


22404 






Seq. ID 


OJ990625_07. 9922. CIO 


Gene No. 


46651 






Strand 




Start 


2566 






End 


8218 


Naine 


OJ99062S 07 


.9922. 


.C10.o3.np 


Method 


AAT/NAP 


Start 


2566 






End 


6666 


GI 


4914361 






Score 


2324 


Exons 


2566. .4470, 


4504. 


..5283, 5341 


..5792, 5850. .6084, 6139. .6666 


GI Descrip. 


{AC007289) 


putative retroelement pol polyprotein [Arabidops. 




thaliana] 










Seq. No. 


22404 






Seq. ID 


OJ990625_07. 9922. CIO 


Gene No. 


46651 






Strand 




Start 


2566 






End 


8218 


Name 


OJ990625 07 


.9922. 


.C10.o2.np 


Method 


AAT/NAP 


Start 


2591 






End 


8218 


GI 


5295971 






Score 


3054 


Exons 


2591. .6860, 


8194. 


..8218 






GI Descrip. 


{AB026295) 


EST D24315(R1718) 


corresponds to a region of the 




predicted gene.; 


Similar to 


Tobacco DNA for retroviral-like 




transposon 


Tnt 1- 




[Oryza sativa] 


Seq. No. 


22404 






^ Seq. ID 


OJ990625_07. 9922. CIO 


Gene No. 


46651 






Strand 




Start 


2566 






End 


8218 


Name 


OJ990625 07 


.9922. 


.ClO.ol.tc 


Method 


TBLASTX: Cress 


Start 


2624 






End . 


3288 


GI 








Score 


108 


Exons 


2624. .2875, 


2628. 




..2989, 2993.. 3097, 2994.. 3065, 




3126. .3287, 


3145. 


. .3288 






Seq. No. 


22404 






Seq. ID 


OJ990625_07 . 9922 .CIO 




46651 






Strand 




start 


2566 






End 


8218 


Name 


OJ990625 07 


.9922. 


.C10.O2. ts 


Method 


TBLASTX : Soybean 


Start 


2627 






End 


3257 


GI 


none 






Score 


66 


Exons 


2627. .2794, 


2627. 


..3079, 2676 


..280.4, 2829.. 3074, 3129.. 3257 


Seq. No. 


22404 






Seq. ID 


OJ990625_07. 9922. CIO 




46651 ' 






Strand 




Start 


2566 






End 


8218 


Name 


OJ990625 07 


.9922. 


.C10.o5.tm 


Method 


TBLASTX: Maize 


Start 


2627 






End 


2872 


GI 


none 






Score 


72 


Exons 


2627. .2872, 


2639, 


..2797, 2745 


. .2837 




Seq. No. 


22404 






Seq. ID 


OJ990625_07. 9922. CIO 




46651 






Strand 




Start 


2566 






End 


8218 


Name 


OJ990625 07 


.9922, 


.C10.o4.tw 


Method 


TBLASTX: Wheat 


Start 


2654 






End 


3097 


GI 


none 






Score 


69 


Exons 


2654. .2833, 


2870, 


..3097, 2883 


. .2969 




Seq. No.'- 


22404 






Seq. ID 


OJ990625_07 . 9922 -CIO 



22663 




Gene No. 


46651 








Strand 




Start 


2566- 








End 


8218 


Name 


OJ990625 07. 


9922. 


C10.O2 


. tm 


Method 


TBLASTX: Maize 


Start 


2873 








End 


3330 


GI 


none 








Score 


117 


Exons 


2873. .3091, 


2874. 


.2987, 


"2875. 


.3090, 2891.. 3094, 3123.. 3320, 




3124. .3330, 


3129. 


.3320 








Seq. No. 


22404 








Seq. ID 


OJ990625_07. 9922.G10 


Cpnp Nn 


46651 








Strand 


— 


Start 


2566 








End 


8218 


Name 


OJ990625 07. 


9922. 


C10.O5 


.tw 


Method 


TBLASTX: Wheat 


Start 


3129 








End 


3455 


GI 


none 








Score 


93 


Exons 


3129. .3281, 


3309. 


.3455 








Seq. No. 


22404 








Seq. ID 


OJ990625_07. 9922. CIO 


Cpnp No 


46651 








Strand 


— 


Start 


2566 








End 


8218 


Name 


OJ99d625 07. 


9922. 


C10.O6 


.tm 


Method 


TBLASTX: Maize 


Start 


3330 








End 


3587 


GI 


none 








Score 


111 


Exons 


3330. .3587., 


3331. 


.3564, 


3423. 


.3569 




Seq. No. 


22404 








Seq. ID 


OJ990625_07. 9922. CIO 


Gene No. 


46651 








Strand 




Start 


2566 








.End 


8218 


Name 


OJ990625 07. 


9922. 


C10.O3 


.ts 


Method 


TBLASTX : Soybean 


Start 


3635 








End 


4136 


GI 


5509260 








Score 


53 


Exons 


3635. .3754, 


3657. 


.3755, 


3783. 


.4136, 3859. .4119 


GI Descrip. 


- 












Seq. No. 


22404 








Seq. ID 


OJ990625_07. 9922. CIO 


Gene No 


46651 








Strand 




Start 


2566 








End 


8218 


Name 


OJ990625 07. 


9922. 


C10.O3 


.tw 


Method 


TBLASTX: Wheat 


Start 


3654 , 








End 


4097 


GI 


none 








Score 


56 


Exons 


3654. .3752, 


3665. 


'.3754, 


3777. 


.4046, 3868.. 3969, 4026.. 4097 


Seq. No. 


22404 








Seq. ID 


OJ990625_07 . 9922. CIO 


Gene No . 


46651 








Strand 




Start 


2566 . 








End 


8218 


Name 


OJ990625 07. 


9922. 


C10.O3 


.tc 


Method 


TBLASTX: Cress 


Start 


3777 








End 


4014' 


GI 


none 








Score 


64 


Exons 


3777. .4013, 


3807. 


.3998, 


3838. 


.4014 




Seq. No. 


22404 








Seq. ID 


OJ990625_07. 9922. CIO 


Gene No. 


46651 








Strand 




Start 


2566 








End 


8218 


Name. 


OJ99b625 07. 


9922. 


C10.O3 


. tm 


Method 


TBLASTX: Maize 


Start 


3789 








End 


4110 


GI 


none 








Score 


244 


Exons 


3789. .4109, 


3790. 


.4110 









22664 




Seq. No. 


22404 














Start 


2566 






Name 


OJ990625 07. 


9922 


.ClO.ol 


Start 


4435 






GI 


none 






Exons 


4435. .4929, 


4 634 


. .4924 


Seq. No. 


22404 






Gene No . 


4 DDDl 






Start 


2566 






Name' 


OJ990625 07. 


9922 


.C10.O2 


Start 


4471 






GI 


none 






Exons 


4471. .4938 






Seq. No. 


22404 






oene ino . 








Start 


2566 






Name 


OJ990625 07. 


9922 


.ClO.ol 


Start 


4531 






GI 


none 






Exons 


4531. .4602, 


4535 


. .4591, 


Seq. No. 


22404 






Gene No . 


ft DDOl 






Start 


2566 






Name 


OJ990625 07. 


9922 


.ClO.ol 


Start 


4 603 






GI 


none 






Exons 


4603. .4692, 


4699 


. .5163, 


Seq. No. 


22404 






Liene ino . 


/I £; c 1 
H DDOl 






Start 


2566 






Name 


OJ990625 07. 


9922 


.C10.O4 


Start 


4969 






GI 


none 






Exons 


- 4969.. 5298, 


5122 


. .5202 


Seq. No. 


22404 






^jene no . 


*± DDOl 






Start 


2566 






Name 


OJ990625 07. 


9922 


.C10.o2 


Start 


5236 






GI 


none 






Exons 


5236. .5322, 


5323 


. .5688, 


Seq. No. 


22404 






Gene No. 


46651 






Start 


2566 






Name 


OJ990625 07. 


9922 


.C10.O4 


Start 


5302 






GI 


none 






Exons 


5302. .5451, 


5306 


. .5446, 



Seq. No. 22404 






Seq. ID 


OJ990625_07.9922 


.CIO 




Strand 








End 


8218 




. ts 


Method 


TBLASTX : Soybean 






•;-End 


4929 






Score 


159 






Seq. ID 


OJ990625_07.9922 


.CIO 




Strand 








End 


8218 




.tc 


Method 


TBLASTX: Cress 






End 


4938 






Score^ 


232 






Seq. ID 


OJ990625_07. 9922 


.CIO 




Strand 








End 


8218 




.tm 


Method 


TBLASTX: Maize 






End 


4956 






Score 


40 




4586, 


.4942, 4609. .4956 






Seq. ID 


OJ990625_07.9922 


.CIO 




Strand 








End 


8218 




.tw 


Method 


TBLASTX: Wheat 






End 


5163 






Score 


107 




4793. 


. .5161 








Seq. ID 


OJ990625_07. 9922 


.CIO 




Strand 








End 


8218 




.ts 


Method 


TBLASTX: Soybean 






End 


5298 






Score 


216 






Seq. ID 


OJ990625_07.9922 


.CIO 




Strand 








End 


8218 




.tw 


Method 


TBLASTX: Wheat 






End 


5688 






Score 


53 




5411. 


..5572, 5603. .5668 






Seq. ID 


OJ990625_07.9922 


.CIO 




Strand 








End 


8218 




.tm 


Method 


TBLASTX: Maize 






End 


5710 






Score 


59 




5461, 


, .5700, 54 94. .5709, 5510. .5710 




Seq. ID 


OJ990625_07.9922 


.CIO 



22665 



Gene No. 4 6651 Strand 

Start 2566 End 

Name OJ990625_07 . 9922 . CIO . o7 . tm Method 

Start 6199 End 

GI none Score 

Exons 6199.. 6522, 6212.. 6523 



8218 

TBLASTX: Maize 

6523 

102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22405 Seq. ID 

46652 ' • Strand 

129 - End 1246 
OJ990625_07.9922.C12.ol.np Method AAT/NAP 

129 End 1246 

2443320 Score 1658 
129. .1246 

(D85597) polyprotein [Oryza australiensis] 



OJ990625 07.9922.C12 



22405 Seq. ID 

46652 Strand 

129 End 
OJ990625_07 . 9922 . C12 . o2 . tw Method 

168 End 

none Score 
168. .656,,. 169. .651 



OJ990625_07.9922.C12 
1246 

TBLASTX: Wheat 

656 

326 



Seq. No. 22405 Seq. ID 

Gene No. 4 6652 Strand 

Start 129 End 

Name OJ990625_07 . 9922 . C12 . ol . tm Method 

Start 180 End 

GI none Score 

Exons 180.. 362, 393.. 692, 694.. 765 



OJ990625__07.9922.C12 
1246 

TBLASTX: Maize 

765 

48 



Seq. No. 22405 Seq. ID 

Gene No. 4 6652 Strand 

Start 129 ' " End 

Name OJ990 625_07 . 9.922 . C12 . ol . gs Method 

Start 234 End 

GI none Score 

Exons 234.. 682, 699.. 906 

Seq. No. 22405 

Gene No. 4 6652 ' Strand 

Start 129 End 

Name OJ990625_07 . 9922 . C12 . ol . ts Method 

Start 264 End 

GI none Score 

Exons 264. .368, 396. .698, 409. .525, 700.. 756 



OJ990625_07. 9922.C12 

1246 
GENSCAN 
906 
.55 . 



Seq. ID OJ990625 07.9922.C12 



1246 

TBLASTX: Soybean 

756 

58 



Seq. No. 22405 

Gene No. 4 6652 

Start 12-9 

Name OJ990625_07 . 9922 . C12 . ol . tw 

Start 727 

GI none 

Exons 727.. 1191, 728.. 1042, 856.. 

1177. .1245, 1177. .1245, 1181. .1246 



Seq. ID OJ990625 07.9922.C12 



Strand 
End 

Method 
End 
Score 
1191, 1073, 



1246 

TBLASTX: Wheat 

1246 

235 

.1207, 1116. .1232, 



22666 



Seq. No. 22406 Seq. ID 

Gene No. 4 6653 Strand 

Start 455 End 

Name OJ990625_07 . 9922 .C14 . ol . gs Method 

Start 455 End 

GI none Score 

Exons 455 . .523 



OJ990625_07.9922.C14 
523 

GENSCAN 

523 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



22407 Seq. ID OJ990625_07 . 9922 . C15 

46654 Strand + 

5810 End 8513 

OJ990625_07 . 9922 . C15 . o2 . np Method AAT/NAP 

5810 End 8513 

6069646 Score 79 

5810.. 5963, 8474.. 8513 

(AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

Seq. ID OJ990625_07.9922.C15 



22407 
46655 
1 

OJ990625_07.9922.C15.ol.np 
1 

2443320 
1. .2261 

(D85597) polyprotein [Oryza australiensis ] 



Strand 
End 

Method 

End 

Score 



4874 
AAT/NAP 
2261 
2690 



22407 
46655 
1 

OJ990625 
9 

none 



07.9922.C15.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_07.9922.C15 

4874 
GENSCAN 
4874 
.4 



9. .397, 2075. .2261, 2561. .2609, 3273. .3445, 4812. .4874 



22407 
46655 
1 

OJ990625_07 . 9922 . C15 . ol . tw 

129 

none 



Seq. ID OJ990625_07.9922.C15 
Strand 

End 4874 

Method TBLASTX : Wheat 

End 814 

Score 211 



129. .410, 169. .417, 203. .415, 408. .785, 410. .814, 411. .788 

22407 Seq. ID OJ990625_07 . 9922 , C15 

46655 Strand 

1 End 4874 

OJ990625_07. 9922.C15.ol.tm Method TBLASTX : Maize 

138 End 676 

none Score 65 

138. .281, 273. .350, 410. .676, 456. .551 



22407 
46655 
1 



Seq. ID OJ990625_07. 9922.C15 
Strand 

End 4874 



22667 




Name 


OJ990625 07.9922.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


150 




End 


580 




GI 


none 




Score 


81 




Exons 


150. .281, 273. .350/ 354 


. .404, 


410. .580, 


411. .566 




Seq. No. 


22407 




Seq. ID 


OJ990625_07.9922 


.C15 


Gene No . 


46655 




Strand 






Start 


1 




End 


4874 




Name 


OJ990625 07.9922.C15.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


590 




End 


973 




GI 


none 




Score 


97 




Exons 


590. .814, 839. .973 










Seq. No. 


22407 




Seq. ID 


OJ990625_07.9922 


.C15 


Gene No. 


46655 




Strand 






Start 


1 




End 


4874 




Name 


OJ990625 07.9922.C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


815 




End 


1294 




GI 


none 




Score 


113 




Exons 


815. .982, 834. .980, 865 


. .990, 


865. .993, 


998.. 1111, 1030 


. .ii: 




1121. .1267, 1122. .1244, 


1265. 


.1294 






Seq. No. 


22408 • 




Seq. ID 


OJ990625_07.9922 


.C16 


Gene No 


46656 




Strand 






Start 


340 




End 


438 




Name 


OJ990625 07.9922.C16.ol 


.gs 


Method 


GENSCAN 




Start 


340 




End 


438 




GI 


none 




Score 


.98 




Exons 


340. .438 










Seq. No. 


22408 




Seq. ID 


OJ990625_07.9922 


.C16 


Gene No . 


46657 




Strand 


+ 




Start 


6387 




End 


7237 




Name 


OJ990625 07.9922.C16.o3 


. gs 


Method 


GENSCAN 




Start 


6387 




End 


7237 




GI 


none 




Score 


.97 




Exons 


6387. .6454, 6560. .6741, 


6828. 


.7237' 






Seq. No. 


22408 




Seq. ID 


OJ990625_07.9922 


.C16 


Gene No. 


46658 




Strand 






Start 


3426 - 




End 


7182 




Name 


OJ990625 07.9922.C16.ol 


.np 


Method 


AAT/NAP 




Start 


3403 




End 


7182 




GI 


3451068 




Score 


641 




Exons 


3403.. 3584, 5285.. 5363, 


5494. 


,5647, 5891. .5986, 6346. .6612, 




7074. .7182 










GI Descrip. 


(AL031326) putative protein [Arabidopsis thaliana] 




Seq. No. 


22408 




Seq. ID 


OJ990625_07.9922 


.C16 


Gene No . 


46658 




Strand 






Start 


3426 




End . 


7182 




Name 


OJ990625 07.9922.C16.o2 


.gs 


Method 


GENSCAN 




Start 


3426 




End 


5612 




GI 


none 




Score 


.94 




Exons 


3426. .3584, 4237. .4283, 


4794. 


.4878, 5430.. 5612 




Seq. No. 


22408 




Seq. ID 


OJ990625_07.9922 


.C16 



22668 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46659 
8106 

OJ990625_07, 

3408 

none 

3408. .3587, 
8702. .8842 

22408 
46659 
8106 

OJ990625_07. 

3433 

none 

3433. .3588, 
8699. .8842 

22408 
46659 
8106 

OJ990625_07, 

4810 

none 

4810. .4881, 
6380. .6631, 

22408 
46659 
8106 

OJ990625_07. 

5889 

none 

5889. .6005, 

22408 
46659 
8106 

OJ990625_07. 

6380 

none 

6380. .6631, 

22408 
46659 
8106 

OJ990625_07. 

8106 

none 

8106. .8244, 

22409 • 

46660 

1 

OJ990625_07. 
1 

4581164 
1. .253 



9922.C16.ol.tm 



Strand 
End 

Method 

End 

Score 



8842 

TBLASTX: Maize 

8842 

69 • 



3426. .3569, 3448. .3588, 8668.. 8841, 8686. .8823, 



Seq. ID OJ990'625_07.9922.C16 
.Strand 

End 8842 

Method TBLASTX : Soybean 

End 8842 

Score 139 



9922.C16.o2.ts 



3435. .3587, 4790. .4834, 4825. .4881, 8692. ,8841, 



Seq. ID OJ990625_07.9922.C16 
Strand 

End 8842 

Method TBLASTX : Maize 

End 7189 

Score 124 
.5654, 5491. .5649, 5874. .5969, 
.7189 

Seq. ID OJ990625_07.9922.C16 
Strand 

End 8842 

Method TBLASTX : Cress 

End 7153 

Score 171 
.6614, 7072. .7131, 7073. .7153 

Seq. ID OJ990625_07.9922.C16 
Strand 

End 8842 

Method TBLASTX: Soybean ' 

End 7153 

Score 172 

.6651, 7072. .7131, 7073. .7153 

Seq. ID OJ990625_07.9922.C16 
Strand 

End 8842 

Method GENSCAN 

End 8838 

Score .87 



9922.C16.o2.tm 



5330. .5362, 5490. 
6384. .6614, 7073. 



9922.C16.ol.tc 
6380. .6631, 6384, 

9922.C16.ol.ts 
6384. .6614, 6604, 

9922.C16.o4.gs 
8711. .8838 

9922.C18.ol.np 



Seq. ID OJ990625_07.9922.C18 
Strand 

End 253 

Method AAT/NAP 

End 253 

Score 116 



22669 




GI Descrip. (AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


22409 




Seq. ID 


OJ990625_07.9922 


.C18 


Gene No. 


46660 




Strand 


- 




Start 


1 




End 


253 




Name 


OJ990625 07.9922 


.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


243 




GI 


none 




Score 


70 




Exons 


5 202, 7 . .243, 


8 . . 118 








Seq. No. 


22409 




Seq. ID 


OJ990625_07. 9922 


.C18 


Gene No. 


46660 




Strand 


- 




Start 


1 




End 


253 




Name 


OJ990625 07.9922 


.018 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


7 




End 


246 




GI 


. none 




Score 


103 




Exons 


7. .246, 32. .190 










Seq. No. 


22410 




Seq. ID 


OJ990625_06. 9927 


.CI 


Gene No. 


46661 




Strand 


+ 




Start 


526 - 




End 


. 816 




Name 


OJ990625 06.9927 


.Cl.ol.gs 


Method 


GENSCAN 




Start 


526 




■ End 


816 




GI 


none 




Score 


.67 




Exons 


526. .816 











Seq. No. 22411 Seq. ID 

Gene No. 46662 Strand 

Start 2900 End 

Name OJ990625_0 6 . 9927 . C2 . ol . tm Method 

Start 2900 End 

GI none Score 

Exons. 2900.. 3034, 2926.. 3033 



OJ990625_06.9927.C2 
3034 

TBLASTX: Maize 

3034 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22412 . Seq. ID 

46663 Strand 

1 End 

OJ990625_06.9927.C3.ol.gp Method 

1 End 

2310356 Score 



OJ990625_06.9927.C3 
+ 

1658 
AAT/GAP 
1658 
472 



1..24, 308. .440, 604. .692/ 1620. .1658 

3935138 9.0e-30 (AC005106) T25N20.2 [Arabidopsis thaliana] 



Seq. No. 22412 

Gene No. 46664 

Start 1614 

Name OJ990625_06. 9927 .C3.ol. 

Start 1614 ' 

GI none 

Exons 1614.. 1858, 3026.. 3112, 
5671. .5785, 6359. .7149, 

Seq. No. 22412 

Gene No. 46664 

Start 1614 

Name OJ990625 06 . 9927 . C3 . o2 . 



Seq. ID OJ990625_06. 9927-C3 
Strand + 
End 9167 
gs Method GENSCAN 
End 9167 
Score .68 
3479. .3578,. 4066. .4279, 4364. .4507, 
7881. .8003, 8372. .8472, 9000. .9167 

Seq. ID OJ990625_06. 9927.C3 

Strand + 

End 9167 

gp Method AAT/GAP 



22670 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4411 End 5564 

27473_1.R1084 Score 1586 
4411. .4507, 4831. .5564 

'3935138 9.0e-30 {AC005106) T25N20.2 [Arabidopsis thaliana] ' 



22412 
46665 
9793 

OJ990625_06 . 9927 . C3 . o3 . gp 
9793 

879 1.R1084 



Seq. -ID OJ990625_06.9927.C3 

Strand + 

End 24566 

Method AAT/GAP 

End 13380 

Score 2481 



9793. .9905, 10345 .. 104 16, 10523 .. 10632 , 10715 .. 10772 , 
11197. .11460, 11545. .11682, 12006 .. 12057, 12267 .. 1234 6, 
12671. .12730, 12826. .12906, 13041.. 13380 

M574139/gb| AAD23909. 1 |AF073697_1 l.Oe-166 (AF073697) cysteine 
synthase [Oryza sativa] * 



22412 Seq. ID 

46665 Strand 

9793 End 

OJ990625_06 . 9927 . C3 . ol . np Method 

10375 End 

4574139 Score 



OJ990625_06.9927.C3 
+ 

24566 
AAT/NAP 
13130 
1351 



10375. .10416, 10523. .10632, 10715.110772, 11197. 
11545. .11682, 12006. .12057, 12267 .. 1234 6, 12671. 
12826. .12906, 13041.. 13130 
GI Descrip. (AF073697) cysteine synthase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22412 

46665 

9793 

OJ990 

10516 

none 

10516 

12006 

12997 

14887 

16273 

17588 

18557 

19523 

20489 

21673 

22711 



Seq. ID OJ990625_ 
Strand + 



11460, 
12730, 



06, 9927, C3 



625 06.9927.C3.o3.gs 



End 

Method 

End 

Score 



24566 
GENSCAN 
24566 
,86 



.10571, 
.12057, 
.13059, 
.15032, 
.16419, 
.17714, 
.18617, 
.19621, 
.20603, 
.21879, 
.22767, 



10715, 
12267, 
13993, 
15144 , 
16542. 
17795. 
18712. 
19763, 
20871, 
21958. 
22850. 



.10772, 
.12346, 
.14178, 
.15300, 
.16794, 
.17965, 
.18889, 
.19978, 
.20936, 
.22104, 
.22930, 



11197. .11460, 11545, 

12671. .12730, 12826, 

14290. .14418, 14638, 

15796. .15945, 16051. 

17159. .17260, 17332. 

18055. .18186, 18317. 

18987. .19192, 19315. 

20075. .20214, 20301. 

21065. .21222, 21336. 

22177. .22247, 22390. 

23061. .23143, 24119. 



.11682, 
.12906, 
.14781, 
.16187, 
.17369, 
,18423, 
.19434, 
.20402, 
.21432, 
.22489, 
.24566 



Seq, No, 22412 
Gene No. 46665 
Start 9793 

Name OJ990625_06. 9927 . C3 . o2 . np 

Start 14704 
GI 4887746 

Exons 14704. .14781, 14887 .. 15032 , 

15542. .15701, 15796. .15945, 
16542. .16643, 16737 .. 167 94 , 
17588, .17714, 17795 , ,'17 965 , 
18557. .18617, 18712 .. 18889, 



Seq, ID 
Strand 
End 

Method 
End 
Score 

15144 

16051 

17159 

18055 

18987 



OJ990625_06. 9927.C3 



24566 
AAT/NAP 
23370 
4403 
.15300, 15399. 
.16187, 16273. 
.17260, 17332, 
,18186, 18317, 
.19192, 19315. 



,15457, 
,16419, 
,17369, 
,18423, 
,19434, 



22671 




19523. .19621, 19763 .. 19978, 20075 20214 , 20301 .. 20402, 
20489. .20640, 20874 .. 20936, 21065 21235, 21336 .. 214 95, 
21677. .21879, 21958 22104, 22177 22247, 22390 .. 22489, 
22578.-22634, 22711 .. 22767, 22850 .. 22930, 23061 .. 2314 3, 
23246.. 23370 

GI Descrip. (AC006533) putative unconventional myosin [Arabidopsis thaliana] 



Seq. No. 22412 Seq. ID 

Gene No. 4 6666 Strand 

Start 9755 End 

Name OJ990625_06 . 9927 . C3 . o2 . gs Method 

Start 9755 End 

GI none Score 

Exons 9755.. 10165 



OJ990625_06.9927.C3 

10165 
GENSCAN 
10165 
1 



Seq. No. 


22412 








Seq. ID 


OJ990625_06.9927.C3 


Gene No. 


46667 








Strand 




Start 


25428 








End 


26216 


Name 


OJ990625 06. 


9927 


.C3.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


302 








End 


733 


GI 


none 








Score 


191 


Exons 


302. .448, 305. .442, 379 


. .444 


, 534.. 626, 


587. .628, 639. .695, 




641. .733, 652. .696 








Seq. No. 


22412 








Seq. ID 


OJ990625_06.9927.C3 


Gene No. 


46667 








Strand 




Start 


25428 








End 


26216 


Name 


OJ99062,5 06. 


9927 


.C3.08. 


ts 


Method 


TBLASTX : Soybean 


Start 


305 








End 


4230 


GI 


none 








Score 


77 


Exons 


305. .400, 1617.. 


1859, 1617.. 


1856, 1739. 


.1858, 3026. .3115, 




3027. .3113, 


3477 


. .3575, 


3483 


..3575, 3485. .3589, 4056. .4214, 




4069. .4230 












Seq. No.. 


22412 








Seq." ID 


OJ990625_06.9927.C3 


Gene No. 


46667 








Strand 




Start 


-25428 








End 


26216 


Name 


OJ990625 06. 


9927 


.C3.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


1639 








End ■■ 


4269 


GI 


none 








Score 


342 


Exons 


1639. .1857, 


1640 


. . 1858, 


1641 


..1859, 3019. .3105, 3021. .3113, 




3021. .3110, 


3477 


. .3581, 


3478 


..3576, 3479. .3577, 4056. .4184, 




4066. .4182, 


4156 


. .4269, 


4185 


. .4241 




Seq. No. 


22412 








Seq. ID 


OJ990625_06.9927.C3 


Gene No. 


46667 








Strand 




Start 


25428 








End 


26216 


Name 


OJ990625 06. 


9927 


.C3.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


5751 








End 


6687' 


GI 


none 








Score 


72 


Exons 


5751. .5825, 


5752 


. .5823, 


6432 


..6560, 6573.. 6686, 6610.. 6687 


Seq. No. 


22412 








Seq. ID 


OJ990625_06.9927.C3 


Gene No. 


46667 








Strand 




Start 


25428 








End 


26216 


Name 


OJ990625 06. 


9927 


.C3.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


10326 








End 


11418 



22672 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



165 



10326. .10418, 10520. .10633, 10522 10632, 10712 10768, 
10713. .10772, 11196. .11417, 11196. . 11417, 11197. .11418 



22412 
46667 
25428 

OJ990625_06 . 9927 . 03 . ol . tm 

10374 

none 

10374. .10415, 10375. .10413, 

10712. .10768, 10713. .10769, 

11197. .11463, 11197. .11463, 

11652. .11699, 12000. .12059, 

12670. .12732, 12671 .. 12733, 

12880. .12909, 13040 13129, 



Seq. ID OJ990625_06.9927.C3 
Strand 

End 26216 

Method TBLASTX : Mai ze 

End 13136 

Score 37 
10520. .10633, 10522. .10632, 
11196. .11459, 11196. .11459, 
11542. .11700, 11550. .11612, 
12265. .12309, 12266 .. 12361, 
12825. .12854, 12825 .. 12908, 
13041. .13136 



Seq. No. 22412 

Gene No. 4 6667 

Start 25428 

Name OJ990625_06 . 9927 . C3 . 

Start 10520 

GI ■ none 

Exons 10520. .10633, 10522, 

10713. .10772, 11196. 

11542. .11700, 11542. 

12000. .12059, 12265. 

12673. .12732, 12810. 

13043. .13135, 13044. 



ol.ts 



.10632, 
.11459, 
.11649, 
.12309, 
.12863, 
.13133 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10526 

11196 

11543 

12266 

12819 



OJ990625 06. 9927. C3 



26216 

TBLASTX: Soybean 
13135 
166 

10633, 10712. .10768, 
11459, 11197. .11463, 
11674, 11649. .11699, 
12361, 12671. .12733, 
12905, 12880. .12906, 



Seq. No. 22412 
Gene No. 4 6667 

Start 25428 

Name OJ990625_06. 9927 .C3.o2 . tc 

Start 10520 
GI none 

Exons 10520. .10633, 10522 . .10632, 

10713. .10772, 10714. .10773, 
11196. .11456, 11197. .11463, 
11649. .11699, 11991. .12059, 
12266. .12346, 12670 .. 12732, 
13044. .13136, 13049. .13135 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10536 

11192 

11536 

12011 

12671 



OJ990625 06. 9927. C3 



26216 

TBLASTX: Cress 
13136 
159 

10637, 10713. . 10772, 
11374, 11196. .11-321, 
11631, 11542. .11700, 
12058, 12266. .12361, 
12733, 12825. .12905, 



Seq. No. 22412 
Gene No. 46667 
Start 25428 

Name OJ990625_06. 9927 .C3.ol . tc 

Start 14302 
GI none 

Exons 14302. .14421, 14 634 .. 14777 , 

14887. .15033, 14892 .. 15023, 
15142. .15300, 15398. .15457, 
15540. .15701, 15550. .15702, 
15891. .15947, 1604 1 .. 16187 , 
16274. .16420, 16535 .. 16648 , 
16723. .16794, 16734 .. 16790, 
17329. .1-7367, 17588 .. 17719, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990625 06. 9927. C3 



26216 

TBLASTX: Cress 
23312 
130 

14 638. .14781, 14 672. .14788, 
14905. .15045, 15141 .. 15299, 
15399. .15455, 15536 .. 15703, 
15793. .15945, 157 95 .. 15824 , 
16048. .16185, 16267. . 16446, 
16540: .16647, 1654 3 . . 1 6668 , 
17117. .17260, 17156. .17251, 
17589. .17720, 17794 .. 17919, 



22673 



17795, 
18073, 
18555, 
18992, 
19766, 
21754, 
22388, 
22841. 



,17929, 
,18186, 
.18620, 
.19192, 
.19903, 
.21879, 
,22486, 
,22933, 



17899. ,17964, 17906. . 17965*, 18054 18185, 

18316. .18426, 18317 184 18 , 18551 18616, 

18708. .18890, 18709. . 18891, 18991 19197 , 

19312. .19434, 19314 .. 19433, 19472 .. 19621 , 

21067. .21252, 21068 21235, 21753 .. 21848 , 

22018. .22122, 22177 22272 , 22387 .. 22485, 

22559. .22636, 22560 .. 22637, 22711 .. 22770, 

23058. .23141, 23232.. 23312 



Seq. No. 22412 

Gene No. 4 6667 

Start 25428 

Name OJ990625_06 . 9927 . C3 . o3 . ts 

Start 14692 

GI none 

Exons 14692 
15394 



Seq. ID OJ990625_06.9927.C3 
Strand 

26216 

TBLASTX : Soybean 
15683 
91 



End 

_ Method 

End 
Score 

14781, 14887. .14937, 15139 15285 , 15144 .. 15269, 
15429, 15399. .15455, 15509 .. 15634 , 15540.. 15683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No'- 

Start 

Name 

Start 

GI 

Exons 



22412 
46667 
25428 

OJ990625_06 . 9927 . C3 . o7 . tm 

14887 

none 

14887. . 14934, 14 995 .. 15024 , 
15378. .15455, 15540.. 15698 

22412 
46667 
25428 

OJ990625_06 . 9927 . C3 . o5 . tm 

16072 

none 

16072. .16188, 16074. .16193, 
16274. .16420, 16543.. 16569 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_06.9927.C3 
26216 

TBLASTX: Maize 

15698 

49 



15138. .15269, 15148. .15270, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_06.9927.C3 
26216 

TBLASTX: Maize 

16569 

177 



16078. .16197, 16270. .16446, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22412 
46667 
25428 
OJ990625 
17588 
none 
17588 
17794 



06.9927.C3.o4.tm 



17716, 17589. .17717, 
17964, 17801. .17965, 
18054. .18155, 18054. .18155, 



Seq. ID OJ990625_06.9927.C3 

Strand - . 
,. End 26216 

Method TBLASTX : Mai ze 

End 18156 

Score 183 
17775. .17858, 177 92. .17 965, 
17917. .17973, 18053. .18154, 
18073. .18156 



Seq. No. 22412 Seq. ID 

Gene No. 4 6667 Strand 

Start 25428 End 

Name OJ990625_06 . 9927 .C3 . o4 . ts Method 

Start - 17625 End 

GI none Score 

Exons 17625. . 17720, 17627 .. 17719, 17795 .. 17836, 17815 17940, 
17837. .17938 



OJ990625_06.9927.C3 
26216 

TBLASTX : Soybean 
17940 . 
143 



Seq. No. 
Gene No. 



22412 
46667 



Seq. ID 
Strand 



OJ990625 06. 9927. C3 



22674 



start 
Name 
Start 
GI 

Exons 



25428 

OJ990625_06.9927.C3.o6.ts 

18053 

none 

18053. .18175, 18057. .18194, 
18290.. 18427 



End 26216 
Method TBLASTX : Soybean 
End 18427 
Score 74 
18073. .18186, 18277. .18393, 



Seq. No. 22412 
Gene No. 4 6667 

Start 25428 

Name OJ990625_06 . 9927 . C3 . o3 . tm 

Start 18319 
GI none 

Exons 18319. .18420, 18320 .. 18421 , 

18706. .18849, 18709 .. 18891 , 
18992. .19192, 19043 .. 19195, 
19312. .19422, 19463.. 19564 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990625 06. 9927. C3 



26216 

TBLASTX: Maize 
19564 
133 

18555. .18620, 18555 18617 , 
18711. .18908, 18991. .19191, 
19306. .19434, 19311 .. 19433, 



Seq. No. 22412 
Gene No. 4 6667 

Start 25428 

Name OJ990625_06 . 9927 . C3 . o7 . ts 

Start 19100 
GI " none 

Exons * 19100. 

19485. 

19766. 

20299. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_06.9927.C3 
26216 

TBLASTX : Soybean 

20361 

106 



,19192, 19312. .19434, 19314 .. 19433, 19472. 
,19622, 19762. .19971, 197 62 .. 19800, 19766. 



.19834, 19900. .19932, 19901. 
.20361 



19978, 20283. 



.19621, 
.19978, 
.20345, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



22412 
46667 
25428 

OJ990625_06. 

21392 

none 

21392. .21490 
21687. .21905 
21954. .22088 
22176. .22247 
22388. .22489 
22576. .22635 
22842. .22931 
23058. .23099 



9927.C3.o2.tm 



21394. 
21688. 
21955. 
22177. 
22391. 
22577. 
22842. 
23060. 



.21492, 
.21906, 
.22122, 
.22284, 
.22489, 
.22636, 
.22931, 
.23098 



Seq. ID 

Strand 

End 

Method 

End 

Score 

21400. .21 

21953 

21955 

22380 

22575 

22699 

22849 



OJ990625 06. 9927, C3 



.22 
.22 
.22 
.22 
.22 
.22 



26216 

TBLASTX: Ma 
23099 
95 

489, 21687.. 
093, 21954.. 
122, 22174.. 
487, 22387.. 
637*, 22576.. 
770, 22701.. 
941, 22850.. 



ize 



21881, 
22121, 
22245, 
22488, 
22638, 
22769, 
22933, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



22412 Seq. ID 

46667 Strand 

25428 End 

OJ990 625_06 . 9927 . C3 . o2 . tw Method 

21750 End 

none Score 



OJ990625_06. 9927.C3 
26216 

TBLASTX: Wheat 

22122 

149 



21750. .21875, 21751 .. 2187 9, 21979.. 22122 

OJ990625 06. 9927. C3 



22412 
46667 
25428 

OJ990625_06.9927.C3.o2.ts 
21772 



Seq. ID 
Strand 

End 26216 

Method TBLASTX : Soybean 

End 23354 



22675 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



148 



21772. .21879, 21774 .. 21878, 22012 .. 22104 , 22180 .. 22284 , 

22387. .22488, 22388 .. 22489, 22562 .. 22636, 22575 .. 22637 , 

22696. .22785, 22711 .. 22770, 22840 .. 22935, 2284 1 .. 22933, 

23061. .23141, 23232.. 23354 



22412 
46667 
25428 

OJ990625_06 . 9927 . C3 . o4 . gs 
25428 
none 

25428. .25502, 26181.. 26216 

22413 
46668 
1 

OJ990625_06.9927.C4.ol.gp 
1 

none 

1..178, 409. .482, 590. .749, 832. .872 



Seq. ID OJ990625_06.9927.C3 
Strand 

End 26216 

Method GENSCAN 

End 26216 

Score .77 



Seq. ID OJ990625_06. 9927.C4 

Strand + 

End 3585 

Method AAT/GAP 

End ■ 872 

Score 814 



22413 
46668 
1 

OJ990625_06.9927.C4.ol.gs 
360 
none 

360. .482, 590. .749, 832. .899, 1125. .1670, 1922. .2509, 
2589.. 2874, 3110.. 3334, 3389.. 3585 



Seq. ID OJ990625_06. 9927.C4. 
Strand + 

3585 
GENSCAN 
3585 
.68 



End 

Method 

End 

Score 



22413 
46668 
1 

OJ990625_06.9927.C4.ol.np 
381 

4204265 



Seq. ID OJ990625_06.9927.C4 

Strand + 

End 3585 

Method AAT/NAP 

End 3318 

Score 1008 



381. .508, 625. .795, 1148. .1428, 1483. .1703, 1937. .2509, 
2589.. 2801, 3154.. 3318 

(AC005223) 45643 [Arabidopsis thaliana] 



22413 
46668 
1 

OJ990625_06. 9927.C4.o2.gp 
1618 

12993_1.R1084 
1618. .1670, 1922. .2456 

M204265 5.0e-42 (AC005223) 45643 [Arabidopsis thaliana]' 



Seq. ID OJ990625_06. 9927.C4 

Strand + 

End 3585 

Method AAT/GAP 

End 2456 

Score 1148 



22413 
46669 
■9659 

OJ990625_06.9927.C4 .o3.gs 

9659 

none 

9659. .9812, 9913. .9980 



Seq. ID OJ990625_06.9927.C4 

Strand + 

End 9980 

Method GENSCAN " 

End 9980 

Score .99 



22676 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22413 Seq. ID 

46670 Strand 

10685 End 

OJ990625_06 . 9927 . C4 . o2 , np Method 

10673 End 

6223643 Score 
10673. .11485 

{AC011698) putative short-chain type dehydrogenase/reductase 
[Arabidopsis thaliana] 



OJ990625_06.9927.C4 
+ 

11488 . 
AAT/NAP 
11485 
687 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



22413 Seq. ID 

46670 Strand 

10685 End 

OJ990625_06. 9927. C4 .o4 .gs Method 

10685 End 

none Score 
10685.. 11488 



OJ990625_06.9927.C4 
+ 

11488 
GENSCAN 
11488 
.86 



Seq. No. 22413 
Gene No. 46671 
Start 14474 

Name OJ990625_06 . 9927 . C4 . o3 . np 

Start 14373 

GI • 4585982 

Exons 14373. .14590, 15223 .. 15286, 

17445. .17552 

GI Descrip. (AC005287) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990625_06. 9927.C4 

Strand + 

End 17552 

Method AAT/NAP 

End 17552 ■ 

Score 619 
15932. .16182, 16285 .. 16323, 



Seq. No. 22413 

Gene No. 46671 

Start 14474 

Name OJ990625_06. 9927 .C4 .06. gs 

Start 14474 

GI none 

Exons 14474. ,14590, 15223 15286, 
16412. .16432 



Seq. ID OJ990625_06. 9927.C4 

Strand + 

End 17552 

Method .GENSCAN 

End 164 32 
Score .87 
15932. .16182, 16285 16323, 



Seq. No. 22413 Seq. ID OJ990625_06 . 9927 . C4 

Gene No. 4 6672 Strand 

Start 3218 End 6066 

Name OJ990625_06. 9927 . 04 . o3 . gp Method AAT/GAP 

Start 3218 End 6007 

GI 64_1.R1084 Score 1062 

Exons 3218.. 3298, 3422.. 3905, 3957.. 4025, 5987.. 6007 

GI Descrip. ' 4 126687/dbj | BAA36695 | O.Oe+00 (AB016501) glutelin [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22413 Seq. ID 

46672 Strand 

3218 End . 

OJ990625_06 . 9927 . C4 . o2 . gs Method 

5324 End 

none Score 
5324.. 5453, 6059.. 6066 



OJ990625_06. 9927.C4 
6066 

GENSCAN ■ 

6066 

.49 



Seq. No. 



22413 



Seq. ID OJ990625_06. 9927.C4 



22677 












Start 


13679 


End 


14188 


Name 


OJ990625 06.9927.C4.o5.gs 


Method 


GENSCAN 


Start 


13679 


End 


14188 


GI 


none 


Score 


.76 


Exons 


13679. .14188 






Seq. No. 


22413 


Seq. ID 


OJ990625_06.9927.C4 


Gene No. 


46674 


Strand 


- 


Start 


17695 


End 


17810. 


Name 


OJ990625 06.9927.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


396 


End 


2822 


GI 


none 


Score 


54 


Exons 


396. .503, 607. .750, 608. .751 


, 650.. 757 


, 827. .898, 831. .899, 




832. .900, 1002. .1028, 1002.. 


1028, 1147 


..1302, 1148. .1498, 




1149. .1520, 1342. .1533, 1479 


..1670, 1498. .1671, 1500. .1670, 



1598. .1672, 1920. .2279, 1921. .2280, 1922. .2290, 2279. .2515, 
2283. .2510, 2284. .2517, 2284. .2520, 2588. .2803, 2589. .2822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22413 
46674 
17695 

OJ990625_06.9927.C4.pl.ts 

1518 

none 



Seq. ID OJ990625_06. 9927.C4 
Strand 

End 17810 
Method TBLASTX : Soybean 
End 3287 
Score 77 

1518. .1658, 1997. .2020, 2014. .2091, 2015. .2092, 2081. .2164, 
2101. .2148, 2111. .2284, 2137. .2229, 2262. .2489, 2275. .2520, 
2276. .2515, 2326. .2523, 2588. .2803, 2589. .2804, 2662. .2817, 
3151.. 3285, 3183.. 3287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22413 
46674 
17695 

OJ990625_06. 

2014 

none 

2014. .2088, 
2289. .2474, 
2589. .2822, 



9927.C4.ol.tc 



2015, 
2294. 
3151. 



.2092, 
.2515, 
.3282, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2123. .2218, 
2296. .2520, 
3165. .3281 



OJ990625_06.9927.C4 
17810 

TBLASTX: Cress 
3282 
86 

2161.. 2217, 2279.. '2509, 
2570. .2803, 2588, .2803, 



Seq. No. 22413 

Gene No. 4 6674 

Start 17695 

Name OJ990625_06 . 9927 . C4 . ol . tw 

Start 2585 

GI none 

Exons 2585.. 2797, 2588.. 2800, 2589 
3154.. 3300, 3158.. 3301, 3165 



Seq. ID OJ990625_06.9927.C4 
Strand 

End 17810 

Method TBLASTX : Wheat 

End 3301 

Score 242 

.2807, 2589. .2801, 3151. .3231, 
.3284 



Seq. No. 22413 

Gene No. 4 6674 

Start 17695 

Name OJ990625_06 . 9927 .C4 . o4 . tm 

Start 3151 

GI none 

Exons- 3151. .3300, 



3151.. 3231, 3152 



Seq. ID OJ990625_06. 9927.C4 
Strand 

End 17810 

Method TBLASTX : Maize 

End 3301 

Score 209 
.3301, 3165.. 3299 



22678 



Seq. No. 22413 

Gene No. 46674 

Start 17695 

Name OJ990625_06 . 9927 . C4 . o2 . tc 

Start 10775 

GI none 
Exons 



Seq. ID OJ990625_06.9927.C4 
Strand 
End 

Method 
End 
Score 



17810 

TBLASTX: Cress 

11412 

72 



10775. .10861, 10904. .11404, 10993.. 11412 



Seq. No. 22413 

Gene No. 46674 

Start 17695 

Name OJ990625_06. 9927 .C4 .o2 . ts 

Start 10775 

GI none 

Exons 10775. . 10864, 
11237. .11305, 



10898. .11305, 
11281. .11337 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_06.9927.C4 
17810 

TBLASTX : Soybean 

11337 

70 



10987. .11106, 11075. .11131, 



Seq. No. 22413 .Seq. ID 

Gene No. 4 6674 Strand 

Start 17695 End 

Name OJ990625_06 . 9927 . C4 . o2 . tm Method 

Start 11009 End 

,GI none Score 

Exons 11009. .11491, 11080,. 11490 



OJ990625_06.9927.C4 
17810 

TBLASTX: Maize 

11491 

615 



Seq. No. 22413 Seq. ID 

Gene No. 4 6674 Strand 

Start 17695 End 

Name OJ990625_06.9927.C4.o3.tm Met hod 

Start 13939 End 

GI none Score 

Exons 13939. .13998, 13940 .. 13990, 

14089. .14160, 14392. .14493, 
14483. .14593, 15223 .. 15282 , 
15931. .16188, 15931. .16185, 
17436. .17561, 17450. .17557 



OJ990625_06.9927,C4 
17810 

TBLASTX: Maize 
17561 
81 

13946. .14008, 14080 .. 14157 , 
14399. .14491, 14482 .. 1458 9, 
15223. .15285, 15912 .. 1618 1, 
16267. .16323, 16283 .. 16318 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22413 
46674 
17695 
GJ990625 
15912 
none 
15912 
16090 
16301 



06.9927.C4.o3.ts 



.16025, 
.16188, 
.16321, 



15931, 
16099. 
17436. 



.16035, 
.16182, 
.17531, 



Seq. ID OJ990625_06.9927.C4 
Strand 

End 17810 

Method TBLASTX : Soybean 

End 17533 

Score 95 
16039. .16122, 16089. .16169, 
16267. .16323, 16293 16319, 
17450. .17533 



Seq. No. - 


22413 


Seq. ID 


OJ990625^ 


_06. 


9927 


.C4 


Gene No. 


46674 


Strand 










Start 


17695 


End 


17810 








Name 


OJ990625 06.9927.C4.o7.gs 


Method 


GENSCAN 








Start 


17695 - 


End 


17810 








GI 


none 


Score 


.49 








Exons 


17695.. 17810 












Seq. No. 


22414 


Seq. ID 


OJ990625_ 


_06. 


9927 


.C5 


Gene No. 


46675 


Strand 


+ 









22679 




start 


7491 


End 


11414 


Nam© 


OJ990625 06 9927 C5 ol an 


Method 


AAT/GAP 


Start 


7367 


End 


8175 


GI 


uC-osrocyp005g06bl 


Score 


952 


Exons 


1361.. 1151, 8071,. 8175 






GI Descrip. 


'280523/pirl IS28282 l.Oe-24 


hypothetical protein B04 64.5 - 




Caenorhabditis elegans' 






Seq. No. 


22414 


Seq. ID 


OJ990625_06.9927.C5 




46675 


Strand 


+ 


start 


7491 


End 


11414 


Name 


OJ990625 06.9927.C5.o2.gs 


Method 


GENSCAN 


start 


7491 


End 


11110 - 


GI 


none 


Score 


.63 


Exons 


7491. .7751, 8071. .8710, 10480 .. 1058 6, 


10667. .11110 


Seq. No. 


22414 


Seq. ID 


OJ990625 06. 9927. C5 


Gene No. 


46675 


Strand 


+ 


Start 


7491 


End 


11414 


Name 


OJ990625 06.9927.C5.ol.np 


Method 


AAT/NAP 


Start 


7569 


End 


10957 


GI 


3367568 


Score 


1132 


Exons 


7569. .7751, 8071. .8664, 8764 


..8988, 10539. .10586, 10667. .10957 


GI Descrip. 


(AL031135) protein kinase - 


like protein [Arabidopsis thaliana] 


Seq. No. 


22414 


Seq. ID 


OJ990625__06.9927.C5 


Gene No. 


46675 


Strand 


+ 


Start 


7491 


End 


11414 


Name 


OJ990625 06.9927.C5.o2.gp 


Method 


AAT/GAP 


Start 


8289 


End 


8650 


GI 


uC-osflM202075h07bl 


Score 


681 


Exons 


8289. .8650 






GI Descrip. 


'3367568/emb|CAA20020| 9.0e- 


15 (AL031135) protein kinase - like 




protein [Arabidopsis thaliana] ' 




Seq. No. 


22414 


Seq. ID 


OJ990625__06.9927.C5 , 


Gene No. 


46675 


Strand 


■ + 


Start 


7491 


End 


11414 


Name 


OJ990625 06.9927,C5.o4.gp 


Method 


AAT/GAP 


Start 


10803 


End 


11414 


GI 


17156 1.R1084 


Score 


1183 


Exons 


10803. . 11414 






GI Descrip. 


'4507221/ref |NP 003129 . 1 1 pSRPK2 | 2.0e- 


13 SFRS protein kinase 2 




>gi_1857944 (U88666) serine 


kinase SRPK2 [Homo sapiens] ' 


Seq. No. " ' •* 


' 22414 


Seq. ID 


OJ990625_06.9927.C5 




46676 


Strand 


+ 


Start 


13096 


End 


13820 


Name 


OJ990625 06.9927.C5.o5.gp* 


Method 


AAT/GAP ■ 


Start 


13045 


End 


13554 


GI 


2428175 


Score 


679 


Exons 


13045. .13167, 13269. .13554 






Seq. No. 


22414 


Seq. ID 


OJ990625 06. 9927.05 


Gene No. 


46676 


Strand 


i 


Start 


13096 


End 


13820 


Name 


OJ990625 06,9927.C5.o4.gs 


Method 


GENSCAN 



22680 




start 


13096 


End 


13820 


GI 


none 


Score 


.99 


Exons 


13096. .13167, 13198. .13248, 


13269. .13532, 13641.. 13820 


Seq. No. 


22414 


Seq. ID 


OJ990625_06.9927.C5 


Gene No. 


46677 


Strand 


+ 


Start 


28351 


End 


33686 


Name 


OJ990625 06.9927.C5,o6.gs 


Method 


GENSCAN 


Start 


28351 


End 


32382 


GI 


none 


Score 


.85 


Exons 


28351. .28377, 28977 .. 29136, 


29172. .29413, 29509 .. 29627 , 




29764. .29842, 30820 .. 30894, 


31350. .31687, 31917. .32040, 




32350. .32382 






Seq. No. 


22414 


Seq. ID 


OJ990625_06.9927.C5 


Gene No. 


46677 


Strand 


+ 


Start 


28351 


End 


33686 


Name 


OJ990625 06.9927.C5.o8.gp 


Method 


AAT/GAP 


Start 


29199 


End 


30894 


GI • 


54499 1.R1084 


Score 


869 


Exons 


29199. .29413, 29509. . 29627, 


29764. .29842, 30820. .30894 


GI Descrip. 


'2245131/emb|CAB10552.1 1 1. 


Oe-09 (Z97344) hypothetical pro 




[Arabidopsis thaliana] * 






Seq. No. 


22414 


Seq. ID 


OJ990625_06.9927.C5 


Gene No. 


46677 


Strand 


+ 


Start 


28351 


End 


33686 


Name 


OJ990625 06.9927.C5.o5.np 


Method 


AAT/NAP 


Start 


29524 


End 


33686 


GI 


2245131 


Score 


376 


Exons 


29524. .29654, 29764 .. 29842, 


30820. .30912, 31350 .. 31687 , 




31917. .32044, 33628. .33686 






GI Descrip. 


(Z97344) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


22414 


Seq. ID 


OJ990625_06.9927.C5 


Gene No. 


46677 


Strand 


+ 


Start 


28351 


End 


33686 


Name 


OJ990625 06.9927.C5.o9.gp 


Method 


AAT/GAP 


Start 


32007 


End 


33174 


GI 


LIB3431-010-P1-N1-A4 


Score 


608 


Exons 


32007. .32040, 32875.. 33174 






GI Descrip. 


M176420/dbj IBAA37167 1 2 . Oe 


-11 {AB008097) cytochrome P450 




[Arabidopsis thaliana] * 






Seq. No. 


22414 


Seq. ID 


OJ990625 06. 9927. C5 


Gene No. 


46678 


Strand 


+ 


Start 


34438 


End 


35932 


Name 


OJ990625 06.9927.C5.o6.np 


Method 


AAT/NAP 


Start 


34420 


End 


35925 


GI 


6598436 


Score 


575 


Exons 


34420. .34698, 34768 .. 35614 , 


35646. .35925 


GI. Descrip. 


{AC004 683) putative ammonium transporter* [Arabidopsis thai 


Seq. No. 


22414 


Seq. ID 


OJ990625_06.9927.C5 


Gene No. 


46678 


Strand 


+ 


Start 


34438 


End 


35932 


Name 


OJ990625 06.9927.C5.o7.gs 


Method 


GENSCAN 



22681 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



34438 End 35932 

none Score . 53 

34438. .34563, 35109 .. 35402, 35453.. 35932 



22414 
46679 
619 

OJ990625_06 . 9927 .C5 . ol .gs 

619 

none 

619. .810, 1158. .2201 

22414 
46680 
11846 

OJ990625_06 . 9927 . C5 . o3 . gs 

11846 

none 

11846. .12080, 12179. .12702' 

22414 
46681 
14607 

OJ990625_06.9927.C5.ol5.tm 

619 

none 



Seq. ID OJ990625_06. 9927.C5 
Strand 

End 2201 

Method GENSCAN 

End 2201 

Score .96 



Seq. ID OJ990625_06. 9927.C5 
Strand 

End 12702 

Method GENSCAN 

End 12702 

Score .87 



Seq. ID OJ990625_06. 9927.C5 
Strand 

End 26487 
Method TBLASTX : Mai ze 
End 1217 
Score . 69 



619. .672, 620. .670, 628. .831, 668. .820, 1152. .1217 



22414 
46681 
14607 

OJ990625_06 . 9927 . 05 . o5 . tm 

1584 

none 



Seq. ID OJ990625_06. 9927..C5 
Strand- 
End 26487 
Method TBLASTX : Maize 
End 1973 
•Score 70 



1584. .1679, 1624. .1674, 1722. .1973, 1723. .1950 



22414 
46681 
14607 

OJ990625_06 . 9927 . C5 . olO . ts 
1752 
none 

1752. .1973, 1813. .1950 

22414 
46681 
14607 

OJ990625_06 . 9927 .C5.ol.ts 
7614 
none 

7614. .7751, 7637. .7750, 8074 . . 8442 , 8074 . . 84 18 8076 . . 84 4 4 



Seq. ID OJ990625_06: 9927.C5 
Strand 

End . 26487 

Method TBLASTX : Soybean 

End 1973 

Score 116 



Seq. ID OJ990625_06. 9927.C5 
Strand 

End 26487 

Method TBLASTX : Soybean 

End 8444 

Score 225 



■22414 
46681 
14607 

OJ990625_06 . 9927 . C5 . olO . tm 
7614 



Seq. ID OJ990625_06. 9927.C5 
Strand 

End 26487 

Method TBLASTX : Maize 

End 8260 



22682 




GI 


none 










Score 


246 


Exons 


7614 . . 


7751, 


7637 


. .7750; 


7670 


..7753, 8070.. 8246, 8071.. 8250, 




8186. . 


8260 












Seq. No. 


22414 










Seq. ID 


OJ99d'625 06. 9927. C5 


Gene No . 


46681 










Strand 


— •/ 


Start 


14607 










End 


26487 


Name 


OJ990625 06. 


9927 


.C5.o8. 


tc 


Method 


TBLASTX: Cress 


Start 


7614 










End 


8190 


GI 


none 










Score 


229 - 


Exons 


7614. . 


7751, 


7640 


. .7741, 


8070 


..8189, 8071. .8190 


Seq. No. 


22414 










Seq. ID 


OJ990625_06.9927.C5 


Gene No. 


46681 










Strand 




Start 


14607 










End 


26487 


Name 


OJ990625 06. 


9927 


. C5 .o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8262 










End 


8463 


GI 


none 










Score 


227 


Exons 


8262. . 


8462, 


8263 


. .8463 








Seq. No. 


22414 










Seq. ID 


OJ990625_06.9927.C5 


Gene No. 


46681 










Strand 




Start 


14607 










End 


26487 


Name 


OJ990625 06. 


9927 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8271 










End 


8895 


GI 


none 










Score 


544 


Exons 


8271. . 


8663, 


8272 


. . 8688, 


8272 


..8691, 8273. .8695, 8733. .8894, 




8751. . 


8894, 


8752 


. .8895, 


8752 


. ..8895 




Seq. No. 


22414 










Seq. ID 


OJ990625_06.9927.C5 


Gene No . 


46681 










Strand 




Start 


14607 










. End 


26487 


Name 


• OJ990625 06. 


9927 


.05. o6. 


tc 


Method 


TBLASTX: Cress 


Start 


8290 










End 


8486 


GI 


none 










Score 


257 


Exons 


.8290. . 


8478, 


8292 


. .8486 








Seq. No. 


22414 










Seq. ID 


OJ990625_06.9927.C5 


Gene No. 


46681 










Strand 




Start 


14607 










End 


26487 


Name 


OJ990625 06. 


9927 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8744 " 










End 


10720 


GI 


none 










Score 


387 


Exons 


8744. . 


8863, 


8760 


. .8945, 


8761 


..8988, 8900. .8998, 8900. .8989, 




10536. 


.10589, 10538. .10585, 


10666. .10716, 10667. .10720 


Seq. No. 


22414 










Seq. ID 


OJ990625_06. 9927.C5 


Qeri3 No . 


46681 










Strand 




Start 


14607 










End 


26487 


Name 


OJ990625 06. 


9927 


.C5.04. 


ts 


Method 


TBLASTX : Soybean 


Start 


8766 ^ 










End 


8946 


GI 


none 










Score 


319 


Exons 


8766. . 


8945, 


8767 


. .8946 








Seq. No. 


22414 










Seq. ID 


OJ990625_06. 9927.C5 


Gene No. - 


46681 










Strand 




Start 


14607 










End 


26487 



22683 



Name 


OJ990625 06. 9927. 05. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


8929 




End 


11107 




GI 


none 




Score 


70 




Exons 


8929.. 8967, 8965.. 8988, 10521 .. 10553, 


10522... 10584, 






10536. .10589, 10538. 


.10585, 


10666. .10917, 10667. .10987, 






10724. .10918, 10907. 


.11080, 


10951. .11076, 11078.. 11107 




iSeq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.C5 


Gene No. 


46681 




Strand 






Start 


. 14607 




End 


■ 26487 




Name 


OJ990625 06. 9927. C5. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


8947 




End 


11035 




GI 


none 




Score 


77 




Exons 


8947.. 8988, 8951.. 8995, 10536 .. 10589, 


10538. .10582, 






10665. .10913, 10666. 


.10902, 


10666. .10914, 10667. .10915, 






10936. . 11034, 10958. 


.11035 








Seq. No. 


22414 




Seq. ID 


OJ9,90625_06.9927 


.C5 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06. 9927. C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


11843 




End 


12570 




GI 


none 




Score 


113 




Exons 


11843. .12076, 11868. 


.11975, 


12003. .12107-, 12027. .12077, 






12214. .12357, 12221. 


.12340, 


12418. .12570 




Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.C5 


Gene No , 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06. 9927. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11846 




End 


12345 




GI 


none 




Score 


172 




Exons 


11846. .12121, 11864. 


.12082, 


12214. .12345, 12215.. 12331 




Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.C5 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06. 9927. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


11864 




End 


12573 




GI 


none 




Score 


86 




Exons 


11864. .12127, 11868. 


.11975, 


11888. .12073, 12018. .12077, 






12220. .12357, 12221. 


.12337, 


12418. .12573 




Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.C5 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06. 9927. C5. 


o8.ts 


Method 


TBLASTX : Soybean 




Start 


11864 




End 


12570 




GI 


none 




Score 


116 




Exons 


11864. .12076, 11868. 


.12077, 


12214. .12357, 12221 .. 12337 , 






12418. .12570 ' 










Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.C5 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06. 9927. C5. 


o9. tc 


Method 


TBLASTX: Cress 




Start 


13208 




End 


13505 





22684 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



none 

13208. .13504, 13263. .13505 

22414' 

46681 

1460^^ 

OJ990625_06.9927.C5.ol3.ts 

13262 

none 

13262. .13423, 13263. . 13418, 



Score 



217 



Seq. ID OJ990625_06.9927.'C5 
Strand 

End 26487 

Method TBLASTX : Soybean 

End 13496 

Score 160 
13413. .13496 



22414 
46681 
14607 

OJ990625_06. 9927.C5.o6.gp 
14309 

18064_1.R1084 
14309. .14759, 15151.. 15228 

'2245000/emb|CAB10420.1| l.Oe-20 (Z97341) LETl like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990625_06.9927.C5 
Strand 

End 26487 

Method AAT/GAP 

End 15228 

Score 97 6 



22414 
46681 
14607 

OJ990625_06. 9927.C5.ol7.ts 

14549 

none 

14549. .14590, 14607 .. 14768, 
15149. .15265 



Seq. ID OJ990625_06. 9927.C5 
Strand 

End 26487 

Method TBLASTX : Soybean 

End 15270 

Score 143 
14608. .14760, 15148 .. 15270, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22414 
46681 
14607 

OJ990625_06, 
14607 
none 

14607. .14759, 15151, 
15995. .16044, 16130. 
17282. .17435, 18343. 
20197. .20426, 20860. 
21997. .22145, 22237. 
23985. .24155, 24747. 
25750. .25888, 25938. 



9927.C5.o5.gs 



.15242, 
.16280, 
.18431, 
.20970, 
.22306, 
.24935, 
.26092, 



Seq. ID OJ990625_06.9927.C5 
Strand 

End 26487 

Method GENSCAN 

End 26413 

Score .77 
15340. .15466, 1558 9 .. 15742, 
16390. .16516, 16922. .17078, 
18476. .18559, 1857 9 .. 18 693, 
21063. .21215, 21384 . .21443, 
22407. .22478, 23213 .. 234 07 , 
25058. .25153, 254 16 .. 2564 6, 
26195. .26413 



Seq. No. 22414 

Gene No. . 46681 

Start 14607 

Name OJ990625_06 . 9927 . C5 . o2 . np 

Start 14610 

GI 2245000 

Exons 14610. .14749, 15138 .. 15219, 
17282. .17435, 17522 .. 17592 , 



Seq. No. 
Gene No. 
Start 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15572. .15795, 
18467. ,18606, 



OJ990625 06. 9927. C5 



26487 
AAT/NAP 
23094 
600 

16922. 
23044. 



.17040, 
.23094 



GI Descrip. (Z97341) LETl like protein [Arabidopsis thaliana] 



22414 
46681 
14607 



Seq. ID 

Strand 

End 



OJ990625 06. 9927. C5 



26487 



22685 



Name 

Start 

GI 

Exons 



OJ990625_06.9927.C5.o9.tin 

15132 

none 



Method TBLASTX : Mai ze 



End 
Score 



15799 
74 



15132. .15248, .15148 15270, 15152 15265, 15333 .. 15434 , 
15335. .15490, 15338 15478, 15482 15616, 15566 15604 , 
15600. .15770, 15607. .15798, 15608.. 15799 



Seq. No. 22414 
Gene No. 46681 
Start 14607 

Name OJ990625_06. 9927.C5.o6.ts 

Start 15590 

GI none 

Exons 15590. .15616, 15610 

16202. .16279, 16392 
16999. .17112, 17267 
17522. .17566, 17524.. 17562 



Seq. ID OJ990625_06.9927.C5 
Strand 

26487 

TBLASTX : Soybean 
17566 
89 



End 

Method 
End 
Score 

15741, 16130. . 16183, 16193 
16517, 16432. . 16518, 16914 
17437, 17273. .17437, 17292 



16279, 
17111, 
17438, 



Seq. No. 22414 

Gene No, 46681 

Start 14607 

Name OJ990625_06 . 9927 . C5 . ol7 . tm 

Start 16152 

GI none 

Exons 16152. .16271, 16153 16275, 
16389. .16418 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_06.9927.C5 
26487 

TBLASTX: Maize 

16418 

102 



16154. .16282, 16163 .. 16267 , 



Seq. No. 22414 
Gene No. 46681 
Start 14607 

Name OJ990625_06 . 9927 . C5 . o7 . gp 

Start 16176 
GI 18847_1.R1084 
Exons 16176. .16280, 16390 16516, 

17522. .17604, 18476. .18656 
GI Descrip. ' 4581520/emb | CAB40177 . 1 | 5.0e-38 

[Schizosaccharomyces pombe] * 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990625_06. 9927.C5 

26487 
AAT/GAP 
18656 
1495 



16922. .17108, 17282. .17435, 



(AL049559) hypothetical protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



22414 
46681 
14607 

OJ990625_06.9927.C5.o5.tc 

16205 

none 

16205. .16282, 16205 .. 16282, 
16902. .17111, 16914. .17111, 

22414 
46681 
14607 

OJ990625_06.9927.C5.ol3.tm 

16455 

none 

16455. .16517, . 16456. .16518, 
16920. .17135, 17273. .17365, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16389. .16517, 16417 
16993. .17112 



OJ990625_06.9927.C5 
26487 

TBLASTX: Cress 

17112 

72 

16518, 



Seq. ID 
. Strand 
End 

Method 
End 
Score 

16914 

17274 



OJ990625 06. 9927. C5 



26487 

TBLASTX: Maize 
17369 
79 

17114, 16915. . 17109, 
17369, 17280.. 17369 



Seq. No. 



22414 



Seq. ID OJ990625_06.9927.C5 



22686 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



46681 Strand 
14607 End 
OJ990625_06 . 9927 . C5 . o3 . np Method 
19983 . End 

6598524 Score 
19983. .20426, 
21530. .21838, 
23213. .23407, 
24458. .24617, 



26487 
AAT/NAP 
25132 
2534 



20860. 
21997. 
23621, 
24747, 



21063. 
22237. 
23991. 
25058. 



.20970, 
.22145, 
.23892, 
.24935, 

(AC006200) putative ATP-dependent RNA helicase A [Arabidopsis 
thaliana] 



.21215,'- 21384. 
.22306, 22407. 
:24155, 24238. 
.25132 



.21443, 
.22610, 
.24368, 



Seq. No. 22414 

Gene No. 46681 

Start 14607 

Name OJ990625_06 . 9927 . C5 . o3 . tm 

Start 20046 

GI none 

Exons 20046. .20297, 20051 20218 , 
20283. .20405, 20283.. 20405 



Seq. ID OJ990625_06.9927.C5 
Strand 

End 26487 

• Method TBLASTX: Maize 

End 20405 

Score 147 
20095. .20253, 20211 .. 20297 , 



Seq. No. 22414 

Gene No. 46681 

Start 14607 

Name OJ990625_06 . 9927 . C5 . ol4 . tm 

Start 20842 

GI none 

Exons 20842. .20970, 20862 20978 , 
21062. .21124, 21063. .21128, 



Seq. ID OJ990625_06.9927.C5 
Strand 

End 26487 

Method TBLASTX : Maize 

End 21129 

Score 110 
21061. .21123, 21062. .21127, 
21064. .21129 



Seq. No. 22414 

Gene No. 4 6681 

Start 14607 

Name OJ990625_06. 9927.C5.ol5. ts 

Start 20857 

GI none 

Exons 20857. .20967, 21069 21167 , 
21166. .21216 



Seq. ID OJ990625_06.9927.C5 
Strand 

End 26487 

Method TBLASTX : Soybean 

End 21224 

Score 76 
21070. .21168, 21165. .21224, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



22414 
46681 
14607 

OJ990625_06.9927.C5, 

20961 

4510377 

20961. .21010, 21081, 
21997. .22145, 22237, 
23621. .23892, 23985, 
24747. .24935, 25058, 
25928. .26105, 26333. 
(AC007017) putative 
thaliana] 



OJ990625 06. 9927. C5 



Seq. ID 
Strand 
End 

o4.np Method 
End 
Score 

.21215, 21384. .21443, 
.22306, 22407. .22610, 
.24155, 24238. .24368, 
.25146, 25424. .25661, 
.26487 

ATP-dependent RNA helicase A [Arabidopsis 



26487 
AAT/NAP 
26487 
1681 

21530. .21838, 
23213. .23407, 
24458. .24617, 
25765. .25833, 



Seq. No. 22414 Seq. ID 

Gene No. 4 6681 Strand 

Start 14607 End 

Name OJ990625 06 . 9927 . 05 . o6 . tm Method 



OJ990625_06.9927.C5 
26487 

TBLASTX: Maize 



22687 




start 21129 
GI none 

Exons 21129.. 21224, 21130 .. 21213, 

21385. .21444, 21386 .. 21451 , 

21707. .21838, 217 11 .. 21836, 

21930. .21977, 21994 .. 22149, 

22235. .22306, 22236 .. 22307 , 




End 22488 

Score 125 
21378. .21452, 21384 .. 2144 3, 
21530. .21742, 21531 .. 21722 , 
21718. .21837, 21722 .. 2184 1 , 
21997. .22146, 21998 .. 22147 , 
22405. .22488, 22405.. 22488 



Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.05 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625_06.9927.C5 


.oil. tc 


Method 


TBLASTX:Oress 




Start 


21548 




End 


24300 




GI 


none 




Score 


81 




Exons 


21548 . .21796, 23213 


. . 23410, 


23220. .23411, 23674 .. 23826, 






23675. .23824, 24111 


. . 24155, 


24238. .24300 




Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.05 


Gene No. 


46681 




Strand 






Start 


14607 




End 


.26487 




Name 


OJ990625 06. 9927.05 


.o9.ts 


Method 


TBLASTX : Soybean 




Start 


21587 




End 


21872 




GI 


none 




Score 


150 




Exons 


21587. .21841, 21587 


. .21838, 


21660. .21872 




Seq. No. 


22414 




Seq. ID 


OJ990625_Q6.9927 


.05 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06. 9927. C5 


. o5 . ts 


Method 


. TBLASTX: Soybean 




Start 


21985 




End 


22476 




GI 


none 




Score 


114 




Exons 


21985. .22131, 22001 


. . 22147, 


22001. .22144, 22003 .. 2214 9, 






22188. .22307, 22235 


. . 22306, 


22405. .22476, 22405. .22476 




Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.05 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06. 9927. 05 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


21994 




End. 


22307 




GI 


none 




Score 


79 




Exons 


21994 . .22044, 22051 


. .22149, 


22055. .22147, 22235 .. 22306, 






22236. .22307 










Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.05 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06.9927.05 


.o3.tc 


Method 


TBLASTX :Oress 




Start 


22030 




End 


22611 




GI 


none 




Score 


103 




Exons 


22030. .22149, 22037 


. .22147, 


22235. .22312, 22236 .. 22307 , 






22405. .22611, 22443 


. .22610 








Seq. No. 


22414 




Seq. ID 


OJ990625_06.9927 


.05 


Gene No. 


46681 




Strand 






Start 


14607 




End 


26487 




Name 


OJ990625 06. 9927. 05 


.ol2. ts 


Method 


TBLASTX : Soybean 




Start 


22477 




End 


22614 





22688 




GI 


none 




Score 


149 






Exons 


22477.\22614, 22479. 


.22613 










Seq. No. 


22414 




Seq. ID 


OJ990625 


_06.9927 


.C5 


G6ne No . 


46681 




Strand 








Start 


14607 




End 


26487 






Name 


OJ990625 06. 9927. C5. 


ol6. tm 


Method 


TBLASTX: 


Maize 




Start 


22488 




End 


23266 






GI 


none 




Score 


158 






Exons 


22488. .22613, 22492. 


.22614, 


23213. .23266 






Seq. No. 


22414 




Seq. ID 


OJ9906'25 


_06.9927 


.C5 


Gene No . 


46681 




Strand 








Start 


14607 




End 


26487 






Name 


OJ990625 06. 9927. C5. 


ol4.ts 


Method 


TBLASTX: 


Soybean 




Start 


23276 




End 


23411 






GI 


none 




Score 


144 






Exons 


23276. .23410, 23280. 


.23411 










Seq. No. 


22414 




Seq. ID 


OJ990625 


_06.9927 


.C5 


Gene No. 


46681 




Strand 








Start 


14607 




End 


26487 






Name 


OJ990625' 06. 9927. C5. 


o7.ts 


Method 


TBLASTX : 


Soybean 




Start 


23607 




End 


23933 






GI 


none 




Score 


67 






Exons 


23607. .23690, 23620. 


.23655, 


23621. .23689, 23653 


. 123898, 






23664. .23933, 23675. 


.23851 










Seq. No. 


22414 




Seq. ID 


OJ990625 


_06.9927 


.C5 


Gene No . 


46681 




Strand 








Start 


14607 




End 


26487 






Name 


OJ990625 06. 9927. C5. 


o8 . tm 


Method 


TBLASTX: 


Maize 




Start 


23698 




End 


24149 






GI 


none 




Score 


154 






Exons 


23698.-23898, 23705. 


.23893, 


24012. .24149, 24023 


. .24130 




Seq. No. 


22414 




Seq. ID 


OJ990625 


_06.9927 


.C5 


Gene No. 


46681 




Strand 








Start 


14607 




End 


26487 






Name 


OJ990625 06. 9927. C5. 


oll.tm^ 


Method 


TBLASTX: 


Maize 




Start 


24238 




End 


24962 






GI 


none 




Score 


87 






Exons 


24238. .24306, 24239. 


.24370, 


24441. .24617, 24459 


. .24578, 






24460. .24618, 24721. 


.24960, 


24744. .24962 






Seq. No. 


- 

22414 




Seq. ID 


OJ990625 


_06.9927 


.C5 


Gene No. 


46681 




Strand 








Start 


14607 




End 


26487 






Name 


OJ990625 06 9927 C5 


o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


24302 




End 


24945 






GI 


none 




^ Score 


71 






Exons 


24302. .24370, 24441. 


.24617, 


24454. .24621, 24455 


. .24520, 






24460. .24618, 24530. 


.24634, 


24557. .24649, 24698 


. .24922, 






24730. .24945,' 24744. 


.24935 










Seq. No. 


22414 




Seq. ID 


OJ990625 


_06.9927 


.C5 


Gene No. 


46681 




Strand 









22689 



start 
Name 
Start 
GI 

Exons 



14607 

OJ990625_06. 9927. C5. oil. ts 

25747 

none 

25747.'. 25821, 25747 .. 25839, 



End 26487 
Method TBLASTX : Soybean 
End 26086 
Score 63 
25940. .26086, 26016.. 26078 



Seq. No. 22414 
Gene No. . 46682 
Start 29517 

Name OJ990625_06 . 9927 . C5 . o3 . ts. 

Start 29517 
GI none 

Exons 29517. .29621, 29527 .. 29622, 

30802. .30873, 31319 .. 31687 , 
31421. .31690, 31909. .32040, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29783 

31339 



OJ990625 06. 9927. C5 



32040 

TBLASTX : Soybean 
32040 
127 

29842, 29785. .29841, • 
31626, 31356. .31688, 



31919. .31984 



Seq. No. 22414 

Gene No. 4 6682 

Start 29517 

Name OJ990625_06 . 9927 . 05 . o7 . tc 

Start 29523 

GI none 

Exons 29523. .29621, 29524 .. 29625, 
31915.. 32001 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_06.9927.C5 
32040 

TBLASTX: Cress 

32001 

103 



31382. .31675, 31383. .31697> 



Seq. No. 
Gene No, 
Start 
-Name 
Start 
GI 

Exons 



22414 Seq. ID 

46682 Strand 

29517 End 

OJ990625_06. 9927.C5.o4 .tm Method 

29779 End 

none Score 



OJ990625_06.9927.C5 
32040 

TBLASTX: Maize 

32013 

98 



29779. .29832, 29780 .. 29839, 29780 .. 29842, 30810 .. 30890, 
30819. .30890, 30820 30894 , 31009 .. 31029, 31373 31687, 
31374. .31688, 31909 32013, 31916.. 32011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

* Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22414 
46682 
29517 

OJ990625_06.9927.C5.o4.tw 

31484 

none 

31484. .31705, 31491. .31706 

22414 
46683 
35108 

OJ990625_06.9927.C5.ol6.ts 

35108 

none 

35108. .35158, 35109 .. 35159, 

22414 
46683 
35108 

OJ990625_06. 9927.C5.ol2.tm 

35125 

none 



Seq. ID OJ990625_06.9927.C5 
Strand 

End 32040 

Method TBLASTX : Wheat 

End 31706 

Score 188 



Seq. ID OJ990625_06. 9927.C5 
Strand 

End 35396 

Method TBLASTX : Soybean 

End 35353 

Score 73 
35210. .35353, 35211.. 35351 

Seq. ID OJ990625_06.9927.C5 
Strand 

End 35396 

Method TBLASTX : Mai ze 

End 35396 

Score 77 



22690 



Exons 35125. .35154, 35126 .. 35188, 35211 35396, 35213.. 35395 



Seq. No. 


22414 


Seq. ID 


OJ990625_06.9927..C5 


Gene No. 


46683 


Strand 




Start 


35108 


End 


35396 


Name 


OJ990625 06.9927.C5.ol0.tc 


Method 


TBLASTX: Cress 


Start 


35135 


End 


35396 


GI 


none 


Score 


40 


Exons 


35135. .35161, 35136 .. 35159, 


35211. .35396, 35213.. 35395 


Seq. No. 


22415 


Seq. ID 


OJ990625_06.9927.C6 


Gene No. 


46684 


Strand 


+ 


Start 


3223 


End 


7942 


Name 


OJ990625 06.9927.C6.o2.gp 


Method 


AAT/GAP 


Start 


3223 


End 


3861 


GI 


43874 1.R1084 


Score 


972 


Exons 


3223.. 3527, 3617., 3861 






GI Descrip. 


'1203832 9.0e-42 {U46003) beta-D-glucan exohydrolase, isoenzyme 




ExoII [Hordeum vulgare] >gi 


1588407 prf 2208395A beta-D-glucan 




exohydrolase [Hordeum vulgare] ' 






22415 


Seq. ID 


OJ990625 06. 9927, C6 


Gene No. 


46684 


Strand 


+ 


Start 


3223 


End 


7942 


Name 


OJ990625 06.9927.C6.ol.gs 


•Method 


GENSCAN 


Start 


3286 


End 


7942 


GI 


none 


Score 


.63 


Exons 


3286.. 3465, 3491.. 3527, 3617 


..3912, 4007. .4399, 4465. .4957, 




4968.-5487, 5803.. 5863, 7594 


..7803, 7922. .7942 


Seq. No. 


22415 


Seq. ID 


OJ990625 06. 9927, C6 


Gene No. 


46684 


Strand 


+ 


Start 


3223 


End 


7942 


Name 


OJ990625 06.9927.C6.ol.np 


Method 


AAT/NAP 


Start 


3304 


End 


5515 


GI 


1203832 


Score 


2078 


Exons 


3304. .3515, 3610.. 3912, 4007 


..4399, 4465.. 4957, 5031.. 5515 



GI Descrip. (U46003) beta-D-glucan exohydrolase, isoenzyme ExoII [Hordeum 
vulgare] gi | 1588407 | prf | I2208395A beta-D-glucan exohydrolase 
[Hordeum vulgare] 



Seq, No, 22415 ■ Seq, ID 

Gene No, 46685 Strand 

Start 11149 End 

Name OJ990625_06. 9927 .C6.o2 .gs Method 

Start 11149 End 

GI none Score 

Exons 11149.. 11298 



OJ990625_06.9927.C6 
+ 

11298 
GENSCAN 
11298 
,43 



Seq, No, 22415 

Gene No, 46686 

Start 20632 

Name OJ990625_06 . 9927 . C6 . o4 . gp 

Start 20632 

GI 16311_1.R1084 

Exons 20632. .20853, 21258 ., 21525, 
22246. ,22388, 22528 ,, 22771, 



Seq, ID 
Strand 
End 

Method 

End 

Score 
21623. ,21827, 
22878. ,22982, 



OJ990625_ 
+ 

24378 
AAT/GAP 
24135 
3632 

22038. 



06. 9927. C6 



.22128, 



23327. .23509, 



22691 



23597. ,23801, 23894. .24135 
GI Descrip. '1203832 *0.0e+00 (U46003) beta-D-glucan exohydrolase, isoenzyme 

ExoII [Hordeum vulgare] >gi_15884 07_prf 2208395A beta-D-glucan 

exohydrolase [Hordeum vulgare] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



22415 
46686 
20632 

OJ990625_06.99'27.C6.o2.np 
21309 
1203832 
21309. .21525, 
22528. .22771, 
23894. .24372 

(U46003) beta-D-glucan exohydrolase, isoenzyme ExoII [Hordeum 
vulgare] gi | 1588407 | prf | | 2208395A beta-D-glucan exohydrolase 
[Hordeum vulgare] 



21623. .21827, 
22878. .22982, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22038. .22128, 
23327. .23509, 



OJ990625_06.9927.C6 
+ 

24378 
AAT/NAP 
24372 
2631 

22246. .22388, 
23597. .23801, 



Seq. No. 22415 
Gene No. 46686 
Start 20632 

Name OJ990625_06 . 9927 . C6 . o4 . gs 

Start 21309 
GI none 
Exons 21309. 

22528. 

23894. 



Seq. ID OJ990625_06.9927.C6 
Strand + 
End 24378 
Method GENSCAN 
End 24378 
Score .94 

.21525, 21623. .21827, 22038 .. 22128, 2224 6 .. 22388 , 
.22771, 22878. .22982, 23327 .. 23509, 23597 23801, 
.24378 



Seq. No. 22415 

Gene No. 46687 

Start 27252 

Name 0 J990625_06 . 9927 . C6 . o5 . gs 

Start 27252 

GI none 

Exons 27252. .27342, 27575 .. 27783, 
31841. .34010 



Seq. ID GJ990625_06.9927.C6 

Strand + 

End 34010 

Method GENSCAN 

End 34010 

Score .59 
27840. .30218, 30282 31795, 



Seq. No. 22415 
Gene No. 46687 
Start 27252 

Name OJ990625_06. 9927 .C6. o3.np 

Start 28363 
GI 6498441 

Exons 28363. .29424, 29755 .. 30218 , 

31148. .31488, 3168 1 32063, 

GI Descrip. (AP000815) EST C72786(E2258 
predicted gene.; Similar to 
retrotransposon RetroSorl. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

30282 

32235 



OJ990625_06.9927.C6 
+ 



34010 
AAT/NAP 
34007 
6831 
30655, 30839, 
33632, 33726, 



.30973, 
.34007 



) corresponds to a region of the 
Sorghum bicolor Gypsy-Ty3 type 
(AF098806) [Oryza sativa] 



Seq. No. 22415 Seq. ID 

Gene No. 46688. Strand 

Start 34170 - End 

Name Oj990625_06. 9927 .06. o6. gp Method 

Start 34170 " End 

GI 2428323 Score 

Exons 34170.. 34630 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 O.Oe+00 Oryza sativa genomic 



OJ990625_06.9927.C6 
+ 

34630 
AAT/GAP 
34630 
849 



22692 



DNA, chromosome 6, clone : P0535G04 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22415 Seq. ID OJ990625_06 . 9927 . C6 

46689 Strand 

1822 End 1907 

OJ990625_06 . 9927 . C6 . ol . gp Method AAT/GAP 

1822 End 1907 

LIB3477-003-P1-K1-E9 Score 115 

1822. .1907 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

22415 Seq. ID OJ990625_06 . 9927 , C6 

46690 ' Strand 

5021 End 5672 

OJ990625_06. 9927.C6.o3.gp Method AAT/GAP 

5021 End 5672 

45587_1.R1084 Score 1107 

5021. .5672 

•1203832 3.0e-30 (U4 6003) beta-D-glucan exohydrolase, isoenzyme 

ExoII [Hordeum vulgare] >gi_15884 07_prf 2208395A beta-D-glucan 

exohydrolase [Hordeum vulgare] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22415 
46691 
12585 

OJ990625_06.9927.C6.o3.gs 

12585 

none 

12585. .12762, 12829 .. 12970, 
15341. .15543, 15991 .. 16040 , 
19475. .19564 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14580 

18747 



.OJ990625 06. 9927. C6 



19564 
GENSCAN 
19564 
.51 

14634, 14878. .15165, 
18869, 19036. .19181, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22415 Seq. ID OJ990625_06 . 9927 . C6 

46692 Strand 
24140 End 24630 

OJ990625_06 . 9927 . C6 . o5 . gp Method AAT/GAP 

.24140 End 24630 

15671_1.R1084 Score 934 

24140. .24630 

'1203832 5.0e-35 (U46003) beta-D-glucan exohydrolase, isoenzyme 

ExoII [Hordeum vulgare] >gi_1588407_prf 2208395A beta-D-glucan 

exohydrolase [Hordeum vulgare] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22415 
46693 
34638 

OJ990625_06.9927.C6.ol.tm 

3366 

none 



Seq. ID OJ990625_06.9927.C6 
Strand 

End 36863 

Method TBLASTX:Maize 

End 24363' 

Score 115 



3366. .3455, 3370. .3456, 3606. .3914, 3646. .3930, 3983. .4057, 
3998. .4084, 4006. .4089, 4082. .4120, 4096. .4119, 4118. .4270, 
4132. .4398, 4133. .4399, 4462. .4944, 4464. .4700, 4558. .4863, 
4755. .4946, 5018. .5122, 502.6.. . 5100 , 5126. .5236, 5195. .5530, 
5286.. 5504, 5297.. 5506, 21302 .. 2152*6, 21303 .. 21527 , 
21307. .21528, 21475 .. 21528 , 21621 .. 21827, 21622 .. 21828 , 



22693 



21687. .21827, 21689 21829, 21700. 

22035. .22136, 22244.-22387, 22245. 

22376. .22396, 22525 .. 22770, 22526. 

22875. .22985, 22876 .. 22980, 22878. 

23327. .23521, 23327 .. 23521, 23594. 

23597. .23788, 23602 .. 23793, 23889. 

23890. .23979, 23893 .. 24009, 23938. 



.21831, 22024. 

.22388, 22246. 

.22771, 22527. 

.22982, 23325. 

.23788, 23596. 

.23963, 23889. 

.24363, 23970. 



.22131, 
.22386, 
.22778, 
.23510, 
.23793, 
.23978, 
.24359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22415 
46693 
34638 

OJ990625_06.9927.C6.o2.ts 
3370 



none 



21390, 
21723, 



Seq. ID OJ990625_06.9927.C6 
Strand 

36863 

TBLASTX: Soybean 
22359 
50 



End 

Method 
End 
Score 

3370.. 3399, 3385.. 3456, 3606.. 3686, 3709.. 3930, 3717.. 3914, 
3997.. 4032, 3998.. 4081, 4084.. 4179, 4088.. 4180, 21333 214 04 , 
21527, 21398. .21526, 21622 .. 21723, 21715 .. 21828 , 
21836, 22035. .22130, 22035 .. 22136, 22036 .. 22131, 



22185. .22346, 22245 .. 2234 6, 22246.. 22359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22415 
46693 
34638 

OJ990625_06.9927.C6.ol.tc " 

3382 

none 



Seq. ID OJ990625_06.9927.C6 
Strand 

End 36863 

.Method . TBLASTX: Cress 

End 22648 

Score 74 



3382. .3456, 3450. .3503, 3597. .3914, 3646. .3930, 3998. .4084, 
4000. -.4035, 4082.. 4276, 4.090.. 4275, 21387 .. 21527 , 214 04 21526, 
21622. .21828, 21723 .. 21827, 22018 .. 22134 , 22035 22136, 
22245. .22352, 22246.-22353, 22525 .. 22647 , 22535. .22648 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



22415 
46693 
34638 

OJ990625_06.9927.C6.ol0.tw 

3799 

none 



Seq. ID OJ990625_06.9927.C6 



Strand 
End 

Method 

End 

Score 



36863 

TBLASTX: Wheat 

22305 

126 



3799. .3909, 4004, .4081, 4004. .4081, 22035 .. 22112, 22035 .. 22118 , 
22036. .22125, 22243 22305, 22245.. 222.95 



Seq. No. 22415 

Gene No. 46693 

Start 34 638 

Name OJ990 625_06 . 9927 . C6 . o7 . tw 

-Start 4088 

GI none 
Exons 



Seq. ID OJ990625_06.9927.C6 



Strand 
End 

Method 

End 

Score 



36863 

TBLASTX: Wheat 

22791 

63 



4088. .4153, 4096. .4152, 4162. .4416, 4163. .4402, 22306 22359, 
22366. .22389, 22514 .. 22774 , 22525. .22791 



Seq. No. 22415 

Gene No. 46693 
Start . 34638 

Name OJ990625_06, 9927 .C6.o2 . tc 

Start 4280 

GI -none 
Exons 



Seq. ID OJ990625_06.9927.C6 
Strand 
End ' ■ 
Method 
End 
Score 



36863 

TBLA5TX: Cress 

23470 

147 



4280.. 4399, 4282.. 4398, 4455.. 4703, 4462.. 4716, 2264 9 .. 22771, 
22651: .22770, 22875 22985, 22876 22980, 22877 .. 22987, 



22694 



23327. .23470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22415 
46693 
34638 

OJ990625_06. 
4340 
none , 
4340. 
5027. 
5299. 



9927.C6.ol.ts 



.4399, 
.5152, 
.5355, 
22715. .22771 
23327. .23521 
23597. .23803 
23892. .24212 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4961, 
.5223, 
.5502, 



Oj990625 06. 9927. C6 



4462, 



4340.. 4399, 4455 
5132.. 5233, 5179 
5339.. 5485, 5350 
, 22875. .22985, 22877 .. 22987 , 
, 23327. .23521, 23410 .. 23529, 
23613. .23813, 23618 23842, 
24207. .24377, 24208.. 24360 



36863 

TBLASTX : Soybean 
24377 
81 

4959, 5020.. 5100, 
5195.. 5299, 5297.. 5356, 
5351.. 5503, 22712. .22771, 
23325. .23420, 
23596. .23805, 
23890. .24213, 





Seq. No. 


22415 


Seq. ID 


OJ990625_06.9927.C6 




Gene No. 


46693 


Strand 






Start 


34638 


" End 


36863 




Name 


OJ990625 06.9927.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4501 


End 


23791 




GI 


none 


Score 


518 




Exons 


4501. .4947, 4554. .4703, 4561 


..4863, 4755. .4943, 22914. .2298 






22921. .22980, 23304 .. 23507 , 


23327. .23509, 23327 .. 23509, 


- r.? 
"3 

: 




23410. .23520, 23596 .. 23787 , 


23597.. 23791 


■ ?s 
-i H 


Seq. No. 


22415 


Seq. ID 


OJ990625_06.9927.C6 


"\\ 


Gene No. 


46693 


Strand 




■ ^ 


Start 


34638 


End 


36863 


: 

_ a 


Name 


OJ990625 06.9927.C6.o3.tc 


Method 


TBLASTX: Cress 


: ^? 

-5 


Start 


4767 


End 


24090 


. 


GI 


none 


Score 


66 


' : : 


Exons 


4767. .4811, 4768. .4812, 4786 


..4959, 4827. .4961, 5029. .5100, 






5030. .5137, 5126. .5233, 5179 


..5220, 23579. .23665, 23611.. 23 


. -.5 




23639. .23803, 2367 1 .. 23805, 


23892. .24077, 23893.. 24090 




Seq. No. 


22415 


Seq. ID 


OJ990625_06.9927.C6 




Gene No. 


46693 


Strand 




~\ 


Start 


34638 


End 


36863 




Name 


OJ990625 06. 9927.C6.o4.tc 


Method 


TBLASTX: Cress 


-.3 


Start 


5314 


End 


24423 




GI 


none 


Score 


301 




Exons 


5314. .5502, 5321. .5509, 24142 24423, 


24148. .24309, 24171..: 




Seq. No. 


22415 


Seq. ID 


OJ990625_06.9927.C6 




Gene No. 


46693 


Strand 






Start 


34638 


End 


36863 




Name 


OJ990625 06. 9927.C6.o8.tw 


Method 


TBLASTX: Wheat 




Start 


28512 


End 


28904 




GI 


none 


Score 


58 




Exons 


28512. .28559, 28566 .. 28 664 , 


28571. .28672, 28631 28870, 






28647. .28904 








Seq. No. 


22415 


Seq. ID 


OJ990625_06.9927.C6 




Gene No. 


46693 


Strand 






Start 


34638 


End 


36863 




Name 


OJ990625 06.9927.C6.o5.tm 


Method 


TBLASTX: Maize 



22695 




start 


28517 




End 


28802 




none 




Score 


195 


Exons 


28517. .28801, 28554. 


.28802 






Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927,C6 


Gpne No . 


46693 




Strand 




Start 


34638 




End 


36863 


Name 


OJ990625 06. 9927. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


29639 




End 


30125 


GI 


none 




Score 


408 


Exons 


29639. .29812, 29640. 


.30125, 


29834. .30094, 29904.. 30098 


Seq. No. 


22415 




Seq. ID 


OJ99'0625_06.9927.C6 


Gene No . 


46693 




Strand 




Start 


34638 




End 


36863 


Name 


- OJ990625 06. 9927. C6. 


ol. tw 


Method 


TBLASTX: Wheat 


Start 


30290 




End 


30752 


GI 


none 




Score 


579 


Exons 


30290. .30745, 30291. 


.30752, 


30291.. 30746 


Seq. No. 


22415 




Seq. ID 


OJ990625_06. 9927.C6 


Gene No . 


46693 




Strand 




Start 


34638 




End 


-36863 


Name 


OJ990625 06. 9927. C6. 


o4 . ts . 


Method 


TBLASTX: Soybean 


Start 


30330 




End 


30695 


GI 


none 




Score 


117 


Exons 


30330. .30554, 30561. 


.30695 






Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927.C6 


Gene No . 


46693 




Strand 




Start 


34638 




End 


36863 


Name 


OJ990625 06. 9927. C6. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


30420 




End 


30776 


GI 


none 




Score 


392 


Exons 


30420. .30776, 30455. 


.30766, 


30459... 30776 


Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927.C6 


Gene No . 


46693 




Strand 




Start 


34638 




End 


36863 


Name 


OJ990625 06. 9927. C6. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


30803 




End 


31187 


GI 


none 




Score 


356 


Exons 


30803. .31168, 30804. 


.31187 






Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927.C6 


Gene No . 


46693 




Strand 




start 


34638 




End 


36863 


Name 


OJ990625 06. 9927. C6. 


o3. tw 


Method 


TBLASTX: Wheat 


Start 


30860 




End 


31280 


GI 


none 




Score 


483 


Exons 


30860. .31273, 30861. 


.31280 






Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927.C6 


Gene No. 


46693 




Strand 




Start 


34638 




End 


36863 


Name 


OJ990625 06. 9927. C6. 


o3.ts 


Method 


TBLASTX : Soybean 


Start 


30939 




End 


31310 



22696 



GI 


none 




Score 


277 




Exons 


30939. .31310, 30956 


.31099 








Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927 


.06 


Gene No. 


46693 




Strand 








34638 




End 


36863 




Name 


OJ990625 06. 9927. C6 


o6 . tw 


Method 


TBLASTX: Wheat 




Start 


31935 




End 


32369 




GI 


none 




Score 


236 




Exons 


31935. .32186, 31935 


.32132, 


32000. .32176, 32220 .. 32369, 






32229. .32366, 32231 


.32368 








Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927 


.06 




46693 




Strand 


- 




Start 


34638 




End 


36863 




Name 


OJ990625 06. 9927. C6 


oll.tw 


Method 


TBLASTX: Wheat 




Start 


32424 




End 


32684 




GI 


none 




Score 


186 




Exons 


32424. .32684 










Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927 


.06 




46693 




Strand 






Start 


34 638 




End 


36863 




Name 


OJ990625 06. 9927. C6 


o3 . trri '^ 


Method 


TBLASTX: Maize 




Start ' 


32877 




End 


33200 




GI 


none 




Score 


364 




Exons 


32877. .33200, 32906 


.33187 








Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927 


.06 




46693 




Strand 






Start 


34638 




End 


36863 




Name 


OJ990625 06. 9927. 06 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


33014 




End 


33395 




GI 


none 




Score 


375 




Exons 


33014. .33070, 33015 


.33395, 


33111. .33356, 33116.. 33364 




Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927 


.06 


Gene No. 


46693 




Strand 






Start 


34638 




End 


36863 




Name 


OJ990625 06. 9927. 06 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


33396 




End 


33998 




GI 


none 




Score 


261 




Exons 


33396. .33692, 33400 


.33471, 


33401. .33499, 33536 .. 3367 9, 






33872. .33994, 33873 


.33998 








Seq. No. 


22415 




Seq. ID 


OJ990625_06. 9927 


.06 




46693 




Strand 






Start 


34638 




End 


36863 




Name 


OJ990625 06.9927.06 


o6 . gs 


Method 


GENSCAN 




Start 


34638 




. End 


36770 




GI 


none 




•Score ^ 


. 69 




Exons 


. 34638. .35593, 35599 


.36004, 


36076. .36538, 36630.. 36770 




Seq. No. 


22415 




Seq. ID 


OJ990625_06.9927 


.06 


Gene No. 


46693 




Strand 






Start 


34638 




End 


36863 




Name 


OJ990625 06.9927.06 


o4 . np 


Method ' 


AAT/NAP 





22697 




start 


34641 


End 


36863 








GI 


5803259 


Score 


3288 








Exons 


34641. .36538, 36630.. 36863 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22416 


Seq. ID 


OJ990625_ 


06. 


9927 


.C7 


Gene No. 


46694 


Strand 










Start 


1 


End 


928 








Name 


OJ990625 06.9927.C7.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


928 








GI 


5803259 


Score 


1573 








Exons 


1. .928 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


Z ^ 4 J. O 




OJ990625_ 


06. 


9927 


.07 




fi D D y fi 












start 


J. 




928 








Name 


n.TQQnfi9'=; nfi qq97 ri oi oq 


Method 


GENSCAN 








start 


26 


End 


928 








GI 


none 


Score 


.77 








Exons 


26. .928 












Seq. No. 


22416 


Seq. ID 


OJ990625_ 


06. 


9927., C7 




46695 


Strand 










Start 


1309 


End 


1424. 








Name 


OJ990625 06.9927.C7.o2.gs 


Method 


GENSCAN 








Start 


1309 


End 


1424 








GI 


none 


Score 


.7 








Exons 


1309. .1424 












Seq. No. 


22417 


Seq. ID 


OJ990625_ 


06. 


9927 


.C8 


Gene No. 


46696 


Strand 


+ 








Start 


1 


End 


7330 








Name 


OJ990625 06.9927.C8.o3.np 


Method 


AAT/NAP 








Start 


1 


End 


7330 








GI 


5042454 


Score 


162 








Exons 


1..31, 3552.. 3716, 6753.. 6917, 


7270. .7330 








GI Descrip.- 


{AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


22417 


Seq. ID 


OJ990625_ 


_06. 


9927 


.C8 


CZ(2^r\^ Mo 


46696 


Strand 


+ 








Start 


1 


End 


7330 








Name 


OJ990625 06.9927.C8.ol.gs 


Method 


GENSCAN 








Start 


70 


End 


976 








GI 


none 


Score 


.56 








Exons 


70. .242, 749. .976 












Seq. No. 


22417 


Seq. ID 


OJ990625 


06. 


9927 


.C8 




46696 


Strand 


+ 








Start 


1 


End 


7330 








Name 


OJ990625 06.9927.C8.o2.gs 


Method 


GENSCAN 








Start 


4107 


End 


4343 








GI 


none 


Score 


.45 








Exons 


4107. .4343 












Seq. No. 


22417 


Seq. ID 


OJ990625_ 


06. 


9927 


.C8 


Gene No. 


46697 


Strand 











22698 



start 


1 


End 


275 


Name 


OJ990625 06.9927.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


275 


GI 


5922623 


Score 


87 


Exons 


1..71, 188. .275 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016856 Idbj | BAA85199.il 


(AP000570) 


hypotheti 




-[Oryza sativa] 






Seq. No. 


22417 


Seq, ID 


OJ:990625 


Gene No. 


46698 


Strand 




Start 


3180 


End 


3297 


Name 


OJ990625 06.9927.C8.o2.np 


Method 


AAT/NAP 


Start 


3180 


End 


3297 


GI 


5852093 


Score 


61 


Exons 


3180. .3297 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 




Seq. No. 


22417 


Seq. ID 


OJ990625 


Gene No . 


46699 


Strand 




Start 


4506 


End 


5076 


Name 


OJ990625 06.9927.C8.ol.gp 


Method 


AAT/GAP 


Start 


4506 


End 


5076 


GI 


none 


Score 


1092 


Exons 


4506. .5076 






Seq. No. 


22417 


Seq. ID 


OJ990625 


Gene No. 


46700 


Strand 




Start 


6871 


End 


10316 


Name 


OJ990625 06.9927.C8.o3.gs 


Method 


GENSCAN 


Start 


6871 


End 


10316 


GI 


none 


Score 


,55 


Exons 


6871. .7012, 7188. ,7398, 7400. ,7504, 8788. .8934, 




10273,-10316 






Seq. No. 


22417 


Seq.-- ID 


OJ990625 


Gene No. 


46700 


Strand 




Start 


6871 


End 


10316 


Name 


OJ990625 06.9927.C8,o2,gp 


Method 


AAT/GAP 


Start 


9702 


End 


10267 


GI 


8022 1.R1084 


Score 


323 



9690. .9826, 



Exons 9702.. 9724, 10013,, 10267 

GI Descrip. • 5091496/dbj I AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq, No. 


22418 




Seq. ID 


OJ990625 


Gene No. 


46701 




Strand 


+ 


Start 


525 




End 


775 


Name 


OJ990625 


06.9927.C9.ol.gs 


Method 


GENSCAN 


Start 


525 




End' 


775 


GI 


none 




Score 


.46 


Exons 


525. .570, 


666.. 775 






Seq. No, 


22419 




Seq. ID 


OJ990625 


Gene No. 


46702 




Strand 


+ 


Start 


38 




End 


122 


Name 


OJ990625 


06.9927.C10.bl.gs 


Method 


GENSCAN 



22699 



start 
GI 

Exons 



38 

none 
38. .122 



End 
Score 



Seq. No. -,22420 Seq. ID 

Gene No. 4 6703 Strand 

Start ■ 43 End 
Name OJ990625_06 . 9927 . C12 . ol . gs Method 

Start 43 End 

GI none .Score 

Exons 43.. 570 



122 
.97 



OJ990625_06.9927.C12 
570 

GENSCAN 

570 

.48 



Seq. No. 22420 

Gene No. 46703 

Start 43 

Name OJ990625_06. 9927 . C12 .ol 

Start 331 

GI none 

Exons 331. .426/ 371. .421, 469 

Seq. No. 22421 

Gene No. 46704 

Start 102 

Name ■ OJ990625_06 . 9927 . C13 . ol 

Start 102 

GI none 

Exons 102.. 202 



Seq. ID OJ990625_06.9927.C12 
Strand 

End ■ 57 0 

.tm Method TBLASTX : Maize 

End 570 

Score 70 
..570, 470. .568 

Seq. ID OJ990625_06.9927.C13 

Strand + 

End ■ 202 

.gs . Method GENSCAN 

End 202 

Score 1 



Seq. No. 


22422 




Seq. ID 


OJ990625_06.9927.C14 


Gene No. 


46705 




Strand 


+ 


Start 


199 




End 


281 


Name 


OJ990625 06.9927.C14.ol. 


gs 


Method 


GENSCAN 


Start 


199 




End 


281 


GI 


none 




Score 


.99 


Exons 


199.. 281 ■ 








Seq. No. 


22423 




Seq. ID 


OJ990625_06.9927.C15 


Gene No. 


46706 




Strand 




Start 


581 




End 


667 


Name 


OJ990625 06.9927.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


581 




End 


667 


GI 


54499 1.R1084 




Score 


104 


Exons 


581. .667 








GI Descrip. 


'2245131/emb ICAB10552.il 


1 


Oe-09 (Z97344) hypothetical protein 




[Arabidopsis thaliana] ' 









Seq. No. 22423 Seq. ID 

Gene No. 46707 Strand 

Start 591 End 

Name OJ990625_06 . 9927 . C15 . ol . gs Method 

gtart 591 End 

GI none Score. 

Exons 591.. 665 



OJ990625_06.9927.C15 
665 

GENSCAN 

665 

.67 



Seq. No. 
Gene No. 
Start 



22424 
46708 
355 



Seq. ID OJ990625_06. 9927.C18 
Strand + 
End 4 57 



22700 



Name 


OJ990625 06.9927.C18.ol 


.gs 


Method 


GENSCAN 


Start 


355 




End 


457 


GI 


none 




Score 


. 64 


Exons 


355... 457 








Seq. No. 


22425 




Seq. ID 


OJ990625 


Gene No . 


46709 




Strand 


+ 


Start 


825 




End 


1560 


Name 


OJ990625 06.9927.C19.ol 


gs 


Method 


GENSCAN 


Start 


825 




End 


1560 


GI 


none 




Score 


. 66 


Exons 


825. . 1223, 1315. .1560 








Seq. No. 


22425 




Seq. ID 


OJ990625 


Gene No. 


46710 




Strand 


+ 


Start 


3018 




End 


3927 


Name 


OJ990625 06.9927.C19.ol 


.np 


Method 


AAT/NAP 


Start 


3018 




End 


3915 


GI 


82045 




Score 


527 


Exons 


3018.. 3654, 3754.. 3915 








GI Descrip- 


embryonic protein ecp31 




carrot gi | 18337 | emb | C 



embryonic cell protein [Daucus carota] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22425 
46710 
3018 

OJ990625_06. 9927.C19.o3.gs 

3018 

none 

3018. .3479, 3754.. 3927 

22425 
46711 
1753 

OJ990625_06.9927.C19.o2.gs 

1753 

none 

1753. .1917 



Seq. ID OJ990625_06. 9927.C19 

Strand + 

End 3927 . 

Method GENSCAN 

End 3927 

Score .99 



Seq. ID OJ990625_06.9927.C19 
Strand 

End 1917 

Method GENSCAN 

End 1917 

Score .57 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22425 
46712 
3691 

OJ990625_06.9927.C19.ol.ts 

996 

none 



Seq. ID OJ990625_06.9927.C19 
Strand 

End 8319 

Method TBLASTX : Soybean 

End 3906 

Score 83 



996. .1106, 3018. .3044, 3045. .3296, 3068. .3250, 3294. .3362, 
3482. .3565, 3754. .3903, 3781. .3906, 3810. .3899 



22425 
46712 
3691 

OJ990625_06. 9927 .C19.01 . tc 

999 

none 



Seq. ID OJ990625_06.9927.C19 
Strand 

End 8319 

Method TBLASTX : Cress 

End 3903 

Score 81 



999. .1106, 3068. .3193, 3069. .3299, 3294. .3410, 3317. .3361, 
3482. .3565, 3571. .3651, 3751. .3903, 3819. .3899 



22701 



Seq. No. 


22425 








Seq. ID 


OJ990625 


_06. 9927.019 


Gene No. 


46712 








Strand 






Start 


3691 








End 


8319 




Name 


OJ990625 06. 


9927 


.C19.02 


.np 


Method 


AAT/NAP 




Start 


3691 








End 


8197 




GI 


2245101 








Score 


361 




Exons 


3691. .3733, 


5355 


. .5514, 


5886. 


.5988, 6133. .6219, 


6991. .7169, 




7757. .7796, 


7898 


. .7957, 


8150. 


.8197 






GI Descrip. 


(Z97343) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


22425 








Seq. ID 


OJ990625 


06. 9927 .019 


Gene No. 


46712 








Strand 






Start 


3691 








End 


8319 




Name 


OJ990625 06. 


9927 


.019. o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3757 








End 


3914 




GI 


none 








Score 


221 




Exons 


3757 3912. 


3810 


. .3914 










Seq. No. 


22425 








Seq. ID 


OJ990625 


_06. 9927. 019 


Gene No. 


46712 








Strand 






Start 


3691 








End 


8319 




Name 


OJ990625 06. 


9927 


.C19.01 


.gp 


Method 


AAT/GAP 




Start 


4585 








End 


8319 




GI 


1086 1 R1084 








Score 


2461 




Exons 


4585~ 5092 


5182 


. .5273, 


5367 . 


.5491, 5952. .6012, 


6133. .6219, 




6295 6333, 


6991 


. .7169, 


7757 . 


.7796, 7898. .7957, 


8150. .8319 


GI Descrip. 


' 2245101/emb 


ICAB10523.1 


1 2 . Oe 


-40 (Z97343) hypothetical protein 






thaliana] * 










Seq. No. 


22425 








Seq. ID 


OJ990625 


_06. 9927. 019 


Gene No. 


46712 








Strand 






Start 


3691 








End 


8319 




Name 


OJ990625 06 


9927 


.C19.02 


. tc 


Method 


TBLASTX: 


Oress 


Start 


4975 ~ 








End 


5492 




GI 


none 








Score 


93 




Exons 


4975 5094, 


4982 


. .5098, 


5152. 


.527.4, 5181.. 5273, 


5400;.5492 


Seq. No. 


22425 








Seq. ID 


OJ990625 


_06. 9927. 019 


Gene No. 


46712 








Strand 






Start 


3691 








^End 


8319 




Name 


Oj990625 06 


9927 


.C19.02 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4 Q7 S ~~ 








End 


6204 




GI 


none 








Score 


100 




Exons 


4975. .5094, 


4979 


. .5098, 


5152.- 


.5274, 5181. .5273, 


5953. .6006, 




6133. .6204 














Seq. No. 


22425 








Seq. ID 


OJ990625 


_06. 9927. 019 


Gene No. 


46712 








Strand 






Start 


3691 








End 


8319 




Name 


OJ990625 06. 


9927 


.019. o4 


.gs 


Method 


GENSOAN 




Start 


4975 








End 


8197 




GI 


none 








Score 


.75 




Exons 


4975. .5095, 


5182 


. .5273, 


5367. 


.5491, 5952. .6012, 


6133. .6219, 




6295. .6333, 


7104 


. .7169, 


7898. 


.7957, 8150. .8197 




Seq. No, 


22425 








Seq. ID 


OJ990625 


_06. 9927.019 


Gene No. 


46712 








Strand 







22702 



Start 
Name 
Start 
GI 

Exons 



3691 

OJ990625_06, 
5193 
none 
5193. 
5952. 
6134. 
6295. 
7755. 
8151. 



.5273, 
.6014, 
.6220, 
.6342, 
.7796, 
.8201, 



9927.C19.ol.tm 



5194.. 527*4, 5379. 

5953. .6015, 5954. 

6134. .6226, 6276. 

6982. .7170, 6991. 

7895. .7963, 7896. 
8208. .8273 



End 8319 
Method TBLASTX : Mai ze 
End 8273 
Score 118 

.5516, 5388. .5492, 5948. .6010, 

.6010, 6129.. 6221, 6130.. 6222, 

.6329, 6290.. 6328, 6294.. 6341, 

.7170, 6992., 7171, 7755.. 7802, 

.7961, 7896.. 7964, 8150.. 8200, 



Seq. No. 22425 

Gene No. 4 6712 

Start 3691 

Name OJ990625_06 . 9927 .C19 . o3 . ts 

Start 6951 

GI none 

Exons 6951.. 7169, 6958.. 7170, 6992, 
8150. .8203, 8154. .8216 



Seq. ID OJ990625_06.9927.C19 
Strand 

End 8319 

Method TBLASTX : Soybean 

End 8216 

Score 138 

.7171, 7755. .7796, 7895.-7963, 



Seq. No. 22425 

Gene No. 46712 

Start 3691 

Name OJ990625_06.9927:ci9.ol. tw 

Start 6982 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990625_06.9927.C19 

Strand- -- 

End 8319 

Method TBLASTX : Wheat 

End 8258 

Score 272 



6982. .7170, 6992. .7171, 7753. .7797, 7755. .7802, 7755. .7796, 
7895.-7963, 7896.. 7961, 7897. .7962, 8150. .8257, 8151--8258 



22425 
46712 
3691 

OJ990625_06-9927 -C19.o3.tc 

6997 

none 



Seq. ID OJ990625_06.9927.C19 



Strand 
End 

Method 

End 

Score 



8319 

TBLASTX: Cress 

8200 

163 



6997.. 7170, 6998.. 7171, 7755.. 7796, 7895,. 79.63, 8150.-8200 



Seq. No. 22426 Seq. ID 

Gene No. 46713 Strand 

Start 1 End 

Name OJ990625_06 . 9927 . C21 . ol . gp Method 

Start 1 End 

GI uC-osflM202047f08bl Score 

Exons 1..23, 129.. 247 

GI Descrip. • 5777952/gb | AAD5144 6 . 1 | AF128406_1 9.0e-20 (AF128406) 

prenyl-dependent prelamin A binding protein Narf [Homo sapiens] * 



OJ990625_06.9927.C21 
+ 

473 

AAT/GAP 

247 

256 



Seq. No. 22426 Seq. ID 

Gene No. 46713 Strand 

Start 1 End 

Name OJ990625_06 . 9927 . C21 . ol . np Method 

Start 1 End 

GI 6912524 Score 

Exons 1..29, 135.. 255, 353.. 473 

GI Descrip. nuclear prelamin A recognition factor 

gi|5777952|gb|AAD51446.1|AF128406_l (AF128406) nuclear prelamin 

A recognition factor [Homo sapiens] 



OJ990625_06.9927-C21 
+ 

473 

AAT/NAP 

473 

136 



22703 



Seq. No. 22426 

Gene No, 4 6713 

Start 1 

Name OJ990625_06 . 9927 .C21 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990625_06.9927.C21 

Strand + 

End 4 73 

Method TBLASTX : Mai ze 

End 4 63 

Score 4 4 



1..24, 105. .260, 117. .257, 161. .262, 325. .447, 330. .443, 
347. .463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22426 
46713 
1 

OJ990625_06.9927.C21.ol.gs 

129 

none 

129. .255, 353, .444 



Seq, ID OJ990625_06.9927.C21 

Strand + 

End 473 

Method GENSCAN 

End 44 4 

Score .76 



'22427 
46714 
1 

OJ990615_06 .9926 .CI . ol . np 
1 

3021270 

1..223, 1533. .1641, 1901. .1926 

(7Uli022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990615_06.9926.C1 
Strand 

End 1926 

Method AAT/NAP 

End 1926 

Score 137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
■Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



22427 
46714 
1 

OJ990615_06,9926.Cl.ol.gs 

1134 

none 

1134. .1226, 1533. .1645, 1785. 



Seq. ID OJ990615_06.9926.C1 
Strand 

1926 
GENSCAN 
1803 
.41 



End 

Method 
End 
Score 
.1803 



22428 
46715 
1 

OJ990615_06.9926.C3.ol.np 
1 

6498441 
1..956 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990615_06.9926.C3 

Strand + 

End 956 

Method AAT/NAP 

End 956 

Score 991 



22428 
46715 
1 

OJ990615_06.9926.C3.o2.tw 
40 

none 



Seq. ID OJ990615_06. 9926.C3 

Strand + 

End 956 - 

Method TBLASTX : Wheat 

End 360 

Score 222 



40. .273, 40. .252, 87. .272, 307. .360 



22428 
46715 



Seq. ID OJ990615_06. 9926.C3 
Strand + 



22704 



start 
Name 
Start 
GI 

Exons 



OJ990615_06.9926.C3.ol.tm 

604 

none 

604. .927, 633. .914, 831. .947 



End 

Method 

End 

Score 



956 

TBLASTX: Maize 

947 

372 



Seq. No. 22428 Seq. ID 

Gene No. 46715 Strand 

Start 1 End 

Name OJ990615_06 . 9926 .C3 . ol . tw Method 

Start 607 End 

GI none Score 

Exons 607.. 954, 630.. 920 



OJ990615_06.9926.C3 
+ 

956 

TBLASTX: Wheat 

954 

323 



Seq. No. 22429 Seq. ID OJ990615_06 . 9926 . C4 

Gene No. 4 6716 Strand + 

Start 1 • ; End 80 

Name OJ990615_06 . 9926 . C4 . ol . np " " Method AAT/NAP 

Start 1 End 80 

GI 6498441 . Score 124 

Exons 1..80 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 22429 Seq. ID 

Gene No.. 4 6717 Strand 

Start 18 End 

Name OJ990615_06 . 9926 . C4 . ol . gs Method 

Start 18 . End 

GI none Score 

Exons 18.. 82, 274.. 478. 



OJ990615_06.9926.C4 
+ 

478 

GENSCAN 

478 

.6 



Seq. No. 


22430 


Seq. ID 


OJ990615_06.9926. 


C6 


Gene No. 


46718 


Strand 






Start 


232 


End 


3664 




Name 


OJ990615 06.9926.C6.'ol.np 


Method 


AAT/NAP 




Start 


232 


End 


3664 




GI 


4680179 


Score 


3924 




Exons 


232. .3664 








GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


22430 


Seq. ID 


OJ990615_06.9926. 


C6 


Gene No. 


46718 


Strand 






Start 


232 


End 


3664 




Name 


OJ990615 06.9926.C6.ol.gs 


Method 


GENSCAN 




Start 


261 


End 


3304 




GI 


none 


Score 


.76 




Exons 


261. .494, 504. .1709, 1733. .2172, 2398 


. .3304 




Seq. No. 


22430 


Seq. ID 


OJ990615_06.9926. 


C6 


Gene No. ' 


46718 


Strand 






Start 


232 


End 


3664 




Name 


OJ990615 06.9926.C6.o5.tw 


Method 


TBLASTX: Wheat 




Start 


276 


End 


609 




GI 


none 


Score 


155 




Exons 


276. .608, 297. .569, 499. .609 









22705 



Seq. No. 22430 Seq. ID 

Gene No. 46718 Strand 

Start 232 End 

Name OJ990615_06 . 9926 . C6 . o7 . tm Method 

Start 291 End 

GI none Score 

Exons 291.. 449 



OJ990615_06.9926.C6 
3664 

TBLASTX: Maize 

449 

183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22430 
46718 
232 

OJ990615_06.9926.C6.ol.tm 

459 

none 

459. .554, 459. .896, 469. .894, 
903. .1055, 904. .1056 

22430 
46718 
232 

OJ990615_06.9926.C6.ol.tw 

609 

none 

609. .1235, 610. .1179 

22430 
46718 
232 

OJ990615_06.9926.C6.o3.tm 

1104 

none 

1104.. 1394, 1107.. 1322, 1108. 

22430 
46718 
232 

OJ990615_06. 9926.C6.o2.ts 

1194 

none 

1194.. 1322, 1194., 1442, 1195. 

22430 
46718 
232 

OJ990615_06.9926.C6.ol.tc 

1218 

none 

1218. .1361, 1234.. 1359, 1362. 

22430 
46718 
232 

OJ990615_06.9926.C6,o3,tw 

1242 

none 

1242. .1550, 1246.. 1539, 1574. 



Seq. ID OJ990615_06. 9926.C6 
Strand 

End - 3664 

Method TBLASTX : Mai ze 

End 1056 

Score 4 9 

627. .896, 894. .1052, 901. .1047, 



Seq. ID OJ990615_06.9926.C6 
Strand 

End 3664 

Method TBLASTX : Wheat 

End 1235 

Score 325 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1383 

Seq. ID 
Strand 
End 

Method 
End 
Score 
.1449 

Seq. ID 
Strand 
End 

Method 
End 
Score 
.1514, 1362. .1535 



OJ990615_06.9926.C6 
3664 

TBLASTX: Maize 
1394 
121 



OJ990615_06.9926.C6 
3664 

TBLASTX: Soybean 
1449 
71 



OJ990615_06.9926.C6 
3664 

TBLASTX: Cress 
1535 
98 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1768 



OJ990615_06.9926.C6 
3664 

TBLASTX: Wheat 

1768 

241 



22706 




Seq. No. 


22430 








Seq. ID 


OJ990615 06.9926 


.06 


Gene No. 


46718 








Strand 






Start 


232 








End 


3664 




Name 


OJ990615 06. 992,6. C6.02. 


tm 


Method 


TBLASTX: Maize 




Start 


1811 








End 


2164 




GI 


none 








Score 


69 




Exons 


1811. .2164, 


1816 


. .2142, 


1863. 


.2162 






Seq. No. 


22430 








Seq. ID 


OJ990615_06.9926 


.06 


Gene No. 


46718 








Strand 






Start 


232 








End 


3664 




Name 


OJ990615 06. 


9926 


.C6.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


1811 








End 


2230 




GI 


none 








Score 


120 




Exons 


1811. .2230, 


1813 


. .2175, 


1826. 


.2179, 1848.. 2207 




Seq. No. 


22430 








Seq. ID 


OJ990615_06.9926 


.06 


Gene No. 


46718 








Strand 






Start 


232 








End 


3664 




Name 


OJ990615 06. 


9926 


.06. o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


1985 








End 


2212 




GI 


none 








Score 


203 




Exons 


1985. .2212 














Sea. No. 


22430 








Seq. ID 


OJ990615_06.9926 


.06 


Gene No. 


46718' 








Strand 






Start 


232 








End 


3664 




Name 


OJ990615 06. 


9926 


.C6.05. 


tm 


Method 


TBLASTX: Maize 




Start 


2171 








End 


2515 




GI 


none 








Score 


73 




Exons 


2171. .2203, 


2209 


. .2271, 


2252. 


.2515, 2313. .2483 




Seq. No. 


22430 








Seq. ID 


OJ990615_06.9926 


.06 


Gene No. 


46718 








Strand 






Start 


232 








End 


3664 




Name 


OJ990615 06. 


9926 


.06. o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2233 








End 


2536 




GI 


none 








Score 


176 




Exons 


2233. .2271, 


2261 


. .2536, 


2277. 


.2492 






Seq. No. 


22430 








Seq. ID 


OJ990615_06.9926 


.06 


Gene No. 


46718 








Strand 






Start 


232 








End 


3664 




Name 


OJ990615 06. 


9926 


.06.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


2261 








End 


2644 




GI 


none 








Score 


146 




Exons 


2261. .2608, 


2277 


. .2492, 


2532. 


.2627, 2612. .2644, 2612. .2644 


Seq, No. 


22430 








Seq. ID 


OJ990615_06. 9926 


.06 


Gene No . 


46718 








Strand 






Start 


232 








End 


3664 




Name 


OJ990615 06. 


9926 


.O6.~o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2531 








End 


2998 




GI- 


none 








Score 


133 




Exons 


2531. .2998, 


2568 


. .2927 











22707 




Seq. No. 


22430 






Seq. ID 


OJ990615_06.9926. 


C6 




4 6718 






<?+- rand 






start 


232 






End 


3664 




Name 


OJ990615 06. 


9926. 


C6.o2. to 


Method 


TBLASTX: Cress 




Start 


2549 






End 


2939 




GI 


none 






Score 


61 




Exons 


2549. .2938, 


2763. 


.2939 








Seq. No. 


22430 






Seq. ID 


OJ990615_06.9926. 


C6 




46718 






Qf rand 






start 


232 






End 


3664 




Name 


OJ990615 06. 


9926. 


C6.04 .tw 


Method 


TBLASTX: Wheat 




Start 


2585 






End 


3068 




GI 


none 






Score 


198 




Exons 


2585. .3067, 


2594. 


.3040, 2613 


. .3068 






Seq. No. 


22430 






Seq. ID 


OJ990615_06.9926. 


C6 




4 6718 






Q j- rand 






Start 


232 






End 


3664 




Name 


OJ990615 06. 


9926. 


C6.o6.tm 


Method 


TBLASTX: Maize 




Start 


2999 






End 


3196 




GI 


none 






Score 


148 




Exons 


2999. .3196, 


3000. 


.3146 








'i "Seq. No'. 


22430 






Seq. ID 


OJ990615_06.9926. 


C6 


•"'^ f2^r\^ Mo 


4 6718 






Strand 






jrt Start 


232 






End 


3664 




y Name 


OJ990615 06. 


9926. 


C6.o7.tw 


Method 


TBLASTX: Wheat 




'■1 Start 


3209 






End 


3596 




Tl GI 


none 






Score 


80 




Exons 


3209. .3361, 


3264. 


.3383, 3392 


..3583, 3459. .3596 




U Seq. No. 


22430 






Seq. ID 


OJ990615_06.9926. 


06 


(Z^ry^ Mo 


4 6718 






Strand 






:i start 


232 






End 


3664 




J Name 


OJ990615 06. 


9926. 


C6.o8.tm 


Method 


TBLASTX: Maize 




^ Start 


3296 






End 


3596 




Z GI 


none 






Score 


58 




■J Exons 


3296. .3571, 


3507. 


.3596 








J Seq. No. 


22431 






Seq. ID 


OJ990615_06.9926. 


C7 


Gene No. 


46719 






Strand 






Start 


1 






End 


855 




Name 


OJ990615 06. 


9926. 


C7 .ol .np 


Method 


AAT/NAP 




Start 


1 






End 


855 




GI 


5257279 






Score 


366 




Exons 


1..635, 794. 


.855 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues . 


(L35053) [Oryza 


sativa] 






Seq. No. 


22431 






Seq. ID 


OJ990615_06.9926. 


07 


Gene No. 


46719 






Strand 






Start 


1 






End 


855 




Name 


OJ990615 06. 


9926. 


C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


27 






End 


431 




GI 


none 






Score 


80 




Exons 


27. .179, 82. 


.201, 


210. .431, 


277. .390, 


378. .431 





22708 



Sea No 


22431 


Seq. ID 


OJ990615 06 9926 


.07 


Gene No. 


46719 


Strand 






Start 


1 


End 


855 




Name 


OJ990615 06.9926.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


114 


End 


452 




GI 


none 


Score 


56 




Exons 


114. .452, 325. .384 








Sea No 


22431 


Seq. ID 


OJ990615 06 9926 


. C7 


Gene No. 


46719 


Strand 






Start 


1 


End 


855 




Name 


OJ990615 06.9926.C7.ol.gs 


Method 


GENSCAN 




Start 


380 


End 


785 




GI 


none 


Score 


.98 




Exons 


380. .785 








Sea No 


22432 


Seq. ID 


OJ990615 06 9926 


. Cll 


Gene No. 


46720 


Strand 


+ ~ 




Start 


442 


End 


508 




Name 


OJ990615 06.9926.Cll.ol.gs 


Method 


GENSCAN 




Start 


442 


End 


508 




GI 


none 


Score 


.43 




Exoris 


442. .508 








Sea No 


22433 


Seq. ID 


OJ990615 06 9926 


.012 


Gene No. 


46721 


Strand 






Start 


119 


End • 


585 




Name 


OJ990615 06.9926.C12,ol.gs 


Method 


GENSCAN 




Start 


119 


End 


533 




GI 


none 


Score 


.59 




Exons 


119. .533 








Seq. No. 


22433 


Seq. ID 


OJ990615_06.9926 


.C12 


Gene No. 


46721 


Strand 






Start 


119 


End 


585 




Name 


OJ990615 06. 9926.C12.ol.np 


Method 


AAT/NAP 




Start 


222 


End 


585 




GI 


6498441 


Score 


576 




Exons 


~222. .585 








GI Descrip. 


(AP000815) EST C72786(E2258 


) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


22434 


Seq. ID 


OJ990615__06.9926 


.C13 


Gene No. 


46722 


Strand 






Start 


1 


End 


623 




Name 


OJ990615 06.9926.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


623 




GI 


6498441 


Score 


97 6 




Exons 


l.,623 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


22434 


Seq. ID 


OJ990615_06. 9926 


.C13 


Gene No. 


46722 


Strand 







22709 




start 


1 






End 


623 






Name 


OJ990615 


_06.9926.C13.ol. 


gs 


Method 


GENSCAN 






Start 


64 






End 


623 






GI 


none 






Score 


.74 






Exons 


64 . .176, 


285. .421, 439.. 


623 










Seq. No. 


22434 






Seq. ID 


OJ990615_06. 


9926. 


C13 




46722 






Strand 








Start 


1 






End 


623 






Name 


OJ990615 


_06.9926.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


82 






End 


471 






GI 


none 






Score 


97 






Exons 


82. .339, 


125.. 355, 322.. 


420, 


323. .403, 


427. .471 






Seq. No. 


22434 






Seq. ID 


OJ990615_06. 


9926. 


C13 


fjfinp No 


46722 






Strand 








Start 


1 






End 


623 






Name 


OJ990615 


_06.9926.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


184 






End 


432 






GI 


none 






Score 


108 






Exons 


184. .432 


, 185. .430 












Seq. No. 


22435 






Seq. ID 




Z7 Z/ ^ U • 


C14 




46723 






Strand 


+ ~ 






V start 


267 






End 


338 






'■■i Name 


OJ990615 


_06.9926.C14.ol. 


gs • 


Method 


GENSCAN 






start 


267 






End 


338 






^ GI 


none 






Score 


.44 






-J Exons 

ij 


267. .338 














3 Seq. No. 


22435 






Seq. ID 


OJ990615_06. 


9926. 


C14 


Ts Gene No. 


46724 






Strand 








Start 


1 






End 


593 






Name 


OJ990615 


_06.9926.C14.ol. 


np 


Method 


AAT/NAP 






3 Start 


1 






End 


593 






J GI 


4680186 






Score 


173 






Exons 


1. .394, 


567. .593 












r.^ GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






-1. 

=f Seq. No. 


22436 






Seq. ID 


OJ990615_06. 


9926. 


C15 


"1 Gene No . 


46725 






Strand 


+ 






" Start 


154 






End 


601 






Name 


OJ990615 


_06.9926.C15.ol. 


gs 


Method 


GENSCAN 






Start 


154 




End 


601 






GI 


none 






Score 


.74 






Exons 


154. .291 


, 432.. 519, 586. 


.601 










Seq. No. 


22436 






Seq. ID 


OJ990615_06. 


9926. 


C15 


Gene No. 


46726 






Strand 








Start 


1 






End 


682 






Name 


OJ990615 


_06. 9926.C15.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


682 






GI 


1196998 






Score 


1193 






Exons 


1..682 














GI Descrip. 


(J01829) 


unknown protein 


. [Transposon TnlO] 







gi I 5103202 I dbj IBAA78838.il (AP000342)' transposase of TnlO' 
[Plasmid RlOO] gi | 5706382 | dbj | BAA83p97 . 1 1 (AB026428) transposase 



22710 



[Methylomonas amino faciens] gi I 5738092 | gb | AAD50250 . 1 1 AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 


22437 




Seq. ID 


OJ990615_06.9926 


.C16 


Gene No. 


46727 




Strand 


— 




Start 


247 




End 


1497 




Name 


OJ990615 06.9926.C16.Ol. 


gs 


Method 


GENSCAN 




Start 


247 




End 


1296 




GI 


none 




Score 


. 97 




Exons 


247. .1296 










Seq. No. 


22437 




Seq. ID 


OJ990615_06. 9926 


.C16 


Gene No. 


46727 




Strand 


— 




Start 


247 




End 


1497 




Name 


OJ990615 06. 9926.C16.ol. 


np 


Method 


AAT/NAP 




Start 


247 




End 


1497 




GI 


5702018 




Score 


1005 




Exons 


247. .465, 493. .1497 










GI Descrip. 


(AJ245478) alpha galactosyltransf erase 


[Trigonella 






foenum-graecum] 










Seq. No. 


22437 




Seq. ID 


OJ990615_06.9926 


.C16 


Gene No. 


46727 




Strand 






Start 


247 




End 


1497 




Name 


OJ990615 06. 9926.C16.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


259 




End 


1114 




GI 


none 




Score 


79 




Exons 


259. .450, 260. .451, 637. 


.1113, 


647. .1114 




Seq. No. 


22437 




Seq. ID 


OJ990615_06.9926 


.C16 


Gene No. 


46727 




Strand 






Start 


247 




End 


1497 




Name 


OJ990615 06.9926.C16.o2. 


to 


Method 


TBLASTX: Cress 




Start 


259 




End 


457 




GI 


none 




Score 


94 




Exons 


259. .285, 301. .450, 317. 


.457 








Seq. No. 


22437 




Seq. ID 


OJ990615_06.9926 


.C16 


Gene No. 


46727 




Strand 






Start 


247 




End 


1497 




Name 


OJ990615 06. 9926.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


280 




End 


1168 




GI 


none 




Score 


54 




Exons 


280. .393, 296. .361, 412. 


.450, 


413. .457 


, 616. .981, 647.. 


907, 




817. .954, 958. .1167, 974 


. .1084 


I, 1130.. 


1168 




Seq. No. 


22437 




Seq. ID 


OJ990615_06. 9926 


.C16 


Gene No. 


46727 




Strand 






Start 


247 




End 


14 97 




Name 


OJ990615 06.9926.C16.ol. 


gp 


Method 


AAT/GAP 




Start ' 


641 




End 


843 




GI 


1632391 




Score 


297 




Exons 


641. .843 










Seq. No. 


22437 




Seq. ID 


OJ990615_06.9926 


.C16 



22711 




Gene"" No . 


46727 


Strand/ 




Start 


247 


End 


1497 


Name 


ojyyODiD Uo . y . ciD . oi . to 


Method 


TBLASTX: Cress. 


Start 


TOT 


End 


1209 


GI 


none 


Score 


80 


Exons 


727. .1209, 734. .907, 820. .912, 


935.. 1195 


Seq. No. 


22438 


Seq. ID 


OJ990615 06.9926.C17 


Gene No. 


46728 


Strand 




Start 


1 


End 


927 


Name 


OJ990615_06.9926.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


759 


GI 


4 680179 


Score 


423 


Exons 


1 . . 759 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 


Seq. No. 


22438 


Seq. ID 


OJ990615 06.9926.C17 


Gene No. 


46728 


Strand 




Start 


1 


End 


927 - 


Name 


OJ990615_06 .9926.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


34 


End 


279 


GI 


none 


Score 


194 


Exons 


34 . . 2 /y 






Seq. No. 


22438 


Seq. ID 


OJ990615 06.9926.C17 


Gene No. 


46728 


Strand 




Start 


1 


End 


927 


Name 


OJ990615_06 . 9926.C17 . ol . gs 


Method 


GENSCAN 


Start 


158 


End 


927 


GI 


none 


Score 


. 64 


Exons 


ICO rt O T 

158 . . 927 






Seq. No. 


22438 


Seq. ID 


OJ990615 06.9926.C17 


Gene No. 


46728 


Strand 




Start 


1 


End 


927 


Name 


OJ 990d1o_0d . yyzD.Cl/.ol. tw 


Method 


TBLASTX: Wheat 


Start 


160 


End 


537 


GI 


none 


Score 


262 


Exons 


160 . . 537 






Seq. No. 


22439 


Seq. ID 


OJ990'615 06. 9926. C18 


Gene No. 


4 6/29 


Strand 




Start 


1 


End 


529 


Name 


OJ990615 06.9926.C18.ol.np 


Method 


AAT /NAP^ 


Start 


1 


End 


529 


GI . 


6002794 


Score 


810 


Exons 


1. .529 






GI Descrip. 


(AF149813) unknown [Oryza sativa] 




Seq. No. 


22439 


Seq. ID 


OJ990615_06.9926.C18 


Gene No.^'' 


46730 


Strand 




oTiar L 


833 


End 


1330 


Name 


OJ990615 06.9926.C18.ol.gp 


Method 


AAT /GAP 


Start 


833 


End 


1330 


GI 


38782 1.R1084 


Score 


807 


Exons 


833. .1330 






GI Descrip. 


' 6069643/cibj IAP000616.1 IAP000616 O.Oe+00 Oryza sativa genomic 



22712 




DNA, chromosome 6, clone : P0514G12 ' 





Seq. No. 


22439 




Seq. ID 


OJ590615 


_06. 


9926. 


C18 




Gene No. 


46730 




Strand 


- 










Start 


833 




End 


1330 










Name 


OJ990615 06. 


9926.C18.o2.gs 


Method 


GENSCAN 










Start 


1119 




End 


1192 










GI 


none 




Score 


.97 










Exons 


1119. .1192 
















Seq. No. 


22440 




Seq. ID 


OJ990615_ 


_06. 


9926. 


C19 




Gene No. 


46731 




Strand 


- 










Start 


501 




End 


616 










Name 


OJ990615 06. 


9926.C19.ol.gs 


Method 


GENSCAN 










Start 


501 




End 


616 










GI 


none 




Score 


.59 










Exons 


501. .616 
















Seq. No. 


22441 . 




Seq. ID 


OJ990615_ 


_06. 


9926. 


C20 




Gene No. 


46732 




Strand 


+ 










Start 


50 




End 


153 










Name 


OJ990615 06. 


9926.C20.ol.gs- 


Method 


GENSCAN 










Start 


50 




End 


153 










GI 


none 




Score 


.84 








■i -.5 


Exons 


50. .153 














ui 


Cprr Mo 


22442 




Seq. ID 


OJ990615 


06 


9926 . 


C21 




Gene No. 


46733 




Strand 


+ 








i : 2 


Start 


1 




End 


1457 










Name 


OJ990615 06. 


9926.C21.ol.np 


Method 


AAT/NAP 








'-J 


Start 


1 




End 


600 








: 3 

; Li 


GI 


5042454 




Score 


166 










Exons 


1..185, 540. 


.600 












Q 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 










Seq. No. 


22442 




Seq. ID 


OJ990615_ 


_06. 


9926. 


C21 




Gene No. 


46733 




Strand 


+ 










Start 


1 




End 


1457 








C3 


Name 


OJ990615 06. 


9926.C21.ol.gs 


Method 


GENSCAN 










Start 


149 




End 


1457 










GI 


none 




Score 


.6 










Exons 


149. .191, 1176. .1457 














Seq. No. 


22442 




Seq., ID 


OJ990615_ 


_06. 


9926. 


C21 




Gene No. 


46734 




Strand 












Start 


2256 




End 


3632 










Name 


OJ990615 06. 


9926.C21.o2.gs 


Method 


GENSCAN 










Start 


2256 




End 


3629 










GI 


none 




Score 


.46 










Exons 


2256. .2327, 


2988. .3629 














Seq. No. 


22442 




Seq. ID 


OJ990615_ 


_06. 


9926. 


C21 




Gene No. 


46734 




Strand' 












Start 


2256 




End 


3632 










Name 


OJ990615 06. 


9926.C21.o2.np 


Method 


AAT/NAP 










Start 


2981 




End 


3632 










GI 


2558660 




Score 


316 









22713 




Exons 


2981. .3632 














GI Descrip. 


(AC002354) 


unknown protein [Arabidopsis thaliana] 






Seq. No. 


22442 






Seq. ID 


OJ990615_06. 


9926 


.021 










Strand 








Start 


4269 






End 


6185 






Name 


OJ990615 06 




• L.IU 


Method 


TBLASTX: Maize 




Start 


2925 






End 


3212 






GI 


none 






Score 


48 






Exons 


2925. .302,0, 


2983. .3024, 


3009. 


.3212, 3022.. 3204, 3024.. 3212 


Seq. No. 


22442 






Seq. ID 


OJ990615_06. 


9926 


. C21 


A n ^ NT 








C4- r;::jnH 








Start 


4269 






FnH 


6185 






Name 


OJ990615 06 








TBLASTX : Soybean 




Start 


2925 






£jL l\Ji 


3527 






GI 


none 








173 






Exons 


2925. .3263, 


2989. .3237, 


3270. 


.3527 








Seq. No. 


22442 






Seq. ID 


OJ990615_06. 


9926 


.C21 










Strand 








Start 


4269 






End 


6185 






Name 


OJ990615 06 




. gs 


Method 


GENSCAN 






Start 


4269 






End 


5896 






GI 


none 






Score 


.51 






Exons 


4269. .4327, 














Seq. No. 


22442 






Seq. ID 


OJ990615_06. 


9926 


.C21 


Gene No. 


46735 






Strand 








O L. Cli. L. 


*i ^ U J 






End 


6185 






Name 


OJ990615 06 




.np 


Method 


AAT/NAP 






Start 


4892 






End 


6185 






GI 


6907086 






Score 


725 






Exons 


4892. .5243, 


coco 

DODO . . Qfi , 


5630. 


.5854, 5912.. 6185 






GI Descrip',': 


(AP001129) 


Vi t r»~k/^"§~ 1^ ^ T ^ 1 

nypo une L icaJ- 


protein [Oryza 


sativa] 






Seq. No. 


22443 






Seq. ID 


OJ990615_06. 


9926 


.C22 


Gene No. 


46736 






Strand 










X 






End 


1218 






Name 


OJ990615 06 




.np 


Method 


AAT/NAP 






Start 


1 






End 


1218 






GI 


6907086 " 






Score 


1130 






Exons 


1..383, 441 


. . 1 ^ X o 












GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


22443 






Seq. ID 


OJ990615_06. 


9926 


.C22 




46736 






Strand 








Start 


1 






End 


1218 






Name 


OJ990615 06 


.9926.C22.ol, 




Method 


GENSCAN 






Start 


472 ' 






End 


922 






GI 


none 






Score 


.57 






Exons 


472.. 591, 654.. '922 












Seq. No. 


22443 






Seq. ID 


OJ990615_06. 


9926 


.022 


Gene No. 


46737 






Strand 








Start 


1305 






End 


1497 






Name 


OJ990615 06 


.9926. 022. ol. 


,gp 


Method 


AAT/GAP 







22714 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1305 End 1497 

5667165 Score 353 

1305.. 1497 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



22444 Seq. ID 

46738 Strand 

1109 End 
OJ990615_06 . 992 6 . C23 . ol . gs Method 

1109 End 

none Score 

1109. .1118, 1525. .1598 



OJ990615_06.9926.C23 
+ 

1901 
GENSCAN 
1598 
.94 



OJ990615_06.9926.C23 
+ 



22444 Seq. ID 

46738 Strand 

1109 End 1901 

OJ990615_06. 9926. 023. o2.gp Method AAT/GAP 

1392 End 1901 

38782_1.R1084 Score 841 

1392.. 1901 

'6069643/dbj I AP000616. 1 1 AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



22444 Seq. ID 

46739 Strand 

1 End 1888 

OJ990 615_06 . 9926 . 023 . ol . np Method AAT/NAP 

1 ' End 1888 

6069659 Score 109 
1..62, 234. .364, 1854. .1888 

(AP000616) hypothetical protein [Oryza sativa] 



OJ990615 06.9926.C23 



OJ990615 06. 9926.023 



22444 Seq. ID 

46739 Strand 

1 End . 1888 

OJ990615_06 . 9926 . 023 . o2 . np Method AAT/NAP 

1 End 1045 

6907088 Score 527 

1..54, 496. .733, 909. .1045 

(AP001129) hypothetical protein [Oryza sativa] 

22444 Seq. ID OJ990615_06 . 9926 . 023 

46739 Strand 

1 End 1888 

OJ990615_06 . 9926 . 023 . ol . gp Method AAT/GAP 

56 End 235 

5667165 Score 320 

56. .235 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAO clone 34K24, complete sequence yt^>r- 



22444 Seq. ID 

46740 Strand 

2621 End 

OJ990615_06. 9926. 023. o3.np Method 

2621 End 



OJ990615_06. 9926.023 

4268 

AAT/NAP 

4268 



22715 




GI 


4234852 


Score 


449 




Exons 


2621.. 2680, 3027.. 3600, 4225. 


.4268 






GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


O O » >l il 

z^4 4 4 


Seq. ID 


ojyyobio 0b.yy2b. 


C23 


Gene No. 


4 D /4 0 


Strand 






Start 


O ^ O 1 


End 


>i o o 

4268 




Name 


ojyyubio ub . yy^D . . oi . tw 


Metnoa 


TBLASTX : wneat 




Start 




End 


A A A 

o4 4 4 




GI 


none 


Score 


174 




Exons 


3021. .3134, 3160. .3444 








Seq. No. 


A A A 

22444 


Seq. ID 


ojy yubio_ub . yy2b . 


C23 


Cjene no. 


A A f\ 

4 6740 


Strand 






Start 


2621 


End 


yi o c o 

4268 




Name 


ojyyobio ub . yy2b . C2o . oi . ts 


Metnod 


inLiAo i a: boyJDean 




Start 


J021 


End 


'D C T O 




GI 


none 


Score 


60 




Exons 


3021. .3143, 3178. .3444, 3441. 


.3572 






Seq. No. 


22444 


Seq. ID 


OJyy06lD 06.9926. 


C23 


Gene No . 


4 674 0 


Strand 






Start 


2621 


End 


/I o ^ o 

4268 ^ 




Name 


ojyyubio ub . y y26 . C2o . oi . tm 


Method 


TBLASTX : Mai ze 




Start 


3021 


End 


34 41 




GI 


none 


Score 


147 




Exons 


3021. .3134, 3226. .3441 








Seq. No. 


22444 


Seq. ID 


/^taaa/^t c a /:r Ano/:r 

OJy90615 06.9925. 


C23 


Gene No . 


4 674 0 


Strand 






Start 


2 621 


End 


/ o c o 
4268 




Name 


ujyyubio ub . y y2b . u2 0 . 02 . gs 


Meunoa 






Start 




End 


424 6 




GI 


none 


Score 


A A 

. 94 




Exons 


3884. .4246 








Seq. No. 


22445 


Seq. ID 


OJ990615_06.9926. 


C25 


Gene No. 


46741 


Strand 


+ 




Start 


631 


End 


11436 




Name 


OJ990615 06.9926.C25.ol.gs 


Method 


GENSCAN 




Start 


631 


End 


11436 




GI 


■ none 


Score 


.45 




Exons 


631. .874, 906. .1048, 1134. .1362, 2256. 


.2283, 2761.. 2858, 






2960.. 3552, 3668.. 3760, 3983. 


.4017, 7046. .7196, 9849. .10341 




10444. .10649, 10887. .11436 








Seq. No. 


22445 


Seq. ID 


OJ990615_06.9926. 


C25 


Gene No. 


46741 


Strand 


+ 




o uar u 


631 


End' 


■ 11436 




Name 


OJ990615 06.9926.C25.ol.np 


Method 


AAT/NAP 




Start 


6905 


End 


11433 




GI 


6553891 


Score 


2276 




Exons 


6905. .7196, 9849. .11433 








GI Descrip. 


(AC012563) unknown protein [Arabidopsis thaliana] 




Seq. No. 


22445 


Seq. ID 


OJ990615__06.9926. 


025 


Gene No. 


46741 


Strand 


+ 





22716 



start 631 End 11436 

Name OJ990615_06. 9926.C25.ol .gp Method AAT/GAP 

Start 9840 End 10401 

GI 8275_1.R1084 Score 1085 

Exons 9840.. 10401 

GI Descrip. '3004565 2.0e-36 {AC003673) putative protein kinase [Arabidopsis 
thaliana] • 



Seq. No. 22445 

Gene No. 4 6742 

Start 10509 

Name OJ990615_06 . 9926 . 025 . o2 . ts 

Start 7087 

GI none 
Exons 



Seq. ID OJ990615_06.9926.C25 
Strand 
End 

Method 
End 
Score 



11638 

TBLASTX : Soybean 

10403 

139 



7087. .7194, 7092. .7226, 9849. .10130, 9850. .10131, 9853. .10134, 
10173. .10403, 10189. .10398, 10197.. 10403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



22445 
46742 
10509 

OJ990615_06 . 9926 . C25 . o2 . tm 

7090 

none 



Seq. ID OJ990615_06.9926.C25 
Strand - . 
End 

Method 
End 
Score 



11638 
. TBLASTX: Maize 
10446 
132 



7090. .719,4, 7092. .7205, 7126. .7212, 9849. .10091, 9850.'. 10122, 
10198. .10386, 10200. .10388, 10390 1044 6, 10405 .. 104 40' 



Seq. No. 22445 

Gene No. 46742 

Start - 10509 

Name OJ990615_06 . 9926 . C25 . o2 . tc 

Start 10288 

GI none 

Exons 10288. .10365, 10293 .. 10364 , 
10362. .10520, 10363.. 10524 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990615 06.9926.C25 



11638 
TBLASTX: 
10524 
88 



Cress 



10361. .10519, 10362. .10520, 



OJ990615 06.9926.C25 



Seq. No. 22445 Seq. ID 

Gene No. 4 6742 Strand 

Start 10509 End 

Name OJ990615_06 . 9926 . C25 . ol . tm Method 

Start ■ 10450 End 

GI none Score 

Exons 10450. .10725, 10457 .. 10723, 10458 .. 11072 , 104 65 .. 11073, 
11179. .11298 



11638 

TBLASTX: Maize 

11298 

130 



Seq. No. 22445 

Gene No. 46742 

Start 10509 

Name OJ990615_06 . 9926 . C25 . ol . ts 

Start 10450 

GI none* 

Exons 10450. .10725, 10519 .. 10644 , 10560 .. 11138 , 10561 
10795. .10959, 11127. . 11399, 11127 .. 11309, 11128 



Seq. ID OJ990615_06. 9926.C25 
Strand 

11638 

TBLASTX : Soybean 
11436 
147 



End 

Method 

End 

Score 



,11139, 
,11415, 



11134. .11199, 11137. .11436, 11224 .. 11295, 11224. .11298 



Seq. No. 
Gene No. 
Start 



22445 
46742 
10509 



Seq. ID 

Strand 

End 



OJ990615 06.9926.C25 



11638 



22717 



Name OJ990615_06 . 9926 . C25 . o2 . gp Method AAT/GAP 

Start 10509 End 11638 

GI 1548_1.R1084 . Score 2203 

Exons 10509. .11638 

GI Descrip. '3004565 l.Oe-119 (AC003673) putative protein kinase 
(Arabidopsis thaliana] * 



Seq. No, 22445 

Gene No. 46742 

Start 10509 

Name OJ990615_06. 9926.C25.ol. tc 

Start 10525 

GI none 
Exons 



Seq. ID OJ990615_06.9926.C25 
Strand 

End 11638 

Method TBLASTX: Cress ' 

End 11430 

Score 72 



10525. .10644, 10795,-10959, 11009 11080, 11080 ,. 11142 , 
11133. ,11390, 11133. .11309, 11134 .. 11430, 11149. .11430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons : 

GI Desc'rip, 



22446 
4 6743 
1 

OJ990615_06 . 9926 . C26 . ol . gp 
1 

359 1.R1084 



Seq. ID OJ990615_06.9926.C26 
Strand 

End 2070 

Method AAT/GAP 

End 2070 

Score 8 67 



1..139, 1105. .1227, 1333. .1411, 1919, ,2070 
'2828296/emb|CAA16710,l| 4.0e-53 {AL021687) RNase L 
inhibitor-like protein [Arabidopsis thaliana] * 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



'22446 
46743 
1 

OJ990615_06,9926,C26.ol.np 
1 

1519253 



Seq. ID OJ990615_06.9926,C26 
Strand 

End 2070 

Method AAT/NAP 

End 2070 

Score 694 



1..139, 1105,, 1227, 1333.. 1411, 1919.. 2070 
(U65958) GF14-d protein [Oryza sativa] 



22446 
46743 
1 

OJ990615_06,9926.C26.ol,ts 
21 

none 



Seq. ID OJ990615_06.9926.C26 
Strand 

End 2070 

Method TBLASTX : Soybean 

End 2070 

Score ' 71 



21. .80, 29. .142, 29. .139, 31. .141, 1094. .1228, 1105. .1230, 
1105. .1230, 1163. .1231, 1328. .1414, 1331. .1414, 1332. .1421, 
1333. .1437, 1916.. 2053, 1918., 2070 



Seq. No. 22446 

Gene No. 46743 

Start 1 

Name OJ990615_06 . 9926 . C26 . o2 . tm 

Start 21 

GI none 

Exons 21. .80, 23. .139, 25. .141, 25. 

Seq, No. 22446 

Gene No. 46743 

Start 1 

Name OJ990615 06 . 9926 . C26 . o2 , tc 



Seq. ID OJ990615_06,9926.C26 
Strand 

2070 

TBLASTX: Maize 
141 
86 



End 

Method 
End 
Score 
.141- 



Seq. ID OJ990615_06.9926.C26 
Strand 

End 2070 

Method TBLASTX : Cress 



22718 



start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21 

none 

21. .80, 23. .142, 23. 



End 
Score 



142 
72 



139 



22446 
46743 
1 

OJ990615_06 . 9926 . C26 . ol . gs 
23 

none 



Seq. ID OJ990615_06.9926,C26 
Strand 

End • 2070 

Method GENSCAN 
End 1938 
Score .92 



23. .139, 1105.. 1227, 1333. .1411, 1919.-. 1938 



22446 
46743 
1 

OJ990615_06..9926.C26.ol.tw 
29 

none 



Seq. ID OJ990615_06.9926.C26 
Strand 

End 2070 

Method TBLASTX : Wheat 

End 1230 

Score 76 



29. .139, 30. .80, 34. .141, 37. .141, 38. .142, 1105. .1230, 
1112. .1228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22446 
46743 
1 

OJ990615_06.9926.C26.ol.tm 

1043 

none 



Seq. ID OJ990615_06.9926.C26 



Strand 
End 

Method 

End 

Score 



-2070 

TBLASTX: Maize 

2070 

214 



1043. .1228, 1057. .1230, 1062. .1229, 1075. .1230, 1157. .1231, 
1331. .1414, 1331. .1414, 1333. .1446, 1916. .2065, 1916. .1960, 



1918.. 2070, 2011.. 2070 

22446 Seq. ID 

46743 Strand 
1 End 
OJ990615_06.9926.C26.ol.tc . Method 
1093 End 
none Score 

1093.. 1230, 1103.. 1228, 1331.. 1411, 

1933.. 2064, 1934.. 2056 



OJ990615_06.9926.C26 
2070 

TBLASTX: Cress 
2064 
115 

1333. .1413, 1333. .1422, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990615_06.9926.C26 
2070 

TBLASTX: Wheat 
2070 
147 



22446 • ■ Seq. ID 

46743 Strand 
1 End 
OJ990615_06 . 9926 . C26 . o2 . tw Method 
1916 End 
none Score 
1916. .2047, 1918. .2070 

22447 

46744 Strand 
1869 End 
OJ990615_06. 9926.C27.ol.np Method 
1869 End' " 
4585708 Score 
1869. .1986, 2140, .2178, 2317. .2442, 3219. .3409 
(AJ238117) putative phospholipase A2 [Oryza sativa] 



Seq. ID OJ990615_06.9926.C27 
+ 

3409 
AAT/NAP 
3409 
261 



22719 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22447 
46744 
1869 

OJ990615_06.9926.C27.ol.gs 

1881 

none 

1881. .2017, 2317. .2473, 3248, 

22447 
46745 
10200 

OJ990615_06.9926.C27.o3.np 

10200 

5803259 

10200. .11335, 12440.. 13071 



22447 
46745 
10200 

OJ990615_06.9926.C27.o4 .np 
12067 
6907087 
12067. . 
(APOOll 
region 
sativa] 



Seq. ID 


OJ990615 






End 


3409 


Method 


GENSCAN 


End 


3400 


Score 


.44 


,3400 






^ \/ J. 'J 


strand . 


+ 




J. *j ^ ^ ^ 


Method 


AAT/NAP 


End 


13071 


Score 


1719 


in [Oryza 


sativa] 


Seq. ID 


OJ990615 


Strand 


+ 


End 


13992 


Method 


AAT/NAP 


End 


13992 


Score 


1484 



06.9926.C27 



12449, 12658. .13350, 13891 .. 13"992 

29) ESTs C72771 (E2215) ,AU082313(E2215) correspond to a 
of the predicted gene.; hypothetical protein [Oryza 



Seq. No. 


22447 


Seq. ID 


OJ990615_06.9926 


.C27 


Gene No. 


46746 


Strand 


+ 




Start 


14559 


End 


19609 




Name 


OJ990615 06.9926.C27.ol.gp 


Method 


AAT/GAP 




Start 


14454 


End 


14838 




GI 


uC-osflcyp033a04bl 


Score 


674 




Exons 


14454. .14838 








GI Descrip. 


•6016845/dbj t AP000570 . 1 1 AP000570 3.0e 


-59 Oryza sativa genom: 




DNA, chromosome 1, clone : P0711E10 * 






Seq. No. 


22447 


Seq. ID 


OJ99b615_06.9926 


.C27 


Gene No. 


46746 


Strand 


+ 




Start 


14559 


End 


19609 




Name 


OJ990615 06.9926.C27.o4.gs 


Method 


GENSCAN 




Start 


14559 


End 


17221 




GI 


none 


Score 


.42 




Exons 


14559. .14624, 16070. .17221 








Seq. No. 


22447 


Seq. ID 


OJ990615_06.9926 


.C27 


Gene No. 


46746 


Strand 


+ 




Start 


14559 


End 


19609 




Name 


OJ990615 06.9926.C27.o6.np 


Method 


AAT/NAP 




Start 


16049 


End 


19609 




GI 


4680179 


Score 


590 




Exons 


16049. .16908, 17071 .. 17315, 18761 .. 1884 0, 19548. .19609 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 




Seq. No. 


22447 ' 


Seq. ID 


OJ990615_06. 9926 


-C27 


Gene No. 


46747 


Strand 







22720 




start 


5329 








End 


19609 


Name 


OJ990615 06. 


9926. 


C27.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


2310 








End 


2461 


GI 


none 








Score 


192 


Exons 


2310. .2459, 


2315. 


.2461 








Seq. No. 


22447 








Seq. ID 


OJ990615_06.9926.C27 


Gene No. 


46747 








Strand 




o car u 










, End 


19609 


Name 


OJ990615 06. 


9926. 


C27.02 


. tm. 


Method 


TBLASTX: Maize 


Start 


2310 








End 


3394 


GI 


none 








Score 


186 


Exons 


2310. .2450, 


2315. 


.2428, 


2319. 


.2441, 2320. .2460, 3207.. 3242, 




3218. .3274, 


3298. 


.3387, 


3299. 


.3394 




Seq. No. 


22447 








Seq. ID 


OJ990615_06.9926.C27 












Strand 




Start 


5329 








End 


19609 


Name 


OJ990615 06. 


9926. 


C27.01 


.tc 


Method 


TBLASTX: Cress 


Start 


2315 








End 


3376 


GI 


none 








Score 


189 


Exons 


2315. .2467, 


2322, 


.2456, 


3209. 


.3265, 3299.. 3376 


Seq. No. 


22447 








Seq. ID 


OJ990615_06.9926.C27 


Gene No. 


46747 








Strand 




o uar t 


3 jz 








End 


19609 


Name 


OJ990615 06. 


9926. 


C27.02 


. gs 


Method 


GENSCAN 


Start 


5329 








End 


9209 


GI 


none 








Score 


.48 


Exons 


5329. .5454, 


6513. 


.6724, 


6803. 


.6840, 8377. .8546, 8765. .8851, 




8950. .8996, 


9152. 


.9209 








Seq. No. 


22447 








Seq. ID 


OJ990615_06.9926.C27 


Gene No. 


46747 








Strand 




Start 


5329 








End 


19609 




OJ990615 06. 


9926. 


C27.02 


.np 


Method 


AAT/NAP 


Start 


8493 








End 


19609 


GI 


5042454 








Score 


206 


Exons 


8493. .8553, 


8956. 


.9124, 


9815. 


.9871, 11068. .11301, 11737.. lH 




19484. .19609 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


22447 








Seq. ID 


OJ990615_06. 9926.C27 


Gene No. 


46747 








Strand 




O L, Ctl. L 


5329 








End 


19609 


Name 


OJ990615 06. 


9926. 


C27.05 


.np 


•Method 


AAT/NAP 


Start 


14383 








End 


14587 


GI 


4680186 








Score 


229 


Exons 


14383. .14587 












GI Descrip. 


(AF111709) unknown [Or,yza sativa subsp. 


. indica] 


Seq. 'No. 


22447 








Seq. ID 


0 J9 90 6 1 5_0 6-.' 9 92 6 . C2 7 


Gene No. 


46747 








Strand 




Start 


5329 








End 


19609 


Name 


OJ990615 06. 


9926. 


C27.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


16292 








End 


16651 


GI . 


none 








Score 


280 



22721 



Exons 



16292. .16651, 16294.. 16647 



Seq. No. 


22447 


Seq. ID 


OJ990615 


Gene No. 


46747 


Strand 


- 


Start 


5329 


End 


19609 


Name 


OJ990615 06.9926.C27.ol.tm 


Method 


TBLASTX : 


Start 


16532 


End 


16834 


GI 


none 


Score 


224 


Exons 


16532. .16834, 16546.. 16635 








22448 


Seq. ID 


OJ99061S 


Gene No. 


46748 


Strand 


+ 


Start 


1 


End 


1410 


Name 


OJ990615 06.9926.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1410 


GI 


6539586 


Score 


774 


Exons 


1..544, 1306. .1410 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22448 


Seq. ID 


OJ990615 


Gene No. 


46748 


Strand 


+ 


Start 


1 


End 


1410 


Name 


OJ990615 06.9926.C28.ol.gs 


Method 


GENSCAN 


Start 


104 


End 


641 


GI 


none 


Score 


.55 


Exons 


104. .186, 288. .641 






O C ^ • IN U • 


22448 


Seq. ID 


WU ^ ^ \J \J 1. 


Gene No. 


46749 


Strand 




Start 


1274 


End 


1678 


Name 


OJ990615 06.9926.C28.o2.np 


Method 


AAT/NAP 


Start 


1238 


End 


1678 


GI 


4680185 


Score 


469 


Exons 


; 1238. .1678 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


22448 


Seq. ID 


OJ990615 


Gene No. 


46749 


Strand 


- 


Start 


1274 


End . 


1678 


Name 


OJ990615 06.9926.C28.o2.gs 


Method 


GENSCAN 


Start 


1274 


End 


1633 


GI 


none 


Score 


.73 


Exons 


1274. .1633 






Seq. No. 


22449 


Seq. ID 


OJ990615 




.46750 


Strand 




Start 


201 


End 


582 


Name 


OJ990615 06.9926.C30.ol.gp 


Method 


AAT/GAP 


Start 


201 


End 


582 


GI 


uC-osflcyp033a04bl 


Score 


659 


Exons 


201. .582 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59* Oryza 




DNA, chromosome 1, clone : P0711E10 * • 




Seq. No. 


22449 


Seq. ID 


OJ990615 


Gene No. 


46751 


Strand 




Start 


102 


End 


484 



06.9926.C30 



22722 




Name 


OJ990615 06.9926.C30.ol.gs 


Method 


GENSCAN 




.■■ 




Start 


102 


End 


484 








GI 


none 


Score 


.73 








Exons 


102, .332, 431. .484 












Seq. No. 


22449 


Seq. ID 


OJ990615 


_06. 


9926. 


C30 


Gene No. 


46751 


Strand 










Start 


102 


End 


484 








Name 


OJ990615 06. 9926.C30.ol.np 


Method 


AAT/NAP 








Start 


130. 


End 


340 








GI 


4680186 


Score 


233 








Exons 


130. .340 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


994 4 Q 
<c ^ I fi ^ 


C(arT T n 
oeq . L\j 


OJ990615_ 


_Q6. 


9926. 


C30 


Gene No. 




T*3 nH 










Start 


411 

H J ± 




484 








Name 






AAT/NAP 








Start 


411 ~~ 




484 








GI 


5852180 


Score 


37 








Exons 


431. .484 












GI Descrip. 




sativa] 










Seq. No. 


994Sn 


Seq. ID 


OJ990615_ 


_06. 


9926. 


C31 




L fi? SI 

4 D / J J 


Strand 


-1- 








Start 


9fifi 


End 


598 








Name 




Method 


GENSCAN 








Start 


266 


End 


598 








GI 


none 


Score 


.72 








Exons 


S99 Sfi7 SQft 












Seq. No. 


994 SI 


Seq. ID 


OJ990615_ 


_06. 


9926. 


C32 


Gene No. 


4 fi7S4 


Strand 










Start 


1 


End 


256 








Name 


OTQQOfil S n^; QQ9^^ ri9 o1 nrv 


Method 


AAT/NAP 








Start 


1 


End 


256 








GI 


3021268 


Score 


45 








Exons 


1..22, 159. .256 












GI Descrip. 


{AL022347) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


22451 


Seq. ID 


OJ990615_ 


_06. 


9926. 


C32 




46755 


Strand 










Start 


159 


End 


429 








Name 


OJ990615 06.9926.C32.ol.gs 


Method 


GENSCAN 








Start 


159 


End 


429 








GI 


none 


Score 


.57 








Exons 


159. .271, 411. .429 












Seq. No. 


22452 


Seq. ID 


OJ990615_ 


_06. 


9926. 


C33 




46756 


Strand 


+ 








Start 


126 


End 


731 








Name 


OJ990615 06.9926.C33.ol.gs 


Method 


GENSCAN 








Start 


126 


End 


711 








GI 


none 


Score 


.88 








Exons 


126. .271, 338. .711 












Seq. No. 


22452 


Seq.- ID 


OJ990615_ 


_06. 


9926. 


C33 



22723 



Gene No. 


46756 




Strand 


+ 






Start 


126 




End 


731 






Name 


OJ990615_06.9926.C33.ol 


.np 


Method 


AAT/NAP 






Start 


142 




End 


731 






GI 


6907089 




Score 


94 6 






Exons 


142. .731 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


22453 




Seq. ID 


OJ990615_ 


_06. 


9926. C34 


Gene .No. 


46757 




Strand 


+ 






Start 


1 




End 


2630 






Name 


OJ990615_06.9926.C34.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


2627 






GI 


6907089 




Score 


3320 






Exons 


1..657, 758. .2627 












GI Descrip. 


{AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


22453 




Seq. ID 


OJ990615_ 


_06. 


9926. C34 


Gene No. 


46757 




Strand 


+ 






Start 


1 




End 


2630 






Name 


OJ990615 06. 9926.C34 .ol 


. gs 


Method 


GENSCAN 






Start 


41 




End 


2630 






GI 


none 




Score 


.79 






Exons 


41. .461, 489. .657, 758. 


.2630 










Seq. No. 


22453 




Seq. ID 


OJ990615 


_06. 


9926. C34 


Gene No. 


46758 




Strand 








Start 


3251 




End 


11541 






Name 


OJ990615 06.9926.C34.o2 


.gs 


Method 


GENSCAN 






Start 


3251 




End 


10889 






GI 


none 




Score 


.47 






Exons 


3251.. 6787, 6851.. 8262, 


8371. 


.8561, 8605.. 9286, 


9323. .9493, 



9849.. 9891, 10174 .. 10231, 10852.. 10889 



Seq. No. 22453 
Gene No>- •. 4 6758 
Start ■ 3251 

Name OJ990615_06. 9926.C34 .o2.np 

Start 3254 

GI' 6498441 

Exons 3254.. 3535, 3629.. 5026, 5198.. 5921, 6096.. 6230, 6414.. 6787, 

6851. .7314, 7645. .8710 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990615_06.9926.C34 
Strand 

End 11541 . 

Method AAT/NAP 

End 8710 

Score 7290 



Seq. No. 


22453 






Seq. ID 


OJ990615_06.9926. 


C34 


Gene No. 


46758 






Strand 






Start 


3251 






End 


11541 




Name 


OJ990615 06. 


9926.C34.o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


3263 






• End 


3865 




GI 


none - 






Score 


76 




Exons 


3263. .3388, 


3267. .3389, 


3581. 


.3865, 3582.:3860 




Se*q. No. 


22453 






Seq. ID 


OJ990615_06. 9926- 


C34 


Gene No. 


46758 






Strand 






Start 


3251 






End 


11541 





22724 



Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 
Gene No. 
Start 



OJ990615_06. 

3866 

none 

3866. .4246, 

22453 
46758 
3251 

OJ990615_06. 

4052 

none 

4052. .4264, 

22453 
46758 
3251 

OJ990615_06. 

4577 

none 

4577. .4825, 

22453 
46758 
3251 

OJ990615_06. 

4892 

none 

4892. .5041, 
5096. .5350 

22453 
46758 
3251 

OJ990615_06, 

5759 

none 

5759. .6130, 

22453 
46758 
3251 

OJ990615_06. 

5789 

none 

5789. .6208, 

22453 
46758 
3251 

OJ990615_06. 

5882 

none 

5882. .6265, 

22453 
46758 
3251 



9926.C34.o4.tw 
3897.. 4247, 8223. 

9926.C34.o2.tm 
4061. .4384, 4074. 

9926.C34.o8.tw 
4713. .4889 

9926.C34.o5.tw 
4893. .5030, 4907. 



9926.C34.ol.ts 



5970. .6113 



9926.C34 .o2.tw 



5814. .6209 



9926.C34 .o3.tm 



5901. .6266 



Method 
End 
Score 
.8303 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4355 

Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Wheat 

8303 

239 



OJ990615_06.9926.C34 
11541 

TBLASTX: Maize 

4384 

82 



OJ990615_06.9926.C34 
11541 

TBLASTX: Wheat 

4889 

64 



Seq. ID OJ990615_06.9926.C34 
Strand 

End 11541 

Method TBLASTX : Wheat 

End 5350 

Score 81 

.5032, 5075.. 5326, 5076.. 5261, 



Seq. ID OJ990615_06.9926.C34 
Strand 

End 11541 

Method TBLASTX : Soybean 

End 6130 

Score 90 



Seq. ID OJ990615_06. 9926.C34 
Strand 

End 11541 

Method TBLASTX : Wheat 

End 6209 

Score 2 98 



Seq. ID OJ990615_06.9926.C34 
Strand 

End 11541 

Method TBLASTX: Maize 

End . 6^266 - 

Score 236 



Seq. ID OJ990615_06.9926.C34 
Strand 

End 11541 



22725 




Name 


OJ990615 06. 


9926. 


C34.01. 


tm 


Method 


TBLASTX: Maize 




Start 


6293 








End 


6649 




GI 


none 








Score 


73 




Exons 


6293. .6409, 


6293. 


.6649, 


6303. 


.6614 






Seq. No. 


22453 








Seq. ID 


OJ990615_06.9926 


.C34 


^ T-i Kl/^ 

Liene wo . 


A an c: o 
4 D / OO 








Q-h v=» nrl 

o t r ana 






Start 


3251 








End 


11541 




Name 


OJ990615 06. 


9926. 


C34.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


6317 








End 


6779 




GI 


none 








Score 


218 




Exons 


6317. .6778, 


6323. 


.6778, 


6324. 


.6779 






Seq. No. 


22453 








Seq. ID 


OJ990615_06.9926 


.C34 




I D / J O 








O Li a.nu. 






Start 


3251 








End 


11541 




Name 


OJ990615 06. 


9926. 


C34.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


6374 








End 


6739 




GI 


none 








Score 


117 




Exons 


6374. .6508, 


6515. 


.6739 










Seq. No. 


22453 








Seq. ID 


OJ990615_06.9926 


.C34 


uene lno . 


ft D / O O 


- 






our ana 






Start 


3251 








End 


11541 




Name 


OJ990615 06. 


9926. 


C34 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6944 








End 


7430 




GI 


none 








Score 


160 




Exons 


6944. .7429, 


6975. 


.7235, 


7257. 


.7430 






Seq. No. 


22453 








Seq. ID 


OJ990615_06.9926 


.C34 


uene ino . 


fi O / 3 O 








o t. r ana 






Start 


3251 








End 


11541 




Name 


OJ990615 06. 


9926. 


C34 .o4. 


tm 


Method 


TBLASTX: Maize 




Start 


8270 








End 


8554 




GI 


none 








Score 


108 




Exons 


8270. .8518, 


8271. 


.8516, . 


8282. 


.8554-, . 






Seq. No. 


22453 








Seq. ID 


OJ990615_06.9926 


.C34 


uene ino . 










Strand 






Start 


3251 








End 


11541 




Name 


OJ990615 06. 


9926. 


C34.07. 


tw 


Method 


TBLASTX: Wheat 




Start 


8304 








End 


8563 




GI 


none 








Score 


74 




Exons 


8304. .8441, 


8306. 


.8425, 


8408. 


.8506, 8409.. 8489, 8513. .8563 


Seq. No. 


22453 








Seq. ID 


OJ990615_06.9926 


.C34 


Gene No. 


46758 








Strand 








3251 








End 


11541 




Name 


OJ990615 06. 


9926. 


C34.03. 


np 


Method 


■AAT/NAP 




Start 


9440 








End 


11541 




GI 


5042454 








Score 


177 




Exons 


9440. .9500, 


9855. 


.10021, 


11504. .11541 . 






GI Descrip. 


{AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


22454 








Seq. ID 


OJ990615_06.9926 


.C35 


Gene No. 


46759 








Strand 






Start 


1 








End 


1760 





22726 



r 




Name OJ990615_06, 9926.C35.ol.np Method AAT/NAP 

Start 1 End 891 

GI . 6721562 Score 1107 
Exons 1..891 



GI Descrip. {AP001073) Similar to Zea mays 22-kDa alpha zein' gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 I dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. {AF031569) [Oryza 
sativa] 



kJ C7 . I>l ^ • 


22454 




Seq. ID 


OJ990615 


06. 


9926 


.C35 


Gene No. 


46759 




Strand 










Start 


1 




End 


1760 








Name 


OJ990615 06. 


9926.C35.ol.gs 


Method 


GENSCAN 








Start 


91 




End 


1627 








GI 


none 




Score 


.78 








Exons 


91.. 909, 963 


..1169, 1396.. 


1482, 1581.. 


1627 










22454 




Seq. ID 










Gene No. 


46759 




Strand 










Start 


1 




End 


1760 








Name 


OJ990615 06. 


9926.C35.o2.np 


Method 


AAT/NAP 








Start 


1116 




End 


1760 








GI 


5042454 




Score 


178 








Exons 


1116. .1176, 


1587. .1760 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


22455 




Seq. ID 


OJ990615_ 


_06. 


9926 


.C36 


Geiie No. 


46760 




Strand 


+ 








Start 


2956 




End 


3059' 








Name 


OJ990615 06. 


9926.C36.ol.gp 


Method 


AAT/GAP 








Start 


2956 




End 


3059 








GI 


2312354 




Score 


169 








Exons 


2956. .3059 














Seq. No. 


22456 




Seq. ID 


OJ990615_ 


_06. 


9926 


.C37 


Gene No. 


46761 




Strand 


+ 








Start 


551 




End 


670 








Name 


OJ990615 06. 


9926.C37.ol.gs 


Method 


GENSCAN 








Start 


551 




End 


670 








GI 


none 




Score 


.73 








Exons 


551.. 670 














Seq. No. 


22457 




Seq. ID 


OJ990615_ 


_06. 


9926 


.C38 


Gene No. 


46762 




Strand 


+ 








Start 


71 




End 


190 








Name 


OJ990615 06. 


9926.C38.ol.gs 


Method 


GENSCAN 








Start 


71 




End 


190 








GI • 


none 




Score 


.78 








Exons 


71. .190 














Seq. No. 


22457 




Seq. ID 


OJ990615_ 


_06. 


9926 


.C38 


Gene No. 


46763 




'Strand 


+ 








Start 


3941 




End 


5085 








Name 


OJ990615 06. 


9926.C38.o3.gs 


Method 


GENSCAN 








Start 


3941 




End 


5085 








GI 


none 




Score 


.78 - 









22727 



Exons 3941.. 4381, 4942.. 5085 



$eq. No. 22457 Seq. ID 

Gene No. 46764 . Strand 

Start 2685 ^ . "End 

Name OJ990615_06. 9926.C38 .o2 .-^s Method 

Start 2685 End 

GI none Score 

Exons 2685.. 2899, 3023.. 3227, 3300.. 3434 



OJ990615_06.9926.C38 

3434 
GENSCAN 
3434 
.49 



O n n XT A 

beq. NO. 


4 0 / 


Seq. ID 


OJ990615_06.9926. 


C38 


Gene No. 


46764 


Strand 






Start 


2685 


End 


3434 




Name 


OJ990615 06.9926.C38.o2.tm 


Method 


TBLASTX: Maize 




Start 


2895 


End 


3380 




GI 


none 


Score 


76 




Exons 


2895. .3191, 2983.. 3171, 3033. 


.3173, 3318.. 3380 




Seq. No. 


22457 


Seq. ID 


OJ990615_06.9926. 


C38 


Gene No. 


46765 


Strand 






o uaru 




End 


5485 




Name 


OJ990615 06.9926.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


4223 


End 


5485 ■ 




GI 


none 


Score 


257 




Exons 


4223. .4381, 4288. .4371, 4971. 


.5084, 4972.. 5085, 4993.. 5085, 




.5413. .5484, 5414. .5485 








Seq. No. 


22458 


Seq. ID 


OJ990615_06.9926. 


C39 


Gene No. 


46766 


Strand 


+ 




O Ldr 




End 


271 




Name 


OJ990615 06.9926.C39.ol.gp 


Method 


AAT/GAP 




Start 


56 


End 


271 




GI 


1548 1.R1084 


Score 


365 




Exons 


56. .271 








GI Descrip. 


•3004565 l.Oe-119 (AC003673) 


putative 


protein kinase 






[Arabidopsis thaliana] ' 








beq. wo. 




Seq. ID 


OJ990615_06.9926. 


C39 


Gene No. 


46767 


Strand 






Start 


1 


End 


732 




Name 


OJ990615 06. 9926.C39.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


732 




GI 


6960305 


Score 


828 




Exons 


1. .732 








GI Descrip. 


(AF216523) FKFl [Arabidopsis 


thaliana] 






Seq. No. 


22458 


Seq. ID 


OJ990615_06.9926. 


C39 


Gene No. 


46767 


Strand 






Start 


1 


End 


732 




Name 


OJ990615 06.9926.C39.o2.ts 


Method 


TBLASTX : Soybean 




Start 


56 


End 


330 




GI 


none 


Score 


99 




Exons 


56. .142, 82. .330, 82. .219, 85 


..213, 98 


..220, 136. .261 




Seq, No. 


22458 


Seq. ID 


OJ990615_06.9926. 


C39 


Gene No. 


46767 


Strand 






Start 


1 


End 


732 





22728 




Name 


OJ990615 


06. 


9926. 


C39.01. tm 


Method 


TBLASTX: Maize 


Start 


95 








End 


456 


GI 


none 








Score 


366 


Exons 


95. .322, 


97. 


.321, 


103. .324, 


104. .322, 


105. .335, 319. .456, 




322. .456 












Seq. No. 


22458 








Seq. ID 


OJ990615_06.9926.C39 


Gene No. 


4.6767 








Strand 




Start 


1 ■ 








End 


732 


Name 


OJ990615 


06. 


9926. 


C39.01 .gs 


Method 


GENSCAN 


Start 


131 








End 


668 


GI 


none 








Score 


.53 


Exons 


131. .668 













OJ990615 06.9926.C39 



Seq. No. 22458 Seq. ID 

Gene No. 4 6767 Strand 

Start 1 End 

Name OJ990615_06 . 9926 . C39 . ol . to Method 

Start 169 End 

GI none Score 

Exons 169. .417, 170. .373, 187. .423, 191. .421, 415. .492, 418, 
425. .487 



732 

TBLASTX: Cress 

492 

246 



.471, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22458 
46767 
1 

OJ990615_06.9926.C39.ol.ts 

377 

none 



Seq. ID OJ990615_06.9926.C39 
Strand 

End 732 

Method TBLASTX : Soybean 

End 732 - 

Score 52 



377. .583, 378. .443, 382. .591, 421. .600, 422. .607, 649. .732, 
650. .730 



Seq. No. 22458 

Gene No. 46767 

Start 1 

Name OJ990615_06. 9926 . 039 .o2 . gp 

Start 379 

GI 8275_1.R1084 

Exons 379.. 732 

GI Descrip. '3004565 2.0e-36 (AC003673) putative protein kinase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990615_06.9926.C39 

Strand -• . 

End 732 

Method AAT/GAP 

End 732 

Score 681 



Seq. No. 22458 Seq. ID 

Gene No. 46767 Strand 

Start 1 End 

Name OJ990615_06 . 9926 . 039 . o2 . tm Method 

Start • 470 End 

GI none Score 
Exons 



OJ990615_06. 9926,039 
732 

TBLASTX: Maize 

732 

112 



470. .550, 472. .537, 536. .730, 544. .732 



Seq. No. 22459 Seq. ID 

Gene No. 46768 Strand 

Start 1 - End 

Name OJ990615_0"6 . 9926 . C40 . ol . np Method 

Start 1 End 

GI 6907089 Score 

Exons 1..62, 503. .627, 731. .989 



OJ990615_06.9926.C40 
+ 

989 

AAT/NAP 

989 

366 



"22729 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


22459 




Seq. ID 


OJ990615_ 


_06. 


.9926 


.C40 




46768 




Strand 


+ 








start 


1 




End 


989 








Name 


OJ990615. 06.9926.C40.ol 


• qs 


Mpthod 


GENSCAN 








Start 


417 




End 


894 








GI 


none ^. 




Score 


.53 








Exons 


417. .627, 731. .894 














Seq. No. 


22460 




Seq. ID 


0J9 90615 


_06. 


.9926 


.C41 


Gene No. 


46769 




Strand 


+ 








Start 


1 




End 


1089 








Name 


OJ990615 06.9926.C41.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1089 








GI 


6907089 




Score 


1143 








Exons 


1..486, 592. .1089 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


22460 




Seq. ID 


OJ990615 


_06. 


.9926 


.C41 


Gene No. 


46769 




Strand 


+ 








Start 


1 




End 


1089 








Name 


OJ990615 06.9926.C41.ol 


.gs 


Method 


GENSCAN 








Start 


11 




End 


1010 








GI 


none 




Score 


.55 








Exons 


11. .212, 318. .486, 592. 


.745, 


875. .1010 











Seq. No. 


22461 




Seq. ID 


OJ990615 


Gene No. 


46770 




Strand 




Start 


1 




End 


670 


Name 


OJ990615 06.9926.C42 


. ol .np 


Method 


AAT/NAP 


Start 


1 




End 


670 


GI 


5042454 




Score 


84 


Exons 


1..30, 84. .175, 553. 


.670 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa]' 


Seq. No. 


22461 




Seq. ID 


OJ990615 


Gene No. 


46770 




Strand 




Start 


■ 1 




End 


670 


Name 


OJ990615 06.9926.C42 


.ol.gs 


Method 


GENSCAN 


Start 


177 




End 


494 


GI 


none 




Score 


.63 


Exons 


177. .290, 461. .494 









Seq. No. 22461 

Gene No. 46770 

Start 1 

Name OJ990615_06 . 9926 . C42 . o2 . np 

Start 237 

GI 5042454 

Exons 237.. 292, 575.. 670 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990615_06.9926.C42 
Strand 

End 670 

Method AAT/NAP 

End 670 

Score 75 



Seq. No. 22462 

Gene No. 46771 

Start 1 

Name OJ990615_06 . 9926 . C4 3 . ol . np 



Seq. ID OJ990615_06.9926.C43 

Strand + 

End 905 

Method AAT/NAP 



22730 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



905 
844 



6498441 
1..35, 219.. 353, 528.. 905 

(APOOOSiS) EST C72786 {E2258) corresponds to a reqion of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



22462 
46771 
1 

OJ990615_06,9926.C43.o2.tw 
25 

none 

25. .237, 27. .239 

22462 
46771 
1 

OJ990615_06.9926.C43.ol.gs 
59 

none 
59. .843 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



22462 Seq. ID 

46771 Strand 

1 End 
OJ990615_06 . 9926 . C4 3 . ol . tm Method 

183 End 

none Score 

183. .548, 184. .567 

22462 Seq. ID 

46771 Strand 

1 End 
OJ990615_06. 9926.C43.ol. tw Method 

240 End 

none Score 

240. .635, 241. .660 

22462 Seq. ID 

46771 * Strand 

1 End 
OJ990615_06. 9926.C4 3.ol.ts Method 

319 End 

none Score 

319. .690, 336. .479 



OJ990615_06.9926.C43 
+ 

905 

TBLASTX: Wheat 

239 

233 



OJ990615_06.9926.C43 
+ 

905 

GENSCAN 

843 

.81 



OJ990615_06.9926.C43 
+ 

905 

TBLASTX: Maize 

567 

364 



OJ990615_06.9926.C43 
+ 

905 

TBLASTX: Wheat 

660 

496 



OJ990615_06.9926.C43 
+ 

905 

TBLASTX : Soybean 

690 

285 



OJ990615 06.9926.C44 



22463 ■ Seq. ID 

46772 Strand 

351 End 719 
OJ990615_06 . 9926 . C4 4 . ol . np Method AAT/NAP 

342 End ■ 719 

4585708 Score ■ 82 
342.. 537, 688.. 719 

(AJ238117) putative phospholipase A2 [Oryza sativa] 



Seq. No. 



22463 



Seq. ID OJ990615_06.9926.C44 



22731 



Gene No. 4 6772 Strand 

Start 351 End 

Name OJ990 61 5_0 6 . 992 6 . C4 4 . ol . gs Method 

Start 351 End 

GI none Score 

Exons 351.. 503, 541.. 669 



• 



719 

GENSCAN 

669 

.47 



Seq. No. 22464 
Gene No. 46773 
Start 1 

Name OJ990615_06 . 9926 . C4 6 . ol . np 

Start 1 
GI 6498441 
Exons 1..241, 572.. 721 

GI Descrip. (AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990615_06.9926.C46 
Strand 

End 721 

Method AAT/NAP 

End 721 

Score 622 



Seq. No. 22464 

Gene No. 46773 

Start 1 

Name OJ990615_06 . 9926 . C4 6 . ol . gs 

Start 12 

GI none 

Exons 12.. 130, 161.. 368, 483.. 663 

Seq. No. 22464 

Gene No. 46773 

Start 1 

Name OJ990615_06. 9926.C4 6.ol. tw 

Start 12 

GI none 

Exons 12.. 353, 55.. 162, 184.. 345 

Seq. No. ' 22465 

Gene No. 46774 

Start 541 

Name OJ990615_0 6 . 992 6 . C47 . ol . gs 

Start 541 

GI none 

Exons 541 . . 655 



Seq. ID OJ990615_06. 9926.C46 
Strand 

End 721 

Method GENSCAN 

End 663 

Score .78 



Seq. ID OJ990615_06. 9926.C46 
Strand 

End • 721 

Method TBLASTX : Wheat 

End 353 ■ 

Score 85 



Seq. ID OJ990615_06. 9926.C47 

Strand 

End 704 

Method GENSCAN 

End 655 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22465 
46774 
541 

OJ990615_06.9926.C47.ol.np 
544 

6907089 
544. .704 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990615_06. 9926.C47 
Strand 

704 

AAT/NAP 
704 
200 



End 

Method 

End 

Score 



22466 
46775 
348 

OJ990625_01.9921.C5.ol.gp 
348 

42 1.R1084 



Seq. ID OJ990625__01.9921.C5 
Strand 

End 7982 

Method AAT/GAP 

End 7982 

Score 9114 



22732 



Exons 348.. 1822, 2043.. 2204, 2319.. 2473, 3002.. 3871, 4170.. 4639, 

4724. .4787, 4911. .5254, 5337. ,5516, 5623.. 5726, 5859.. 5968, 
6454. .6550, 6944. .7044, 7130. .7282, 7367. .7480, 7571. .7690, 
7766.. 7982 

GI Descrip. '2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease {SP:P38767) [Arabidopsis thaliana]* 



Seq. No. 


22466 








Seq. ID 


OJ990625_01.9921.C5 


Gene No. 


46775 








Strand 




Start 


348 








End 


7982 


Name 


OJ990625 01 


.9921 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


349 








End 


996 




none 








Score 


678 


Exons 


349. .993, 350. .994, 350 


. .991, 


811. .996 




Seq. No. 


22466 








Seq. ID 


OJ990625_01.9921.C5 


Gene No. 


46775 








Strand 




Start 


348 








End 


7982 


Name 


OJ990625 01 


.9921 


.C5.02. 


to 


Method 


TBLASTX: Cress 


Start 


395 








End 


7846 


GI 


none 








Score 


44 


Exons 


395. .991, 417. .503, 527 


. .829, 


579. .860, 


921. .992, 1283. .1828, 




1392. .1745, 


2028 


. .2207, 




.2204, 2319.. 2408, 2323.. 2412, 




3444. .3641, 


3507 


. .3602, 


3681. 


.3818, 3682. .3834, 4171. .4275, 




4315. .4638, 


4387 


. .4617, 


4403. 


.4630, 4968.. 5123, 5001.. 5099, 




5184. .5252, 


5341 


. .5409, 


5343. 


.5408, 5422. .5511, 5858. .5965, 




5859. .5951, 


7142 


. .7282, 


7364. 


.7432, 7577.. 7690, 7608.. 7691, 




7790. .7846 












Seq. No. 


22466 








Seq. ID 


OJ990625_01.9921.C5 


Gene No . 


46775 








Strand 




Start 


348 








End 


7982 


Name 


OJ990625 01 


. 9921 


. C5 ..o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


395 








End 


5114 


GI 


none 








Score 


135 


Exons 


395. .829, 527. .7 


87, 579 


. .830, 


1331. .1828, 1392. .1829, 




3681. .3818, 


4165 


. .4254, 


4315. 


.4638, 4384. .4638, 4755. .4841, 




4974. .5060, 


5076 


. .5114 








Seq. No. 


22466 








Seq. ID 


OJ990625_01.9921.C5 


Gene No. 


46775 








Strand 




Start 


348 








End 


7982 


Name 


OJ990625 01 


.9921 


.C5.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


833 








End 


1330 


GI 


none 








Score 


207 


Exons 


833. .1189, 


833. . 


1330, 915.. 1328, 1229.. 


1330 


Seq. No. 


22466 








Seq. '^D * 


OJ990625_01.9921.C5 


Gene No. 


46775 








Strand 




Start 


348 








End 


7982 


Name 


OJ990625 01 


. 9921 


.C5.02. 


tm 


Method 


TBLASTX: Maize 


Start 


1280 








End 


2090 


GI 


none 








Score 


224 


Exons 


1280. .1816, 


1392 


. .1745, 


1601. 


.1816, 2046.. 2090 



22733 




oeq. wo. 


DO 






Gene No. 


46775 






Start 


348 






Name 


OJ990625 01 


.9921. 


C5.01. 


Start 


1616 






GI 


none 






Exons 


1616. .1828, 


1629. 


.1736, 


Seq. No. 


22466 






Gene No. 


A ann t; 
4 b / / 0 






Start 


348 






Name 


OJ990625 01 


.9921. 


05. o3. 


Start 


2025 






GI 


none 






Exons 


2025, .2207, 


2043. 


.2204, 




2323. .2460, 


3000. 


.3053, 


beq. NO. 


00 A C^iC 






Gene No. 


46775 






Start 


348 






Name 


OJ990625 01 


9921. 


C5..03. 


Start 


2091 






GI 


none 






Exons 


2091. .2207, 


2091. 


.2204, 


beq. NO. 


OO A 
ZZ 4 Ob 






Gene No. 


46775 






Start 


348 






Name 


OJ990625 01 


9921. 


C5.01. 


Start 


3030 






GI 


none 






Exons 


3030. .3440, 


3034. 


.3366, 


beq. NO. 


OO A C^C^ 

ft bb 






Gene No. 


46775 






Start 


■ 348 






Name 


OJ990625 01 


9921. 


C5.02. 


Start 


3171 






GI 


none 






Exons 


3171. .3524, 


3175. 


.3525, 


beq. NO. 


oo A 
4 bb 






Gene No. 


46775 






Start 


348 






Name 


OJ990625 01 


9921. 


C5.04. 


Start 


3295 






GI 


none 






Exons 


3295. .3351, 


3384. 


.3641, 


Seq. No. 


22466 






Gene No. 


46775 






Start 


348 






Name 


OJ990625 01. 


9921. 


C5.05. 


Start 


5064 






GI 


none 






Exons 


5064. .5258, 


5121. 


.5258, 




Seq. ID OJ990625_01.9921.C5 
Strand . - 
End 7982 
tw Method TBLASTX : Wheat 
End 2207 
Score 87 
2046. .2204, 2047. .2163, 2061. .2207 

Seq. ID OJ990625_01.9921.C5 
Strand 

End 7982 

ts Method TBLASTX : Soybean 

End 3054 

Score 124 
2047. .2208, 2059. .2205, 2319. .2474, 
3001.. 3054 

Seq. ID OJ990625_01.9921.C5 
Strand 

End 7982 

tm Method TBLASTX: Maize 

End 2372 

Score 161 
2095.. 2205, 2319.. 2372, 2320.. 2370 

Seq. ID OJ990625_01.9921.C5 
Strand 

End 7 982 

tc Method TBLASTX:Cress 

End 34 41 

Score 325 
3036.. 3431, 3157.. 3441 

Seq. ID OJ990625_01.9921.C5 
Strand 

End 7982 

ts Method TBLASTX : Soybean 

End 3537 

Score 292 
3205. .3537,. 3326. .3529 

Seq. ID OJ990625_01.9921.C5 
Strand 

End 7982 

tm Method TBLASTX: Maize 

End 3728 

Score 38 
3427.. 3615, 3672.. 3716, 3681..:3728 

Seq. ID OJ990625_01.9921.C5 
Strand 

End 7982 

ts Method TBLASTX: Soybean 

End 5430 

Score 115 
5143. .5277, 5338. .5430, 5342. .5428 



22734 



OJ990625_01.9921,C6 
+ 

401 

AAT/GAP 

401 

469 



Seq. No. 22467 Seq. ID 

Gene No. 4 677 6 Strand 

Start 153 End 

Name OJ990625_01 . 9921 .C6. ol .gp Method 

Start 153 End 

GI 42_1.R1084 Score 

Exons 153. . 401 

GI Descrip. '2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana]' 



Seq. No. 


22468 


Seq. ID 


OJ990625_01.9921.C9 


Gene No. 


46777 


Strand 




Start 


7 


End 


170 


Name 


OJ990625 01.9921.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


7 


End 


170 


GI 


none 


Score 


89 


Exons 


7. .156, 8. .109, 9. .170, 10.. 


147, 39. .170 


Seq. No. 


22469 


Seq. ID 


OJ990625_01. 9921. CIO 


Gene No. 


46778 


Strand 


+ 


Start 


4208 


End 


5471 


Name 


OJ990625 01.9921.C10.ol.gp 


Method 


AAT/GAP 


Start 


4208 


End 


5471 


GI : 


21063 1.R1084 


Score 


1038 


Exons 


4208.. 4364, 4730 .. 4 974 , .5311 


. .5471 






'3098603 4.0e-74 (AF052191) 


katanin p60 subunit 




[Strongylocentrotus purpuratus] ' 




Seq. No. 


22469 


Seq. ID 


OJ990625_01. 9921. CIO 


Gene No. 


46779 


Strand 


+ 


Start 


6541 


End 


7166 


Name 


OJ990625 01.9921.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


274 


End 


1594 


GI 


none 


Score 


187 


Exons 


274. .432, 387. .431, 1236. .1406, 1237.. 


1368, 1241.. 1405, 




1376.. 1594, 1380.. 1592, 1525 


. .1593 




Seq. No. 


22469 


Seq. ID 


OJ990625_01. 9921. CIO 


Gene No. 


46779 


Strand 


+ 


Start 


6541 


End 


7166 


Name ' 


OJ990625 01. 9921.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


331 


End 


1596 


GI 


none 


Score 


162 


Exons 


331. .432, 1236. .1394,. 1237. . 


1365, 1401 


. .1451, 1414. .1452, 




1444. .1482, 1446.. 1493, 1521 


..1574, 1522. .1596 


Seq. No. 


22469 


Seq. ID 


OJ990625_01. 9921. CIO 


Gene No. 


46779 


Strand 


+ 


Start 


6541 


End 


7166 


Name 


OJ990625 01.9921.C10.o3.tm 


Method 


TBLASTX: Maize 


Start 


4224 


End 


5467 


GI 


none 


Score 


128 


Exons 


4224. .4361, 4729. .4974, 4730 


..4975, 5312. .5389, 5414. .5467 



22735 






oeq . iNO . 


^ ^ ft D!7 










\J\J ^^\J\J C. O \J X. • ^ ^ i. m \^ ^\} 




Gene No. 


46779 








Strand 






Start 


6541 








End 


7166 




Name 


OJ990625 01 


.9921. 


C10.O2. 


tc 


Method 


TBLASTX: Cress 




Start 


4269 








End 


4972 




GI 


none 








Score 


76 




Exons 


4269. .4361, 


4733. 


.4972, 


4741 


. .4953 






Seq. No. 


22469 








Seq. ID 


OJ990625_01 . 9921 .CIO 




Gene No. 


46779 








Strand 


+ 




otarc 


DO 4 ± 








End 


7166 




Name 


OJ990625 01 


.9921. 


ClO.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4302 








End 


5392 




GI 


none 








Score 


110 




Exons 


4302. .4364, 


4307. 


.4369, 


4308 


..4364, 4725. .4964, 4726. .4962, 






4726. .4974, 


4727. 


.4975, 


4815 


..4979, 5304. .5387, 5311. .5391, 






5312. .5392 














becj. wo. 










Seq. ID 


OJ990625_01. 9921. CIO 




Gene No. 


46779 








Strand 


+ 




Start' 


6541 








End 


7166 




Name 


OJ990625 01 


.9921. 


ClO.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4748 








End 


4975 


i:? 


GI 


none 








Score 


212 


'J 

fs 


Exons 


4748. .4975, 


4765. 


.4974 








: 1 


Seq. No. 


22469 








Seq. ID 


OJ990625_01. 9921. CIO 


J 


KjQnQ INO . 










Strand 


+ 




Start 


6541 








End 


7166 


y 


Name 


OJ990625 01 


.9921. 


ClO.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6036 








End 


6839 


U 


GI 


none 








Score 


125 




Exons 


6036. .6143, 


6037. 


.6132, 


6054 


..6146, 6538.-6696, 6542. .6832, 






6543. .6839, 


6547. 


.6831 








• 


Seq. No. 


22469 








Seq. ID 


OJ990625_01. 9921. CIO 






46779 








Strand 


+ 


J 


Start 


6541 








End 


7166 




Name 


OJ990625 01 


.9921. 


C10.O2. 


gp 


Method 


AAT/GAP 




Start 


6541 








End 


7166 




GI 


16329 1.R1084 






Score 


1113 




Exons 


6541. .7166 














GI Descrip. 


•3283072 3. 


Oe-13 


(AF056022) 


p60 katanin [Homo sapiens] ' 




oeq . NO . 


22469 








Seq. ID 


OJ990625_01 . 9921 .CIO 




Gene No. 


46779 








Strand 


+ 




Start 


6541 








End 


7166 




Name 


OJ990625 01 


.9921. 


C10.O2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6542 








End 


6664 




GI 


none-' - • 








Score 


187 




Exons 


6542'. .6664, 


6544. 


.6663 










Seq. No. 


22469 








Seq. ID 


OJ990625_01. 9921. CIO 




Gene No. 


46779 








Strand 


+ 




Start 


6541 








End 


7166 




Name 


OJ990625 01 


.9921. 


C10.O3. 


tc 


Method 


TBLASTX: Cress 



22736 



start * 


6661 






End 


6920 


GI 


none 






Score 


224 


Exons 


6661. .6822, 


6662. .6826, 


6671. 


.6874, 6675.. 6920 


Seq. No. 


22470 






Seq. ID 


OJ990625_01. 9921.C12 


Gene No. 


46780 






Strand 


+ 


Start 


8257 






End 


8337 


Name 


OJ990625 01 


9921.C12.o2 


.gp 


Method ■ 


AAT/GAP 


Start 


8257' 






End 


8337 


GI 


38012 1.R1084 




Score 


101 


Exons 


8257. .8337 










GI Descrip. 


'4097947/gb|U72255|OSU72255 2 


.Oe-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds ' 


Seq. No. 


22470 






Seq. ID 


OJ990625_01. 9921.C12 


oene ino . 


46781 






Strand 




Start 


1 






End 


326 


Name 


OJ990625 01 


9921.C12.ol 


. gp 


Method 


AAT/GAP 


Start 


1 






End 


326 


GI 


286945 






Score 


616 


Exons 


1. .326 










Seq. No. 


22471 






Seq. ID 


OJ990625_01. 9921.C13 


Gene No. 


46782 






Strand 




Start 


107 






End 


2338 


Name 


OJ990625 01 


9921.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


107 






End 


2338 




none 






Score 


101 


Exons 


107. .166, 110. .172, 112 


ITT 


339. .443, 


353. .451, 356.-445, 




730. .828, 734. .829, 734 


Q 9 ^; 


909. .989, 


918. .1001, 1510. .1602, 




1516. .1605, 


1517. .1618, 




.1622, 17C 


8. .1821, 1709. .1822, 




1711. .1824, 


2015. .2071, 


o n 0 


.2057, 2152.. 2211, 2153.. 2212, 




2306. .2338, 


2307. .2336 








Seq. No. 


22471 






Seq. ID 


OJ990625_01.9921.C13 


Gene No. 


46783 






Strand 




Start 


3291 






End 


5835 


Name 


OJ990625 01 


9921.C13.ol 


+-Tn 


Method 


TBLASTX: Maize 


oTzari, 


3291 






End 


5835 


GI 


none 






Score 


96 


Exons 


3291. .3413, 


3311. .3418, 


3317. 


.3412, 3324.. 3419, 3522.. 3620, 




3527. .3616, 


3534. .3620, 


3759. 


.4013, 3759. .4013, 3760. .4014, 




3761. .4015, 


5075. .5170, 


5076. 


.5171, -5739.. 5810, 5740.. 5835, 




5741. .5827 










Seq. No. 


22471 






Seq. ID 


OJ990625_01.9921.C13 


Gene No . 


46783 






Strand 




Start 


3291 






End 


5835 


Name 


OJ990625 01. 


9921.C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3317 






End 


3625 


GI 


none 






Score 


60 


Exons 


3317. .3418, 


3321. .3419, 


3527. 


.3625, 352 


8.. 3620, 3530.. 3625 


Seq. No. 


22471 






Seq. ID 


OJ990625_01.9921.C13 


Gene No. 


46783 






Strand 




Start 


3291 






End 


5835 


Name 


OJ990625 01. 


9921.C13.ol 


.ts 


Method 


TBLASTX : Soybean 



22737 



start 
GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3851 End 4025 

none Score 135 

3851.. 4015, 3852.. 4013, 3852.. 4025 



Seq. ID OJ990625_01.9921.C15 



22472 

46784 Strand + 

705 End 879 

OJ990625_01 . 9921 . C15 . ol . gp Method AAT/GAP 

705 ' End 879 

15886_1.R1084 Score 275 
705. .879 

•287938/emb|X54204 ICVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) ' 



22473 Seq. ID 

46785 Strand 

10168 End 
OJ990625_01 . 9921 . C18 . o3 . gp Method 

10168 End 

none Score 
10168. .10609 



OJ990625_01.9921.C1^ 
+ 

10609 
AAT/GAP 
10609 
868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4180. .4296, 
5046. .5087, 



OJ990625 01.9921.C18 



.gp 



22473 
46786 
3177 

OJ990625_01.9921.C18.o2, 
3177 

2400_1.R1084 
3177. .3533, 4041. .4091, 
4686. .4717, 4880. .4958, 
5748. .6006 

'287938/emb|X54204 ICVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) ' 



6006 
AAT/GAP 
6006 
2153 
4377. .4451, 
5181. .5232, 



4538. .4606, 
5315. .5394, 



22473 
46787 
14973 

OJ990625_01. 

3232 

none 

3232. .3297, 
4038. .4094, 
4356. .4412, 
4536. .4607, 
4917. .4964, 
5181. .5234, 
5315. .5395, 



9921.C18.o2.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990625 01.9921.C18 



3273. .3296, 
4038. .4097, 
4377. .4412, 
4536. .4607, 
5023. .5082, 
5182. .5235, 
5745. .5879, 



3368 
4039 
4388 
4686 
5046 
5313 
5748 



15354 

TBLASTX: Maize 
5880 
49 

.3535, 3396.. 3536, 3397.. 3534, 
.4095, 4180. .4299, 4181. .4297, 
.4453, 4410. .4454, 4535. .4606, 
.4718, 4687. .4728, 4872. .5003, 
.5090, 5051. .5086, 5181. .5234, 
.5390, 5314. .5-394, 5314. .5394, 
.5852, 5749. .5880 



22473 
46787 
14973 

OJ990625_01 . 9921 .C18 . o2 . ts 
3402 



End 

Method 
End 

none Score 
3402. .3536, 3403. .3534, 3417. .3536, 4038. .4097, 4039. .4098, 
4150. .4284, 4172. .4297, 4178. .4282, 4180. .4299, 4377. .4451, 
4377. .4439, 4381. .4452, 4417. .4452, 4510. .4596, 4535. .4606, 



Seq. ID OJ990625_01.9921.C18 
Strand 

15354 

TBLASTX : Soybean 
6021 
118 



22738 



4536. .4607, 4536. .4607, 4686. .4718, 4687. .4728, 4917. .4964, 
4918. .4965, 5040. .5090, 5047. .5085, 5181. .5234, 5188. .5235, 





5314. .5394, 


5315. .5395, 


5745 


..6014, 5749. .6021 


Seq. No. 


22473 






Seq. ID 


OJ990625_01.9921.C18 


Gene No. 


46787 






Strand 




Start 


14973 






End 


15354 


Name 


ujyyuDzo u±. 


yyz 1 . Lio . oi 




Method 


TBLASTX: Cress 


Start 


4038 






End 


6027 


GI 


none 






Score 


67 


Exons 


4038. .4097, 


4039. .4092, 


4178 


..4282, 4180. .4299, 4190. .4297, 




4356. .4451, 


4377. .4439, 


4381 


..4452, 4382. .4453, 4533. .4613, 




4535. .4606, 


4536. .4607, 


4686 


..4718, 4687. .4728, 4881. .4964, 




4917. .4964, 


5046. .5090, 


5181 


..5234, 51£ 


8. .5232, 5326. .5394, 




5330. .5395, 


5745. .6014, 


5749 


. .6027 




Seq. No. 


22473 






Seq. ID 


OJ990625_01. 9921.C18 


Gene No. 


46787 






Strand 




Start 


14973 






End 


15354 - 


Name 


OJ990625 01. 


9921.C18.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


5881 






End 


6027 


GI 


none 






Score 


163 


Exons 


5881. .6027, 


5883. .6014 








Seq. No. 


22473 






Seq. ID 


OJ990625_01.9921.C18 


Gene No. 


46787 






Strand 




Start 


14973 






End 


15354 


Name 


OJ990625 01. 


9921.C18.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


11717 






End 


12124 


GI 


none 






Score 


89 


Exons 


11717. .11851 


, 11819. .12124, 


11873. .11965, 11875. .12123 


beq. No. 


zZ4 /o 






Seq. ID 


OJ990625_01.9921.C18 


Gene No. 


46787 






Strand 




Start 


14973 






End 


15354 


Name 


OJ990625 01. 


9921.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


11971 






End 


12457 


GI 


none 






Score 


242 


Exons 


11971. .12171 


, 11972. .12181, 


12193. .12456, 12193. .12456, 




12194. .12457 










Seq. No. 


22473 






Seq. ID 


OJ990625_01. 9921.C18 


Gene No . 


46787 






Strand 




Start 


14973 






End 


15354 


Name 


OJ990625 01. 


9921.C18.o3 


tm 


Method 


TBLASTX: Maize 


Start 


12479 






End 


14336 


GI 


none 






Score 


164 


Exons 


12479. .12589, 12479 .. 12577 , 


12480. .12593, 12665. .12814, 




12676. .12834 


, . 12677. .12820, 


12678. .12833, 14174. .14 308, 




14175. .14300, 14175. .14336, 


14176. .14325 


Seq. No. 


22473 






Seq. ID 


OJ990625_01. 9921.C18 


Gene No. 


4 6787 






Strand 




'Start 


14973 






End 


15354 


Name 


OJ990625 01. 


9921.C18..05 


tm 


Method 


TBLASTX: Maize 


Start 


14355 






End 


14638 


GI 


none 






Score 


104 
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Exons 



14355. .14465, 14369. ' 14467, 14460. . 14492, 14468 14491, 
14493. .14636, 14495 .. 14638, 14495. .14638 



Seq. No. 22473 

Gene No. 46787 

Start 14973 

Name OJ990625_01 . 992 1 . C18 . ol . ts 

Start 14463 

GI none 
Exons 



Seq. ID OJ990625_01. 9921.C18 
Strand 

End 15354 

Method TBLASTX: Soybean - 

End 15020 

Score 120 



14463. .14609, 14483 .. 14608, 14625. . 14867, 14 679 14774 , 
14835. .14867, 14901 .. 15020, 14901. .15017 



Seq. No. 22473 

Gene No. 46787 

Start 14973 

Name OJ990625_01 . 9921 . C18 . o4 . tm 

Start 14897 

GI none 

Exons 14897. .15052, 14898.. 15077 

Seq. No. 22473 

Gene No. 46787 

Start 14973 

Name OJ990625_01 . 9921 . C18 . o4 . gp 

Start 14973 

GI none 

Exons 14973. . 15354 



Seq. ID OJ990625_01.9921.C18 
Strand 

End 15354 

Method TBLASTX : Maize 

End 15077 

Score 250 



Seq. ID OJ990625_01.9921.C18 
Strand 

End 15354 

Method AAT/GAP 

End 15354 

Score 744 



Seq. No*. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



22474 
46788 
1 

OJ990625_01.9921.C22.ol.gp 
1 

15886_1.R1084 
1..189, 1102.. 1509 

' 287938 /emb 1X54204 I CVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) * 



Seq. ID OJ990625_01.9921.C22 

Strand + 

End ^1509 

Method AAT/GAP 

End 1509 

Score 1120 



22474 
46788 
1 

OJ990625_01.9921.C22.ol.ts 
1 

none 

1..189, 3. .188 

22474 
46788 
1 

OJ990625_01. 9921.C22.ol.tc 
1 

none 

1..189, 3. .188 

22474 
46788 
1 



Seq. ID OJ990625_01.9921.C22 

Strand + 

End 1509 

Method TBLASTX : Soybean 

End 189 

Score 251 



Seq. ID OJ990625_01. 9921.C22 

Strand + 

End 1509 

Method TBLASTX : Cress 

End 18 9 

Score 222 



Seq. ID OJ990625_01. 9921.C22 
Strand + 
End 1509 



22740 




Name 


OJ990625 01 


.9921 


.C22.01 


.tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


189 


GI 


none 








Score 


276 


Exons 


1..189, 3.. 


188 










Seq. No. 


22475 








Seq. ID 


OJ990625_01. 9921.C26 


Gene No . 










o 1,1. diiU 




Start 


1217 








End 


1919 


Name 


OJ990625 01 


.9921 


.C26.01 


.gp 


Method 


AAT/GAP 


Start 


1217 








End 


1919 


GI 


none 








Score 


1136 


Exons 


1217. .1453, 


1566 


. .1919 








Seq. No. 


22475 








Seq. ID 


OJ990625__01.9921.C26 


Gene No. 


46790 








Strand 




Start 


ZUbo 








End 


2879 


Name 


OJ990625 01 


.9921 


.C26.01 


.tm 


Method 


TBLASTX: Maize 


Start 


1340 








End 


1914 


GI 


none 








Score 


40 


Exons 


1340. .1372, 


1372 


. .1407, 


1373. 


.1405, 1410. .1454, 1410. .1442, 




1536. .1733, 


1572 


. .1721, 


1722. 


.1784, 1723.. 1785, 1888.. 1914 


Seq. No. 


22475 








Seq. ID 


OJ990625_01.9921.C26 


Gene No. 


46790 








Strand 




Start 


2068 - 








End 


2879 


Name 


OJ990625 01 


.9921 


.C26.02 


.gp 


Method 


AAT/GAP 


Start 


2068 








End 


2879 


GI 


uC-osrocyp036e02bl 




Score 


847 


Exons 


2068. .2196, 


2342 


. .2419, 


2609. 


.2879 




GI Descrip. 


'3540189 4. 


Oe-17 


(AC004122) Hypothetical protein [Arabidops 




thaliana] ' 












Seq. No. 


22476 








Seq. ID 


OJ990625_01. 9921.C28 


Gene No. 


46791 , 








Strand 




b tar L 


717 








End 


2206 


Name 


OJ990625 01 


.9921 


.C28.01 


. tm 


Method 


TBLASTX: Maize 


Start 


717 








End 


2206 


GI 


none 








Score 


69 


Exons 


717. .815, 724. .8 


13, 744 


. .815, 


1932. .2030, 1933, .2037, 




1942. .2040, 


2080 


. .2196, 


2131. 


.2202, 2132.. 2203, 2132.. 2206 


Seq. No. 


22477 








Seq. ID 


OJ990625_01. 9921.C29 


Gene No . 


46792 








Strand 


+ 


Start 


4098 








End 


6394 


Name 


OJ990625 01 


.9921 


.C29.02 


.gp 


Method 


AAT/GAP 


Start 


4098 








End 


6394 


GI 


701282 








Score 


594 


Exons 


4098. .4286, 


6259 


. .6394 








Seq. No. 


22478 








Seq. ID 


OJ990625_01. 9921.C30 


Gene No. 


46793 








Strand 




Start 


35 








End 


■ 595 


Name 


OJ990625 01 


.9921 


.C30.O1 


.ts 


Method 


TBLASTX : Soybean 


Start 


35 








End 


595 


GI 


none 








Score 


. 124 


Exons 


35. .151, 49 


. .144 


, 215.. 


349, 430.. 594, 


431. .595 
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Seq. No. 


22479 




Seq. ID 


OJ990625_03.9927 


.C5 


Gene No. 


46794 




Strand 


+ 




Start 


1 




End 






Name 


OJ990625 


03.9927.C5.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


708 




GI 


5091513 




Score 


809 




Exons 


1. .708 










GI Descrip. 


{AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


22479 




Seq. ID 


OJ990625_03.9927 


.05 


vjene ino ■ 


46794 




Strand 






Start 


J. 




Jina 


708 




Name 




u J . y / . . ox . gs 


Method 


GENSCAN 




Start 






bna 


347 




GI 


none 




Score 


.89 




Exons 












Seq. No.. 






beq. iu 


OJ990625_03.9927 


.C6 




46795 




Strand 






Start 


2496 




End 


5096 




Name 




u J . y yz / . CD . oi . uc 


Method 


TBLASTX: Cress 




Start 


"5 T ~ 
o / b 




hna 


852 




GI 


none 




Score 


96 




Exons 


one, A ^Ci 


R yt CiO ^Al Cy'^a 
04D..bZD, Oft / . . DJO, 


/ 1 0 . . O 4 D , 


718. .852 




Seq. No. 






beq. iJJ 


OJ990625_03.9927 


.C6 


Gene No. 


46795 




Strand 






Q+- a v-t- 

ouar L. 


2496 




End 


1=1 n Q 
0 u y D 




Name 




uj. yyz / .UD.oi. tm 




TBLASTX: Maize 




Start 


O / D 




bna 


846 




GI 


none 




Score 


108 




Exons 


"^n c, A^n 


"50 1 /ICiO "^fil /I/1Q 


R "5 1 ^ "50 
Do 1 . . D^^i , 


537. .629, 547.. 


636 






/1o..o4d, /1o..o4U 








Seq. No. 


22480 




Seq. ID 


OJ990625_03.9927 


.C6 




46795 




Strand 






Start 


2496 




End 


5096 




Name 


OJ990625 


03.9927.C6..oJ.ts 


Method 


TBLASTX : Soybean 




Start 


376 




End 


846 




GI • ' ■ 


none 




Score 


114 




Exons 


376. .450, 


390. .449, 546. .626, 


547. .636, 


718. .846, 718.. 


819 


Seq. No. 


22480 




Seq. ID 


OJ990625_03.9927 


.C6 


Gene No. 


46795 




Strand 








2496 




End 


5096 




Name 


OJ990625. 


03.9927.C6.ol.np 


Method 


AAT/NAP 




Start 


2408 




End 


5096 




GI 


2244831 




Score 


336 




Exons 


2408.. 2461, 3732.. 3863, 3900. 


.4017, 4047. .4431, 5006. .5096 


GI Descrip. 


(Z97337) 


hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


22480 




Seq. ID 


OJ990625_03.9927 


.C6 


Gene No. 


46795. 




Strand 






Start 


2496 




End 


5096 




Name 


OJ990625 


03.9927.C6.ol.gs 


Method 


GENSCAN 




Start 


2496 




End 


4974 




GI 


none 




Score 


.66 





22742 




Exons 2496.. 2607, 2703* .^2747, 3490.. 3524, 3740.. 3991, 4099.. 4155, 

4161. .4479, 4823.-4974 



Seq. No. 


22480 


Seq. ID 


OJ990625_03.9927 


.C6 


Gene No. 


46795 


Strand 


- 




Start 


2496 


End 


5096 • 




Name 


OJ990625 03.9927.C6.ol.gp 


Method 


AAT/GAP 




Start 


3035 


End 


3430 




GI 


569134 


Score 


788 




P* von c: 










Seq. No. 


22481 


Seq. ID 


OJ990625_03.9927 


.C7 


Gene No. 


46796 


Strand 






Start 


524 


End 


793 




Name 


OJ990625 03.9927.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


524 


End 


793 




GI 


none 


Score 


94 




EiXons 


S94 fidfi fi4S fi"^? 1A9 




7^1 7Q^ 




Seq. No. 


22482 


Seq. ID 


OJ990625_03.9927 


.C8 


Gene No. 


46797 


Strand 


- 




Start 


30 


End 


440 




Name 


OJ990625 03. 9927.C8.ol.gs 


Method 


GENSCAN 




Start 


30 


End 


440 




GI 


none 


Score 


.66 




Exons 


30. .228, 295. .440 








Seq. No. 


22483 


Seq. ID 


OJ990625_03.9927 


.C9 


Gene No. 


46798 


Strand 






Start 


986 


End 


6189 




Name 


OJ990625 03. 9927.C9.ol.gs 


Method 


GENSCAN 




Start 


986 


End 


6189 




GI 


none 


Score 


.43 




Exons 


986. .1116, 1439. .1564, 2090.. 


2178, 3941. .4162, 4233. .4386, 




5013. .5082, 6085. .6189 








Seq. No. 


22483 


Seq. ID 


OJ990625_03.9927 


.C9 


Gene No. 


46799 


Strand 






Start 


8556 


End 


17321 




Name 


OJ990625 03.9927.C9.o2.gs 


Method 


.GENSCAN 




Start 


8556 


End 


17321 




GI 


none 


Score 


.73 




Exons 


8556. ,8677, 8688. .8915, 8994. 


.9358, 9430.. 9638, 13399.. 


1351 




14163. .14253, 14301 .. 14375, 16562 .. 16675 , 17315. .17321 




Seq. No. 


22484 


Seq. ID 


OJ990625_03.9927 


.Cli 


Gene No. 


46800 


Strand 






Start 


168 


End 


1563 




Name 


OJ990625 03.9927.C10.ol.gs 


Method 


GENSCAN 




Start 


168 - 


End 


1563 




GI 


none 


Score 


. 67 




Exons 


168. .376, 914. .1044, 1511. .1563 






Seq. No. 


22485 


Seq. ID 


OJ990625_03.9927 


.ci: 


Gene No. 


46801 


Strand 






Start 


1415 


End 


1886 




Name 


OJ990625 03.9927.Cll.ol.gs 


Method 


GENSCAN 
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start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1415 
none 

1415. .1509, 1760. .1886 



End 
Score 



1886 
.86 



22486 
46802 
12125 

OJ990625_03.9927.C12.o2.gp 
12125 

25465_1.R1084 
12125. .12360, 12923.. 13160 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ^ID OJ990625_03.9927.C12 

Strand + 

End 13160 

Method AAT/GAP 

End 13160 

Score 841 



Seq. No. 


22486 




Seq. ID 


OJ990625_ 


_03.9927 


.C12 


Gene No. 


46803 




Strand 


+ 






Start 


25821 




End 


26792 






Name 


OJ990625 03.9927.C12.o4 


. gs 


Method 


GENSCAN 






Start 


25821 




End 


26792 






GI 


none 




Score 


.52 






Exons 


25821. .25883, 26066 .. 26224 , 


26365. .26504, 26720 


.26792 




Seq. No. 


22486 




Seq. ID - 


OJ990625_ 


03.9927 


.C12 


Gene No. 


46804 




Strand 


.+ 






Start- 


27589 




End 


31254 






Name 


OJ990625 03.9927.C12.o5 


. gs 


Method 


GENSCAN 






Start 


27589 




End 


31254 






GI 


none 




Score 


.57 








27589. .27675, 29078 .. 29290, 


29370. .30305, 30391 


. u ^ (J f 






30647. .31254 












Seq. No. 


22486 




Seq. ID 


OJ990625_ 


03.9927 


.C12 


Gene No. 


46805 




Strand 








Start 


1 




End 


8500 






Name 


OJ990625 03.9927.C12.ol 


. np 


Method 


AAT/NAP 






Start 


1 


End 


970 






GI 


6539588 




Score 


228 






Exons 


1..253, 944. .970 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


22486 




Seq. ID 


OJ990625_ 


03.9927 


.C12 


Gene No. 


46805 




Strand 








Start 


1 




End- . 


8500 






Name 


OJ990625 03.9927.C12.ol 


. gs 


Method 


GENSCAN 






Start 


8 




End 


8500 






GI 


none 




Score 


.46 






Exons 


8. .253, 490. .669, 1160. 


.1237, 2287. .2473, 3514.. 


3600, 






5004. .6388, 6526. .6719, 


7425 


..7527, 8494. .8500 






Seq. No. 


22486 




Seq. ID 


OJ990625_ 


03.9927 


.C12 


Gene No. 


46805 




Strand 








Start 


1 




End 


8500 






Name 


OJ990625 03.9927.C12.o2 


.np 


Method 


AAT/NAP 






Start 


2313 


End 


4744 






GI 


3687239 




Score 


9'2 







Exons 2313.. 2416, 3514.. 3622, 4711.. 4744 

GI Descrip. (AC005169) putative clathrin assembly protein [Arabidopsis 



22744 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22486 Seq. ID 

46805 Strand 

1 End 

OJ990625_03 . 9927 . C12 . o3 . np Method 

4 980 End 

5852173 Score 
4980. .5555 

(AL117265) zhbOOOS.l [Oryza sativa] 

22486 Seq. ID 

46805 Strand 

1 End 

OJ990625_03 . 9927 . C12 . ol . gp Method 

6355 End 

2442632 Score 
6355.. 6388, 6526.. 6699 



OJ990625_03 . 9927 . C12 

8500 
AAT/NAP 
5555 
355 



OJ990625_03.9927.C12 

8500 
AAT/GAP 
6699 
372 



Seq. No. 22486 
Gene No. 46806 
Start 11915 

Name OJ990625_03 . 9927 . C12 . o2 . gs 

Start ' 11915 

GI none 

Exons 11915. .12067, 12252 .. 12395, 

13312. .13441, 14226. .14903, 
17853. .18331, 18389 .. 18574 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12435 

16126 



OJ990625 03.9927.C12 



18756 
GENSCAN 
18756 
.62 

12542, 12877, 
16220, 16434. 



.12980, 
.16524, 



18750. .18756 



Seq. No. 22486 Seq. ID 

Gene No. 4 6807 Strand 

Start 19079 End 

Name OJ990625_03 . 9927 . C12 . ol . tm Method 

Start 3474 End 

GI none Score 

Exons 3474. .3599, 3514. .3603, 3515. .3604, 23373 .. 23504 , 23384 .. 23551 , 

23410. .23550, 23650 23721, 23651 .. 23719, 23652 .. 23735, 

24486. .24575, 24487 24576, 24788 .. 24 961, 24789.. 24929 



OJ990625_03.9927,C12 
24989 

TBLASTX: Maize 

24961 

126 



OJ990625 03.9927.C12 



Seq. No. 22486 Seq. ID 

Gene No. 46807 Strand 

Start 19079 End 

Name OJ990625_03 . 9927 . C12 . ol . tc Method 

Start 3514 End 

GI none Score 

Exons 3514.. 3603, 3515.. 3604, 23379 .. 23504 , 23425 .. 23550, 

23429. .23551, 23461 .. 23595, 23650 23721 , 23651.-23719, 

24486.-24575, 24 487 .. 24576, 24788 .. 24 928 , 24789. .24935 



24989 

TBLASTX: Cress 

24935 

102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22486 

46807 

.19079 

OJ990625 

3514 

none 



03.9927.C12.o2.ts 



Seq. ID OJ990625_03. 9927.C12 
Strand 
End 

Method 
End 
Score 



24989 

TBLASTX : Soybean 

24929 

112 



3514. .3603, 3515. .3604, 24486 .. 24575, 24487 .. 24576, 
24788. .24928, 24789. .24929 



22745 



Seq, No. 22486 

Gene No. 4 6807 

Start 19079 

Name OJ990625_03 . 9927 . C12 . o3 . gs 

Start 19079 

GI none 

Exons 19079. .19256, 20289 .. 20338, 
24635. .24928 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_03.9927.C12 

24989 
GENSCAN 
24928 
.52 



23518. .23718, 24486 .. 24572, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22486 Seq. ID 

46807 Strand 

19079 End 

OJ990625_03 . 9927 . C12 . o3 . gp Method 

23149 End 

20850_1.R1084 Score 
23149. .23551 

•3687239 3.0e-18 (AC005169) putative clathrin coat assembly 
protein [Arabidopsis thaliana] ' 



OJ990625_03.9927.C12 

24989 
AAT/GAP 
23551 
690 



Seq. No. 22486 

Gene No. 4 6807 

Start ' 19079 

Name OJ990625_03 .9927 . C12 . o2 . tw 

Start 23294 

GI none 

Exons~ 23294. .23335, 234 16 .. 23550, 
23424. .23597, 23650 .. 23721, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990625 03.9927.C12 



24989 

TBLASTX: Wheat 
23721 
213 

23417. .23551, 23420 .. 23551, 
23651. .23719 



Seq. No. 22486 
Gene No. 46807 
Start 19079 

Name . OJ990625_03 . 9927 .C12 . ol . ts 
Start 23413 
GI none 

Exons 23413. .23541, 23416 .. 23547, 

23650. .23727, 23650 23721, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23417. .23548, 
23651. .23728 



OJ990625 03.9927.C12 



24989 

TBLASTX : Soybean 
23728 
117 

23417. .23548, 



Seq. No. 22486 Seq. ID 

Gene No. 4 6807 Strand 

Start 19079 End 

Name OJ990625_03 . 9927 .C12 . o4 . np Method 

Start 23419 End 

GI 3687239 Score 

Exons 23419. .23550, 23650 .. 23718 , 
GI Descrip. 



OJ990625_03.9927.C12 

24989 
AAT/NAP 
24928 
578 



24486. .24572, 24788. .24928 
(AC005169) putative clathrin assembly protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22486 Seq. ID 

46807 Strand 

19079. >: End 

OJ990625_03 . 9927 . C12 . o4 . gp Method 

23672 End 

2280898 ' Score 



OJ990625_03.9927.C12 

2.4 989 
AAT/GAP 
24989 
525 



23672. .23718, 24486 .. 24572, 24788.. 24989 

3687239 l.Oe-13 (AC005169) putative clathrin coat assembly 
protein [Arabidopsis thaliana] 



22746 




o c • n u • 










PI 9 


Gene No. 


46808 


Strand 








Start 


32066 


End 


32485 






Name 


OJ990625 03.9927.C12.ol.tw 


Method 


TBLASTX:^ 


Wheat 




Start 


32066 


End 


32485 






GI 


none 


Score 


330 






Exons 


32066. .32485, 32077.. 32376 










Seq. No. 


22487 


Seq. ID 


OJ990625 


_03.9927 


.C13 


Gene No. 


46809 


Strand 


+ 






O Lair L. 


2292 


End 


^ 4 U J 






Name 


OJ990625 03.9927.C13.ol.gp 


Method 


AAT/GAP 






Start 


2292 


End 


2403 






GI 


uC-osflcyp088bl2bl 


Score 


156 






Exons 


2292. .2403 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


-36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 * 








O C q • LN O • 


22487 


Seq. ID 


OJ990625 


_03.9927 


.C13 


Gene No. 


46810 


Strand 


+ 






Start 


4901 


End 


8156 






Name 


OJ990625 .0.3.9927.C13.o2.gs 


Method 


GENSCAN 






Start 


4901 


End 


8132 






GI 


none 


Score 


.48 






Exons 


4901. .5249, 5641. .5777, 6117. 


.6422, 6672. .7588, 


7814. .8132 


Seq. No. 


22487 


Seq. ID 


OJ990625 


_03.9927 


• C13 




46810 


Strand 


+ 






Start 


4901 


End 


8156 






Name 


OJ990625 03.9927.C13.o3.np 


Method 


AAT/NAP 






Start 


4912 


End 


8156 






GI 


4680203 


Score 


1889 






Exons 


4912. .6555, 6715,. 6944, 7221. 


.8156 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


22487 


Seq. ID 


OJ990625 


_03.9927 


.C13 




46811 


Strand 








Start 


1 


End 


6386 






Name 


OJ990625 03.9927.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4689 






GI 


2909637 


Score 


136 






Exons 


1..831, 4650. .4689 










GI Descrip. 


{AL021942) PE_PGRS [Mycobacterium tuberculosis] 






Seq. No. 


22487 


Seq. ID 


OJ990625 


_03.9927 


.C13 




46811 


Strand 








start 


1 


End 


6386 






Name 


OJ990625 03.9927.C13.o2.np 


Method 


AAT/NAP 






Start 


1575 


End 


5625 






GI 


4680183 


Score 


106 






Exons. 


1575.. 1777, 5601.. 5625 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


22487 


Seq. ID 


OJ990625 


_03.9927 


.C13 


Gene No. 


46811 


Strand 








Start 


1 


End 


6386 







22747 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990625_03. 

2854 

none 

2854. .2937, 

22487 
46811 
1 

OJ990625_03. 

5358 

none 

5358. .5669, 

22487 
46811 
1 

OJ990625_03. 

5378 

none 

5378. .5662, 

22487 
46811 
1 

OJ990625_03. 

5679 

none 

5679. .6029, 

22487 
46811 
1 

OJ990625_03, 

5679 

none 

5679. .5948, 

22487 
46811 
1 

OJ990625_03. 
5816 
• none 

5816. .6088, 

22487 
46811 
1 

OJ990625_03. 

5873 

none 

5873. .6100, 

22487 
46811 
1 

OJ990625 03. 



9927.C13.o3. tm 
2923.-3252, 2923. 

9927.C13.o3.tw 
5682.. 5789, 5705. 

9927.C13.ol.ts 
5379. '''5660 

9927.C13.ol.tc 
5687.. 5836, 5876. 

9927.C13.o4.ts 
5693. .5947 

9927.C13.o2.tw 
5817. .6104, 5834. 

9927.C13.ol.tm 



Method TBLASTX : Mai ze 
End 3252 
Score 60 
.3051, 3100.. 3234 



Seq. ID OJ990625_03.9927.C13 
Strand 

6386 

TBLASTX: Wheat 
5806 
178 



End 

Method 
End 
Score 
.5806 



Seq. ID OJ990625_03.9927.C13 
Strand 

End 6386 

Method TBLASTX : Soybean 

End 5662 

Score 316 



Seq. ID OJ990625_03.9927.C13 
Strand 

6386 

TBLASTX: Cress 
6029 
292 



End 

Method 
End 
Score 
.6028 



Seq. ID OJ990625_03.9927.C13 
Strand 

End 638 6 

Method TBLASTX : Soybean 

End . .5948 

Score . 221 



Seq. ID OJ990625_03.9927.C13 
Strand 

6386 

TBLASTX: Wheat 
6130 
338 



End 

Method 
End 
Score 
.6130 



Seq. ID OJ990625_03. 9927.C13 
Strand 

End 638 6 

Method TBLASTX : Maize 

End 6317 

Score 215 



5874.. 6107, 6122.. 6316, 6123. .6317 



9927.C13.o2.ts 



Seq. ID OJ990625_03. 9927.C13 
Strand 

End 6386 

Method TBLASTX: Soybean 



22748 




start 


6152 








End 


6386 


GI 


none 








Score 


224 


Exons 


6152. .6307, 


6153 


. .6386, 


6177. 


.6377 




Seq. No. 


22487 








Seq. ID 


OJ990625_03. 9927.C13 


Gene No. 


46812 








Strand 




bcart 










End 


6812 


Name 


OJ990625 03 


9927 


.C13.04 


. tw 


Method' 


TBLASTX: Wheat 


Start 


6498 








End 


6812 


GI 


none 








Score 


133 


Exons 


6498. .6617, 


6498 


. .6587, 


6499. 


.6606, 6512. .6610, 6618. .6701, 




6629. .6670, 


6728 


. .6805, 


6729. 


. OO 1 ^ 




Seq. No. 


22487 








Seq. ID 


OJ990625_03.9927.C13 


bene no . 










Strand 




Start 


6498 








End 


6812 


Name 


OJ990625 03 


9927 


.C13.04 


. tm 


Method 


TBLASTX: Maize 


Start 


6501 








End 


6692 


GI 


none 








Score 


198 


Exons 


6501. .6692, 


6542 


. .6691 








Seq. No. 


22487 








Seq. ID 


OJ990625_03. 9927.013 


Gene No . . 










Strand 




Start 


6804 








End 


8078 


Name 


OJ990625 03 


9927 


.C13.02 


. tm 


Method 


TBLASTX: Maize 


Start 


6804 








End 


7184 


GI 


none 








Score 


48 


Exons 


6804. .6857, 


6869 


. .7165, 


6870. 


.7184 




Seq. No. 


22487 








Seq. ID 


OJ990625_03. 9927.013 


Gene No. 


46813 








Strand 




Start 


6804 








End 


8078 


Name 




zfyZ / 


. bl o . Ol 


•1- T T 


Method 


TBLASTX: Wheat 


Start 


6828 








End 


8078 


GI 


none 








Score 


496 


Exons 


6828. .7373, 


6872 


. :7360, 


7368. 


.7550, 7409. .7453, 7574. .7714, 




7581. .7745, 


7725 


. .7781, 


7725. 


.7781, 7782. .7835, 7787. .7819, 




7853. .7945, 


7854 


. .7958, 


7959. 


.8078 




Seq. No. 


22487 








Seq. ID 


OJ990625_03. 9927.013 


Gene No . 










Strand 




Start 


6804 








End 


8078 


Name 


OJ990625 03 


9927 


.C13.02 


.tc 


Method 


TBLASTX :Oress 


Start 


7115- 








End 


7541 


GI 


none 








Score 


216 


Exons 


7115. .7360, 


7119 


. .7373, 


7368. 


.7541, 7409. .7537 


Seq. No. 


22487 








Seq. ID 


OJ990625_03.. 9927.013 


bene No. 


/I CO 1 'J 

4 bolo 








Strand 




Start 


6804 








End 


8078 


Name 


O.J990625 03 


9927 


.C13.03 


.ts 


Method 


TBLASTX: Soybean 


Start 


7767 








End 


8015 


GI 


■ none 








Score 


223 


Exons 


7767. .8015, 


7769 


. .7948 








Seq. No. 


22488 








Seq. ID 


OJ990625_03. 9927.014 


Gene No. 


46814 








Strand 





22749 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990625_03.9927.C14.ol.np 
1 

5430752 

1..406, 563.-756, 2512. .2654 

{AC007504) Hypothetical Protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



2654 
AAT/NAP 
2654 
155 



Seq. No. 22489 Seq. ID 

Gene No. 46815 Strand 

Start 115 End 

Name OJ990625_03 . 9927 . C15 . ol . gs Method 

Start 115 End 

GI none Score 

Exons 115. .247, 397. .491, 689. .928, 1043. .1123, 1179. .1207, 
1326. .1496, 3704. .3788 



OJ990625_03.9927.C15 
+ 

3788 
GENSCAN 
3788 
.55 



Seq. No. . 22489 Seq. ID 

Gene No. 4 6816 Strand 

Start 7486 End 

Name OJ990625_03 . 9927 . C15 . o3 . gs Method 

Start 7486 End 

GI none Score 

Exons .7486.. 7597, 7790.. 8435 



OJ990625_03.9927.C15 
+ 

8507 
GENSCAN 
8435 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



22489 Seq. ID OJ990625_03 . 9927 . C15 

46816 . Strand + 

7486 End 8507 

0 J990625_03 . 9927 . C15 . g1 . np Method AAT/NAP 

7739 End 8507 

5734709 Score 152 

7739. .8507 

(AC008075) Contains PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



22490 
46817 
140 

OJ990625_03.9927.C16.ol.gs 
140 
none 

140. ,355, 583. .666, - 2903. .3107, 9758, 
11723. .11973 



Seq. ID OJ990625_03.9927.C16 



Strand 
End 

Method 

End 

Score 



+ 

11973 
GENSCAN 
11973 
.43 

,9855, 11281. .11401, 



Seq. No. 


22490 








Seq. ID 


OJ990625_03.9927 


.C16 


Gene No. 


46817 








Strand 


+ 




Start 


140 








End 


11973 




Name 


OJ990625 03 


9927 


.C16.01 


.tm 


Method 


TBLASTX: Maize 




Start 


4489 








End 


4847 




GI 


none 








Score 


85 




Exons . 


4489. .4779, 


4496 


. .4771, 


4779. 


.4847 






Seq. No. 


22490 








Seq. ID 


OJ990625_03.9927 


.C16 


Gene No. 


46817 








Strand 


+ 




Start 


140 








End 


11973 




Name 


OJ990625 03 


9927 


.C16.01 


. np 


Method 


AAT/NAP 




Start 


11696 








End 


11952 




GI 


6539588 








Score 


102 





22750 




Exons 


11696. .11952 














GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


22491 




Seq. ID 


OJ990625_ 


03. 


9927 


.C17 


Gene No. 


4 DO lo 




Strand 


+ 








Start 


70 




T-l ^ J 

End 


1885 








Name 


OJ990625 03.9927.C17.ol 


.gs 


Method 


GENSCAN 








Start 


70 




T-l _ _J 

End 


1885 








GI 


none 




Score 


.58 








Exons 


70. .181, 1767. .1885 














Seq. No. 


22491 




Seq. ID 


OJ990625_ 


03. 


9927 


.C17 


Gene No. 


4 Doly 




Strand 


+ 








Start 


6069 




End 


6504 








Name 


OJ990625 03.9927.C17.o3 


.gs 


Method 


GENSCAN 








Start 


6069 




End 


6504 








GI 


none 




Score 


.41 








Exons 


6069.. 6289, 6336.. 6504 














Seq. No. 


22491 




Seq. ID 


OJ990625_ 


03. 


9927 


.C17 


Gene No. 


46820 




Strand 










b rar L 


1038 




End 


6643 








Name 


OJ990625 03.9927.C17.ol 


.np 


Method 


AAT/NAP 








Start 


1038 




End 


6643 








GI 


5091513 




Score 


675 








Exons 


1038.. 1054, 4313., 4772, 


4928. 


.5080, 6017.. 6643 








GI Descrip. 


{AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


22492 




Seq. ID 


OJ990625_ 


03. 


9927 


.C18 


Gene No. 


46821 




Strand 










o uar L. 


1 




End 


1213 








Name 


OJ990625 03.9927.C18.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1213 








GI 


5091513 




Score 


1245 








Exons 


1. .1213 














GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


22492 




Seq. ID 


OJ990625_ 


03. 


9927 


.C18 


bene no. 


46821 




Strand 










Start 


1 




-End 


1213 








Name 


OJ990625 03.9927.C18.ol 


. gs 


Method 


GENSCAN 








Start 


72 




End 


984 ■ * 








GI 


none 




Score 


.98 








Exons 


72. .761, 763. .984 














Seq. No. 


22493 




Seq. ID 


OJ990625_ 


03. 


9927 


.C19 


Gene No. 


46822 




Strand 










o rart 


1 




End 


4457 








Name 


OJ990625 03.9927.C19.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


4457 








GI 


5091513 




Score 


391 








Exons 


1..220, 955. .1278, 1348 


. .1454 


, 2127. .2220, 4437. 


.4457 




GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


22493 




Seq. ID . 


OJ990625_ 


03. 


9927 


.C19 


Gene No. 


46822 




Strand 










Start 


1 




End 


4457 









22751 



Name 

Start 

GI 

Exons 



OJ990625_03 . 9927 . C19 . ol . gs Method GENSCAN 

115 End 3512 

none Score .45 

115. .293, 649. .707, 1015. .1191, 1827. .2221, 2464. .2524, 

3465.. 3512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22493 Seq. ID 

4 6822 Strand 

1 End 

OJ990625_03 . 9927 . C19 . o2 . np . Method 

1739 End 

4193320 Score 
1739.. 1910, 3098.. 3145 

(AF045473) histone deacetylase [Zea mays] 



OJ990625_03.9927.C19 

4457 
AAT/NAP 
3145 
26 



OJ990625 03.9927.C19 



Seq. No. 22493 Seq. ID _ 

Gene No. 4 6822 Strand 

Start 1 End 4457 

Name OJ990625_03. 9927.C19.ol.gp Method AAT/GAP 

Start 2611 End 2917 

GI 72524_1.R1084 Score 392 

Exons 2611.. 2917 

GI Descrip. * 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22494 
46823 
2476 

OJ990625_03. 

2476 

none 

2476. .3113, 
5936. .6503, 
9832. .9898 



9927.C20.ol.gs 



3684. 
6588. 



.3772, 
.6869, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4176. .4248, 



OJ990625 03.9927.C20 



11466 
GENSCAN 
9898 
.43 

4541. .5560, 



6889.. 7003, 8665.. 8725, 



5600. 
8920. 



5896, 
9384, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22494 
46823 
2476 

OJ990625_03. 
4713 
4325357 
4713. .5286, 



9927,C20.ol.np 



6091. .6711, 7948. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7973 



OJ990625_03. 9927.C20 

11466 
AAT/NAP 
7973 
428 



{AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 {GB:X81801) 
[Arabidopsis thaliana] 



22494 
46823 
2476 

OJ990625_03. 
7926 
6721502 
7926. .8044, 



9927.C20.o2.np 



11049. .11383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_03. 9927.C20 

11466 
AAT/NAP 
11383 
189 



(AP001072) Similar to chromaffin granule ATPase II homolog. 
(U75321) [Oryza sativa] 



Seq. No. 



22494 



Seq. ID OJ990625_03. 9927 .C20 



22752 




Gene No . 




burana 




Start 


2476 


End 


11466 


Name 


OJ990625 03.9927.C20.o2.gs 


Method 


GENSCAN 


Start 


10744 


End 


11466 


GI 


none 


Score 


.99 


Exons 


10744. .11466 






Seq. No. 


22494 


Seq. ID 


OJ990625_03. 9927.C20 


oene no • 




o rrano 




Start 


12808 


End 


13099 


Name 


OJ990625 03.9927.C20.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5052 


End 


5423 


GI 


none 


Score 


69 


Exons 


5052.. 5231, 5053.. 5166, 5280. 


.5423 




Seq. No. 


22494 


Seq. ID 


OJ990625_03.9927.C20 


Liene no . 


A (^QO A 


Strand 




Start 


12808 


End 


13099 


Name 


OJ990625 03.9927.C20.ol.tc 


Method 


TBLASTX: Cress 


Start 


6195 


End 


6503 


GI 


none 


Score 


189 


Exons 


6195.. 6503 






Seq. No. 


22494' 


Seq. ID 


OJ990625_03. 9927.C20 


t^ene no . 


A ^QO A 


o Lrana 




Start 


12808 


End 


13099 


Name 


OJ990625 03.9927..C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6222 


End 


6650 


GI 


none 


Score 


102 


Exons 


6222.. 6329, 6303.. 6515, 6534. 


.6650 




Seq. No. 


22494 


Seq. ID 


OJ990625_03. 9927.C20 


Gene No. 


46824 


Strand 




Start 


12808 


End 


13099 


Name 


OJ990625 03. 9927.C20.o2.gp 


Method . 


AAT/GAP 




12808 


End 


13099 


GI 


LIB3432-022-P1-K1-C11 


Score 


515 


Exons 


12808. .13099 






GI Descrip. 


'6041757/gb|AC011806.1|AC011806 O.Oe+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence' 






Seq. No. 


22495 


Seq. ID 


OJ990325_09.9921.C1 


Gene No. 


46825 


Strand 


+ 




1 


End 


660 


Name 


OJ990325 09. 9921.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


660 


GI 


4680179 


Score 


528 


Exons 


1. .660 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. ' 


22495 


Seq. ID 


OJ990325_09.9921.C1 ^ 


Gene No. 


46825 


Strand 


+ 


Start 


1 


End 


660 


Name 


OJ990325 09.9921.Cl.ol.gs 


Method 


GENSCAN 


Start 


144 


End 


623 


GI 


none 


Score 


.58 



22753 



Exons 



144. .623 



Seq. No. 22495 Seq. ID 

Gene No. 46825 Strand 

Start 1 End 

Name OJ990325_09 . 9921 . CI . ol . tw Method 

Start 184 End 

GI none Score 

Exons 184.. 360, 191.. 385, 192.. 542 



OJ990325_09.9921.C1 
+ 

660 

TBLASTX: Wheat 

542 

50 



Seq. No. 22495 Seq. ID 

Gene No. - 46825 Strand 

Start 1 End 

Name OJ990325_09. 9921.Cl.ol.tm Method 

Start 192 End 

GI none Score 

Exons 192.. 497, 206.. 322 



OJ990325_09.9921.C1 
+ 

660 

TBLASTX: Maize 

497 

232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22496 Seq. ID 

46826 Strand 
1 End 
OJ990325_09 . 9921 . C2 . ol . np Method 
1 End 
4512242 Score 
1..607 

(AB014750) polyprotein [Nicotiana tabacum] 



OJ990325_09. 9921. C2 
+ 

670 

AAT/NAP 
607 
1046 



22496 Seq. ID 

46826 Strand 

1 End 
OJ990325_09 . 992 1 . C2 . ol . ts Method 

2 End 
none Score 
2. .172, 40. .171 



OJ990325_09.9921.C2 
+ 

670 

TBLASTX : Soybean 

172 

211 



Seq. No. 22496 Seq. ID 

Gene No. 46826 Strand 

Start 1 * End 

Name OJ990325_09 . 9921 . C2 . o2 . tw Method 

Start 2 End 

GI none Score 

Exons 2. .187, 49. .171 



OJ990325_09.9921.C2 
+ 

670 

TBLASTX: Wheat 

187 

231 



Seq. No. 22496 Seq. ID 

Gene No. 46826 Strand 

Start 1 End 

Name OJ990325_09 . 9921 . C2 . o2 . tm Method 

Start 2 End 

GI none Score 

Exons 2.. 253, 40.. 252 



OJ990325_09.9921.C2 
+ 

670 

TBLASTX: Maize 

253 

268 . 



Seq. No. 22496 

Gene No. 4 6826 

Start 1 

Name OJ990325_09 . 9921 . C2 . ol . gs 

Start 93 

GI none 



Seq. ID OJ990325_09.9921.C2 

Strand + 

End 670 

Method GENSCAN 

End 575 

Score .98 



22754 




Exons 


93.. 575 






Seq. No. 


22496 


Seq. ID 


OJ990325_09.9921.C2 


Gene No . 




Strand 


+ 


Start 


1 


End 


670 


Name 


OJ990325 09.9921.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


188 


End 


670 


GI 


none 


Score 


617 


Exons 


188. .670, 220.. 609 






Seq. No. 


22496 


Seq. ID 


OJ990325_09.9921.C2 


Gene No . 


A coo C 


o urana 


+ 


Start 


1 


End 


670 


Name 


OJ990325 09.9921.C2.o2.ts 


Method 


TBLASTX : Soybean 


Start 


194 


End 


439 


GI 


none 


Score 


207_ 


Exons 


194. .439, 211. .339 






Seq. No. 


22496 


Seq. ID 


OJ990325_09.9921.C2 


Gene No . 




Strand 


+ 


Start 


1 


End 


670 


Name 


OJ990325 09.9921.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


259 


End 


613 


GI 


none 


Score 


482 


Exons 


259.-. 609, 260.. 613 






Seq. No. 


22497 


Seq. ID 


OJ990325_09.9921.C5 


bene No. 


46827 


Strand 


+ 


Start 


346 


End 


2289 


Name 


OJ990325 09.9921.C5.ol.gs 


Method 


GENSCAN 


Start 


346 


End 


2289 


GI 


none 


Score 


.78 


Exons 


346. .409, 1059. .1095, 1280. .1383, 2183 


. .2289 


Seq. No. 


22497 


Seq. ID 


■-OJ990325_09.9921,C5 


Gene No. 


' 46828 


Strand 


+ 


otar u 


6633 


End 


7613 


Name 


OJ990325 09.9921.C5.o2.np 


Method 


AAT/NAP 


Start 


6633 


End 


7613 


GI 


4680179 


Score 


865 


Exons 


6633. .7613 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


22497 


Seq. ID 


OJ990325_09.9921.C5 


Gene No. 


46829 


Strand 




Start 


2182 


End 


3860 


Name 


OJ990325 09. 9921.C5.ol.np 


Method 


AAT/NAP 


Start 


2182 


End 


3860 


GI 


6907087 


Score 


741 


Exons 


2182. .2283, 2825. .3860 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 




region of the predicted gene.; 


Hypothetical protein [Oryza 




sativa] 






Seq. No. 


22497 


Seq. ID . 


OJ990325_09.9921.C5 


Gene No. 


46830 


Strand 




Start 


8022 


End 


10039 



22755 




Name 


OJ990325 09.9921.C5.o4.np 


Method 


AAT/NAP 








Start 


7923 


End 


8872 








GI 


5852181 


Score 


130 








Exons 


7923.. 8200, 8652., 8872 












GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 










Seq. No, 


22497 


Seq, ID 


OJ990325 


_09, 


.9921 


.05 


Hpnp No 


46830 


Strand 










Start 


8022 


End 


10039 








Name 


OJ990325 09.9921.C5.o3.gs 


Method 


GENSCAN 








Start 


8022 


End 


10039 








GI 


none 


Score 


.82 








Exons 


8022. .8234, 8314. .8448, 10037. .10039 










Seq. No. 


22497 


Seq. ID 


OJ990325 


_09, 


.9921 


.C5 


Gene No. 


46831 


Strand 










Start 


13703 


End 


15738 








Name 


OJ990325 09 9921 C5 ol tw 


Method 


TBLASTX:! 


Wheat 




Start 


6867 ~ 


End 


7227 








GI 


none 


Score 


131 








Exons 


6867.. 7088, 6894.. 7028, 7076 


..7174, 7097. .7165, 


7161, .7223 




7162 7227 












Seq. No. 


22497 


Seq. ID 


OJ990325 


_09. 


.9921 


.C5 


Gpnp No 


46831 


Strand 










start 


13703 


End 


15738 








Name 


OJ990325 09 9921 C5 o4 as 


Method 


GENSCAN 








Start 


13703 


End 


14995 








GI 


none 


Score 


.44 








Exons 


13703.. 14 37 9, 14 856.. 149 95 












Seq. No. 


22497 


Seq. ID 


OJ990325 


_09. 


.9921 


.C5 


Gene No. 


46831 


Strand 










Start 


13703 


End 


15738 








Name 


OJ990325 09 9921 C5 o6 nn 


Method 


AAT/NAP 








Start 


13848 ~ 


End 


15738 








GI 


5852181 


Score 


130 








Exons 


13848. .13929, 15120 ,. 154 12, 


15701, .15738 








GI Descrip. 


(AL117265) ZhbOOll.l [Oryza 


sativa] 










Seq. No.' 


22498 


Seq. ID 


OJ990325 


_09. 


,9921 


.06 


fjprip No 


46832 


Strand- 


+ 








Start 


1385 


End 


1879 








Name 


OJ990325 09, 9921.C6,ol.gs 


Method 


GENSCAN 








Start 


1385 


End 


1879 








GI 


none 


Score 


,81 








Exons 


1385,. 1456, 1549.. 1680, 1785 


. .1879 










Seq, No. 


22498 


Seq. ID 


OJ990325 


_09. 


,9921 


.06 


Gene No. 


46833 


Strand 


+ 








Start 


2833 


End 


6499 








Name 


OJ990325 09.9921.C6,o2.np 


Method 


AAT/NAP 








Start 


2833 


End 


6499 








GI 


6721516 


Score 


581 








Exons 


2833.. 3082, 3496., 3725, 3795 


.,3835, 6280. .6499 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 









22756 




Seq. No. 


22498 


Seq. ID 


OJ990325_09.9921.C6 


Gene No. 


' 46834 


Strand 






751 


End 


1716 


Name 


OJ990325 09.9921.C6.ol.np 


Method 


AAT/NAP 


Start ■ 


751 


End 


1716 


GI 


3342234 


Score 


133 


Exons 


751.. 1410, 1621.. 1716 






GI Descrip. 


(U93909) nuclear antigen EBNA- 


-1 [Cercopithecine herpesvirus 


Seq. No. 


22499 


beq. lu 






fl Do OO 


Strand 




Start 


154 


End 


1930 


Name 


OJ990325 09.9921.C7.o2.ts 


Method 


i dLiAo i. a . oOyDean 


Start 


124 


tna 


Q fi c; 


GI 


none 


Score 


/ D 


Exons 


124. .393, 218. .385, 440. .805, 






Seq. No. 


22499 


beq. ID 


ujyyujzo uy.yyzi.u/ 


Gene No. 


46835 


o I- xranu. 




O La. ITU 


J. J 4 


End 


1930 


Name 


OJ990325 09.9921.C7.ol.tm 


Method 


TBLASTX: Maize ' 


Start 


132 


End 


817 


GI 


none 


Score 


93 


Exons 


132. .242, 143..436, 152..241, 


157. .438, 


368. .454, 372. .482, 




440. .817, 441. .812 






Seq. No. 


22499 


Seq. ID 


OJ990325_09.9921.C7 


Gene No. 


46835 


Strand 




Start 


154 


End 


1930 


Name 


OJ990325 09.9921.C7.ol.np 


Method 


AAT/NAP 


Start 


154 


End 


1930 


GI 


6630685 


Score 


2079 


Exons 


154. .1816, 1905. .1930 







GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 



[Oryza sativa] 



Seq: No. 


22499 






Seq. ID 


OJ990325_09.9921 


.C7 


Gene No. 


46835 






Strand 






Start 


154 






End 


1930 




Name 


OJ990325 


09. 9921. C7. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


172 






End 


628 




GI 


none 






Score • 


71 




Exons 


172. .417, 


224. .391, 


425. .535, 


539. .628 






Seq. No. 


22499 






Seq. ID 


OJ990325_09.9921 


.C7 


Gene No. 


46835 






Strand 






Start 


154 






End 


1930 




Name 


OJ990325 


09. 9921. C7. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


572 






End 


1003 




GI 


none 






Score 


101 




Exons 


572. .829, 


842. .1003 










Seq. No. 


22499 






Seq. ID 


OJ990325_09.9921 


.C7 


Gene No. 


46835 






Strand 






Start 


154 






End 


1930 




Name 


OJ990325 


09. 9921. C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start . 


941 






End 


1372 





22757 




GI 


none 




Score 


126 




Exons 


941. .1372, 


942. .1088, 944. .1363 






Seq. No. 


22499 




Seq. ID 


OJ990325 


_09.9921.C7 


Gene No. 


46835 




Strand 






Start 


154 




End 


1930 




Naine 




QQ01 r**? ^1 4- o 

, yyzi.(^ / .oi.uS 


Method 


TBLASTX : 


Soybean 


Start 


1179 




End 


1791 


GI 


5509260 




Score 


255 




Exons 


1179. .1502, 




,1498, 1495. .1791, 


1496. .1696, 




1501. .1698 










GI Descrip. 


- 










Seq. No. 


22499 




Seq. ID 


OJ990325 


_09.9921.C7 


Gene No. 


46835 




Strand 






Start 






End 


1930 




Name 


OJ990325 09 


. yyzi.L. / .oi.uw 


Method 


TBLASTX: 


Wheat 


Start 


1187 




End 


1662 




GI 


none 




Score 


87 




Exons 


1187. .1363, 


IIQQ 1/QQ 11Q/I 

iiyj..i4yo, iiy4.. 


1379, 1197.. 1502, 


1404. .1502, 




1405. .1512, 


1495.. 1539, 1496.. 


1531, 1540.. 1566, 


1573. .1662 


Seq. No. 


22499 




Seq. ID 


OJ990325 


_09.9921.C7 


Gene No. 


-A C O O C 

4DOJO 




Strand 






Start 


154 




End 


1930 




Name 


OJ990325 09 


. yy^i.u/.oj. Tzm 


Method 


TBLASTX: 


Maize 


Start 


1495 




End 


1815 




GI 


none 




Score 


78 




Exons 


1495. .1563, 


i4yb..ioD/, looy.. 


1762, 1573.. 1776, 


1573. .1815 


Seq. No. 


22500 




Seq. ID 


OJ990325 


_09. 9921.C8 


Gene No. 


46836 




Strand 


+ 




o tar u 


1 




End 


4126 




Name 


OJ990325 09 


.9921.C8.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


4126 




GI 


5852180 




Score 


669 




Exons 


1..35, 1642 


..1695, 2681.. 2798, 


2850. . 


3261, 3962 


. .4126 


GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza sativa] 






Seq. No. 


22500 




Seq. ID 


OJ990325 


_09.9921.C8 


Gene No. 


46837 




Strand 






Start 


94 




End 


3308 




Name 


OJ990325 09 


. 9921.C8.ol.gs 


Method 


GENSCAN 




Start 


94 




End 


3308 




GI 


none 




Score 


.41 




Exons 


94. .291, 484. .673, 2809. .2933, 


3005. .: 


3308 




Seq. No. 


22500 




Seq. ID 


OJ990325 


_09. 9921.C8 


Gene No. 


46837 




Strand 






Start 


94 




End 


3308 




Name 


OJ990325 09 


.9921.C8.ol.gp 


Method 


AAT/GAP 




Start 


1544 




End 


1926 





GI uC-osflcyp033a04bl Score 680 

Exons 1544.. 1926 

GI Descrip. * 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



22758 




Seq. No. 


22501 




Seq. ID 


OJ990325 09.9921. 


C9 


Gene No. 


46838 




Strand 


+ 




Start 


1423 




End 


2517 




Name 


OJ990325 09. 9921. C9 


. o3.np 


Method 


AAT/NAP 




Start 


1423 




End 


2517 




GI 


4680186 




Score 


350 




Exons 


1423. .1477, 2317. .2517 








GI Descrip. 


{AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 




Seq. No. 


22501 




Seq. ID 


OJ990325_09.9921. 


C9 


Gene No. 


46839 




Strand 






Start 


1 




End 


3195 




Name 


OJ990325 09. 9921. C9 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


854 




GI 


3645899 




Score 


642 




Exons 


1..31, 154. .854 










GI Descrip. 


(U68408) 5' end not 


determined experimentally [Zea mays] 




Seq. No. 


22501 




Seq. ID 


OJ990325_09. 9921. 


C9 


Gene No 


46839 










Start 


1 






O i. -7 J 




Name 


OJ990325 09. 9921. C9 


.ol.gs 




V-3 IN O ^rtlN 




Start 


108 






^ O *1 D 




GI 


none 




. Score 


. 59 • 




Exons 


108.. 565, 1110.. 1342, 2282 


. . ^ 0 1 u 






Seq. No. 


22501 




Seq. ID 


OJ990325_09.9921. 


C9 


fifanp No 


46839 










Start 


1 






«J X 7 «J 




Name 


OJ990325 09. 9921. C9 


.ol.tm 








Start 


147 






*a O ^ 




GI 


none 






4^ o u 




Exons 


147. .482, 148. .477 










Seq. No. 


22501 




Seq. ID 


OJ990325_09.9921. 


C9 


fipnp No 


46839 




Strand 






Start 


1 




End 


3195 




Name 


OJ990325 09. 9921. C9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


231 




End 


477 




GI 


.none 




Score 


93 




Exons 


231. .476, 247. .477 










Seq. No. 


22501 




Seq. ID 


OJ990325_09.9921. 


C9 


Gene No 


46839 




Strand 






Start 


1 




End 


3195 




Name 


OJ990325 09. 9921. C9 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


576 




End 


830 




GI 


none 




Score 


99 




Exons 


576. .830, 595. .816 










Seq. No. 


22501 




Seq. ID 


OJ990325_09.9921. 


C9 


Gene No. 


46839 




Strand 






Start 


1 




End 


3195 




Name 


OJ990325 09. 9921. C9 


.o2,tm 


Method 


TBLASTX :Maize 




Start 


582 




End 


966 




GI 


none 




Score 


96 




Exons 


582. .845, 607. .825, 


872. .964, 874. .966 







22759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22501 
46839 
1 

OJ990325_09.9921.C9.o2.np 
865 

4416301 
865.. 1033, 3167.. 3195 
(AF105716) gag protein [Zea mays] 



Seq. ID OJ990325_09.9921.C9 
Strand 

End 3195 

Method AAT/NAP 

End 3195 

Score 84 



Seq. ID OJ990325_09.9921.C9 
Strand 

3195 
AAT/GAP 
2450 
655 



22501 
46839 
1 

OJ990325_09.9921.C9.ol.gp 
2069 

uC-osflcyp033a04bl 
2069. .2450 

'6016845/dbj IAP000570.il AP000570' 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



22502 
46840 
1 

OJ990325_09. 9921. CIO. ol.np 
1 

4680179 
1. .2194 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990325_09. 9921. CIO 
Strand 

End ■ 2194 

Method AAT/NAP 

End 2194 

Score 3084 



22502 
46840 
1 

OJ990325_09 . 9921 . CIO . o5 . tw 
5 

none 

5.-259, 27. .260 

22502 
46840 
1 

OJ990325_09 . 9921 . CIO . ol . tm 

107 

none 



Seq. ID OJ990325_09. 9921. CIO 
Strand 

End 2194 

Method TBLASTX : Wheat 

End 260 

Score 130 



Seq. ID OJ990325_09. 9921. CIO 
Strand 

End 2194 

Method TBLASTX : Mai ze 

End 706 

Score 211 



107. .547, 123. .548, 545. .706, 552. .698 



Seq. No. 22502 

Gene No.. 46840 

Start 1 

Name OJ990325_09 . 9921 . CIO . ol . tw 

Start 260 

GI none 

Exons 260.. 880, 263.. 385, 372.. 830 

Seq. No. 22502 

Gene No. 46840 

Start 1 

Name OJ990325 09 . 9921 . CIO . o3 . tm 



Seq. ID OJ990325_09. 9921. CIO 
Strand 

End 2194 

Method TBLASTX : Wheat 

End 880 

Score 67 



Seq. .ID OJ990325_09. 9921. CIO 
Strand 

End 2194 

Method TBLASTX : Mai ze 



22760 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



755 End 

none Score 
755. .1045, 759. .1046, 892. .1047 

22502 Seq. ID 

46840 " Strand 

1 End 

OJ990325_09. 9921. CIO. o2.ts Method 

845 End 

none Score 
845. .1099, 846. .1100 

22502 Seq. ID 

46840 Strand 

1 End 

OJ990325_09. 9921. CIO. o2.tw Method 

893 End 

none Score 
893. .1429, 894. .1385 

22502 Seq. ID 

46840 Strand 

1 " . End 

OJ990325_09 . 992 1 . CIO . o2 . tm Method 

1451 End 

none Score 
1451. .1813, 1460. .1813, 1464. .1814 

22502 Seq. ID 

46840 Strand 

1 End 

OJ990325_09. 9921. CIO. o3.tw Method 

1460 End 

none Score 
1460. .1822, 1460. .1885, 1464. .1853 

22502 Seq. ID 

46840 Strand 

1 End 

OJ990325_09. 9921. CIO. o3.ts Method 

1634 End 

none Score 
1634. .1879, 1635. .1862 

22502 Seq. ID 

46840 Strand 

1 End 

OJ990325_09 . 9921 . CIO . o4 . tm Method 

1820 End 

none Score 
1820.. 2167, 1821.. 2162 ^. 

22502 Seq. ID 

46840 Strand 

1 End 

OJ990325_09. 9921. CIO. o4.tw Method 

1886 End 



1047 
200 



OJ990325_09. 9921. CIO 
2194 

TBLASTX : Soybean 

1100 

149 . 



OJ990325_09 . 9921 .CIO 
2194 

TBLASTX: Wheat 

1429 

347 



OJ990325_09. 9921. CIO 
2194 

TBLASTX: Maize 

1814 

178 



OJ990325_09.. 9921. CIO 
2194 

TBLASTX: Wheat 

1885 

260 



OJ990325_09. 9921. CIO 
2194 

TBLASTX : Soybean 

1879 

92 



OJ990325_09. 9921. CIO 
2194 

TBLASTX: Maize 

2167 

126 



OJ990325_09. 9921. CIO 
2194 

TBLASTX: Wheat 
2188 



22761 




GI 


none 






Score 


247 




Exons 


1886.. 2188, 1902. 


. .2186 










Seq. No. 


22502 






Seq. ID 


OJ990325_09.9921 


.CIO 


Gene No. 


46840 






Strand 






Start 


1 






End 


2194 




Name 


OJ990325 09.9921, 


ClO.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1901 






End 


2191 




GI 


none 






Score 


189 




Exons 


1901.. 2191, 1902. 


.2189 










Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.012 


Gene No. 


4 6841 






Strand 






Start 


303 






End 


9219 




Name 


OJ990325 09.9921. 


C12.01 


.gs 


Method 


GENSCAN 




Start 


303 






End 


6660 




GI 


none 






Score 


.6 




Exons 


303. .521, 888. .1263, 1484. .1995, 4123 


..4287, 5310. .5512 






5557.. 5743, 5754. 


.6107, 


6529. 


.6660 






Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.C12 


Gene No. 


46841 






Strand 






otart 


303 






End 


9219 




Name 


OJ990325 09.9921. 


C12.01 


.np 


Method 


AAT/NAP 




Start 


961 






End 


2232 




GI 


4680179 






Score 


551 




Exons 


961.. 1206, 1369.. 


2232 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.C12 


Gene No. 


46841 






Strand 






Start 


303 






End 


9219 




Name 


OJ990325 09.9921. 


C12.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1483 






End 


1746 




GI 


none 






Score 


67 




Exons 


. 1483. .1746, 1643. 


.1732 










Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.C12 


Gene No. 


46841 






Strand 






Start 


303 






End 


9219 




Name 


OJ990325 09.9921. 


C12.05 


.tw 


Method 


TBLASTX: Wheat 




Start 


1627 






End 


1986- 




GI 


none 






Score 


134 




Exons 


1627.. 1986, 1691. 


.1984 










Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.012 


Gene No. 


46841 






Strand 






Start 


303 






End 


9219 




Name 


OJ990325 09.9921. 


C12.02 


.np 


Method 


AAT/NAP 




Start 


6445 






End 


9076 




GI 


6691191 






Score 


2033 




Exons 


6445. .9076 












GI Descrip. 


(AC007534) F7F22. 


15 [Arabidopsis thaliana] 




Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.012 


Gene No. 


46841 






Strand 






Start 


303 






End 


9219 





22762 




Name 


OJ990325 09. 


9921 


.C12.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


6538 








End 


7026 




GI 


none 








Score 


125 




Exons 


6538. .6627, 


6637 


. .7026, 


6770. 


.7024 






Seq. No. 


22503 








Seq. ID 


OJ990325_09.9921 


.C12 


Gene No, 


4 6o41 








Strand 






Start 


303 








End 


9219 




Name 


OJ990325 09. 


9921.C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


6634 








End 


7014 




GI 


none 








Score 


133 




Exons 


6634. .7014, 


6635 


. .6955 










Seq. No. 


22503 








Seq. ID 


OJ990325_09.9921 


.C12 


bene no. 


4 Do4 1 








Strand 






Start 


303 








End 


9219 




Name 


OJ990325 09. 


9921 


.C12.03 


.ts 


Method 


TBLASTX : Soybean 




Start 


7027 








End 


7348 




GI 


none 








Score 


161 




Exons 


7027. .7287, 


7028 


. .7285, 


7319. 


.7348, 7321.. 7347 




Seq. No. 


22503 








Seq. ID 


OJ990325_09. 9921 


.C12 


Gene No. 


4 6841 








Strand 






•Start 


303 








T-l ^ J 

End 


n o 1 o 

9zl9 




Name 


.OJ990325 09. 


9921 


.C12.06 


.tw 


Method 


TBLASTX : Wheat 




Start 


7039 








End 


7285 




GI 


none 








Score 


131 




Exons 


7039. .7284, 


7130 


. .7285 










Seq. No. 


22503 








Seq. ID 


OJ990325_09.9921 


.C12 


Gene No. 


4 Do4 1 








Strand 






Start 


303 








End 


9219 




Name 


OJ990325 09. 


9921 


.C12.02 


.gs 


Method 


GENSCAN 




Start 


7114 








End 


7748 




GI 


none 








Score 


. 6 




Exons 


7114. .7557, 


7737 


. .7748 










Seq. No. 


22503 








Seq. ID 


OJ990325_09.9921 


.C12 


Gene No. 


4 684 1 








Strand 






Start 


303 








End 


9219 




Name 


OJ990325 09. 


9921.C12.ol 


.to 


Method 


TBLASTX: Cress 




Start 


7369 








End 


7671 




GI 


none 








Score 


79 




Exons 


7369. .7671, 


7370 


. .7519, 


7571. 


.7657 






Seq. No. 


22503 








Seq. ID 


OJ990325_09.9921 


.C12 


Gene No. 


4 6841 








Strand 






Start 


303 








End 


9219 




Name 


OJ990325 09. 


9921 


.C12.04 


.tw 


Method 


TBLASTX: Wheat 




Start 


7465 








End 


7934 




GI 


none 








Score 


80 




Exons 


7465. .7668, 


7648 


. .7722, 


7734. 


.7934, 7800.. 7931 




Seq. No. 


22503 








Seq. ID 


OJ990325_09.9921 


.C12 


Gene No. 


46841 








Strand 






Start 


303 , 








End 


9219 




Name 


OJ990325 09. 


9921 


.C12.05 


.ts 


Method 


TBLASTX : Soybean 





22763 



start 
GI 

Exons 



7788 
none 

7788.-7928, 7812.. 7928 



End 
Score 



7928 
104 



Seq. No. 22503 . Seq. ID 

Gene No. 4 6841 Strand 

Start 303 End 

Name OJ990325_09 . 9921 . C12 . ol . tw Method 

Start 7961 End 

GI none Score 

Exons 7961.. 8314, 8049.. 8291 



OJ990325_09.9921.C12 
9219 

TBLASTX: Wheat 

8314 

183 



Seq. No. 22503 Seq. ID 

Gene No. 4 6841 Strand 

Start 303 End 

Name OJ990325_09 . 9921 . 012 . o4 . ts Method 

Start 8039 End 

GI none Score 
Exons 



OJ990325_09. 9921.012 
9219 

TBLASTX : Soybean 

8314 

82 



8039. .8251, 8039. .8314, 8058. .8294 



Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.012 


Gene No. 


46841 






Strand 






Start 


303 






End. 


9219 




il Name 


OJ990325 09. 


9921. 012. ol 


ts 


Method 


TBLASTX : Soybean 




Q Start 


8515 






End 


8926 






none 






Score 


49 




r=;= Exons 


8515. .8622, 


8527. .8622, 


8621. 


.8926, 8622.. 8924 




Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.012 


Gene No. 


46841 






Strand 






Start 


303 






End 


9219 




riH Name 


OJ990325 09. 


9921. 012. o2 


tw 


Method 


TBLASTX: Wheat 




' " Start 


8536 






End 


8926 




%- GI 


none 






Score 


148 




'-^ Exons 


8536.-8622, 


8621. .8926,, 


8622. 


.8924 






M= Seq. No. 


22503 






Seq. ID 


OJ990325_09.9921 


.012 


: Gene No . 


46841 






Strand 






)t Start 


303 






End 


9219 ■ 




Name 


OJ990325 09. 


9921. 012. o3 


gs 


Method 


GENSOAN ■ 




U start 


8579 






End 


9219 




GI 


none 






Score 


.98 




Exons 


8579. .9219 












Seq. No. 


22504 






Seq. ID 


OJ990325_09.9921 


.013 


Gene No. 


46842 






Strand 


+ 




Start 


239 






End 


951 




Name 


OJ990325 09. 


9921. 013. ol 


gs 


Method 


GENSOAN 




Start 


239 






End 


951 




GI 


none 






Score 


.61 




Exons 


239.. 435, 507.. 951 










Seq. No. 


22504 






Seq. ID 


OJ990325_09.9921 


.013 


Gene No. 


46843 






Strand 






Start 


1221 






End 


4556 




Name 


OJ990325 09. 


9921. 013. o2 


gs 


Method 


'&NSOAN 




Start 


1221 






End 


1556 





22764 






none 


Score 


.55 








Exons 


1221. .1556 












Seq. No. 


22505 


Seq. ID 


OJ990325 


_09. 


9921 


.C14 


Gene No. 




C 4- ^ v-t /-I 

o crana 


+ 








Start 


72 


End 


376 








Name 


OJ990325 09.9921.C14.ol.gs 


Method 


GENSCAN 








Start 


7.2 


End 


376 








GI 


none 


Score 


.82 








Exons 


72. .194, 227. .376 












Seq. No. 


22505 


Seq. ID 


OJ990325 


_09. 


9921 


.C14 


bene No. 


46845 


Strand 


+ 








Start 


3480 


End 


5609 








Name 


OJ990325 09.9921.C14.o3.gs 


Method 


GENSCAN 








Start 


3480 


End 


5609 








GI 


none 


Score 


.57 








Exons 


3480. .3554, 4239. .4468, 4551. .4830, 5139. .5609 








Seq. No. 


0 o R n c; 


Seq. ID 


OJ990325 


_09. 


9921 


.C14 


Gene No. 


46846 


Strand 


+ 








o uar t. 


12105 


End 


16155 








Name 


ujyyuozo uy . y yzi . Li4 . oo . np 


Method 


AAT/NAP 








Start 


iUO 


End 


16155 








GI 


4 DO U io J 


Score 


112 








Exons 


loinc; icn^;^; icit^t; 












GI Descrip. 


tAr±ii/uy; gag— poi protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


22505 


Seq. ID 


OJ990325 


_09. 


9921 


.C14 


Gene No. 


46846 


Strand 


+ 








Start 


1^ i UO 


End 


16155 








Name 


ujyyuozo uy . y yzi . L14 . oi . gp 


Method 


AAT/GAP 








Start 


1 o o c c 


End 


13205 








GI 


61605 3.R1084 


Score 


420 








Exons 


12855. .12883, 12933.. 13205 












GI Descrip. 


'1402920/emb|CAA66965| 2 . Oe 


-20 {X98321) 


peroxidase 


[Arabidops 




thaliana] * 












Seq. No. . 


22505 


Seq. ID 


OJ990325 


_09. 


9921 


.C14 


bene No. 


46846 


Strand 


+ 








Start 


12105 


End 


16155 








Name 


OJ990325 09. 9921,C14.o5.gs 


Method 


GENSCAN 








Start 


13783 


End 


15175 








GI 


none 


Score 


.58 








Exons 


13783, .13861, 14562.. 15175 












Seq. No. 


22505 


Seq. ID 


OJ990325 


_09, 


9921 


.C14 


bene No . 


46847 


Strand 


+ 








Start 


21983 


End 


23364 








Name 


OJ990325 09.9921.C14.o7,gs 


Method 


GENSCAN 








Start 


21983 


End 


23364 








GI 


none 


Score 


.46 








Exons 


21983. .22305, 22705 22803, 


22824 . .22914, 23041 


. .23364 




Seq. No. 


22505 


Seq. ID 


OJ990325 


_09. 


9921 


.C14 


Gene No. 


-46848 


Strand 










Start 


657 


End 


2843 









22765 



Name 

Start 

GI 

Exons 



OJ990325_09.9921.C14.o2.gs" Method GENSCAN 
•657 End 2843 

none Score .42 

657. .872, 1464. .1747, 1752. .1845, 2026. .2340, 2472. 
2698.. 2843 



.2592, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22505 
46849 
6175 

OJ990325_09 . 9921 .C14 . ol . np 
5896 
5922631 
5896. .8412, 



OJ990325 09.9921.C14 



11919 
AAT/NAP 
11919 
6410 
10208. .10785, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9019.. 9899, 10026. .10177, 
10831. .11033, 11292. .11536, 11795. .11919 

(AP000492) ESTs C26347 (C12145) , AU078074 {C12145 ) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

026347(012145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Oinful-1. (AF049110) [Oryza sativ 



22505 
46849 
6175 

OJ990325_09. 9921. 014. o4.gs 

6175 

none 



Seq. ID OJ990325_09. 9921.014 



Strand 
End 

Method 

End 

Score 



11919 
GENSOAN 
11919 
.81 



6175. .6749, 6860. .7310, 7438. .7788, 7964. .8930, 9027. .9281, 
9314. .9572, 9726.. 9872, 10026 10295, 10350 .. 10525, 10571. .11919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325 09.9921.014 



22505 
46850 
13587 

OJ990325_09 . 9921 . 014 . o2 . np 
13587 
6063554 
13587. .13762, 
18369.. 18397 

(AP000615) ESTs AU075609 (063344 ), 071850 (E04 64 ), 098 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] . 



18397 
AAT/NAP 
18397 
342 



14409. .14437, 14789. . 15006, 15123. . 15413, 



22505 Seq. ID 

46850 Strand 
13587 End 
OJ990325_09 . 9921 . 014 . o3 . gp Method 
14213 End 
101153_1.R1084 Score 
14213. .14441, 14791.. 14942 

'5852170/emb|AL117265.1|pST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAO clone :t 17804 



OJ990325_09. 9921. 014 

18397 
AAT/GAP 
14942 
483 



22505 
46851 
19652 

OJ990325_09. 9921. 014. o4.np 



Seq. ID OJ990325_09. 9921.014 
Strand 

End 20968 

Method' AAT/NAP 



22766 



start 19652 - End 20968 

GI 6721561 Score 1050 

Exons 19652. .20413, 204 94 20552, 20622 .. 20812 , 20902.. 20968 

GI Descrip. (AP001073) EST AU082058 {C12976) corresponds to a region of the 

hypothetical protein [Oryza sativa] 
IBAA90372.il {AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



predicted gene. 
gi|6815086|dbj 
corresponds to 
protein [Oryza 



Seq. No. 22505 Seq. ID 

Gene No. 4 6852 Strand 

Start 21026 End 24348 

Name OJ990325_09 . 9921 . C14 .06. np Method AAT/NAP 

Start 21026 End 24348 

GI 6721512 Score 75 

Exons 21026. .21055, 22513 .. 22614 , 22642 22748 , 24273 
GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ990325 09.9921.C14 



.24348 



Seq. No. 22505 

Gene No. 4 6853 

Start 24914 

Name OJ990325_09 . 992 1 . C14 . ol . tm 

Start 1335 

GI none 

Exons 1335.. 1670, 
1670.. 2023 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_09.9921.C14 
27873 

TBLASTX: Maize 

2031 

83 



1337. .1438, 1338. .1634, 1339. .1671, 1666. .2031, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22505 
46853 
24914 

OJ990325_09,9921.C14.o2.ts 

1371 

none 



Seq. ID OJ990325_09. 9921.C14 
Strand 
End 

Method 
End 
Score 



27873 

TBLASTX: Soybean 

2013 

39 



1371. .1604, 1519. .1611, 1623. . 1655, 1657 2013, 1676. .2008 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22505 Seq. ID 

46853 Strand 

24914 End 
- OJ990325_09 . 9921 . C14 . olO . tw Method 

1798 End 

none Score 

1798.. 2034, 2062.. 2214 



OJ990325_09.9921.C14 
27873 

TBLASTX: Wheat 

2214 

80 



Seq. No. 22505 

Gene No. 4 6853 

Start 24914 

Name OJ990325_09 . 9921 . C14 . o2 . tm 

Start 2146 

GI none 

Exons 2146.. 2343, 2147.. 2335, 2149. 

2342.. 2584, 2342 .. 2581, 2343 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990325 09.9921.C14 



27873 

TBLASTX: Maize 
2584 
183 

2340, 2340. .2582, 2341. .2583, 
2582 



Seq. No. 22505 . Seq. ID 

Gene No. 4 6853 Strand 

Start 24914 End 

Name OJ990325_09 . 9921 . C14 . ol . ts Method 

Start . 2386 End 



OJ990325_09. 9921.C14 
27873 

TBLASTX: Soybean 
2994 ■ 



22767 




GI 


5509260 








Score 


299 


Exons 


2386. .2769, 


2388. 


.2768, 


2778. 


.2885, 2779. .2886, 2888.-2992, 




2971, .2994 












GI Descrip. 


- 












Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921.C14 


Gene No. 


4 DOOO 








Strand 


- 


Start 


24914 








End 


27873 


Name 


OJ990325 09. 


9921. 


C14.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


2394 








End 


2867 


GI 


none 








Score 


212 


Exons 


2394. .2744, 


2406. 


.2747, 


2413. 


.2745, 271 


'8. .2867 


Seq. No. 


22505 








Seq. ID 


OJ990325_09 . 9921 . C14 


Gene No . 


4 bo J J 








Strand 


- 


Start 


24914 








End 


27873 


Name 


OJ990325 09, 


9921. 


C14.01. 


tc 


Method 


TBLASTX: Cress 


Start 


2505 








End 


2786 


GI 


none 








Score 


84 


Exons 


2505. .2786, 


2539. 


.2784 








Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921.C14 


Gene No. 


46853 








Strand 




btart 










End 


27873^ 


Name 


OJ990325 09. 


9921. 


C14.04. 


tm 


Method 


TBLASTX: Maize 


Start 


2701 








End 


3053 


GI 


none 








Score 


206 


Exons 


2701. .2886, 


2703. 


,2885, 


2869. 


.3015, 2870. .3016, 2888. .3016, 




2892. .3053 












Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921.C14 


Gene No . 


4 DoOo 








Strand 




Start 


24914 








End 


27873 


Name 


OJ990325 09. 


9921. 


C14.011 


. . tw 


Method 


TBLASTX: Wheat 


Start 


3600 








End 


3890 


GI 


none 








Score 


208 


Exons 


3600. .3890 












Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921.C14 


bene no. 


4 DOOO 








-Strand 




Start 


24914 








End 


27873 


Name 


OJ990325 09. 


9921. 


C14.04. 


tw 


Method 


TBLASTX: Wheat 


Start 


5872 








End 


6486 


GI 


none 








Score 


76 


Exons 


5872. .6009, 


5995. 


. 6486, 


6224. 


.6325, 6377. .6466 


Seq. No. 


22505 








Seq. ID 


OJ990325_09. 9921.C14 


Gene No . 


4 DOOO 








Strand 




Start 


24914 








End 


27873 


Name 


. OJ990325 09. 


9921. 


C14.07. 


tm . 


Method 


TBLASTX: Maize 


Start 


5911 








End 


6165 


GI 


none 








Score 


87 ■ 


Exons 


5911. .6012, 


5939. 


.6013, 


5992. 


.6165 




Seq. No. 


22505 








Seq. ID 


OJ990325_09. 9921.C14 


Gene No. 


46853 








Strand 




Start 


24914 








End 


27873 



22768 




Name 


OJ990325 09 


.9921 


.C14.09. 


tm 


Method 


TBLASTX: Maize 


Start 


6256 








End 


6529 


GI 


none 








Score 


47 


Exons 


6256. .6342, 


6355 


. .6435, 


6365. 


.6439, 6422.. 6529, 6430.. 6528 


Seq. No. 


22505 








Seq. ID 


OJ990325_09. 9921.C14 




4 Do 0 J 








Strand 




Start 


24914 








End 


27873 


Name 


OJ990325 09 


.9921 


.C14.05. 


tw 


Method 


TBLASTX: Wheat 


Start 


6599 








End 


6987 


GI 


none 








Score 


56 


Exons 


6599. .6646, 


6601 


. .6846, 


6677. 


.6847, 6837.. 6986, 6838. .6987 


Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921.C14 


oene lno. 










Strand 




Start 


24914 








End 


27873 


Name 


OJ990325 09 


.9921 


.C14.03. 


tm 


Method 


TBLASTX: Maize 


Start 


6667 








End 


6993 


GI 


none 








Score 


153 


Exons 


6667. .6843, 


6668 


. .6844, 


6837. 


.6992, 6838.. 6993 


Seq. No. 


22505 








oeq. lu 




uene wo. 


4 DO 








0 urana 




Start. 


24914 










z / 0 / 0 


Name 


OJ990325 09 


.9921 


.CI4.06. 


tw 


Me tinoQ 


i dLiAo i a : wneat 


Start 


7324 








End 


7716 


GI 


none 








Score 


219 


Exons 


7324. .7716, 


7370 


. .7711 








Seq. No. 


22505 








Seq. ID 


OJ990325_09. 9921.014 


oene wo. 


4 DO D J 








Strand 




Start 


24914 








End 


27873 


Name 


OJ990325 09 


.9921 


.C14.04. 


ts 


Method 


TBLASTX : Soybean 


Start 


7337 








End 


7725 


GI 


none 








Score 


143 


Exons 


7337. .7717, 


7339 


. .7725 








Seq. No. 


22505 








Seq. ID 


OJ990325_09. 9921.014 


oene no . 


fi Do 0 J 








Strand 




Start 


24914 








End 


27873 


Name 


OJ990325 09 


.9921 


.C14.07. 


tw 


Method 


TBLASTX: Wheat 


Start 


7769 








End 


8186 




none 








Score 


77 


Exons 


7769. .8182, 


7998 


. .8186 








Seq. No. 


22505 








Seq. ID 


OJ990325_09. 9921.014 


Gene No. 


46853 








Strand 




0 car t. 


Oh Q1 A 
Z f± y 1 *i 








End 


27873 


Name 


OJ990325 09 


.9921 


.CI4.06. 


tm 


Method 


TBLASTX: Maize 


Start 


7841 








End 


8284 


GI 


none 








Score 


67 


Exons 


7841. .7867, 


7877 


. .7996, 


7877. 


.8038,- 8030. .8284, '8031. .8252, 




8036. .8257 












Seq. No. 


22505 








Seq. ID 


OJ990325_09. 9921.014 


Gene No. 


46853 








Strand 




Start . 


24914 








End 


27873 



22769 




Name 


OJ990325 09. 


9921. 


C14.03 


.ts 


Method 


TBLASTX : Soybean 




Start 


7952 








End 


8344 




GI 


none 








Score 


110 




Exons 


7952. .8344, 


8178. 


.8336, 


8192. 


.8341 






Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921 


.C14 


Gene No. 


46853 








Strand 






Start 


24914 








End 


27873 




Name 


OJ990325 09. 


9921. 


C14.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


8228 








End 


8647 




GI 


none 








Score 


201 




Exons 


8228. .8647, 


8229. 


.8645 










Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921 


.C14 


Gene No. 


4 6853 








Strand 






Start 


24914 








End 


27873 




Name 


OJ990325 09. 


9921. 


C14 .08 


. tm 


Method 


TBLASTX: Maize 




Start 


8285 








End 


8512 




GI 


none 








Score 


62 




Exons 


8285. .8512, 


8289. 


.8384, 


8469. 


.8510 






Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921 


.C14 


Gene No. 


46853 








Strand 






Start 


24914 








End 


27873 




Name 


OJ990325 09. 


9921. 


C14.05 


. tm 


Method 


TBLASTX: Maize 




Start 


8516 








End 


8872 




GI 


none 








Score 


196 




Exons 


8516. .8872, 


8526. 


.8831 










Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921 


.C14 


Gene No. 


46853 








Strand 






Start 


24914 








End 


27873 




Name 


OJ990325 09. 


9921. 


C14.05 


.ts 


Method 


TBLASTX : Soybean 




Start 


8597 








End 


8962 




GI 


none 








Score 


128 




Exons 


8597. .8731, 


873.8. 


.8962 










Seq. No. 


22505 








Seq. ID 


OJ990325_09. 9921 


.C14 


Gene No. 


46853 








Strand 






Start 


24914 








End 


27873 




Name 


OJ990325 09. 


9921. 


C14.03 


.tw 


Method 


TBLASTX: Wheat 




Start 


8678 








End 


9037 




GI 


none 








Score 


248 




Exons 


8678. .9037, 


8679. 


.9023, 


8693. 


.9031 






Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921 


.C14 


Gene No. 


46853 








Strand 






Start 


24914 








End 


27873 




Name 


OJ990325 09. 


9921. 


CI4.08 


. tw 


Method 


TBLASTX: Wheat 




Start 


9235 








End 


9582 




GI 


none 








Score 


117 




Exons 


9235. .9582, 


9236. 


.9529 










Seq. No. 


22505 








Seq. ID 


OJ990325_09.9921 


.C14 


Gene No. 


46853 








Strand 






Start 


24914 








End 


27873 




Name 


OJ990325 09. 


9921. 


C14 .o9 


. tw 


Method 


TBLASTX: Wheat 





22770 




start 


10201 


End 


10603 


GI 


none 


Score 


108 


Exons 


10201. .10602, 10295.. 10603 






Seq. No. 


22505 


Seq. ID 


OJ990325_09.9921hC14 


Gene No. 


46853 


Strand 




Start 


24914 


End 


27873 


.Naitie 




Method 


AAT/NAP 


Start 


24914 


End 


27873 


GI 


5042463 


Score 


138 


Exons 


24914. .24943, 25476 .. 25589, 


25642. .25797, 2 6455 .. 26648, 




27853. .27873 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


22506 


Seq. ID 


OJ990325_09.9921.C15 


Gene No. 


46854 


Strand 


+ 


Start 


177 


End 


6196 


Name 


OJ990325 09. 9921.C15.ol.np 


Method 


AAT/NAP 


Start 


177 


End 


6196 




6063554 


Score 


383 


Exons 


177.. 245, 3384.. 3462, 3560. 


.3740, 4022 


..4219, 5342. .5374, 




6022. .6196 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


22506 


Seq. ID 


OJ990325_09. 9921.C15 


Gene No. 


46854 


Strand 


+ 


b tar u 


177 


End 


6196 


Name 


OJ990325 09.9921.C15.ol.gs 


Method 


GENS CAN 


Start 


748 


End 


4670 


GI 


none 


Score 


.7 


Exons 


748. .801, 1658. .1774, 1863. 


.2614, 3371 


..3544, 4071. .4229, 




4356. .4427, 4541. .4670 






Seq. No. 


22506 


Seq. ID 


OJ990325_09.9921.C15 


Gene No . 


46855 


Strand 




Start 


7577 


End 


8351 


Name 


OJ990325 09.9921.C15.o2.gs 


Method 


GENSCAN* 


Start 


• 7577 


End 


8351 


GI • 


none 


Score 


.69 


Exons 


7577. .7729, 7816. .8138, 8214. .8351 




Seq. No. 


22507 


Seq. ID 


OJ990325_09.9921.C17 


Gene No. 


46856 


Strand 


+ 


o uart 


1 


End 


176 


Name 


OJ990325 09.9921.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


176 


GI 


5852181 


Score 


114 


Exons 


1. .176 






GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 




Seq. No. 


22508 


Seq. ID 


OJ990325_09.9921.C19 


Gene No. 


46857 


Strand 


+ 


Start 


1612 


End 


6388 


Name 


OJ990325 09.9921.C19.o2.gs 


• Method 


GENSCAN 


Start 


1612 


End 


6388 



22771 



GI 

Exons 



none 

1612.. 1830, 2027.. 2239, 2604, 
6295. .6388 



Score . 6 

.2760, 3055.. 3119, 5969.. 6213, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22508 Seq. ID 

46858 Strand 

7971 End 
OJ990325_09 . 9921 . 019 . o3 . gs Method 

7971 End 

none Score . 

7971.. 8322, 8411.. 8527 



22508 
46859 
3905 

OJ99032 5_09 . 992 1 . 01 9 . o2 . np 

3905 

6063554 



OJ990325_09. 9921.019 
+ 

8527 
GENSOAN 
8527 
.73 



OJ990325 09.9921.019 



Seq. ID _ 
Strand 

End 8542 
Method AAT/NAP 
End 8542 
Score 230 

3905.. 4085, 5683.. 5711, 6036.. 6234, 6496.. 6705, 8498.. 8542 
(AP000615) ESTs AU075609 (063344 ), 071850 (E0464 ), 098611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



22509 Seq. ID 

4 6860 Strand 

1 End 

OJ990325_09. 9921. 021. ol.np Method 

1 End 

2498930 Score 
1..80, 556. .914 

DORSAL-VENTRAL PATTERNING PROTEIN SOG 



OJ990325_09:9921.O21 
914 

AAT/NAP 

914 

532 

(SHORT GASTRULATION 



PROTEIN) gi| 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 


22509 


Seq. ID 


OJ990325_09. 9921.021 


Gene No. 


46860 


Strand 




Start 


1 


End 


914 


Name 


OJ990325 O9.9921.021.ol.gs 


Method 


GENSOAN 


Start 


388 


End 


862 


GI 


none 


^ Score 


.51 


Exons 


388. .432, 487;. 862 






Seq. No. 


22510 


Seq. ID 


OJ990325_09. 9921.022 


Gene No. 


46861 


Strand 




Start 


178 


End 


237 


Name 


OJ990325 09. 9921. 022. ol.np 


Method 


AAT/NAP 


Start"" ■ 


178 


End 


237 


GI 


2498930 


Score 


36 


Exons 


178. .237 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


22510 


Seq. ID 


.OJ990325_09. 9921.022 


Gene No. 


46862 


Strand 




Start 


178 


End 


237 


Name 


OJ990325 09. 9921.022.ol.gs 


Method 


GENSOAN 


Start 


178 


End 


237 


GI 


none 


Score 


.95 



22772 



Exons 


178.. 237 












Seq. No. 


22511 




Seq. ID 


OJ990325 


_09.9921 


.C23 


Gene No. 


46863 




Strand 


+ 








J. 






D y 






Name 


OJ990325 09.9921.023. 


ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


59 






GI 


2799165 




Score 


88 






Exons 


1. .59 












GI Descrip- 


225174/prf 1 I1210248A 


2.0e-ll. 


glutelin 


precursor 


[Oryza 


sativa] 


Seq. No. 


22511 




Seq. ID 


OJ990325 


_09.9921 


.C23 


Gene No . 


4 DO b4 




o trana 


+ 






Start 


317 




End 


1001 






Name 


OJ990325 09.9921.C23. 


ol . gs 


Method 


GENSCAN 






Start 


317 




End 


1001 






GI 


none 




Score 


.45 






Exons 


317.. 363, 787.. 1001 












Seq. No. 


22511 




Seq. ID 


OJ990325_ 


_09.9921 


.C23 


Gene No. 


46865 




Strand 








o tar u 


1 




End 


1143 






Name 


OJ990325 09.9921.C23. 


o 1 . np 


Method 


AAT/NAP 






Stia^rt 


1 




End 


1143 






GI 


1684629 




Score 


121 






Exons 


1..22, 1042. .1143 












GI Descrip. 


(Y09374) lacZ-PhoC [synthetic 


construct] 






Seq. No. 


22511 




Seq. ID 


OJ990325 


_09.9921 


.C23 


Gene No. 


46865 




Strand 








Start 


1 




End 


1143 






Name 


OJ990325 09.9921.C23. 


o2.gp 


Method 


AAT/GAP 






Start 


1004 




End 


1143 






GI 


2800481 




Score 


166 






Exons 


1004. ,1143 












GI Descrip. 


4760545/cibj IBAA77333. 


11 4.0e- 


17 (AB019492) IDN4- 


-GGTR14 


[Homo 



sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22512 
46866 
331 

OJ990325_09.9921.C25.ol.np 
331 

4680186 
331.. 549 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990325_0.9.9921.C25 

Strand + 

End 54 9 

Method AAT/NAP 

End 549 

Score 291 



Seq. ID OJ990325_09.9921.C25 

Strand 

End 482 

Method AAT/GAP 

End 482 

Score 637 



22512 
46867 
97 

OJ990325_09 . 9921 :.G25 . ol . gp 
97 

uC-osflcyp033a04bl 
97. .482 

' 6016845/dbj IAP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



22773 




Seq. No. 


22513 


Seq. ID 


OJ990325_ 


09. 


9921 


.C26 


Gene No, 


46868 


Strand 


+ 








Start 


401 


End 


516 








Name 


OJ990325 09.9921.C26.ol.gs 


Method 


GENSCAN 








Start 


401 


End 


516 








GI 


none 


Score 


.8 








Exons 


401. .516 












Seq. No. 


22513 


Seq. ID 


OJ990325_ 


09. 


9921 


.C26 


Gene No. 


46869 


Strand 










Start 


1 


End 


795 








Name 


OJ990325 09.9921.C26.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


795 








GI 


5852093 


Score 


67 








Exons 


1..21, 686. .795 












GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 










Seq. No. 


22514 


Seq. ID 


OJ990325_ 


09. 


9921 


.C27 


Gene No. 


'46870 


Strand 


+ 








Start 


167 


End 


854 








Name 


OJ990325_09. 9921 . C27 . ol . gs 


Method 


GENSCAN 








Start 


167 


End 


854 








GI 


none 


Score 


.5 








Exons 


167. .252, 331. .428, 534. .656, 


693 . . 854 










Seq. No. 


22515 


Seq. ID 


OJ990325_ 


09. 


9921 


.C29 


Gene No. 


46871 


Strand 










Start 


20 


End 


396 








Name 


OJ990325_09. 9921 . C29 . ol . gs 


Method 


GENSCAN 








Start 


20 


End 


396 








GI 


none 


Score 


.7 








Exons 


20. .324, 331. .396 












Seq. No. 


22516 


Seq. ID 


OJ990325_ 


09. 


9921 


.C30 


Gene No. 


46872 


Strand 


+ 








Start 


25 


End 


424 








Name 


OJ990325 09.9921.C30.ol.gs 


Method 


GENSCAN 








Start 


25 


End 


424 








GI 


none 


Score 


.71 








Exons 


25. .63, 195. .280, 370. .424 












Seq. No. 


22516 


Seq. ID 


OJ990325_ 


09. 


9921 


.C30 


Gene No. 


46873 


Strand 










Start 


1002 


End 


1951 








Name 


OJ990325 09.9921.C30.o2.gs 


Method 


GENSCAN 








Start 


1002 


End 


1951 








GI 


none 


Score 


.4 








Exons 


1002.. 1201, 1852.. 1951 












Seq. No. 


22517 


Seq. ID 


OJ990325_ 


09, 


9921 


.C31 


Gene No. 


46874 


Strand 










Start 


1196 


End 


1408 








Name 


OJ990325 09.9921.C31.ol.gs 


■ Method 


GENSCAN 








Start 


1196 


End 


1408 








GI 


none 


Score 


.42 








Exons 


1196.. 1408 













22774 




Seq. No. 


22518 


Seq. ID 


OJ990325_09.9921 


.C32 


Gene No. 


4 6875 


Strand 


+ 




Start 


376 


End 


1139 . 




Name 


OJ990325 09.9921.C32.ol.gs 


Method 


GENSCAN 




Start 


376 


End 


1139 




GI 


none 


Score 


.5 




Exons 


376.. 470, 1019.. 1139 








Seq. No. 


22519 


Seq. ID 


OJ990325_09.9921 


.C33 


Gene No. 


46876 


Strand 






Start 


1 


End 


780 




Name 


OJ990325 09.9921.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


780 




GI 


5902444 


Score 


4 67 




Exons 


1. .780 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


22519 


Seq. ID 


OJ990325_09.9921 


.C33 


Gene No. 


46876 


Strand 






Start 


1 


End 


780 




Name 


OJ990325 09.9921.C33.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


292 




GI 


none 


Score 


80 




Exons 


2. .73, 110;. 292, 111. .284 








Seq. No. 


22520 


Seq. ID 


OJ990325_09.9921 


.C34 


Gene No. 


46877 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990325_09 . 9921 . C34 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


773 




GI 


6498441 


Score 


489 




Exons 


1..203, 258.-773 








GI Descrip. 


{AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. ( 


AF098806) 


[Oryza sativa] 




Seq. No. 


22520 


Seq. ID 


OJ990325_09.9921 


.C34 


Gene No. 


4 6877 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990325 09.9921.C34.ol.gs 


Method 


GENSCAN 




Start 


62 


End 


707 




GI 


none 


Score 


.78 




Exons 


62. .226, 395. .560, 691. .707 








Seq. No. 


22520 


Seq. ID 


OJ990325_09. 9921 


.C34 


Gene No. 


4 6877 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990325 09.9921.C34.ol.tw 


Method 


TBLASTX: Wheat 




Start 


350 


End 


773 




GI 


none 


Score 


131 




Exons 


350. .487, 358. .480, 470. .772 


, 492. .773 






Seq. No. 


22520 


Seq. ID 


OJ990325_09.9921 


.C34 


Gene No. 


46877 


Strand 


+ 




Start 


1 - 


End 


773 




Name 


OJ990325 09.9921.C34.ol.tm 


Method 


TBLASTX: Maize 




Start 


486 


End 


770 





22775 



GI 


none 


Score 


321 


Exons 


486. .770, 542. .748 






Seq. No. 


22521 


Seq. ID 


OJ990325_09.992 


Gene No. 


46878 


Strand 


+ 


Start 


1 


End 


599 


Name 


OJ990325 09.9921.C35.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


599 


GI 


5902445 


Score 


363 


Exons 


1..319, 359. .599 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


22521 


Seq. ID 


OJ990325_09. 992 


Gene No. 


46878 


Strand 


+ 


Start 


1 


End 


599 


Name 


OJ990325 09.9921.C35.ol.tw 


Method 


TBLASTX: Wheat 


Start 


12 


End 


317 


GI 


none 


Score 


192 


Exons 


12. .317, 59. .199 






Seq. No. 


22521 


Seq. ID 


OJ990325_09. 992 


Gene No. 


46878 


Strand 


+ 


Start 


1 


End 


599 


Name 


OJ990325 09.9921.C35.ol.gs 


Method 


GENSCAN 


Start 


160 


End 


548 


GI 


none 


Score 


.48 


Exons 


160. .548 






Seq. No. 


22522 


Seq. ID 


OJ990325__09. 992 


Gene No. 


46879 


Strand 


+ 


Start 


183 


End 


608 


Name 


OJ990325 09.9921.C36.ol.gs 


Method 


GENSCAN 


Start 


183 


End 


608 


GI 


none 


Score 


.58 


Exons 


183. .263, 345. .476, 576. .608 






Seq. No. 


22523 


Seq. ID 


OJ990325 09.992 


Gene No. 


46880 


Strand 


+ 


Start 


1- 


End 


756 


Name 


OJ990325 09.9921.C37.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


756 


GI 


6815072 


Score 


684 


Exons 


1. .756 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 


Seq. No. 


22523 


Seq. ID 


OJ990325_09. 992 


Gene No. 


46880 


Strand 


+ 


Start 


1 


End 


756 


Name 


OJ990325 09.9921.C37.ol.gs 


Method 


GENSCAN 


Start 


101 


End 


472 


GI 


none 


Score 


.55 


Exons 


101. .472 






Seq. No. 


22523 . 


Seq. ID 


OJ990325_09. 992 


Gene No. 


46880 


Strand 


+ 


Start 


1 


End 


756 



22776 



Name 


OJ990325 09.9921.C37.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


437 




End 


754 


GI 


none 




Score 


234 


Exons 


437. .754, 440. .721, 454 


. .726 






Seq. No, 


22524 




Seq. ID 


OJ990325_09.9921 


Gene No. 


46881 




Strand 


+ 


Start 


1 




End 


585 


Name 


OJ990325 09.9921.C4G.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


585 


GI 


6815072 




Score 


441 


Exons 


1..400, 560. .585 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome I 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 


Seq. No. 


22524 




Seq. ID 


OJ990325_09. 9921 


Gene No. 


46881 




Strand 


+ 


Start 


1 




End 


585 


Name 


OJ990325_09.9921.C40.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


40 




End • 


383 


GI 


none 




Score 


193 


Exons 


40. .291, 183. .290, 288 . 


. 383, 


289. .369 




Seq. No. 


22524 




Seq. ID 


OJ990325_09,9921 


Gene No. 


46881 




Strand 


+ 


Start 


1 




End 


585 


Name 


OJ990325 09.9921.C40.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


85 ' 




End 


390 


GI 


none 




Score 


157 


Exons 


85. .276, 174. .275, 288. 


. 389, 


289. .390 




Seq. No. 


22524 




Seq. ID 


OJ990325_09.9921 


Gene No. 


46881 




Strand 


+ 


Start 


1 




End 


585 


Name 


OJ990325 09.9921.C40.ol 


. gs 


Method 


GENSCAN 


Start 


97 . 




End 


400 


GI 


none 




Score 


.93 


Exons 


97. .400 








Seq. No. 


22525 




Seq. ID 


OJ990325_09.9921 


Gene No. 


46882 




Strand 




Start 


1 




End 


412 


Name 


OJ990325 09. 9921.C41.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


412 


GI 


4680179 




• Score 


440 


Exons 


1. .412 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


22525 




Seq. ID 


OJ990325_09.9921 


Gene No. 


46882 




Strand 




Start 


1 




End 


412 


Name 


OJ990325 09.9921.C41.ol 


.gs 


' Method. 


GENSCAN 


Start 


89 




End 


310 


GI 


none 




Score 


.82 


Exons 


89. .310 








Seq. No. 


22526 




Seq. ID 


OJ990325_09.9921 



22777 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4 6883 Strand 
1 End 576 

OJ990325_09 . 9921 . C42 . ol . np Method AAT/NAP 
1 End 576 

6721561 * Score 669 

1. .576 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 I dbj IBAA90372.il (AP001081) EST Aa082058 {C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22526 Seq. ID 

46883 Strand 

1 End 
OJ990325_09 . 9921 . C42 . ol . gs Method 

50 End 

none Score 
50. .355 



OJ990325_09.9921.C42 
576 

GENSCAN 

355 

.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22527 Seq. ID 

46884 Strand 

1 End 

OJ990325_09 . 9921 . C4 3 . o2 . np Method 

1 End 

6721558 Score 
1..71, 526. .628 

(AP001073) hypothetical protein [Oryza sativa] 

git 6815083 I dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



OJ990325_09.9921.C43 

1299 
AAT/NAP 
628 
123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990325_09.9921.C43 



22527 

46884 Strand 

1 End 1299 

OJ990325_09 . 9921 . C4 3 . ol . gs Method GENSCAN 

104 End 1299 

none Score . 65 

104. .223, 245. .372, 529. .669, 1213. .1299 



22528 Seq. ID OJ990325_09 . 9921 . C44 

46885 Strand + 

1 End 1702 

OJ990325_09 . 9921 . C4 4 . ol . np Method AAT/NAP 

1 End 1702 

6069646 Score 751 

1..524, 1594. .1702 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj LBAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



22528 Seq. ID 

46885 Strand 

1 End 

OJ990325_09 . 9921 . C4 4 . o2 . np Method 

1 End 



OJ990325_09.9921.C44 
-f 

1702 

AAT/NAP 

1684 



22778 



GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4680186 . Score 254 

1..39, 584. ,637, 1479. .1684 

{AF111709) unknown [Oryza sativa subsp. indica] 



22528 
46886 
4 

OJ990325_09 . 9921 . C4 4 . ol . gs 
4 

none 

4. .416, 1276. .1321, 1443. .1508 

22528 
46886 
4 

OJ990325_09.9921.C44.ol.tm 
130 
none 

130. .462, 249. .374 

22528 
46886 
4 

OJ990325_09.9921.C44.ol.tw 
223 
none 

223.. 417, 252.. 374 



Seq. ID ;.OJ990325_09.9.921.C44 
Strand 

End 1613 
Method GENSCAN 
End 1508 
Score .57 



Seq. ID OJ990325_09.9921.C44 
Strand 

End 1613 

Method TBLASTX : Mai ze 

End 4 62 

Score 271 



Seq. ID OJ990325_09.9921.C44 
Strand 

End 1613 

Method TBLASTX : Wheat 

End 417 

Score 197 



Seq. ID OJ990325_09.9921.C44 
Strand 

End 1613 

Method AAT/GAP 

End 1613 

Score 64 9 



22528 
46886 
4 

OJ990325_09. 9921.C44.ol.gp 
1228 

uC-osflcyp033a04bl 
1228. .1613 

•6016845/dbj |AP000570.1|AP00057p 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


22529 












Seq. ID 


OJ990325 


_09. 


9921. 


C45 


Gene No. 


46887 












Strand 










Start 


1 












End 


114 








Name 


OJ990325 


09. 


9921 


.C45 


.ol 


.gp 


Method 


AAT/GAP 








Start 


1 












End 


114 








GI 


none 












Score 


224 








Exons 


1. .114 






















Seq. No. 


22530 












Seq. ID 


OJ990325 


_09. 


9921. 


C47 


Gene No. 


46888 












Strand 


+ 








Start 


127 












End 


237 








Name 


OJ990325 


09. 


9921 


.C47 


.ol 


.gs 


Method 


GENSCAN 








Start 


127 












End 


237 








GI 


none 












Score 


.73 








Exons 


127. .237 






















Seq. No. 


22531 












Seq. ID 


OJ990325_ 


_09. 


9921. 


C48 


Gene No. 


46889 












Strand 


+ 








Start 


391 












..End 


634 









22779 



Name 

Start 

GI 

Exons 



OJ990325_09 . 9921 . C48 . ol , tm Method TBLASTX : Maize 

364 End 630 

none Score 257 

364.-576, 374.. 589, 385.. 630, 522.. 623 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990325_09.9921.C48 
+ 

634 

AAT/NAP 
634 ' 
100 



22531 Seq. ID 

46889 Strand 
391 End 
OJ990325_09 . 9921 . C48 . ol . np Method 
391 End 
3157943 Score 
391. .634 

(AC002131) Contains similarity to BAP31 protein gb 1X81816 from 
Mus musculus. [Arabidopsis thaliana] 

22532 Seq. ID OJ990325_09 . 9921 . C50 

46890 Strand 

245 End 463 

OJ990325_09 . 9921 . C50 . ol . gp Method AAT/GAP 
209 End 453 

40964_1.R1084 Score 436 

209. .453 

'5734768/gb|AAD50033.1|AC007651_28 5.0e-80 (AC007651) 
Hypothetical Protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22532 Seq. ID 

46890 Strand 

245 End 
OJ990325_09 . 992 1 . C50 . ol . gs Method 

245 End 

none Score 
245. .463 



OJ990325_09.9921.C50 
463 

GENSCAN 

463 

.79 



Seq. No. 


22532 


Gene No. 


46890 


Start 


245 


Name 


OJ990325 09.9921.C50.ol 


Start- 


310 . 


GI 


none 


Exons 


310.. 375, 317.. 385, 333 


Seq. No. 


22532 


Gene No. 


46890 


Start 


245 


Name 


OJ990325 09.9921.C50.ol 


Start 


322 


GI 


5734768 


Exons 


322.\455 


GI Descrip. 


{AC007651) Hypothetical 





Seq. ID 


QJ990325_09.9921.C50 




Strand 






End 


463 


tm 


Method 


TBLASTX: Maize 




End 


457 




Score 


75 


.377, 


368. .457, 


373. .453, 383. .454 




Seq. ID 


OJ990325_09.9921.C50 




Strand 






End 


463 


np 


Method 


AAT/NAP 




End 


455 




Score 


124 



Protein [Arabidopsis thaliana] 



Seq. No. 22533 Seq. ID 

Gene No. 46891 ' Strand 

Start 1 End 

Name OJ990325_09 . 9921 .C51 . ol .np Method 

Start 1 End 

GI 3522942 Score 

Exons 1..43, 210.. 286 



OJ990325_09.9921.C51 
+ 

286 

AAT/NAP 

286 

56 



22780 




GI Descrip. 


(AC004411) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


22533 


Seq. ID 


OJ990325_09. 


9921. C51 


Gene No. 


4 boy i 


b Tirana 


+ 




Start 


1 


End 


286 




Name 


OJ990325 09.9921.C51.ol.gs 


Method 


GENSCAN 




Start 


106 


End 


264 




GI 


none 


Score 


.76 




Exons 


106. .264 








Seq. No. 


22534 


Seq. ID 


OJ990325_09. 


9921. C52 


Gene No. 


4 bo yz 


bt rana 


+ 




Start 


292 


End 


484 




Name 


OJ990325 09.9921.C52.ol.gs 


Method 


GENSCAN 




Start 


292 


End 


484 




GI 


none 


Score 


.76 




Exons 


292. .484 








Seq. No. 


22535 


Seq. ID 


OJ990515_23. 


9A07.C2 


Gene No. 


4 bo yj 


Strand 


+ 




Start • 


110 


End 


3960 




Name 


OJ990515 23.9A07.C2.ol.gs 


Method 


GENSCAN 




Start 


110 


End 


3960 




GI 


none 


Score 


1 




Exons 


110. .495, 1501. .1660, 2007 


..2183, 3309. 


.3390, 3521. 


.3960 


Seq. No. 


22535 


Seq. ID 


OJ990515 23. 


9A07.C2 


Gene No. 


46893 


Strand 


+ 




o rar t 


110 


End 


3960 




Name 


OJ990515 23.9A07.C2.ol.np 


Method 


AAT/NAP 




Start 


110 


End 


3954 




GI 


2244806 


Score 


943 




Exons 


110. .491, 1524. .1660, 2007 


..2186, 2255. 


.2374, 3516. 


.3954 


GI Descrip. 


(Z97336) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


22535 


Seq. ID 


OJ990515_23. 


9A07.C2 


Gene No . 


46893 


Strand 


+ 




Start 


110 


End 


3960 




Name 


OJ990515 23.9A07.C2.ol.gp 


Method 


AAT/GAP 




Start 


989 


End 


1440' 




GI 


4879172 


Score 


804 




Exons 


989, .1440 








Seq. No. 


22535 


Seq. ID 


OJ990515_23. 


9A07.C2 


Gene No. 


46893 


Strand 


+ 




Start 


110 


End 


3960 




Name 


OJ990515 23.9A07.C2.o2.gp 


Method 


AAT/GAP 




Start 


3323 


End 


3900 




GI 


3763435 


Score 


829 




Exons 


3323.. 3390, 3521.. 3900 








GI Descrip. 


2244806/emb|CAB10229.1 1 9.i 


Oe-28 (Z97336 


>) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


22535 


Seq. ID 


OJ990515_23. 


9A07.C2 


Gene No. 


46894 


Strand 


+ 




Start 


3994 


End 


4307 




Name 


OJ990515 23.9A07.C2.o3.gp 


Method 


AAT/GAP 





22781 



start 
GI 

Exons 



3994 
3763436 
3994. .4307 



End 
Score 



4307 
517 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22535 
46895 
4399 

OJ990515_23 . 9A07 . C2 . o2 . gs 

4399 

none 



Seq. ID OJ990515_23.9A07:C2 

Strand + 

End 8166 

Method GENSCAN 

End 8103 

Score .79 



4399. .4481, 5067. .5163, 6091. .6128, 6247. .6853, 6931. .7435, 
7553. .8103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



22535 
46895 
4399 

0 J 9 9 0 5 1 5_2 3 . 9 AO 7 . C 2 . o2 . np 

5909 

3450842 



Seq. ID OJ990515_23.9A07,C2 

Strand + 

End 8166 

Method AAT/NAP 

End 8166 

Score 1267 



5909. .6001, 6091. .6128, 6247. .6853, 6931. .7111, 7165. .7429, 
7553.. 7752, 7813.. 8166 

(AF080436) mitogen activated protein kinase kinase [Oryza 
sativa] 



22535 
46895 
4399 

OJ990515_23 . 9A07 . C2 . o4 . gp 
7548 
701181 
7548. .7888 

3450842 l.Oe-15 (AF080436) mitogen activated protein kinase 
kinase [Oryza sativa] 



Seq. ID OJ990515_23.9A07.C2 

Strand + 

End 8166 

Method AAT/GAP 

End 7888 

Score 630 



Seq. ID OJ990515_23. 9A07.C2 

Strand + 

End 8622 

Method AAT/GAP 

End 8622 

Score 869 



22535 
46896 
8118 

OJ990515_23 . 9A07 . C2 . o5 . gp 
8118 

LIB3434-038-P1-K1-E8 
8118. .8622 

'2244806/emb|CAB10229. II 9.0e-28 (Z97336) hypothetical protein 
[Arabidopsis thaliana] ' 



22535 
46897 
11764 

OJ990515_23 . 9A07 . C2 . o3 . tc 
98 

none 

98. .313, 308. .385 

22535 
46897 
11764 

OJ990515_23 . 9A07 . C2 . o2 . tm 
106 



Seq. ID OJ990515_23.9A07.C2 
Strand 

End 14 985 

Method TBLASTX : Cress 

End 385 

Score 242 



Seq. ID OJ990515_23.9A07.C2 
Strand 

End 14985 

Method TBLASTX : Maize 

End 3965 



22782 



GI 

Exons 



none Score 426 

106. .267, 107. .397, 334. .372, 1499. .1660, 1502. .1675, 
1509.. 1661, 1991.. 2182, 2001.. 2183, 2010.. 2183, 2272.. 2355, 
2274.. 2369, 2276.. 2359, 2289.. 2369, 3306. .3389, 3308.. 3388, 
3511.. 3954, 3513.. 3965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22535 
46897 
11764 

OJ990515_23 . 9A07 . C2 . o2 . ts 

137 

none 



Seq. ID OJ990515_23.9A07.C2 
Strand 
End 

Method 
End 
Score 



14985 

TBLASTX: Soybean 

3750 

118 



137.. 256, 1565.. 1660, 2001.. 2183, 2010.. 2183, 2266.. 2355, 
2276.. 2359, 3306.. 3389, 3308.. 3394, 3499.. 3750, 3555.. 3740 



Seq. No. 22535 

Gene No. 46897 

Start 11764 

Name OJ990515_23 . 9A07 . C2 . o2 . tc 

Start 1577 

GI none 

Exons 1577.. 1660, 2001.. 2183, 2010. 

3306.. 3389, 3308.. 3388, 3511. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2183, 2266 
.3663, 3519 



OJ990515 23.9A07.C2 



14985 

TBLASTX: Cress 
3663 
79 

2355, 2276.. 2359, 
3644 



Seq. No. 22535 

Gene No. 46897 

Start 11764 

Name OJ990515_23 . 9A07 . C2 . o5 . tc 

Start '5966 

GI none 

Exons 5966.. 6001, 5980.. 6000, 6088. 

6250.. 6294, 6272.. 6442 



Seq. ID OJ990515_23. 9A07.C2 
Strand 

End 14985 

Method TBLASTX: Cress 

End 64 42 

Score 63 

.6129, 6093.. 6128, 6248.. 6442, 



Seq. No. 22535 

Gene No. 46897 

Start 11764 

Name OJ990515_23 . 9A07 . C2 . ol . tm 

Start 6247 

GI none 

Exons 6247.. 6294, 6248.. 6661, 6272. 

6694. .6852, 6930. .6986, 6931. 



Seq. ID OJ990515_23.9A07.C2 
Strand 

End 14985 

Method TBLASTX: Maize 

End 6999 

Score 375" 

.6448, 6430.. 6639, 6692.. 6853, 
.6999 



Seq. No. 22535, 

Gene No. 4 6897 

Start 11764 

Name OJ990515_23 . 9A07 . 02 . ol . ts 

Start ' 6247 

GI none 

Exons 6247.. 6294, 6248.. 6661, 6272. 

6694.. 6852, 6930. .6986, 6931. 



Seq. ID OJ990515_23. 9A07.C2 
Strand 

End 14985 

Method TBLASTX : Soybean 

End 6999 

Score 375 

.6448, 6430. .6639, 6692. .6853, 
.6999 



Seq, No. 22535 

Gene No. 46897 

Start 11764 

Name OJ990515_23 . 9A07 . C2 . ol . tc 

Start 6541 

GI none 



Seq. ID OJ990515_23. 9A07.C2 
Strand 

End 14985 

Method TBLASTX : Cress 

End 6856 

Score 457 



22783 




Exons 


6541. .6639, 6542. .6856, 6688 


. .6855 






Seq. No. 


22535 


Seq. ID 


OJ990515_23. 9A07 


.C2 


Gene No. 


4 6897 


Strand 






Start 


11764 


End 


14985 




Name 


OJ990515 23.9A07.C2.o4.tc 


Method 


TBLASTX: Cress 




Start 


6946 


End 


7947 




GI 


none 


Score 


65 




Exons 


6946. .6999, 7339. .7431, 7359 


..7430, 7552.. 7713, 7906. .7947 


Seq. No. 


22535 


Seq. ID 


OJ990515_23.9A07 


.C2 


Gene No. 


46897 


Strand 






Start 


11764 


End 


14985 




Name 


OJ990515 23.9A07.C2.o3.ts 


Method 


TBLASTX: Soybean 




Start 


7354 


End 


7713 




GI 


none 


Score 


102 . 




Exons 


7354. .7431, 7552. .7713 








Seq. No. 


22535 


Seq. ID 


OJ990515_23.9A07 


.C2 


Gene No. 


46897 


Strand 






Start 


11764 


End 


14985 




Name 


OJ990515 23.9A07.C2.o4.tm 


Method 


TBLASTX: Maize 




Start 


7554 


End 


8052 




GI 


none 


Score 


1^>. ^ 




Exons 


7554. .7712, 7555. .7713, 7813 


..7872, 7827. .7871, 7903. .8 


u o ^ , 




7905. .8036, 7924. .8052 








Seq. No. 


22535 


Seq. ID 


OJ990515_23.9A07 




Gene No. 


4 6897 


Strand 






Start 


11764 


End' 


14985 




Name 


OJ990515 23.9A07.C2.o6.gp 


Method 


AAT/GAP 




Start 


11634 


End 


12488 




GI 


568027 


Score 


770 




Exons 


11634. .11877, 12326.. 12488 








Seq. No. 


22535 


Seq. ID 


OJ990515_23.9A07 


r*o 

. 


Gene No. 


46897 


Strand 






Start 


11764 


End 


14985 




Name 


OJ990515 23.9A07.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


11748 


End 


13646 




GI 


none 


Score 


85 




Exons 


11748. .11849, 11761. .11886, 


11765. .11887, 12323. . 12391, 






12327. .12410, 12329. .12388, 


12439. .12492, 12443 .. 12508, 






12446. .12511, 12745. .12849, 


12747. .12857, 12753 .. 12851, 






* 13362. .13478, 13363 .. 13482 , 


13364. .13480, 13538 .. 13642 , 






13542. .13646, 1354 5 .. 13640, 


13549. .13641, 13550. .13642 




Seq. No. 


22535 


Seq. ID 


OJ990515_23.9A07 


.C2 


Gene No. 


46897 


Strand 






Start 


11764 


End 


14985 




Name 


OJ990515_23 . 9A07 . C2 . o3 . gs 


Method 


GENSCAN 




Start 


11/64 


End 


14985 




GI 


none 


Score 


.94 




Exons 


11764. .11877, 12326. .12509, 


12746. .128^ 


8, 13362. .13479, 






.... 14090. .14150, 14804. .14985 








Seq. No. 


22535 


Seq. ID 


OJ990515_23. 9A07 


.C2 



22784 



Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46897 Strand 

11764 End 14985 

OJ990515_23.9A07.C2.o3.np Method AAT/NAP . 

11764 End 13639 

6225596 Score 98 

11764. .11868, 12326. .12498, 12738 1284 8 , 13362 .. 134 64 , 

13547. .13639 

ATP-DEPENDENT DNA HELICASE II, 70 KD SUBUNIT (KU AUTOANTIGEN 

PROTEIN P70 HOMOLOG) (KU70) gi | 3374509 | dbj | BAA32018 | (AB016529) 
Ku70 [Gallus gallus] 



Seq. No. 


22536 


Seq. ID 


OJ990515_23.9A07.C3 


Gene No. 


46898 


Strand 


+ 


Start 


109 


End 


982 


Name 


OJ990515 23.9A07.C3.ol.gs 


Method 


GENSCAN 


Start 


109 


End 


982 


GI 


none 


Score 


.71 


Exons 


109. .186, 299. .409, 968. .982 






Seq. No. 


22536 


Seq. ID 


OJ990515_23.9A07.C3 


Gene No. 


46899 


Strand 




Start 


980 


End 


6786 


Name 


OJ990515 23. 9A07.C3.ol.np 


Method 


AAT/NAP 


Start 


980 


End 


4878 


GI 


6225596 


Score 


99 


Exons - 


980. .1000, 2658. .2838, 3077.. 


3188, 3411. .3556, 4136. .4194, 




4265. .4348, 4467. .4569, 4820. 


.4878 




GI Descrip. 


ATP-DEPENDENT DNA HELICASE II 


, 70 KD 


SUBUNIT (KU AUTOANTIGEN 



PROTEIN P70 HOMOLOG) (KU70) gi | 3374509 | dbj I BAA32018 | (AB016529) 
Ku70 [Gallus gallus] 



Seq. No. 22536 

Gene No. 46899 

Start 980 

Name OJ990515_23 . 9A07 . 03 . o2 . gs 

Start 2580 

GI none 

Exons 2580.. 2764, 
5606. .5720, 



3423.. 3556, 4185. 
6223.. 6339, 6552. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4348, 4452 
.6701, 6724 



OJ990515 23.9A07.C3 



6786 
GENSCAN 
6786 
.83 

4569, 
6786 



4820. .4925, 



Seq. No. 22536 
Gene No. 4 6900 

Start 7528 

Name ■OJ990515_23 . 9A07 . C3 . ol . tm 

Start 2691 
GI none 

Exons 2691,. 2834, 2692.. 2838, 2692. 

3072.. 3155, 3076.. 3177, 3077. 
3419.. 3490, 3422.. 3556, 3427. 
4135. .4194, 4263. .4349, 4264. 
4452.. 4568, 4455.. 4565 

Seq. No. 22536 

Gene No. 4 6900 

Start 7528 

Name OJ990515_23 . 9A07 . C3 . o3 . gs 

Start 7528 



Seq. ID OJ990515_23.9A07.C3 
Strand 

End 12155 
Method TBLASTX : Mai ze 
End 4568 
Score 14 6 

.2835, 2693. .2836, 3063. .3155, 
.3157, 3275.. 3322, 3276.. 3323, 
.3552, 3435. .3560, 4135. .4188, 
.4353, 4264.. 4350, 4265. .4351, 



Seq. TD OJ990515_23 . 9A07 . C3 
Strand 

End 12155 

Method GENSCAN 

End 12155 



22785 




GI 


none 


Score 


.72 




Exons 


7528.. 8961, 9085.. 9535, 9917. 


.9934, 10305. .10388, 10415 


. . 10616 




11581. .11647, 12105.. 12155 








Seq. No. 


22536 


beq. iu 




.C3 


Gene No. 


46900 


Strand 






start 


1 coo 


End 


12155 




Name 


OJ990515 23.9A07.C3.o2.np 


Method 


AAT/NAP 




Start 


7563 


End 


8544 




GI 


2980893 


Score 


441 . 




Exoris 


7563.. 8168, 8302.. 8544 








GI Descrip. 


(D87065) histone HI [Triticum 


I aestivum] 






Seq. No. 


22536 


Seq. ID 


OJ990515_23.9A07 


.C3 


Gene No. 


46900 • 


Strand 






Start 


7528 


End 


12155 




Name 


OJ990515 23.9A07.C3.ol.gp 


Method 


AAT/GAP 




Start 


7635 


End 


8643 




GI 


6443 2.R1084 


Score 


1170 




Exons 


7635. .7676, 7876. .8168, 8302. 


.8643 






GI Descrip. 


'121950/sp|P23444 IHl MAIZE 2. 


Oe-12 HISTONE HI 




>gi_22321_emb_CAA40362_ (X57077) HI histone [Zea mays] ' 




Seq. No. 


22537 


;Seq. ID 


OJy905lD 2.5,3A\j1 


.C4 


Gene No. 


46901 


Strand 


+ 




Start 


139 


End 


764 




Name 


OJ990515 23.9A07.C4.ol.gs 


Method 


GENSCAN 




Start 


139 


End 


764 




GI 


none 


Score 


.69 




Exons 


139. .209, 473. .764 








Seq. No. 


22538 


Seq. ID 


OJ990515_23.9A07 


.C5 


Gene No. 


46902 


Strand 






o tar L 


1 


End 


445 




Name 


OJ990515 23.9A07.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End ■ 


445 




GI 


5734635 


Score 


152 




Exons 


1. .445 








GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22538 


Seq. ID 


OJ990515_23.9A07 


.C5 


bene no . 


46902 


Strand 






Start 


1 


End 


445 




Name 


OJ990515 23.9A07.C5.ol.gs 


Method 


GENSCAN 




Start 


66 


End 


162 




GI 


none 


Score 


.55 




Exons 


66. .162 








Seq. No. 


22539 


Seq. ID 


OJ990515_23.9A07 


.C6 


Gene No. 


46903 . 


Strand 


+ 




Start 


1 


End 


2566 




Name 


OJ990515 23.9A07.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2557 




GI 


3132825 


Score 


2287 




Exons 


1..29, 148. .312, 397. .592, 683. .794, 882. .1029, 1144. .1341, 




1437. .1715, 1811. .1972, 2071. 


.2289, 2403.. 2557 




GI Descrip. 


(AF063403) putative cytosine- 


5 DNA methyltransf erase [Zea mays^ 



22786 



Seq. No. 22539 Seq. ID 

Gene No. 4 6903 Strand 

Start 1 End 

Name OJ990515_23 . 9A07 .C6 . ol . tc Method 

Start 145 End 

GI none Score 
Exons 



OJ990515_23.9A07.C6 
+ 

2566 

TBLASTX: Cress 

2531 

131 



145. .315, 150. .314, 388. .597, 519. .593, 670. .795, 672. .791, 
682. .792, 876. .1028, 880. .1029, 880. .1029, 890. .1033, 
1140. .1346, 1141. .1347, 1144. .1344, 1434. .1694, 1436. .1558, 
1436. .1702, 1437. .1703, 1804. .2028, 1808. .1975, 1999. .2289, 
2070. .2288, 2102. .2290, 2104. .2307, 2123. .2305, 2394. .2477, 
2399. .2479, 2400. .2531, 2401. .2478, 2402. .2515 



Seq. No. 22539 

Gene No. 4 6903 

Start 1 

Name OJ990515_23 . 9A07 .C6.ol .gs 

Start 148 

GI none 
f Exons 



Seq. ID OJ990515_23.9A07.C6 
Strand + 

2566 
-GENSCAN 
2537 
.85 



End 

Method 
End 
Score 

148. .312, 397. .592, 683. .794, 882. .1029, 1437. .1715, 1811. .1972, 
2041. .2161, 2204. .2289, 2403. .2537 



Seq. NOi 
Gene No. 
Start 
Name 
Start ... 
GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



22539 ■ ■ ' ^ 

46903 

1 

OJ9905 15_23 . 9A07 . C6 . o2 . tm 

181 

none 



Seq. ID OJ990515_23. 9A07.'C6 

Strand + 

End 2566 

Method TBLASTX : Mai ze 

End 811 

Score 173 



181. .315, 182. .301, 388. .453, 391. .441, 438. .602, 439. .603, 
670. .795, 681. .794, 683. .811 



22539 
46903 
1 

OJ990515_23.9A07.C6.ol.ts 
703 
.none 



Seq. ID OJ990515_23.9A07.C6 

Strand + 

End 2566 

Method TBLASTX: Soybean - 

End 1522 

Score 135 



703. .795, 705. .800, 876. .1025, 880. .1029, 880. .1029, 1143. .1334, 
1144. .1344, 1145. .1342, 1433. .1522, 1437. .1517 



Seq. No. 22539 Seq. ID 

Gene No. 4 6903 Strand 

Start 1 End 

Name O J9 90 5 1 5_2 3 . 9A0 7 . C 6 . o 1 . tm Me t hod 

Start 882 End 

GI none Score 
Exons 



OJ990515_23.9A07.C6 
+ 

2566 

TBLASTX: Maize 

2534 

228 

.1341, 1144. .1344, 



882. .1028, 883. .1029, 883. .1029, 1132, 
1436. .1714, 1437. .1703, 1697. .1972, 1805. .1975, 1810. .2022, 
2068. .2289, 2070. .2291, 2070. .2285, 2089. .2310, 2399. .2521, 
2400. .2534, 2400. .2522 



Seq. No. 22539 Seq. ID 

Gene No. 4 6903 Strand 

Start 1. End 

Name OJ9'90515_23 . 9A07 .06 . o3 . ts Method 

Start 1527 End 



OJ990515_23.9A07.C6 
+ 

2566 

TBLASTX : Soybean 
1918 



22787 




GI 


none 






* 


Score 


226 




Exons 


1527. .1703, 


1529 


. .1696, 


1805 


..1858, 1805. .1873, 


1835. .1918, 




1868. .1918 














Seq. No. 


22539 








Seq. ID 


OJ990515 


_23.9A07.O6 


Gene No. 


46903 








Strand 


+ 




Start 


1 








End 


2566 




Name 


OJ990515 23. 


9 AO 7 


.06. o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1949 








End 


2267 




GI 


none 








Score 


43 




Exons 


1949. .1975, 


2068 


. .2265, 


2068 


..2259, 2073.. 2267 




Seq. No. 


22539 








Seq. ID 


OJ990515 


_23.9A07.O6 


Gene No. 


46903 








Strand 


+ 




Start 


1 








End 


2566 




Name 


OJ990515 23. 


9A07 


.C6.ol. 


tw 


Method 


TBLASTX:' 


Wheat 


Start 


2086 








End 


2566 




GI 


none 








Score 


371 




Exons 


2086. .2307, 


2095 


. .2289, 


2400 


..2528, 2402. .2566, 


2402. .2524 


Seq. No. 


22540 








Seq. ID 


OJ990515 


_23.9A07.O7 


Gene No. 


46904 








Strand 


+ 




Start 


1896 








End 


3506 




Name 


OJ990515 23. 


9A07 


.07. ol. 


gs 


Method 


GENSOAN 




Start 


1896 








End 


3506 




GI 


none 








Score 


.94 




Exons 


1896.. 3506 














Seq. No. 


22541 








Seq. ID 


OJ990515 


_23.9A07.C8 


Gene No. 


46905 








Strand 


+ 




Start 


4055 








End 


5503 




Name 


OJ990515 23. 


9 AO 7 


.O8.o2. 


gs 


Method 


GENSOAN 




Start 


4055 








End 


5503 




GI 


none 








Score 


. 98 




Exons 


4055. .5056, 


5282 


. .5503 










Seq. No. 


22541 








•Seq. ID 


OJ990515 


_23.9A07.O8 


Gene No. 


46906 








Strand 


+ 




Start 


6976 








End 


9926 




Name 


OJ990515 23. 


9A07 


.O8.o3. 


gs 


Method 


GENSOAN 




Start 


6976 








End 


9926 




GI 


none 








Score 


.72 




Exons 


6976. .7965, 


8054 


. .8117, 


8168 


.,8185, 8329. .8453, 


8518. .9294, 




9477. .9764, 


9828 


. .9926 










Seq. No. 


22541 








Seq. ID 


OJ990515 


_23.9A07.O8 


Gene No. 


46907 








Strand 


+ 




Start 


11619 








End 


12849 




Name 


OJ990515 23. 


9A07 


.08 .o4 . 


gs 


Method 


GENSOAN 




Start 


11619 








End 


12849 




GI 


• none 








Score 


.54 




Exons 


11619. ;1190S 


► , 12112. .12303, 


12336. .12397, 12630 


..12849 


Seq. No. 


22541 








Seq. ID 


OJ990515 


_23.9A07.O8 


Gene No. 


46908 








Strand 






Start 


18018 








End 


19371 




Name 


OJ990515 23. 


9 AO 7 


.08.06. 


gs 


Method 


GENSOAN 





22788 




start 


18018 




End 


19371 






GI 


none 




Score 


.78 






Exons 


18.018. ,18309, 18824. 


.19371 










Seq. No. 


22541 




Seq. ID 


OJ990515_23, 


9 AO 7 


,C8 


Gene No. 


46909 




Strand 


+ 






Start 


19820 




End 


20641 






Name 


OJ990515 23.9A07.C8. 


o7 .gs 


Method 


GENSCAN 






Start 


19820 




End 


20641 






GI 


none 




Score 


.61 






Exons 


19820. .19886, 20298. 


.20641 










Seq. No, 


22541 




Seq. ID 


OJ990515_23. 


9 AO 7 


.C8 


Gene No. 


46910 




Strand 


+ 






Start 


24249 




End 


25144 






Name 


OJ990515 23.9A07.C8. 


o9 . gs 


Method 


GENSCAN 






Start 


24249 




End 


25144 






GI 


none 




Score 


.47 






Exons 


24249. .24317, 25046. 


,25144 










Seq. No. 


22541 




Seq. ID 


OJ990515_23, 


9 AO 7 


.C8 


Gene No. 


46911 




Strand 


+ 






Start ■ 


28131 




End 


28886 






Name 


OJ990515 23.9A07.C8. 


oll.gs 


Method 


GENSCAN 






Start 


28131 




End 


28886 






GI 


none 




Score 


.65 






Exons 


28131. .28173, 28693. 


.28761, 


28834. .28886 






Seq. No, 


22541 




Seq. ID 


OJ990515_23. 


9 AO 7 


.C8 


Gene No, 


46912 




Strand 


+ 






Start 


31694 




End 


34700 






Name 


OJ990515 23.9A07.C8. 


ol3.gs 


Method 


GENSCAN 






Start 


31694 




End 


34700 






GI 


none 




Score 


.97 






Exons 


31694. .31745, 32250. 


.32380, 


32807. .32976, 33392.. 34700 




Seq, No, 


.22541 




Seq. ID 


OJ990515_23. 


9 AO 7 


.C8 


Gene No, 


46913 




Strand 


+ 






Start 


45332 




End 


45810 






Name • 


OJ9905.15 23.9A07,C8. 


o2.gp 


Method 


AAT/GAP 






Start 


45332 




End 


45810 






GI 


LIB3432-056-P1-K1-E1 


Score 


934 






Exons 


45332. .45810 












GI Descrip, 


'6015437/dbj | AB008112 . 1 | AB008112 6.0e- 


10 Homo sapiens PEXl 




complete cds * 












Seq, No. 


22541 




Seq. ID 


OJ990515_23. 


9A07 


.C8 


Gene No. 


46914 




Strand 


+ 






Start 


45886 




End 


46134 






Name 


OJ990515 23.9A07.C8. 


ol8 . gs 


Method 


GENSCAN 






Start 


45886 




End 


46134 






GI 


none 




Score 


.62 






Exons 


45886. .45921, 45973. 


.46134 










Seq. No. 


22541 ■ 




Seq. ID 


OJ990515_23. 


9 AO 7 


.C8 


Gene No. 


46915 




Strand 


+ 






Start 


46563 




End 


50335 







22789 



Name 
Start 
GI . 
Exons 



OJ990515_23.9A07.C8.ol9.gs 

46563 

none 

46563, .46748, 4 6833 .. 47039, 
49214. .49912 



Method GENSCAN 
End 49912 
Score .96 
47138. .47812, 47819 .. 49186, 



.np 



Seq. ID OJ990515_23.9A07.C8 
Strand + 
End 50335 
Method AAT/NAP 
End * 50335 
Score 1586 
50304. .50335 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 22541 

Gene No. 46915 

Start 46563 

Name OJ990515_23 . 9A07 . C8 . o6 

Start 46922 

GI 6466937 

Exons 46922. .47496, 47532 .. 50092, 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22541 Seq. ID 

46916 Strand 

1 End 34 06 

OJ990515_23 . 9A07 .C8.ol.np Method AAT/NAP 

1 End 2115 

6573757 Score 144 
1..22, 1432. .2115 

(AC009243) F28K19.6 [Arabidopsis thaliana] 



OJ990515 23.9A07.C8 



22541 Seq. ID 

46916 Strand 
1 End 
OJ990515_23 . 9A07 .C8.ol.gs Method 
759 End 
none Score 
759. .947, 1179. .1795, 1888. 

22541 Seq. ID 

46917 Strand 
13955' End 
OJ990515_23.9A07.C8.o5.gs Method 
13955 End 
none Score 
13955.. 17770 



OJ990515_23. 9A07.C8 

3406 
GENSCAN 
3406 
.55 

.2197, 2413. .2680, 2847. .3406 

OJ990515_23.9A07.C8 

17863 
GENSCAN 
17770 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



22541 Seq. ID OJ990515_23 . 9A07 . C8 

46917 Strand 

13955 End 17863 

OJ990515_23 . 9A07 . C8 . o2 . np Method AAT/NAP 

13958 End 17863 

6539553 Score 6729 

13958.. 17863 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



22541 Seq. ID 

46918 Strand 

20948 End 

OJ990515 23.9A07.C8.o8.gs Method 



OJ990515_23.9A07.C8 

27597 
GENSCAN 



22790 




start 


20948 




End 


21778 




GI 


none 




Score 


.93 




Exons 


20948. .21102, 21766 


. .21778 








Seq. No. 


22541 




Seq. ID 


OJ990515_23,9A07. 


C8 


Gene No. 


46918 




Strand 






Start 


20948 




End 


27597 




Name 


OJ990515 23.9A07.C8 


. o3.np 


Method 


AAT/NAP 




Start 


21644 




End 


27597 




GI 


6815072 




Score 


567 




Exons 


21644, .21670, 23171 


. .23856, 


27561. .27597 




GI Descrip. 


{AP001080) Similar 


to Arabidopsis thaliana chromosome II 


; BAC 




T13P21; hypothetical protein 


I (AC006067: 


) [Oryza sativa] 




Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07. 


C8 


Gene No . 


4 6918 




Strand 






Start 


20940 




End 


27597 




Name 


OJ990515 23.9A07.C8 


. olO . gs 


Method 


GENSCAN 




Start 


25888 




End 


27062 




GI 


none 




Score 


.79 




Exons 


OCOOO O^C^T O^'Cfil 

25888 .. 26567 , 26591 


. . 27062 








Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07. 


C8 


Gene No. 


4 6919 




Strand 






Start 


29331 




End 


31230 




Name 


OJ990515 23.9A07.C8 


. ol2 . gs 


Method 


GENSCAN 




Start 






End 


31230 




GI 


none 




Score 


.68 




Exons 


29331, .29339, 30376 


. .30492, 


30553. .30669, 30716 .. 30966, 






'iTTOO "^TITI OIITT 

31132 ,. 31171, 31177 


. . 31230 








Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07. 


C8 


Gene No. 


4 6920 




Strand 






Start 


n c r\ r\ c 

35005 




End 


36216 




Name 


OJ990515 23.9A07.C8 


. ol4 . gs 


Method 


GENSCAN 




Start 


35005 




End 


36216 




GI 


none 




Score 


.87 




Exons 


35005. .36216 










Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07. 


C8 


Gene No. 


46920 




Strand 






btar L 


35005 




End 


36216 




Name 


OJ990515 23.9A07.C8 


. o4 . np 


Method 


AAT/NAP 




Start 


35008 




End 


36000 




GI 


4680492 




Score 


1725 




Exons 


35008, .36000 










GI Descrip. 


{AF119222) putative 


reverse 


transcriptase [Oryza sativa] 




Seq. No. 


22541 




Seq, ID 


OJ990515_23.9A07. 


C8 


Gene No, 


46921 




Strand 






Start 


37989 




End 


40589 




Name 


OJ990515 23,9A07.C8 


.olS.gs 


Method 


GENSCAN 




Start 


37989 




End 


39246 




GI 


none 




Score 


.68 




Exons 


37989. .38130, 38187 


. .38270, 


38376. ,38452, 38545 ., 38574 , 






39157. .39246 











22791 




Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46921 




Strand 






Start 


37989 




End 


40589 




Name 


OJ990515 23.9A07.C8 


.o5.np 


Method 


AAT/NAP 




Start 


38698 




End 


40589 




GI 


6907086 . 




Score 


1327 




Exons 


38698. .38837, 38962 


. .39182, 


39233. .39296, 39532 .. 39754 , 






39815. .40589 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 ^J.yAU/.Co 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14094 




End 


14570 




GI 


none 




Score 


353 




Exons 


14094 .. 14480, 14132 


A A 1 n 

. .144 79, 


14173. .14481, 14495. .14569, 






14499 . .14570 










Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


bene No. 


4 6922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


14222 




End 


14563 




GI 


none 




Score 


83 




Exons 


ivirtrtrt T>i/iOT T/iOrti 

14222 .. 14 431 , 14301 


1 /I >i rt ^ 
. . 144^6, 


14450. .14563, 14457. .14537 




Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


/^rtT^rt Mrt 

bene no. 


yi ^ rt o o 

4 6922 




Strand 






Start 


C rt O Jl o 

50242 




End 


50335 




Name 


rt T rt rv rt c 1 c oo rtTvrtT /— 1 o 

OJ990515 23.9A07.C8 


. o7 . tm 


Method 


TBLASTX: Maize 




Start . 


14426 




End 


14765 




GI 


none 




Score 


194 




Exons 


14426 .. 14764 , 1442/ 


-] A 1 iZ c 
. . 14 / DO 








Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No . 


yi /" rt rt rt 

4 6922 




Strand 






Start 


50242 




End 


50335 




Name 


rt T/^/^rtriC rt*^ rtTvrt'H rt 

OJ990515 23.9A07.C8 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


14576 




End 


14921 




GI 


none 




Score 


123 




Exons 


14576. . 14920, 14721 


. . 14921 








Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


rt « rt KT rt 

bene No . 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14774 




End 


15319 




GI 


none 




Score 


48 




Exons 


14774. .14980, 14784 


. .14906, 


14 975. .15319, 14 999. . 15172 




Seq. No. 


22541 




Seq. .ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8 


. o5 . tm 


• Method 


TBLASTX: Maize 




Start 


14855 




End 


15320 




GI 


none 




Score 


52 





22792 




Exons 


14855. .15319, 14970 


. .15068, 


15002. .15184, 15138. .15320 




Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 . 




Strand 






Start 






End 


50335 




Name 


OJ990515 23.9A07.C8 


. ol.ts 


Method 


TBLASTX : Soybean 




Start 


14990 




End 


15454 




GI 


5509260 




Score 


58 




Exons 


14990. .15454, 15009 


. .15068, 


15141. .15236 




GI Descrip. 


- 










Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8 


.01. tc 


Method 


TBLASTX: Cress 




Start 


15101 




End 


15361 




GI 


none 




Score 


279 




Exons 


15101. .15361 










Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


15374 




End 


16129 




GI 


none 




Score 


200 




Exons 


15374. .15613, 15375 


. .15533, 


15391. .15621, 15394. .15591, 






15642. .16121, 15665 


. .16129 








Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8 


, o4 . ts 


Method 


TBLASTX : Soybean 




Start 


15779 




End 


16177 




GI 


none 




Score 


38 




Exons 


15779. .15952, 15906 


, .15944, 


15953. .16177, 15999. .16169 




Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8 


.08. tm 


Method 


TBLASTX: Maize 




Start 


15965 




End 


16399 




GI 


none 




Score 


84 




Exons 


15965. .16399, 15990 


. .16190 








Seq. No. 


22541 




Seq. ID 


OJ990515_23. 9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8 


. o7 . tw 


Method 


TBLASTX : Wheat ■ 




Start 


16130 




End 


16322 




GI 


none 




Score 


186 




Exons 


16130. .16321, 16130 


. .16321, 


16131. .16322 




Seq. No. . 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


5.0335 




Name 


OJ990515 23.9A07.C8 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


16187 




End 


16573 





22793 



GI 


none 




Exons 


16187. .16435, 16418. 


.16573 


Seq. No. 


22541 










Start 


50242 




Name 


OJ990515 23.9A07.C8. 


o4 . tm 


Start 


16600 




GI 


none 




Exons 


16600. .16767, 16602. 


.16895, 


Seq. No. 


22541 




uene ino . 






Start 


50242 




Name 


OJ990515 23.9A07.C8. 


o6. tm 


Start 


17421 




GI 


none 




Exons 


17421. .17726, 17423. 


.17734 


Seq. No. 


22541 




oene wo . 






Start 


50242 




Name 


OJ990515 23.9A07.C8. 


o5 . tw 


Start 


17483 




GI 


none 




Exons 


17483. .17869, 17484. 


.17858 


Seq. No. 


22541 




Gene No. 


46922 




o tar L 






Name 


OJ990515 23.9A07.C8. 


olO. tm 


Start 


23455 




GI 


none 




Exons 


23455. .23730, 23549. 


.23710, 




23745. .23825, 2374?. 


.23839 


Seq. No. . 


22541 




Gene No. 


46922 




oT- ar U 






Name 


OJ990515 23.9A07.C8. 


o3 . tm 


Start 


43436 




GI 


none 




Exons 


43436. .43654, 43638. 


.43661, 




43766. .43999 




Seq. No. 


22541 




rt rt M rt. 

uene wo . 






Start 


50242 




Name 


OJ990515 23.9A07.C8. 


o9. tw 


Start 


43894 




GI 


hone 




Exons 


43894. .43971, 44020. 


.44229, 


Seq. No. 


22541 




Gene No. 


46922 




Start 


50242 




Name 


OJ990515 23.9A07.C8. 


o'8 . ts 



Score 



88 



Seq. ID OJ990515_23.9A07.C8 
Strand 

End 50335 

Method TBLASTX: Maize 

End 16922 

Score 375 
16604. .16915, 16668.. 16922 

Seq. ID OJ990515_23.9A07.C8 
Strand 

End 50335 

Method TBLASTX : Mai ze 

End 17734 

Score 287 



Seq. ID OJ990515_23.9A07.C8 
Strand 

End 50335 

• Method TBLASTX : Wheat 

End 17869 

Score 248 



Seq. ID OJ990515_23.9A07.C8 
Strand 

End 50335 

Method TBLASTX: Maize 

End 23839 

Score 106 
23554. .23712, 2374 1 .. 23824 , 



Seq. ID OJ990515_23.9A07.C8 
Strand 

End 50335 

Method TBLASTX : Mai ze 

End 44151 

Score 35 
43725. .43772, 43765 .. 4 4151, 



Seq. ID OJ990515_23.9A07.C8 
Strand 

End 50335 

Method TBLASTX : Wheat 

End 44229 

Score 62 
44021. .44167 

Seq. ID OJ990515_23.9A07.C8 
Strand" 

End 50335 

Method TBLASTX : Soybean 



22794 



start 44017 End 44265 

GI none Score 186 

Exons 44017. .44265 



Seq. No. 22541 Seq. ID 

Gene No. 4 6922 Strand 

Start 50242 End 

Name OJ990515_23 . 9A07 . C8 . o8 . tw Method 

Start 4 4920 End 

GI none Score 

Exons 44920. .45219 



OJ990515_23.9A07.C8 
50335 

TBLASTX: Wheat 

45219 

210 



Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


- 46922 




Strand 


- 




Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


48308 




End 


48790 




GI 


none 




Score 


o o n 




Exons 


4830'8. .48790, 48412. 


.48729 








Seq. No." 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 


- 




Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8. 


o7.ts 


Method 


TBLASTX: Soybean 




Start 


48344 




End 


48658 




GI 


none 




Score 


204 




Exons 


48344. .48658 










Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


48365 




End 


48844 




GI 


none 




Score 


443 




Exons 


48365.-48844, 48409. 


.48813 








Seq. No. 


22541 




Seq. ID 


OJ990515_23.9A07 


.C8 


Gene No. 


46922 




Strand 






Start 


50242 




End 


50335 




Name 


OJ990515 23.9A07.C8. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


48767 




End 


49117 




GI 


none 




Score 


337 




Exons 


48767. .49117 











Seq. No. 22541 Seq. ID 

Gene No. 4 6922 Strand 

Start 50242 End 

Name OJ990515_23 . 9A07 . C8 . o6 . tw Method 

Start 48839 End 

GI none Score 

Exons .48839. .49117, 49121.. 49237 

Seq. No. 22541 Seq. ID 

Gene No. 4 6922 Strand 

Start 50242 End 

Name OJ990515_23 . 9A07 . C8 . ol . tm Method 

Start 48917 ' End 



OJ990515_23.9A07.C8 
50335 

TBLASTX: Wheat 

49237 

241 



OJ990515_23.9A07.C8 
50335 

TBLASTX: Maize ■ 
49336 



22795 




GI 


none 




Score 


499 






Exons 


48917. .49336, 48928. 


.49005, 


49069. .49302 






Seq. No. 


22541 




beq. iu 




_23.9A07 


.C8 


Gene No. 


4 6922 




Strand 








Start 


50242 




End 


C o o c 






Name 


OJ990515 23.9A07.C8. 


o9.ts 


Metnod 


TBLAbTX : 


Soybean 




Start 


49148 




hna 


y1 Q O Q 'J 






GI 


none 




Score 


T O C 

lob 






Exons 


49148, .49393 












Seq. No. 


22541 




Seq. ID 


OJ990515 


_23. 9A07 


.C8 


Gene No. 


4 6922 




Strand 








Start 


50242 




End 


50335 






Name 


OJ990515 23.9A07.C8. 


o9. tm 


Method 


TBLASTX: 


Maize 




Start 


49451 




End 


49840 






GI 


none 




Score 


270 






Exons 


49451. .49840, 49492. 


.49569, 


49678. .49824 






Seq. No. 


22541 




Seq. ID 


OJ990515 


_23.9A07 


.C8 


Gene No. 


4 6922 




Strand 








Start 


50242 




End 


50335 






Name 


OJ990515 23.9A07.C8. 


oll.tm 


Method 


TBLASTX : 


Maize 




Start 


49873 




End 


50053 






GI 


none 




Score 


232 






Exons 


49873. .50052, 49874. 


.50053 - 










Seq. No. 


22541 




Seq. ID 


OJ990515 


_23.9A07 


,08 


Gene No. 


46922 




Strand 








Start 


50242 




End 


50335 






Name 


OJ990515 23.9A07.C8. 


o7 .np 


Method 


AAT/NAP 






Start 


50242 




End 


50335 






GI 


6907086 




Score 


95 






Exons 


50242. .50335 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22542 




Seq. ID 


OJ990515 


_23. 9A07 


,09 


Gene No. 


46923 




Strand 


+ 






Start 


1 




End 


4521 






Name • ^ 


OJ990515 23.9A07.C9. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


4026 






GI 


5777623 




Score 


843 






Exons 


1..232, 492. .536, 729. .1319, 


2155. .2398, 3958.. 


4026 




GI Descrip. 


(AJ245900) CAA303711 


. .1 protein [Oryza 


sativa] 






Seq. No. 


22542 




Seq, ID 


OJ990515 


_23.9A07 


.09 


Gene No. 


46923 




Strand 


+ 






Start 


1 




End 


4521 






Name 


OJ990515 23.9A07.C9. 


ol.gs 


Method 


GENSCAN 






Start 


88 




End 


270 






GI 


none 




Score 


.97 






Exons 


88. .270 












Seq. No. 


22542 




Seq. ID 


OJ990515 


_23.9A07 


.09 


Gene No. 


46923 




Strand 


+ 






Start 


1 




End 


4521 






Name 


OJ990515 23.9A07.C9. 


o2.np 


Method 


AAT/NAP 







22796 



start 3476 End 4521 

GI 6466937 Score 602 

Exons 3476.. 4521 

GI Descrip. (AC011621) putative retroeiement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 22542 Seq. ID 

Gene No. 4 6923 Strand 

Start 1 End 

Name OJ990515_23 . 9A07 . C9 . o3 . gs Method 

Start 3499 --End 

GI none Score 

Exons 3499.. 4497 



OJ990515_23.9A07.C9 
+ 

4521 
GENSCAN 
4497 
.87 



Seq. No. 22542 Seq. ID OJ990515_23 . 9A07 . C9 

Gene No. 46924 Strand + 

Start 5609 End 5932 

Name OJ990515_23 . 9A07 . C9 . o3 . np Method AAT/NAP 

Start 5609 End 5932 

GI 6069646 Score 90 

Exons 5609.. 5932 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroeiement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 22542 Seq. ID 

Gene No. 4 6925 Strand 

Start 7610 End 

Name OJ990515_23 . 9A07 . C9 . o4 . gs Method 

Start 7610 End 

GI none Score 

Exons 7610.. 8986 



OJ-990515_23.9A07.C9 
+ 

8986 
GENSCAN 
8986 
.99 



Seq. No. 


22542 


Seq. ID 


OJ990515_23. 


9A07 


.C9 


Gene No. 


46926 


Strand 


+ 






Start 


11793 


End 


14298 






Name 


OJ990515 23.9A07.C9.o5.np 


Method 


AAT/NAP 






Start . 


11793 


End 


14298 






GI 


4567258 


Score 


76 






Exons 


11793. .11822, 13099. .13277, 


14257. .14298 






GI Descrip. 


(AC007070) unknown protein 


[Arabidopsis 


; thaliana] 






Seq. No. 


22542 


Seq. ID 


OJ990515_23. 


9A07 


.C9 


Gene No. 


46927 


Strand 








Start 


838 


End 


1413 






Name 


OJ990515 23.9A07.C9.o2.gs 


Method 


GENSCAN 






Start 


838 


End 


1413 






GI 


none 


Score 


.97 






Exons 


838. .1413 










Seq. No. 


.22542 


Seq. ID 


OJ990515_23. 


9A07 


.C9 


Gene No. 


46928 


Strand 








Start 


9630 


End 


14059 






Name 


OJ990515 23.9A07.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


3478 


End 


3822 







22797 




GI 


none 


Score 


310 




Exons 


3478.. 3822, 3501.. 3821 








Seq. No. 


22542 


Seq. ID 


OJ990515_23.9A07 


.C9 


vjene wo. 




C"l- r-a rsrJ 

o trana 






Start 


9630 


. End 


14059 




Name 


OJ990515 23.9A07.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3487 


End 


4023 




GI 


none 


Score 


312 




Exons 


3487. .4023 








Seq.' No. 


22542 


Seq. ID 


OJ990515_23.9A07 


.C9 


oene wo . 


46928 


Strand 






Start 


9630 


End 


14059 




Name 


OJ990515 23.9A07.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


4120 


End 


4491 




GI 


none 


Score 


280 




Exons 


4120. .4491, 4122. .4448, 4249. .4482 ' 






Seq. No. 


22542 


Seq. ID 


OJ990515_23.9A07 


.C9 


Gene No. 


46928 


Strand 






Start 


9630 


End 


14059 




Name 


OJ990515 23.9A07.C9.o5.gs 


Method 


GENSCAN 




Start 


9630 


End 


14018 




GI 


none 


Score 


.74 




Exons 


9630.. 9701, 10217. .10314, 10776. .10971 


, 12015. .12072, 






12205. .12359, 12838 .. 12861, 


13123. .13245, 1328 9 .. 13372, 






13721.. 14018 








Seq. No. 


22542 


Seq. ID 


OJ990515_23.9A07 


.C9 


Gene No. 


46928 


Strand 






Start 


9630 


End 


14059 




Name 


OJ990515 23.9A07.C9.ol.gp 


Method 


AAT/GAP 




Start 


10502 


End 


12508 




GI 


392 1.R1084 


Score 


1284 




Exons 


10502. .10971, 12015. .12072, 


12205. .12359, 12442. .12508 




GI Descrip. 


'2982268 4.0e-70 (AF051217) 


probable 4 OS ribosomal protein 




[Picea mariana] ' 








Seq. No. . 


22542 


Seq. ID 


OJ990515_23.9A07 


.C9 


Gene No. 


46928 


Strand 






Start 


9630 


End 


14059 




Name 


OJ990515 23.9A07.C9.ol.tm 


Method 


TBLASTX: Maize 




O Lar L. 


10606 


End 


12359 




GI 


none 


Score 


59 




Exons 


10606. . 10665, 10607. ,10645, 


10708. .10971, 10717. .10971, 






10724. .10987, 10931 .. 10972, 


12014. .12073, 12015. .12077, 






12015. .12074, 12163. .12318, 


12204. .12329, 12222. .12329, 






12309. .12359, 12324.. 12359 








Seq. No. 


22542 


Seq. ID 


OJ990515_23.9A07 


.C9 


Gene No. 


46928 


Strand 






Start 


963'0 


End 


14059 




Name 


-OJ990515 23.9A07.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10699 


End 


12359 




GI 


none 


Score 


59 




Exons 


10699. .10971, 10710. .10766, 


10711. .10971, 10721. .10987, 





22798 



12014. .12073, 12015. .12077, 12202 12321, 12204 .. 12359, 
12222. .12359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22542 
46928 
9630 

OJ990515_23 . 9A07 . C9 . ol . ts 
10711 
none 

10711. .10971, 10723 
12015. .12074, 12202 



Seq." ID OJ990515_23.9A07.C9 
Strand 

End 14059 
Method TBLASTX : Soybean 
End 12377 
Score 202 
10977, 10724. .10987, 12010 .. 12075, 
12321, 12225.. 12377 



22542 Seq. ID 

46928 Strand 
9630 End 
OJ990515_23 . 9A07 . C9 . ol . tc Method 
10723 End 
none Score 

10723. .10971, 10724. .11002, 12010 .. 12075 , 12015 

12192. .12317, 12225.. 12350 



OJ990515 23.9A07.C9 



14059 

TBLASTX: Cress 
12350 
376 

12074, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22542 Seq. ID OJ990515_23 . 9A07 . C9 

46928 Strand 

9630 End 14059 

OJ990515_23. 9A07.C9.o4 .np ' Method AAT/NAP 

10726 End 12362 

401043 Score 681 

10726. .10971, 12015. .12072, 12205.. 12362 

40S RIBOSOMAL PROTEIN S15 gi I 218131 1 dbj | BAA0174 6 | (D10962) 
unnamed protein product [Oryza sativa] 



Seq. No. 


22542 


Seq. ID 


OJ990515 


_23. 


9 AO 7 


.C9 


Gene No. 


46928 


Strand 










Start 


9630 


End 


14059 








Name 


OJ990515 23.9A07.C9.o6.np 


Method 


AAT/NAP 








Start 


12577 


End 


14059 








GI 


6721516 


Score 


136 








Exons 


12577. .12607, 13741.. 14059 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


22543 


Seq. ID 


OJ990515_ 


_23. 


9 AO 7 


.CIO 


Gene No. 


46929 


Strand 


+ 








Start 


86 


End 


446 








Name 


OJ990515 23. 9A07.C10.ol.gs 


Method 


GENSCAN 








Start 


86 


End 


446 








GI 


none 


Score 


.48 








Exons 


86. .446 












Seq. No. 


22543 


Seq. ID 


OJ990515_ 


_23. 


9 AO 7 


.CIO 


Gene No. 


46930 


Strand 


+ 








Start 


6368 


End 


8134 








Name 


OJ990515 23. 9A07.C10.ol.gp 


Method 


AAT/GAP 








Start ' 


6368 


End 


8134 








GI 


286923 


Score 


837 








Exons 


6368. .6501, 7644. .7777, 7920. 


.8134 










Seq. No. 


22543 


Seq. ID 


OJ990515_ 


_23. 


9A07 


.CIO 



22799 



Gene No. 


46931 


Strand 




Start 


690 


End 


1021 


Name 


OJ990515 23.9A07.C10.ol,np 


Method 


AAT/NAP 


Start 


690 


End 


1021 


GI , 


5777624 


Score 


160 


Exons 


690. .1021 






GI Descrip. 


(AJ245900) CAA303712.1 protein [Oryza 


sativa] 


Seq. No, 


22543 


Seq. ID 


OJ990515_23. 9A07 


Gene No. 


46932 


Strand 




Start 


6838 


End 


7437 


Name 


OJ990515 23.9A07.C10.o3.np 


Method 


AAT/NAP 


Start 


6838 


End 


7437 


GI 


6016874 


Score 


59 


Exons 


6838. .7058, 7294. .7437 






GI Descrip. 


(AP000570) ESTs C19143 (E10020) 


, D25076 (R3116) correspond 



region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 22544 Seq. ID 

Gene No. 4 6933 Strand 

Start , 1 End 

Name OJ990515_23 . 9A07 . Cll . ol . np Method 

Start ' 1 End 

GI 132672 Score 

Exons 1. .27, 553. .722 

GI Descrip. CHLOROPLAST ^OS RIBOSOMAL PROTEIN L14 gL| 71224 | pir | | R5RZ14 

ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 Iprf I 1 1603356BU ribosomal protein L14 [Oryza sativa] 



OJ990515_23.9A07.C11 
+ 

722 

AAT/NAP 

722 

160 



Seq. No. 


22544 




Seq. ID 


OJ990515_23.9A07.C11 


Gene No. 


46933 




Strand 


-f 


Start 


1 




End 


722 


Name 


OJ990515 23.9A07.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


290 




End 


455 


GI 


none 




Score 


. 98 


Exons 


290. .455 








Seq, No. 


2254 4 




Seq. ID 


OJ990515_23. 9A07.C11 


Gene No. 


46934 




Strand 


+ 


Start 


1356 




End 


1496 


Name 


OJ990515 23.9A07.Cll.o2. 


gs 


Method 


GENSCAN 


Start 


1356 




End 


1496 


GI 


none 




Score 


.69 


Exons 


1356. .1496 








Seq. No. 


22544 




Seq. ID 


OJ990515_23. 9A07.C11 


Gene No. 


46935 




Strand 




Start 


210 




End 


522 


Name 


OJ990515 23.9A07.Cll,ol, 


gp 


Method 


AAT/GAP 


Start 


210 




End . 


522 , 


GI 


77434 1,R1084 




Score 


98 


Exons 


210,-270, 498. .522 








GI Descrip. 


'2827528/emb|CAA16536.1 1 


2 


Oe-10 (AL021633) predicted protein 




[Arabidopsis thaliana] ' 









22800 



Seq. No. 22544 Seq. ID OJ990515_23 . ^AO? . Cll 

Gene No. 4 6936 Strand 

Start 557 End 723 

Name OJ990515_23 . 9A07 . Cll . o2 . gp Method AAT/GAP 

Start 557 End 723 

GI 481_1.R1084 ^ Score 220 

Exons 557. .723 

GI Descrip. • 132672/spt P12137 | RK14_0RYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] * 



Seq. No. 22545 Seq. ID OJ990515_23.9A07.C13 

Gene No. 46937 Strand 

Start 1 End 639 

Name OJ990515_23 . 9A07 .C13 . ol . np Method AAT/NAP 

Start 1 End 639 

GI 2498930 Score 734 

Exons 1..408, 576.. 639 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRQLATION 

PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 22545 , Seq. ID 

Gene No. 4 6937 Strand 

Start 1 End 

Name OJ990515_23 . 9A07 . C13 . ol . gs Method 

Start 14 End 

GI none Score 

Exons 14.. 408, 576.. 635 



OJ990515_23.9A07.C13 
639 

GENSCAN 

635 

1 



Seq. No. 


22546 


Seq. ID 


OJ990415_11.9A07 


.CI 


Gene No. 


46938 


Strand 






Start 


166 


End 


598 




Name 


OJ990415 11.9A07.Cl.ol.gs 


Method 


GENSCAN 




Start 


166 


End 


598 




GI 


none 


Score 


.9 




Exons 


166. .245, 349. .474, 548. .598 








Seq. No. 


22547 


Seq. ID 


OJ990415_11.9A07 


.C3 


Gene No. 


46939 


Strand 






Start 


1 


End 


514 




Name 


OJ990415 11.9A07.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


514 




GI 


6721561 


Score 


90 




Exons 


1..61, 408. .514 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12 97 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 22548 ^ Seq. ID 

Gene No. 46940 Strand 

Start 385 End 

Name OJ990415__11 . 9A07 .C5.ol.gs Method 

Start 385 End 



OJ990415_11. 9A07.C5 
609 

GENSCAN 
609 



22801 




GI 


none 




Score 


.74 






Exons 


385. .609 












Seq. No. 


22549 




Seq. ID 


OJ990415_11. 


9 AO 7 


.07 




46941 




Strand 








Start 


107 . ' 




End 


656 






Name 


OJ990415 11.9A07.C7 


.ol.gs 


Method 


GENSCAN 






Start 


107 




End 


607 






GI 


none 




Score 


1 






Exons . 


107. .607 












Seq. No. 


22549 




Seq. ID 


OJ990415_11. 


9 AO 7 


.C7 


Gene No. 


46941 




Strand 








Start 


107 




End 


656 






Name 


OJ990415 11.9A07.C7 


.ol.np 


Method 


AAT/NAP 






Start 


107 




End 


656 






GI 


285741 




Score 


439 






Exons 


107. .656 












GI Descrip. 


{D14550) EDGP precursor [Daucus carota] 








Seq. No. 


22549 




Seq. ID 


OJ990415_11. 


9A07 


.07 


f^pnp No 


46941 




Strand 








Start 


107 




End 


656 






Name 


OJ990415 11.9A07.C7 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


119 




End 


566 






GI 


none 




Score 


137 






Exons - 


119. .238, 221. .466, 


222. .443, 


450. .566, 


455. .553 ' 






Seq. No. 


22549 




Seq. ID 


OJ990415_11. 


9A07 


.07 




46941 




Strand 








Start 


107 




End 


656 






Name 


OJ990415 11.9A07.C7 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


119 




End 


653 






GI 


none 




Score 


130 






Exons 


119. .238, 219. .443, 


299. .469, 


470. .652, 


474. .653 






Seq. No. 


22550 




Seq. ID 


OJ990415_11. 


9 AO 7 


.08 


Gene No. 


46942 




Strand 


+ 






Start 


1 




End 


659 






Name 


OJ990415 11.9A07.C8 


.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


659 






GI 


2827551 




Score 


83 






Exons 


1..79, 504. .659 












GI Descrip. 


(AL021635) predicted protein 


[Arabidopsis thaliana] 






Seq. No. 


22551 




Seq. ID 


OJ990415_11. 


9 AO 7 


.09 




46943 




Strand 








Start 


405 




End 


920 






Name 


OJ990415 11.9A07.C9 


.ol.gs 


Method 


GENSCAN 






Start 


405 




End 


824 






GI 


none 




Score 


.86 






Exons 


405. .824 












Seq. No. 


22551 




Seq. ID 


OJ990415_11. 


9 AO 7 


.09 


Gene No. 


46943 




Strand 








Start 


405 




End 


920 






Name 


OJ990415 11.9A07.C9 


. ol . np 


Method 


AAT/NAP 







22802 






Start 


405 




End 


920 






GI 


285741 




Score 


394 






Exons 


405. .920 












GI Descrip. 


(D14550) 


EDGP precursor [Daucus carota] 






Seq. No. 


22551 




Seq. ID 


OJ990415 11 9A07 


.C9 




Gene No . 


46943 




Strand 

w X CI 1 








Start 


405 




End 


920 






Name 


OJ990415 


11 9A07 C9 ol tc 










Start 


414 




End 


851 






GI - 


none 




Score 


178 






Exons 


414. .761, 


517 . .762, 750. . 851 










Seq. No. 


22551 




Sea ID 


OJ990415 11 9A07 


.C9 






46943 




o u X di 








Start 


405 




End 


920 






Name 


OJ990415 


11 9A07 r9 ol ts 










Start 


414 




End 


848 






GI 


none 




Score 


62 






Exons 


414. .584, 


517. 585, 582 764, 


583 804, 


765 848 






Seq. No. 


22552 




9prr in 

■ X Ly 


OJ99041S 11 9A07 


.CIO 






46944 




rand 


+ 






Start 


161 




End 


235 
^ -J •J 






Name 


OJ990415 


11 9A07 CIO ol as 


Mp1" hnH 


O XJ LN O V^x^LN 






Start 


161 




End 


235 






GI 


none 




Score 


.47 




lI 


Exons 


161. .235 










, „| 


Seq. No. 


22553 




O C . A. U 


n.T9Qn4 1 S 1 1 QAD? 


:cii 




Gene No . 


46945 




Q-H rand 








Start 


119 




End 


598 




• : E 
•::= 


Name 


OJ990415 


11 9A07 Cll ol a«5 

X X * ^n,\J 1 a V.y XX.WX.^O 


Mpt* h c\r^ 


O Hi O V^.niN 






Start 


119 




End • 


598 






GI 


none 




Score 


.6 






Exons 


119. .598 












Seq. No. 


22554 




Seq. ID 


OJ99041S 11 9A07 


.C12 




Gene No . 


46946 




L. X Cli 








Start 


1129 




End 


1219 






Name 


OJ990415 


11.9A07.C12.ol.gs 










Start 


1129 




End 


1219 






GI 


none 




Score 


.99 






Exons 


1129. .1219 










Seq. No. 


22555 




Seq. ID 


;7-7UTtX*J Xx. ^cW) 1 


.C13 




Gene No . 


46947 




Strand 


+ ~ 






Start 


165 




End 


9700 






Name 


OJ990415 


11. 9A07,C13.ol.gs 


Method 


GENSCAN 






Start 


165 




End 


5025 






GI 


none 




Score 


.69 






Exons 


165. .316, 


2773.. 2967, 4510.. 5025 








Seq. No. 


22555 




Seq. ID 


OJ990415 11.9A07 


.C13 




Gene No. 


46947 




Strand 


+ 






Start 


165 ~ 




End 


9700 






Name 


OJ990415 


11.9A07.C13.ol.np 


Method 


AAT/NAP 





22803 



start 


4520 


End 


7087 




GI 


2827551 


Score 


261 




Exons 


4520.. 4939, 7070.. 7087 






- 


GI Descrip. 


(AL021635) predicted protein 


[Arabidopsis thaliana] 




Seq. No. 


22555 


Seq. ID 


OJ990415 11. 

W ^ \J ^ Jim. ^ ^ 1^ • 


9A07.C13 


Gene No . 


46947 


Strand 


+ ~ 




Start 


165 


End 


9700 




Name 


OJ990415 11. 9A07.C13.ol.gp 


Method 


AAT/GAP 




Start 


5013 


End 


5199 




GI 


2796383 


Score 


361 




Exons 


5013, .5199 








Seq. No. 


22555 


Seq. ID 


OJ990415_11. 


9A07.C13 


Gene No. 


46947 


Strand 


+ 




Start 


165 


End 


9700 




Name 


OJ990415 11.9A07.C13.o2.np 


Method 


AAT/NAP 




Start 


5989 


End 


9700 




GI 


2827551 


Score 


315 




Exons 


5989. .6008, 7100. .7543, 9667. 


.9700 






GI Descrip. 


(AL021635) predicted protein 


[Arabidopsis thaliana] 




Seq. No. 


22555 


Seq. ID 


OJ990415_11. 


9A07.C13 


Gene No. 


46947 


Strand 


+ 




Start 


165 


End 


9700 




Name 


OJ990415 11. 9A07,C13.o3.gs 


Method 


GENSCAN 




Start 


7133 


End 


7606 




GI 


none 


Score 


.89 




Exons 


7133. .7606 








Seq. No. 


22555 


Seq. ID 


OJ990415_11. 


9A07.C13 


Gene No. 


46947 


Strand 


+ 




Start 


165 


End 


9700 




Name 


OJ990415 11.9A07.C13.o3.gp 


Method 


AAT/GAP 




Start 


7168 


End 


7857 




GI 


4716526 


Score 


1182 




Exons 


7168. .7857 








GI Descrip. 


2827551/emb|CAA16559| l.Oe-10 


(AL021635) predicted protein 




[Arabidopsis thaliana] 








Seq. No. 


22555 


Seq. ID 


OJ990415_11. 


9A07.C13 


Gene No. 


46948 


Strand 


+ 




Start 


12221 


End 


12845 




Name 


OJ990415 11. 9A07.C13.o3.np 


Method 


AAT/NAP 




Start 


12221 


End 


12845 




GI 


322756 


Score 


94 




Exons 


12221. .12489, 12806.. 12845 








GI Descrip. 


pistil extensin-like protein 


(clone pMG07) - common 


tobacco 




(fragment) . gi| 19921 |emb|CAA78396| (Z14018) pistil extensin 




protein, partial CDS [Nicotiana tabacum] 




Seq. No. 


22555 


Seq. ID 


OJ990415_11. 


9A07.C13 


Gene No. 


46949 


Strand 






Start 


5431 


End 


6068 




Name 


OJ990415 11.9A07.C13.o2.gs - 


Method 


GENSCAN 




Start 


5431 


End 


6068 




GI 


none 


Score 


.43 





22804 



Exons 



5431.. 5612, 5705.. 6068 



Seq. No. 


22555 








Seq. ID 


OJ990415 


_11.9A07..C13 


Gene No. 


46950 








Strand 






Start 


9429 








End 


12821 




Name 


OJ990415_11. 


9 AO 7. 


C13.01 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4518 








End 


7468 




GI 


none 








Score 


332 




Exons 


4518. .4706, 


4519. 


.4866, 


4519. 


.4797, 4761. .4862, 


7103. .7468, 




7123. .7461 














Seq. No. 


22555 








Seq. ID 


OJ990415 


_11.9A07.C13 


Gene No. 


46950 








Strand 






Start 


9429 








End 


12821 




Name 


OJ990415_11 . 


9A07. 


C13.01 


.to 


Method 


TBLASTX: 


Cress 


Start 


4525 








End 


7351 




GI 


none 








Score 


165 




Exons 


4525. . 4722, 


7100. 


.7351, 


7102. 


.7341 






Seq. No. 


22555 ' 








Seq. ID 


OJ990415 


_11 . 9A07 .C13 


Gene No. 


46950 








Strand 






Start 


9429 








End 


12821 




Name 


OJ990415_11. 


9A07 . 


C13.01 


. tm 


Method 


TBLASTX:- 


Maize 


Start 


4525 








End 


7669 




GI 


none 








Score 


72 




Exons 


4525. .4587, 


4525. 


.4587, 


4581. 


.4700, 4582. .4977, 


4582 . .4935, 




7097 . .7177, 


7098 . 


.7187, 


7099. 


.7194, 7100. .7189, 


7182. .7580, 




7183. .7587, 


7184 . 


. 7588, 


7625. 


.7669 






Seq. No. 


22555 








Seq. ID 


OJ990415 


_11.9A07.C13 


Gene No. 


46950 








Strand 






Start 


9429 








End 


12821 




Name 


OJ990415_11. 


9 AO 7. 


C13.04 


. gs 


Method 


GENSCAN 




Start 


9429 








End 


12821 




GI 


none 








Score 


.4 




Exons 


9429. . 9529,' 


9667. 


. 9874, 


9907. 


.10021, : 


12691. .12821 


Seq. No. 


22556 








Seq. ID 


OJ990415 


_11.9A07,C14 


Gene No. 


46951 








Strand 


+• 




Start 


94 








End 


970 




Name 


OJ990415_11 . 


9A07. 


C14.01 


. gs 


Method 


GENSCAN 




Start 


94 








End 


970 




GI 


none 








Score 


.8 




Exons 


94.. 232, 850 


.970 










Seq. No. 


22556 








Seq. ID 


OJ990415 


_11.9A07.C14 


Gene No. 


46952 








Strand 


+ 




Start 


1471 








End 


6124 




Name 


OJ990415_11. 


9A07. 


C14.02 


. gs 


Method 


GENSCAN 




otar c 


14 / ± 








End 


6124 




GI 


none 








Score 


.8 




Exons 


1471. .1580, 


2977. 


.3451, 


4461. 


.4671, 5265. .5434, 


6071. .6124 


Seq. No. 


22556 








Seq. ID 


OJ990415 


_11.9A07.C14 


Gene No. 


46952 








Strand 


+ 




Start 


1471 








End 


6124 




Name 


OJ990415 11. 


9A07. 


C14.03 


.np 


Method 


AAT/NAP 





22805 



start 1471 End 3533 

GI 6721561 Score 74 

Exons 1471.. 1548, 3497.. 3533 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il- (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


22556 


Seq. ID 


OJ990415_11. 


9A07, 


.C14 


Gene No. 


46952 


Strand 


+ 






Start 


1471 


End 


6124 






Name 


OJ990415 11.9A07.C14.o4.np 


Method 


AAT/NAP 






Start 


3001 


End 


5565 






GI 


4249413 


Score 


544 






Exons 


3001. .3131, 4465. .4671, 5265. 


.5438, 5522.. 5565 






GI Descrip. 


(AC006072) unknown protein [Arabidopsis thaliana] 






Seq. No. 


22556 


Seq. ID 


OJ990415_11. 


9A07, 


.C14 


Gene No. 


46953 


Strand 


+ 






Start 


8524 


End 


9623 






Name 


OJ99Q415 11.9A07.C14.o4.gp 


Method 


AAT/GAP 






Start 


8524 


End , 


9623 






GI 


2291 l.Ri084 


Score 


2052 






Exons 


8524. .9623 










GI Descrip. 


•133936/spl P12146IRR3 ORYSA 3 


.Oe-27 CHLOROPLAST 30S 


RIBOSOMAL 



PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 


22556 


Seq. ID 


OJ990415_ 


11.9A07.C14 


Gene No. 


46954 


Strand 


+ 




Start 


10554 


End 


12491 




Name 


OJ990415 11.9A07.C14.o5.gp 


Method 


AAT/GAP 




Start 


10554 


End 


12491 




GI 


none 


Score 


941 




Exons 


10554. .10736, 10915 .. 10960, 


12079. .12166, 12284. 


.12491 


Seq.. No. 


22556 


Seq. ID 


OJ990415_ 


11.9A07.C14 


Gene No. 


46955 


Strand 


+ 




Start . 


17432 


End 


17880 




Name 


OJ990415 11.9A07,C14.o6.gp 


Method 


AAT/GAP 




Start 


17432 


End 


17880 




GI 


uC-osflcyp07 9al2al 


Score 


874 




Exons ' 


17432. .17880 








GI Descrip. 


'3924606 7.0e-22 (AF069442) 


hypothetical protein 


[Arabidopsis 




thaliana] ' 








Seq. No. 


22556 


Seq. ID 


OJ990415_ 


11.9A07.C14 


Gene No. 


46956 


Strand 






Start 


1 


End - 


5399 




Name 


OJ990415 11.9A07.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2032 




GI 


6815109 


Score 


197 




Exons 


1..352, 385. .652, 1966. .2032 








.GI .Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 





22806 



Seq. No. 


22556 


Seq. ID 


OJ990415 


Gene No. 


46956 


Strand 




Start 


1 


End 


5399 


Name 


OJ990415 11. 9A07.C14 .o2.np 


Method 


AAT/NAP 


Start 


1349 


End 


5399 


GI 


4680183 


Score 


109 


Exons 


1349.. 1438, 5374.. 5399 






GI Descrip. 


{AFIII769) gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


22556 


Seq. ID 


OJ990415 


Gene No. 


46957 


Strand 




Start 


6358 


End 


6746 


Name 


OJ990415 11.9A07.C14.ol.gp 


Method 


AAT/GAP 


Start 


6358 


End 


6746 


GI 


5003883 


Score 


746 


Exons 


6358. .6746 






GI Descrip. 


11957/emb|X15901|CHOSXX l.i 


Oe-166 Rice 


complete ^ 




genome 







Seq. No, 22556 Seq. ID OJ990415_11.9A07.C14 

Gene No. 46957 Strand 

Start 6358 End 6746 

Name OJ990415_11 . 9A07 . 014. o5 .np Method AAT/NAP 

Start 6369 End 6689 

GI 124197 Score 519 

Exons 6369.-6689 

GI Descrip. TRANSLATION INITIATION FACTOR IF-1, CHLOROPLAST 

gi I 72885 Ipir I I FIRZl translation initiation factor IF-1 - rice 
chloroplast gi | 12021 | emb | CAA33930 | (X15901) initiation factor ] 
[Oryza sativa] gi | 226642 | prf M 1603356BR initiation factor 1 
[Oryza sativa] gi I 227785 | prf | 1 1711263A initiation factor 1 
[Oryza sativa] 

Seq. No. 22556 Seq. ID OJ990415_11.9A07.C14 

Gene No. 46958 Strand 

Start 6807 End 7214 

Name OJ990415_11 . 9A07 . C14 . 06 . np . Method AAT/NAP 

Start 6807 End 7214 

GI 134022 Score 661 

Exons 6807.. 7214 

GI Descrip. CHLOROPLAST 30S RIBOSOMAL PROTEIN S8 gi | 70914 | pir | | R3RZ8 

ribosomal protein S8 - rice chloroplast gi 1 12022 | emb | CAA33 931 1 
(X15901) ribosomal protein S8 [Oryza sativa] 

gi|226643|prf M1603356BT ribosomal protein S8 [Oryza sativa] 

Seq. No. 22556 Seq. ID OJ990415_11.9A07.C14 

Gene No. 46959 Strand 

Start 7354 End 15297 

Name OJ9904 15_11 . 9A07 . C14 . o2 . gp Method AAT/GAP 

Start 7296 End 7882 

GI 481_1.R1084 Score 992 

Exons 7296.. 7882 

GI Descrip. ' 132672/sp | P12137 | RK14_0RYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 
L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 



22807 



L14 [Oryza sativa] ' 



Seq. No. 22556 Seq. ID 

Gene No. 4 6959 Strand 

Start 7354 End 

Name OJ990415_11 . 9A07 . C14 . o4 . gs Method 

Start 7354 End 

GI none • Score 
Exons 



OJ990415_11.9A07.C14 

15297 
GENSCAN 
13771 
.53. 



7354.. 7691, 10132 .. 10258, 10379 .. 10638 , 12214 .. 12374 , 
12414. .12576, 12624 .. 12716, 13030 .. 13183, 13296 .. 134 52, 
13758. .13771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22556 Seq. ID OJ990415_11.9A07.C14 

46959 Strand 

7354 End 15297 

OJ990415_11. 9A07.C14 .o7.np Method AAT/NAP 

7357 End 7725 

132672 Score 594 

7357.. 7725 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L14 gi | 7 1224 | pir | | R5RZ14 
ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi|226644 Iprf I I 1603356BU ribosomal protein L14 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22556 Seq. ID OJ990415_11.9A07.C14 

46959 Strand 

7354 End 15297 

OJ990415_11. 9A07.C14 .o8.np Method AAT/NAP 

7839 End 8245 

132712 Score 643 

7839. .8245 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L16 gi | 7 1250 | pir | | R5RZ16 
ribosomal protein L16 - rice chloroplast gi | 669084 | emb | CAA33933 | 
(X15901) ribosomal protein L16 [Oryza sativa] 

gi|226645|prf M1603356BV ribosomal protein L16 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22556 Seq. ID OJ990415_11.9A07.C14 

46959 Strand 

7354 End 15297 

OJ9904 15_11 .:9A07 . C14 . o3 . gp Method AAT/GAP. 

8186 End 8449 

LIB3432-015-P1-K1-H8 Score 446 

8186. .8449 

' 11957/emb 1X15901 1 CHOSXX l.Oe-129 Rice complete chloroplast 
genome ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22556 Seq. ID OJ990415_11.9A07.C14 

46959 Strand 

7354 End 15297 

OJ990415_11.9A07.C14.o9.np Method AAT/NAP 

9440 End 11159 

133936 Score 297 

9440. .9676, 11121. .11159 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S3 gi | 708 67 | pir | | R3RZ3 
ribosomal protein S3 - rice chloroplast gi | 12025 | emb i CAA33934 | 
(X15901) ribosomal protein S3 [Oryza sativa] 

gi|226646|prf I I 1603356BW ribosomal protein S3 [Oryza sativa] 



22808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22556 Seq. ID 

46959 Strand 

7354 End 

OJ990415_11.9A07.C14 .olO.np Method 

13030 End 

4115939 Score 



OJ9904 15_11 . 9A07 . C14 

15297 
AAT/NAP 
15297 
501 



13030. .13183, 13296. .13452, 15203.. 15297 
(AF118223) contains similarity to Methanobacterium 
thermoautotrophicum transcriptional regulator (GB: AE000850) 
[Arabidopsis thaliana] 



Seq. No. 


22556 








Gene No. 


46960 








Start 


17600 








Name 


OJ990415 11 


.9 AO 7 


.014. o7 


.tm 


Start 


3311 








GI 


none 








Exons 


3311. .3373, 


3391 


. .3453, 


3410. 




4456. .4599, 


4459 


. .4596, 


4463. 




4594 4674 


5266 


5325, 


5267 . 


Seq. No. 


22556 








Gene No. 


46960 








Start 


17600 








Name 


OJ990415 11 


.9 AO 7 


.C14.04 


.ts 


Start 


4452 








GI 


none 










4452 4673 


4452 


4670, 


44 66. 


Seq. No. 


22556 








Gene No. 


46960 








Start 


17600 








Name 


OJ990415 11 


.9 AO 7 


.014. o6 


.tc 


Start 


4455 








GI 


none 








Exons 


4455. .4529, 


4457 


. .4528, 


4503. 




4507. .4674, 


5257 


. .5322, 


5264. 


Seq. No. 


22556 








Gene No. 


46960 








Start 


17600 








Name 


OJ990415 11 


.9A07 


.014.09 


.tm 


Start 


5326 








GI 


none 








Exons 


5326. .5436, 


5327 


. .5437, 


5520. 


Seq. No. 


22556 








Gene No. 


46960 








Start 


17600 








Name 


OJ990415 11 


.9A07 


.014.01 


. tm 


Start 


6262 








GI 


none 








Exons 


6262. .6312, 


6262 


. .6330, 


6263. 




6359. .6637, 


6411 


. .6668, 


6733. 




6787. .7452, 


6789 


. .7436, 


7019. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_11.9A07.C14 
18975 

TBLASTX: Maize 

5325 

72 

52. .4589, 4452. .4595, 
52. .4675, 4581. .4673, 



OJ990415_11.9A07.C14 
18975 

TBLASTX : Soybean 

5434 

348 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4673, 
.5320 



OJ990415_11.9A07.C14 
18975 

TBLASTX: Cress 
5322 
61 

4505. .4675, 4506. .4673, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5555 



OJ990415_11 . 9A07 . 014 
18975 

TBLASTX: Maize 

5555 

184 



Seq. ID OJ990415_11.9A07.C14 
Strand 

End 18975 
Method TBLASTX: Maize 
End 7454 
Score 75 

.6352, 6263. .6346, 6357. .6725, 
.7320, 6736. .6786, 6740. .6790, 
.7453, 7365.-7454 



22809 



Seq. No. 22556 Seq. ID 

Gene No. 46960 Strand 
Start . 17600 End 

Name OJ990415_11 . 9A07 . C14 . o6 . ts Method 

Start 6444 End 

GI none Score 

Exons 6444.. 6647, 6445.-6633 



OJ990415_11.9A07.C14 
18975 

TBLASTX : Soybean 

6647 

174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22556 Seq. ID 

4 6960 Strand 

17600 End 

OJ990415_11. 9A07.C14 .ol.tw Method 

6736 End 

none Score 



OJ990415_11.9A07.C14 
18975 

TBLASTX: Wheat 

7163 

358 



6736.-6786, 6738.. 7160, 6739.. 7161, 6789.. 7163 



22556 
46960 
17600 

OJ990415_11. 9A07.C14.ol.ts 

6801 

none 

6801. .7013, 6802.. 7017, 7008. 
7238. .7288, 7249.-7275, 7292. 
7463. .7657, 7633.-7734, 7640. 
■7854. .8066, 7856. .8065, 8036. 
8102.. 8236, 9452.. 9622, 9453. 



Seq- ID OJ990415_11.9A07.C14 
Strand 

End 18975 

Method TBLASTX: Soybean 

End 9675 

Score 225 
.72L4, 7024. .7215, 7030, 
.7357, 7343.. 7645, 7354, 
.7759, . 7837. .8052, 7851. 
.8239, 8037. .8198, 8050, 
.9626, 9454.. 9675 



.7251, 
.764:4, 
.8051, 
.8241, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990415_11-9A07.C14 
Strand 
End 

Method 
End 
Score 

6801.-7013, 6802. .7005, 7008.-7217, 7021-.7215, 7030-.7224, 
7035.-7223, 7239. .7280, 7240.-7272, 7283. .7321 



22556 
46960 
17600 

OJ9904 15_11 - 9A07 - C14 - o2 - tc 

6801 

none 



18975 

TBLASTX: Cress 

7321 

204 



Seq. No. 

Gene No- 

Start 

Name 

Start 

GI 

Exons 



22556 
46960 
17600 

OJ990415_11- 9A07.C14 .o3.tw 

7242 

none 



Seq. ID OJ990415_11.9A07.C14 

Strand . - 

End 18975 

Method TBLASTX : Wheat 

End 7 606 

Score 60 



7242. .7277, 7243.-7281, 7251. .7319, 7261. .7317, 7263. .7319, 
7328.. 7606, 7328- -7603, 7345.. 7605 



Seq- No. 

Gene No- 

Start 

Name 

Start 

GI 

Exons 



22556 Seq. ID 

46960 Strand 

17600 End 

OJ990415_11- 9A07-C14 -o5-tc Method 

7347 End 

none Score 



OJ990415_11.9A07.C14 
18975 

TBLASTX: Cress 

7734 

92 



7347. .7535, 7348. .7551, 7355. .7552, 7366. .7566, 7552.-7644, 
7553.-7645, 7553--7657, 7620--7652, 7633. .7734, 7651. .7731 



Seq. No. 
Gene No. 



22556 
46960 



Seq. ID 
Strand 



OJ990415 11.9A07.C14 



22810 



start 
Name 
.Start 
GI 

Exons 



17600 End 

OJ9904 15_11 . 9A07 . C14 . o2 , tm Method 

74 95 End 

none Score 



18975 

TBLASTX: Maize 

9321 

84 



7495. ,7566, 7495. .7539, 7496. .7540, 7540. ,7806, 7541. .7798, 

7620. .7799, 7647, .7832, 7705. .8061, 7731. .8066, 7825. .8052, 

7838.. 8065, 8036.. 8239, 8037,. 8198, 8050,, 8241, 8056. .8235, 
9265.. 9321 



Seq. ID OJ990415_11.9A07.C14 
Strand 
End 

Method 
End 
Score 

7759. .7854, 7759. .7815, 7761. .7835, 7767. .8051, 7825. .8052, 
7832. .8059, 7836. .8066, 7838. .8065, 8036. .8149, 8037. .8150 



Seq. No. 22556 

Gene No. 4 6960 

Start 17600 

Name OJ9904 15_11 . 9A07 . C14 . o4 . tw 

Start 7759 

GI none 
Exons 



18975 

TBLASTX: Wheat 

8150 

81 



Seq. No. 22556 

Gene No. 46960 

Start 17600 

Name OJ9904 15_11 . 9A07 , C14 , o4 , tc 

Start 7768 

GI none 
Exons 



Seq. ID OJ990415_11.9A07.C14 
Strand 

End 18975 
Method TBLASTX : Cress 
End ' 8239 
Score 48 



7768. .7800, 7920. .8051, 7921. .8061, 7931. .8065, 7935. .8066, 
8036. .8239, 8037. .8195, 8051. .8233 



Seq. No. 22556 

Gene No. 4 6960 

Start 17600 

Name OJ9904 15_11 . 9A07 . C14 . o5 . tw 

Start 8182 

GI none 
Exons 



Seq. ID OJ990415_11.9A07.C14 
Strand 

End 18975 

Method TBLASTX : Wheat 

End 8579 

Score 125 



8182.. 8256, 8183.. 8257, 8227.. 8352, 8253.. 8357, 8257.. 8352, 
8262. .8387, 8371. .8394, 8373. .8396, 8396. .8440, 8447. .8506, 
8448. .8507, 8449. .8508, 8546. .8578, 8547. .8579 



Seq. No. . 22556 

Gene No. 46960 

Start 17600 

Name OJ9904 15_11 . 9A07 , C14 . o6 . tm 

Start 8543 

GI none 

Exons 8543. .8659, 8544. .8660, 8551. 

8647. .8793, 8648. .8830, 8657, 



Seq. ID OJ990415_11.9A07.C14 
Strand 

End 18975 

Method TBLASTX : Mai ze 

End 8842 

Score 157 

.8661, 8553. .8711, 8554. .8703, 
.8842 



Seq. No. 22556 
Gene No. 4 6960 

Start • 17600 

Name O j9904 15_11 . 9A07 , C14 . o7 . tc 

Start 8582 
GI none 

Exons 8582.. 8623, 8590.. 8613, 8661, 

8702. .8794, 8914. .8940, 8936. 
9272. .9298, 9395. .9628, 9437. 



Seq. ID OJ990415_11.9A07.C14 
Strand 

End 18975 
Method TBLASTX : Cress 
End 9629 
Score 50 

.8705, 8661. .8705, 8699. .8788, 
.8980, 9087,. 9149, 9268. .9315, 
.9622, 9438.. 9629, 9549.. 9626 



Seq. No. 



22556 



Seq. ID OJ990415_11.9A07,C14 



22811 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



46960 Strand 
17600 End 
OJ990415_11 . 9A07 . C14 .o2 . tw Method 

8667 . End 
none Score 



18975 

TBLASTX: Wheat 

9231 

65 



8667. .8729, 8667. .8816, 8668. .8817, 8669. .8851, 8822. .8875, 

8824. .8877, 8872.-8979, 8879. .8974, 8879. .8980, 8986. .9042, 

8989. .9081, 9034. .9081, 9061. .9171, 9063. .9221, 9067. .9231, 
9081. .9221 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22556 
46960 
17600 

OJ990415_11.9A07.C14.o5.tm 

8899 

none 



Seq. ID OJ990415_11.9A07.C14 
Strand 

End 18975 

Method TBLASTX : Mai ze 

End 9220 

Score 60 



8899. .8943, 8908. .8940, 8933. .8980, 8937. .8981, 8938. .9042, 
8938. .9045, 9031. .9081, 9034. .9081, 9055. .9171, 9071. .9193, 
9084. .9209, 9161.. 9220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22556 Seq. ID 

46960 Strand 

17600 End 
OJ996415_ll . 9A07 . C14 . o4 . tm Method 

9374 ' End 

none Score 

9374.. 9634, 9376.. 9579, 9396.. 9635 



22556 Seq, ID 

46960 Strand 
17600 End 
OJ9904 15_11 . 9A07 . C14 . o3 . ts Method 
13019 End 
none Score 

13019. .13183, 13044. .13184, 13296. . 13445, 13299 

13300. .13446, 15202 .. 15276, 15203.. 15274 



OJ990415_11.9A07.C14 
18975 

TBLASTX: Maize 

9635 

241 



OJ990415 11.9A07.C14 



18975 

TBLASTX: Soybean 
15276 
198 

13445, 



Seq. No. 22556 

Gene No. 4 6960 

Start 17600 

Name OJ990415__11 , 9A07 .C14 . o3. tm 

Start 13037 

GI none 

Exons 13037. .13183, 13038 .. 13184 , 
15202. .1527 6, 15203. . 15277 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_11.9A07.C14 
18975 . 

TBLASTX: Maize 

15277 

166 



13296. . 13508, 13297 .. 1344 9, 



Seq. No. 22556 
Gene No. 4 6960 

Start 17600 

Name OJ9904 15_11 . 9A07 . C14 . o3 . tc 

Start 13041 
GI none 
Exons 13041. 

13296. 

15202. 



.13184, 13042. .13182, 
13457, 13297. .13452, 

,15273 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990415 11.9A07.C14 



18975 

TBLASTX: Cress 
15289 
187 

13043. .13225, 13043 .. 13183, 
13311. .13493, 15200. ,15289, 



Seq. No. 



22556 



Seq. ID OJ990415_11.9A07.C14 



22812 




Gene No. 


46960 




Strand 






Start 


17600 




End 


18975 




Name 


OJ990415 11.9A07.C14 


.06. gs 


Method 


GENSCAN 




Start 


17600 




End 


18904 




GI 


none 




Score 


1 




Exons 


17600. .18904 










Seq. No. 


22556 




Seq. ID 


OJ990415_11.9A07 


.C14 


Gene No. 


46960 




Strand 






Start 


17600 




End 


18975 




Name 


OJ990415 11.9A07.C14 


•oil .np 


Method 


AAT/NAP 




Start 


17612 




End 


18975 




GI 


3924606 




Score 


1499 




Exons 


17612. .18975 










GI Descrip. 


{AF069442) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22556 




Seq. ID 


OJ990415_11. 9A07 


.C14 




46960 




Strand 






Start 


17600 




End 


18975 




Name 


OJ990415 11.9A07.C14 


.o5. ts 


Method 


TBLASTX: Soybean 




Start 


17617 




End 


17904 




GI 


none 




Score 


35 




Exons 


17617 17634, 17687 


. 17899, 


17694. .17879, 17695. .17904 




Seq. No. 


22556 




Seq. ID 


OJ990415_11. 9A07 


.C14 


Gene No. 


46960 




Strand 






Start 


17600 




End 


18975 




Name 


OJ990415 11 9A07 C14 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


18149 




End 


18793 




GI 


none 




Score 


250 




Exons 


18149. . 18418, 18173. 


. 18517, 


18284. .18625, 1838 9 18793, 






18390 18788 










Seq. No. 


22556 




Seq. ID 


OJ990415_11. 9A07 


.C14 


Gene No. 


46960 




Strand 






Start 


17600 




End 


18975 




Name 


OJ990415 11.9A07.C14 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


18149 




End 


18907 




GI 


none 




Score 


58 




Exons 


18149. .18418, 18227. 


.18526, 


18320. .18634, 18428 .. 18907 , 






18438. .18503, 18533. 


.18718, 


18660. .18812 




Seq. No. 


22556 




Seq. ID 


OJ990415_11. 9A07 


.C14 


Gene No. 


46960 




Strand 






Start 


17600 




End 


18975 




Name 


OJ990415 11.9A07.C14 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


18170 




End 


18793 




GI 


none 




Score 


128 




Exons 


18170. .18418, 18386. 


.18640, 


18494. .18793, 18539 .. 187 15, 






18561. .18788 










Seq. No. 


22557 




Seq. ID 


OJ990415_11. 9A07 


.C15 


Gene No. 


46961 




Strand 


+ 




Start 


4189 




End 


14723 




Name 


OJ990415 11.9A07.C15 


.ol.np 


Method 


AAT/NAP 




Start 


4189 




End 


7284 




GI 


5902445 - 




Score 


3020 





22813 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4189.. 6025, 6065.. 7284 

(AB030283) GAG-POL precursor [Oryza sativa] 



22557 
46961 
4189 

OJ9904 15_11 . 9A07 . C15 . o3 . np 

6242 

465445 



Seq. ID OJ990415_.11.9A07.C15 

Strand + 

End 14723 

Method AAT/NAP 

End 14723 

Score 71 



6242.. 6276, 8954.. 9029, 9210.. .9438, 9808.. 9864, 13828 .. 13926, 
14154. .14182, 14304.. 14723 

PROBABLE NUCLEAR ANTIGEN gi | 418708 | pir | | B4534 4 probable nuclear 
antigen - suid herpesvirus 1 (strain Kaplan) gi 1334072 {M34651) 
ORF-3 protein [Pseudorabies virus] 



Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.015 


Gene No. 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9 AO 7 


.C15.05 


.tm 


Method 


TBLASTX: Maize 




Start 


2504 








End 


2740 




GI 


none 








Score 


183 




Exons 


2504 . .2740 














Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.015 


Gene No. 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9 AO 7 


.015. o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


2504 








End 


2902 




GI 


none 








Score 


251 




Exons 


2504. .2902 














Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.015 


Gene No. 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9A07 


.015. o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3485 








End 


12991 




GI 


none 








Score 


145 




Exons 


3485. .3667, 


3493 


.3594, 


3704. 


.3940, 3706.. 3930, 12866.. 


12991 


Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.015 


Gene No. 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9A07 


015. ol 


tw 


Method 


TBLASTX: Wheat 




Start 


4134 








End 


4590 




GI 


none 








Score 


544 




Exons 


4134 . .4589, 


4135 


.4590 










Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.015 


Gene No. 


46962 








Strand 






Start 


7898 








.End 


14621 




Name 


OJ990415 11. 


9A07 


015. o2 


ts 


Method 


TBLASTX : Soybean 




Start 


4174 








End 


4539 




GI 


none 








Score 


98 




Exons 


4174. .4398, 


4405, 


.4539 










Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.015 


Gene No. 


46962 








Strand 







22814 




start - 


7898 








End 


14621 




Name 


OJ990415 11. 


9 AO 7 


.C15.01 


. tm 


Method 


TBLASTX: Maize 




Start 


4264 








End 


4620 




GI 


none 








Score 


409 




Exons 


4264, .4620, 


4318 


. .4494, 


4326. 


.4 61-9 






Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.C15 


Gene No . 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9 AO 7 


.C15.02 


. tm 


Method 


TBLASTX: Maize 




Start 


4648 








End 


5031 




GI 


none 








Score 


308 




Exons 


4648. .5031, 


4815 


. .4931 










Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.C15 


Gene No . 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9 AO 7 


.C15.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


4705 








End 


5129 




GI 


none 








Score 


432 




Exons 


4705. .5127, 


4745 


. .4846, 


4815. 


.4955, 4998.. 5129 




Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.C15 




46962 








Strand" 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9 AO 7 


.C15.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


- .4759 








End 


5184 




GI 


none 








Score 


291 




Exons 


4759. .5184, 


4818 


. .4943 










Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.C15 


Gene No . 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9A07 


.C15.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


5274 








End 


5682 




GI 


none 








Score 


212 




Exons 


5274 . .5501, 


5275 


. .5499, 


5509. 


.5682, 5538.. 5678, 5611.. 5682 


Seq. No. 


22557 ' 








Seq. ID 


OJ990415_11.9A07 


.C15 


Gene No . 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9 AO 7 


.C15.08 


.tw 


Method 


TBLASTX: Wheat 




Start 


5736 








End 


5979 




GI 


none 








Score 


178 




Exons 


5736. .5975, 


5737 


. .5979 










Seq. No. 


22557 








Seq. ID 


OJ990415_11.9A07 


.C15 


Gene No . 


46962 








Strand 






Start 


7898 








End 


14621 




Name 


OJ990415 11. 


9A07 


.C15.03 


.tm 


Method 


TBLASTX: Maize 




Start 


6184 








End 


6465 ' 




GI 


none . 








Score 


46 




Exons 


6184. .6234, 


6234 


. .6464, 


6235. 


.6465 






Seq. No. 


22557 








Seq. ID 


OJ990415_11. 9A07 


.015 


Gene No. 


46962 








Strand 






Start 


7898 








End 


14621 





22815 



Name 


OJ990415 11. 


9A07.C15.o5.tw 


Method 


TBLASTX: 


Wheat 


Start 


6291 




End 


6645 




GI 


none 




Score 


354 




Exons 


6291. .6347, 


6292.. "6645, 6393 


. .6635 






Seq. No. 


22557 




Seq. ID 


OJ990415 


_11.9A07.C15 


Gene No . 


46962 




Strand 






Start 


7898 




End 


14621 




Name 


OJ990415 11. 


9A07.C15.o3.tw 


Method 


TBLASTX: 


Wheat 


Start 


6664 




End 


7275 




GI 


none 




Score 


344 




Exons 


6664. .6747, 


6667.. 7119, 6816 


..6923, 7147. .7275, 


7149. .7274 


Seq. No. 


22557 




Seq. ID 


OJ990415 


_11.9A07.C15 


Gene No 


46962 




Strand 






Start 


7898 




End 


14621 




Name 


OJ990415 11. 


9A07.C15.o4.tm 


Method 


TBLASTX: 


Maize 


Start 


6973 




End 


7239 




GI 


none 




Score 


138 




Exons 


6973. .7155, 


7156. .7239 








Seq. No. 


22557 




Seq. ID 


OJ990415 


_11.9A07.C15 


Gene No. 


46962 




Strand 






Start 


7898 




End 


.14621 




Name 


OJ990415 11. 


9A07.C15.o2.gs 


Method 


GENSCAN 




Start 


7898 




End 


14621 




GI 


none 




Score 


.49 




Exons 


7898. .8415, 


8488.. 8652, 8811 


..9511, 9516. .9640, 


9712. .9846, 




9958. .10082, 


10250. .10963, 11197. .11273, 11307. 


.11370, 




11489. .11575, 11770. .11876, 


12993. .13065, 13806 


. .13931, 




14148. .14241 


, 14335. .14414, 


14519. .14621 




Seq. No. 


22557 




Seq. ID 


OJ990415 


_11.9A07.C15 


Gene No. 


46962 




Strand 






Start 


7898 




End 


14621 





Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990415_11.9A07.C15.o2.np Method AAT/NAP 
8749 End 12925 

6721561 Score 1084 . 

8749.. 9507, 9578.. 9640, 9712.. 9874, 12839.. 12925 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 22558 

Gene No. 4 6963 

Start 2548 

Name OJ9904 15_11 . 9A07 . CI 6 . ol . gs 

Start 2548 

GI none 

Exons ' - 2548.. 3700, 6095.. 6220, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6446. .6549 



OJ990415_11. 
+ 

6549 
GENSCAN 
6549 
.93 



9A07.C16 



Seq. No. 22558 Seq. ID 

Gene No. 4 6964 Strand 

Start 6960 End 

Name OJ990415 11 . 9A07 . CI 6 . ol . tm Method 



OJ990415_11.9A07.C16 
7746 

TBLASTX: Maize 



22816 




start 


2704 






End 


3141 


GI 


none 






Score 


49 


Exons 


2704 . . 2760, 


/^TTrt *^r\irt 

2770 . . 2919, 


2799. 


.2918, 2919. .-3140, 2920.. 3141 


Seq. No. 


22558 






Seq. ID 


OJ990415_11.9A07.C16 


Gene No. 


46964 






Strand 




Start 


6960 






End 


7746 


Name 


OJ990415_11 


.9A07.C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3444 






End 


3718 


GI 


none 






Score 


53 


Exons 


3444 . . 3503, 


3445. .3504, 


3508 . 


.3699, 3512.. 3718, 3516.. 3650, 




3523 . . 3714 










Seq, No. 


22558 






Seq. ID 


OJ990415_11.9A07.C16 


Gene No. 


46964 






Strand 




Start 


6960 






End 


7746 


Name 


OJ990415__11 


. 9A07-. C16 . o2 


. gs 


Method 


GENSCAN 


Start 


6960 






End 


7746 


GI 


none 






Score 


.83 


Exons 


6960 . . 7284, 


7691 . . 7746 








Seq. No. 


22559 






Seq. ID 


OJ990415_11.9A07.C17 


Gene No. 


46965 






Strand 




Start 


166 






^End 


448 


Name 


OJ990415_11 


.9A07.C17.ol 


. np 


Method 


7\AT/NAP 


Start 


166 






End 


448 


GI 


6016698 






Score 


281 


Exons 


166 . .448 










GI Descrip. 


(AC009991) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


22559 






Seq. ID 


OJ990415_11 . 9A07 . C17 


Gene No. 


46966 






Strand 




Start 


7256 






End 


7729 


Name 


OJ990415 11 


.9A07.C17.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


165 






End 


303 -:. 


GI 


none 






Score 


128 


Exons 


165. .302, 166. .303 








Seq. No. 


22559 






Seq. ID 


OJ990415_11.9A07.C17 


Gene No. 


46966 






Strand 




Start 


7256 






End 


7729 


Name 


OJ990415 .11 


.9A07.C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3624 






End 


4025 


GI 


none 






Score 


107 


Exons 


3624. .3803, 


3804. .3842, 


3806. 


.3874, 3867. .3962, 3869.. 4021, 




3888. .4025 










Seq. No. 


22559 






Seq. ID 


OJ990415_11.9A07.C17 


Gene No. 


46966 






Strand 




Start 


7256 






End 


7729 


Name 


OJ990415 11 


.9A07.C17.o2 


. tm 


Method 


TBLASTX: Maize 


oi,ar L 


4323 






End 


4627 


GI 


none 






Score 


44 


Exons 


4323. .4382, 


4325. .4381, 


4386. 


.4472, 4391. .4468, 4479.-4625, 




4499. .4627 










Seq. No. 


22559 






Seq. ID 


OJ990415_11 . 9A07 .C17 



22817 




Gene No. 


46966 








Strand 








Start 


7256 








End 


7729 






Name 


OJ990415 11 


. 9A07. 


017. o2 


.gs 


Method 


GENSOAN 






Start 


7256 








End 


7633 






GI 


none 








Score 


.46 






Exons 


7256. .7633 
















Seq. No. 


22559 








Seq. ID 


OJ990415 


_11.9A07 


.017 


Gene No. 


46966 








Strand 








Start 


7256 








End 


7729 






Name 


OJ990415 11 


. 9A07 . 


C17.03 


.np 


Method 


AAT/NAP 






Start 


7256 








End 


7729 






GI 


285741 








Score 


404 






Exons 


7256. .7729 
















GI Descrip. 


(D14550) EDGP precursor 


[Daucus carota] 






Seq. No. 


22559 








Seq. ID 


OJ990415 


_11.9A07 


.017 


Gene No. 


46966 








Strand 








Start 


7256 








End 


7729 






Name 


OJ990415 11 


. 9A07 . 


C17.01 


. tc 


Method 


TBLASTX: 


Oress 




Start 


7268 








End 


7712 






GI 


none 








Score 


34 






Exons 


7268 . .7600, 


7306. 


. 7380, 


7368. 


.7580, 7596.. 7712; 


7598. .7696 


Seq. No. 


22559 








Seq. ID 


OJ990415 


_11.9A07 


.017 


Gene No . 


46966 








Strand 








Start 


7256 








End 


7729 






Name 


OJ990415 11 


. 9A07 . 


C17.01 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


7268 








End 


7729 






GI 


none 








Score 


108 






Exons 


7268. .7426, 


7395. 


.7580, 


7442. 


.7597, 7596.. 7724, 


7598. .7729 


Seq. No. 


22560 








Seq. ID 


OJ990415 


_11.9A07 


,018 


Gene No . 


46967 








Strand 


+ 






Start 


1408 








End 


2401 






Name 


OJ990415 11 


. 9A07 . 


C18.01 


. gs 


Method 


GENSOAN 






Start 


1408 








End 


2401 






GI 


none 








Score 


.92 






Exons 


1408. .1553, 


1726. 


.1816, 


2360. 


.2401 








Seq. No. 


22560 








Seq. ID 


OJ990415 


_11.9A07 


.018 


Gene No. 


46968 








Strand 


+ 






Start 


3039 








End 


3944 






Name 


OJ990415 11 


. 9A07 . 


C18.02 


.gs 


Method 


GENSOAN 






Start 


3039 






End 


3944 ' 






GI 


none 








Score 


.69 






Exons 


3039. .3196, 


3742. 


.3822, 


3881. 


.3944 








Seq. No. 


22560 








Seq. ID 


OJ990415 


_11.9A07 


.018 


Gene No. 


46969 








Strand 


+ 






Start 


7077 








End 


7634 






Name 


OJ990415 11 


.9A07. 


018. o4 


.gs 


Method 


GENSOAN 






Start 


7077 








End 


7634 






GI 


none 








Score 


.64 






Exons 


7077. .7283, 


7596. 


.7634 












Seq. No. 


X„ 22560 








Seq. ID 


OJ990415 


_11.9A07 


.018 



22818 



Gene No. 


46970 




Strand 


+ 






Start 


11637 




End 


11971 






Name 


OJ990415 11.9A07.C18. 


Ol . CTD 


Method 


AAT/GAP 






Start 


11637 




End 


11971 






GI 


uC-osroM202027h09al 




Score 


623 






Exons 


11637. .11971 












GI Descrip. 


*285741/dbj |BAA03413| 


9.0e- 


22 (D14550) 


EDGP precursor [Daucus 




carota] ' 












Seq. No. 


22560 




Seq. ID 


OJ990415_ 


11.9A07 


.C18 




46971 




Strand 


+ 






Start 


18201 




End 


18817 






Name 


OJ990415 11.9A07.C18. 


o8 .gs 


Method 


GENSCAN 






Start 


18201 




End 


18817 






GI 


none 




Score 


.49 






Exons 


18201. .18292, 18700.. 


18817 










Seq. No. 


22560 




Seq. ID 


OJ990415_ 


11.9A07 


.C18 


Gene No. 


46972 




Strand 


+ 






Start 


18746 




End 


35289 






Name 


OJ990415 11.9A07.C18. 


o3 .np 


Method 


AAT/NAP 






Start 


18746 




End 


35094 






GI 


5052554 




- Score 


1558 






Exons 


18746. .18770, 20746.. 


20786, 


20890. .21001, 21104. 


.21284, 






22662. .22734, 22815.. 


22987, 


23078. .23278, 23987. 


.24064, 






24462. .24572, 24651.. 


24737, 


24836. .25018, 25099. 


.25149, 






25223. .25348, 25452.. 


25531, 


26109. .26185, 28633. 


.28811, 






31147. .31212, 31307.. 


31378, 


31589. .31752, 32477. 


.32588, 






32991. .33107, 34047.. 


34121, 


34164. .35094 






GI Descrip. 


(AF145632) BcDNA. GH06032 [Drosophila melanogaster] 




Seq. No. 


22560 




Seq. ID 


OJ990415_ 


11.9A07 


.C18 


Gene No. 


46972 




Strand 


+ 






Start 


18746 




End 


35289 






Name 


OJ990415 11.9A07.C18. 


o9.gs 


Method 


GENSCAN 






Start 


20554 




End 


35119 






GI 


none 




Score 


.73 






Exons 


20554. .20739, 20866. . 


20997, 


21082. .21284, 22662. 


.22734, 






22815. .22987, 23078.. 


23138, 


23960. .24064, 24651. 


.24737, 






25099. .25149, 25223.. 


25348, 


25452. .25531, 26109. 


.26217, 






26899. .27393, 27486.. 


27787, 


27910. .28041, 28137. 


.28255, 






28633. .28811, 31589.. 


31737, 


32477. .325E 


18, 32991. 


.33107, 






34047. .34650, 34686.. 


35119 











Seq. No. 22560 Seq. ID OJ990415_11.9A07.C18 

Gene No. 4 6972 Strand + 

Start 18746 End 35289 

Name OJ990415_11 . 9A07 .018 .o2 .gp Method AAT/GAP 

Start 34880 End 35289 

GI LIB3433-026-P1-K1-E11 Score 793 

Exons 34880. .35289 - - - 

GI Descrip. * 5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a)' 



Seq. No. 
Gene No. 
Start 



22560 
46973 
39573 



Seq. ID OJ990415_11.9A07.C1^ 
Strand + 
End 41078 



22819 



Name OJ9904 15_11 . 9A07 . C18 . o5 . np Method AAT/NAP 

Start 39573 End 41078 

GI 5441880 Score 1245 

Exons 39573. .40591, 40937.. 41078 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein, 
{AC003981) [Oryza sativa] 



Seq. No. 22560 Seq. ID 

Gene No. 4 697 4 Strand 

Start 4808 End 

Name OJ9904 15_11 . 9A07 . C18 . o3 . gs Method 

Start 4808 End 

GI none Score 

Exons 4808.. 5349, 5363.. 6128 

Seq. No. 22560 Seq. ID 

Gene No. 4 6975 Strand 

Start 9188 End 

Name OJ990415_11 . 9A07 . C18 . o5 . gs Method 

Start 9188 End 

GI none Score 

Exons 9188.. 10501' 



OJ990415_11.9A07.C18 

6128 
GENSCAN 
6128 
1 



OJ990415_11.9A07.C18 

10501 
GENSCAN 
10501 
.84 



Seq. No. 22560 Seq. ID OJ990415_11.9A07.C18 

Gene No. 4 6976 Strand 

Start 11687 End 13000 

Name OJ990415_11 . 9A07 ..C18 . ol .np Method AAT/NAP 

Start 11681 End 12991 

GI 3850579 Score 989 

Exons 11681. .12991 

GI Descrip. (AC005278) Strong similarity to gb|D14550 extracellular dermal 
glycoprotein (EDGP) precursor from Daucus carota. ESTs 
gb|H37281, gb|T44167, gb|T21813, gb|N38437, gb|Z26470, 
gb|R65072, gb|N76373, gb|F15470, gb|Z35182, gb|H76373, gb|Z3467^ 
an . . . 



Seq. No. 22560 

Gene No. 46976 

Start 11687 

Name OJ990415_11. 9A07 .C18.o6.gs 

Start 11687 

GI none 

Exons 11687. .13000 



Seq. ID OJ990415_11.9A07.C18 
Strand 

End 13000 

Method GENSCAN 

End 13000 

Score .52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



22560 
46977 
13607 

OJ9904 15_11 . 9A07 . C18 . o7 . gs 

13607 

none 



Seq. ID OJ990415_11.9A07.C18 
Strand 

End 15797 

Method GENSCAN 

End 15797 

Score .55 



13607. .13867, 14 563 .. 15023, 15782.. 15797 



22560 
46978 
16765 

OJ9904 15_11 . 9A07 . C18 . o2 . np 



Seq. ID OJ990415_11.9A07.C18 
Strand 

End 19007 

Method AAT/NAP 



22820 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16765 End 19007 

6815053 Score 254 

16765. .16942, 18111 .. 18344 , 18853.. 19007 
(AP001080) hypothetical protein [Oryza sativa] 



22560 

46979 

36264 

OJ9904 

4817 

none 

4817. . 

5316. . 

5676. . 

9303. . 

9800. . 

10044. 

11700. 

12293. 

12537, 



15 11.9A07.C18.o2.tc 



5164, 4920.. 5165, 5148 
5351, 5370. .5411, 5415 
5768, 5832.. 6023, 5869 
9524, 9531.. 9647, 9536 
9865, 9875.. 10045, 987 
.10187, 10193. .10411, 
.12020, 12032. .12130, 
.12349, 12368. .12547, 
.12665, 12680. .12901, 



Seq. ID OJ990415_11.9A07.C18 
Strand 

End 38201 
Method TBLASTX : Cres s 
End 12950 
Score 178 

.5264, 5153. .5260, 5276. .5350, 
.5471, 5490. .5642, 5491. .5625, 
.5976, 9200. .9319, 9302. .9547, 
.9634, 9659. .9796, 9699. .9782, 
6. .10046, 10019. .10186, 
10254. .10412, 11699. .12043, 
12155. .12289, 12162 .. 12278 , 
12369. .12548, 12536 .. 12679, 
12747. .12950 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22560 

46979 

36264' 

OJ9904 

4817 

none 

4817. . 

5168. . 

5826. . 

9551. . 

10187. 

11868. 

12141. 

12699. 



15 11.9A07.C18.o3.ts 



4987, 4920.. 4988, 
5350, 5172.. 5351, 
6023, 5887.. 5976, 
9790, 9555.. 9791, 
.10411, 10206.. 10 
.12020, 11873.. 12 
.12350, 12368.. 12 
.12950 



Seq. ID OJ990415_11.9A07.C18 
Strand 

End 38201 
Method TBLASTX : Soybean 
End 12950 
Score 62 
4985.. 5167, 4986.. 5210, 5168.. 5338, 
5370. .5516, 5487. .5768, 5491. .5799, 
9200.. 9319, 9300.. 9524, 9380.. 9550, 
9797. .9901, 9875. .10186, 9876. .10184, 
451, 11699. .11857, 11700 .. 11852, 
046, 12032. .12361, 12047 .. 12262, 
679, 12369. .12677, 12686 .. 12943, 



Seq. No. 22560 

Gene No. 46979 

Start 36264 

Name OJ9904 15_11 . 9A07 . C18 . o7 . tm 

Start 20506 

GI none 

Exons 20506. .20703, 20545 .. 20595, 20562 
20747. .20800, 20763.. 20801 



Seq. ID OJ990415_11.9A07.C18 
Strand 

End 38201 

Method TBLASTX : Mai ze 

End 20801 

Score 186 

.20705, 20668. .20712, 



Seq. No. 22560 . 

Gene No. 46979 
Start 36264 

Name OJ9904 15_11 . 9A07 .C18 . o6 . tm 

Start 28742 
GI none 
Exons ' 28742, 

31302. 

31588. 

32475. 

33067, 

34113. 



.28816, 28743. .28817, 

.31379, 31306. .31386, 

.31737, 31589. .31735, 

.32591, 32982. .33107, 

.33129, 34044. .34130, 
.34175 



Seq. ID OJ990415_11.9A07.C18 
Strand 

End 38201 

Method TBLASTX: Maize 

End 34175 

Score 112 
31147. .31227, 31151, 
31307. .31381, 31581, 
32458. .32589, 32474, 
32990. .33109, 32990, 



34052. .34117, 34112. 



,31213, 
,31736, 
,32590, 
,33106, 
,34174, 



.22821 




Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


.C18 


Gene No. 


46979 




Strand 






Start 


36264 




End 


38201 




Name 


OJ990415 11.9A07.C18 


, o2 . ts 


Method 


TBLASTX: Soybean 




Start 


33023 ~ . 




End 


35120 




GI 


none 




Score 


137 




Exons 


33023. .33106, 33024. 


.33107, 


33032. .33109, 33064 33108 , 






34044. .34154, 34092. 


.34676, 


34307. .34678, 34314 34 688 , 






34638. .35075, 34656. 


.34856, 


34667. .35110, 34 669 .. 35115, 






34908. .35120 










Seq. No. 


22560 




Seq. ID 


OJ990415_11,9A07 


.C18 


Gene No. 


46979 




Strand 






Start 


36264 




End 


38201 




Name 


OJ990415 11.9A07.C18 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


34199 




End 


34624 




GI 


none 




Score 


643 




Exons 


34199. .34624, 34227. 


.34622, 


34351. .34623 




Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


.C18 


Qgj^e No. 


46979 




Strand 






Start 


36264 




End 


38201 




Name 


OJ990415 11.9A07.C18 


.o3.tc • 


Method 


TBLASTX: Cress 




Start 


34284 




End 


34759 




GI 


none 




Score 


597 




Exons 


34284. .34676, 34292. 


,34678, 


34298. ,34678, 34 667 .. 34759, 






34687. .34758 










Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


.C18 


Gene No. 


46979 




Strand 






Start 


36264 




End 


38201 




Name 


OJ990415 11.9A07.C18 


. o5 , tm 


Method 


TBLASTX: Maize 




Start 


34625 


• 


End 


34834 




GI 


none 




Score 


79 




Exons 


34625, .34678, 34626, 


.34676, 


34667. ,34834, 34672.. 34833 




Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


.C18 


Gene No. 


46979 




Strand 






Start • 


36264 




End 


38201- . 




Name 


OJ990415 11.9A07.C18 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


34910 




End 


35126 




GI 


none 




Score 


352 




Exons 


34910. ,35122, 34910, 


.35125, 


34911. .35126 




Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


.C18 


Gene No . 


46979 




Strand 






Start 


36264 




End 


38201 




Name 


OJ990415 11.9A07.C18 


. o3 . gp 


Method 


AAT/GAP 




Start 


36085 




End 


38201 




GI ■ 


:.253. 2>R1084 




Score 


2675 




Exons 


36085. .37312, 38060, 


.38201 








GI Descrip. 


'113622/spl P17784 1 ALF_ORYSA 0,0e+00 FRUCTOSE-BISPHOSPHATE 



ALDOLASE, CYTOPLASMIC ISOZYME >gi_68197_pir ^ADRZY 

fructose-bisphosphate aldolase (EC 4.1.2.13), cytosolic - rice 
>gi_20204_emb_CAA37290_ (X53130) f ructose-diphosphate aldolase 
(AA 1-358) [Oryza sativa] * 



22822 



Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


Gene No. 


46979 




Strand 




Start 


36264 




End 


38201 


Name 


OJ990415_11 . 9A07 .C18 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


36220 




End 


37325 


GI 


none 




Score 


217 


Exons 


36220. .36495, 36249. 


. 36482, 


36459. .37316, 364 81 .. 36966, 




37006. . 37317/ 37206. 


. 37325 






Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


Gene No. 


46979 




Strand 




Start 


36264 




End 


38201 


Name 


OJ990415 11.9A07.C18 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


36255 




End 


37314 


GI 


none 




Score 


50 


Exons 


36255. .36299, 36258. 


. 36299, 


36259. .36303, 36310 .. 36378 , 




'^✓*'^lrt ■OTl'^T '^y"'^lrt 

36318 .. 37127, 36318. 


. 37313, 


36319. .37314 


Seq. No. 


22560 




Seq. ID 


OJ990415_11. 9A07 


Gene No. 


46979 




Strand 




Start 


36264 




End 


38201 


Name 


OJ990415 11 . 9A07 .C18 


,o3. tw 


Method 


TBLASTX: Wheat 


Start 


36258 




End 


36447 


GI- • 


none 




Score 


169 


Exons 


'^^rt^rt '^/"jijirt ^/"'^r^rt 

36258 .. 36440, 36258. 


. 36446, 


36259. .36447 


Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


Gene No. 


46979 




Strand 




Start 


36264 




End 


38201 


Name 


OJ990415_11 . 9A07 .C18 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


36264 




End 


37325 


GI 


none 




Score 


677 


Exons 


36264 .. 37313, 36268 . 


. 36966, 


36872. .36970, 37006 .. 37314 , 




37206. .37325, 37213. 


.37314 






Seq': 'No. 


22560 




Seq. ID 


OJ990415_11. 9A07 


Gene No. 


46979 




Strand 




Start 


36264 




End. 


38201 


Name 


OJ990415 11 . 9A07 .C18 


. olO . gs 


Method 


GENSCAN . 


Start 


36264 




End 


38087 


GI 


none 




Score 


.98 


Exons 


36264 . . 37312, 37947 . 


. 37988, 


38060. .38087 


Seq. No. 


22560 




Seq. ID 


OJ990415_11.9A07 


Gene No. 


46979 




Strand 




Start 


36264 




End 


38201 


Name 


OJ990415 11.9A07.C18 


. o4 .np 


■ Method 


AAT/NAP 


Start 


36267 




End 


38087 


GI 


113622 




Score 


1774 


Exons 


36267. .37312, 38060. 


.38087 






GI Descrip. 


FRUCTOSE-BISEHOSPHATE ALDOLASE, CYTOPLASMIC ISOZYME 




gi 1 68197 Ipirl | ADRZY 


fructose 


-bisphosphate aldolase (EC 




4.1.2.13), cytosolic 


- rice 


gi 1 20204 |emb|CAA37290| {X53: 




f ructose-diphosphate 


aldolase (AA 1-358). [Oryza sativa] 


Seq. No, 


22560 




Seq.. ID 


OJ990415_11.9A07 



22823 



Gene No. 4 6979 

Start 36264 

Name OJ990415_11 . 9A07 .C18 . ol . tw 

Start 36640 

GI none 

Exons 36640. .37314, 36642 37313, 
38057. .38089 



Strand 
End 

Method 

End 

Score 



38201 

TBLASTX: Wheat 

38089 

715 



37206. .37325, 37265 .. 37324 , 



Seq. No. 22560 

Gene No. 4 6980 

Start ■ 40140 

Name OJ9904 15_11 . 9A07 . C18 . o3 . tm 

Start 40140 

GI none 
Exons 



Seq. ID OJ990415_11.9A07.C18 
Strand 
End 

Method 
End 
Score 



40811 

TBLASTX: Maize 

40736 

353 



40140. .40607, 40145 40267 , 40319 4 0618 , 40665. .40736 



Seq. No. 22560 Seq. ID 

Gene No. . 46980 Strand 

Start 40140 End 

Name OJ990415_11 . 9A07 . C18 . o2 . tw Method 

Start 40434 End 

GI none Score 

Exons 40434 . .40583, 40436 .. 40588 , 

40646. .40705, 40660.. 40800 



OJ990415_11.9A07.C18 
40811 

TBLASTX: Wheat 
40811 
185 

40437. .40613, 40638 .. 40811, 



Seq. No. 22561 Seq. ID 

Gene No. 46981 Strand 

Start 58 End 

Name OJ990415_11 . 9A07 . C19 . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58. .994, 1479. .1552, 1628. .1994, 2080. .2302, 2375. .2493, 

2574. .2872, 2977. .3238, 3331. .3438, 3485. .3586, 3702. .3724, 

3782.. 3862, 3901.. 4114 



OJ990415_11.9A07.C19 
+ 

4237 
GENSCAN 
4114 
.51 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI bescrip. 



22561 Seq. ID 

46981 Strand 

58 End - 
OJ990415_11 . 9A07 . C19 . ol . np Method 

166 End 

5441880 Score 

166. .226, 485. .811, 1413. .1552, 1661. 



OJ990415_11.9A07.C19 
+ 

4237 
AAT/NAP 
4237 
1505 

1994, 2574, .2872, 



2977.. 3238, 3311.. 3555, 4028.. 4237 

(AP000367) EST C28952 {C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
{AC003981) [Oryza sativa] 



Seq. No. 22561 Seq. ID 

Gene No. 46981 Strand 

Start 58 End 

Name . . OJ9904 15_11 . 9A07 . C19 . ol . gp Method 

Start 1667 * End 

GI LIB3433-020-P1-K1-A6 Score 

Exons 1667.. 1709, 3531.. 3917 

GI Descrip. ' 5670155/gb | AF161269 . i | AF161269 2.0e-35 Oryza sativa . subsp . 
japonica BAG clone 34K24, complete sequence' 



OJ990415_11.9A07.C19 
+ 

4237 
AAT/GAP 
3917 
766 



22824 




Seq. No. 


22561 


Seq. ID 


OJ990415_11 . 9A07 .C19 


Gene No . 


46982 


Strand 




Start 


4762 


End 


5248 


Name 


OJ990415 11.9A07.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start V 


1719 


End 


1901 


GI 


none 


Score 


92 


Exons 


1719. .1772, 1733. .1783, 1781. 


.1900, 1782. .1901 


Seq. No. 


22561 


Seq. ID 


OJ990415_11.9AG7.C19 


Gene No. 


46982 


Strand 




Start 


4762 


End 


5248 


Name 


OJ990415 11.9A07.C19.o2.np 


Method 


AAT/NAP 


Start 


4762 


End 


5248 


GI 


5295955 


Score 


149 


Exons 


4762. .4872, 4900. .5248 






GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 






Seq. No. 


22562 


Seq. ID 


0 J9'9 041 5_1 1 . 9A07 . C2 0 


Gene No. 


46983 


Strand 


+ 


Start 


134 


End 


551 


Name 


OJ990415 11.9A07.C20.ol.gs 


Method 


GENSCAN 


Start 


134 


End 


551 


GI 


none 


Score 


.48 


Exons 


134. .216, 300. .551 






Seq. No. 


22562 


Seq. ID 


OJ990415_11.9A07.C20 


Gene No. 


46984 


Strand 




Start 


1 


End 


2014 


Name 


OJ990415 11.9A07.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2014 


GI 


5295955 


Score 


312 


Exons 


1..497, 542. .607, 1288. .1402, 


1945. .2014 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome . (VO 1555 ) 




[Oryza sativa] 






Seq. No. 


22562 


Seq. ID 


OJ990415__11.9A07.C20 


Gene No. 


46984 


Strand 




Start 


1 


End 


2014 


Name 


OJ990415 11.9A07.C20.o2.gs 


Method 


GENSCAN 


Start 


783 


End 


1558 


GI 


none 


Score 


.43 


Exons 


,783. .864, 1288. .1402, 1549. .1558 




Seq. No. 


22563 


Seq. ID 


OJ990415_11.9A07.C21 




46985 


Strand 


+ 


Start 


1455 


End 


1524 


Name 


OJ990415 11.9A07.C21.ol.gs 


Method 


- GENSCAN 


Start 


1455 


End 


1524 


GI 


none 


Score 


- .57 


Exons 


1455.. 1524 






Seq. No. 


22563 


Seq. ID 


OJ990415_11.9A07.C21 


Gene No. 


46986 


Strand 


+ 


Start 


4444 


End 


6079 


Name 


OJ990415 11.9A07.C21.ol.gp 


Method 


AAT/GAP 


Start 


4376 


End 


6079 



22825 



GI 2535_1.R1084 Score 1192" 

Exons 4376.-4753, 5752. .5865, 5952.. 6079 

GI Descrip. • 3892058/gb | AAC78271 . 1 1 AAC78271 7.0e-54 {AC002330) putative 
glutamate-Zaspartate-binding peptide [Arabidopsis thaliana] 



Seq. No. 22563 Seq. ID OJ990415_ 

Gene No. 46986 Strand + 

Start 4444 End ,6079 

Name OJ990415_11 . 9A07 .C21 .o3.gs Method GENSCAN 

Start 4444 End 5865 

GI none Score .79 

Exons 4444.. 4753, 5752.. 5865 



11.9A07.C21 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22563 Seq, ID 

46986 Strand 

4444 End 

OJ9904 15_11 . 9A07 . C21 . o2 . np Method 

4474 End 

2244904 Score 
4474.. 4900, 5747.. 6079 

{Z97339) hypothetical protein [Arabidopsis thaliana] 



OJ990415_11.9A07.C21 
+ 

6079 
AAT/NAP 
6079 . 
386 



22563 Seq. ID 

4 6987 Strand 

1 End 

OJ9904 15_11 . 9A07 . C21 . ol . np Method 

1 - End 

6721547 Score 
1..145, 1012. .1096 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ990415_11.9A07.C21 

1096 
AAT/NAP 
1096 
96 



Seq. No. 


22563 








Seq. ID 


OJ990415_11.9A07.C21 


Gene No. 


46988 








Strand 




Start 


2978 








End 


3582 


Name 


OJ990415 11 


. 9A07 . 


C21.02 


.gs 


Method 


GENSCAN 


Start 


2978 








End 


3582 


GI . 


none 








Score 


.56 . 


Exons 


2978. .3093, 


3366. 


.3582 








Seq. No. 


22563 








Seq. ID 


O5990415_ll . 9A07 .C21 


Gene No. 


46989 








Strand 




Start 


4465 








End 


6079 


Name 


OJ990415 11 


.9A07. 


C21.01 


,tw 


Method 


TBLASTX: Wheat 


Start 


' 4 4 65 








End 


5861 


GI 


none 








Score 


352 


Exons 


4465. .4752, 


4482. 


.4757, 


5735. 


.5860, 5736. .5861, 5754. .5861 


Seq. No, 


22563 








Seq, ID 


OJ990415_11.9A07.C21 


Gene No. 


46989 








Strand 




Start 


4465 








End 


6079 


Name 


OJ990'415 11 


.9A07, 


C21.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


4509 








End 


6079 


GI 


none 








Score 


162 


Exons 


4509. ,4679, 


4522. 


.4770, 


5754. 


.5867, 5777, ,5866, 5947. .6078, 




5950. .6069, 


5951. 


.6079 








Seq. No, 


22563 








Seq. ID 


OJ990415_11 . 9A07 .C21 



22826 




Gene No. 


46989 






Strand 






Start 


4465 






End 


6079 




Name 


OJ990415 11 


. 9A07. 


C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


5736 






End 


6079 




GI 


none 






Score 


126 




Exons 


5736. .5867, 


5744 . 


.5866, 5948. 


..6079, 5950. .6078 




Seq. No. 


225:63 






',;;:-Seq. ID . 


• OJ990415_11.9A07, 


.C21 ' 


Gene No. 


4 698§" 






Strand 






Start 


4465 






End 


6079 




Name 


OJ990415 11 


. 9A07 . 


C21.ol.tc 


Method 


TBLASTX: Cress 




Start 


5745 






End 


6061 




GI 


none 






Score 


131 




Exons 


5745. .5867, 


5750. 


.5866, 5948, 


..6061, 5950. .6060 




Seq. No. 


22564 






Seq. ID 


OJ990415_11.9A07, 


.C22 


Gene No. 


46990 






Strand 






btart 


1 






End 


437 




Name 


OJ990415 11 


.9A07. 


C22.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


425 




GI 


3850579 






Score 


256 




Exons 


1. .425 












GI Descrip. 


(AC005278) 


Strong 


\ similarity to gb|D14550 extracellular 


dermal 



glycoprotein (EDGP) precursor from Daucus carota. ESTs 
gb|H37281, gb|T44167, gb|T21813, gb|N38437, gb|Z26470, 
gb|R65072, gb|N76373, gb|F15470, gb | Z35182 , " gb | H7 6373, gb|Z34678 



an. . . 



Seq. No. 


22564 








Seq. ID 


OJ990415_11.9A07, 


.C22 


Gene No. 


46990 








Strand 






Start 


1 








End 


437 




Name 


OJ990415 11. 


9A07. 


C22.01 


.tc 


Method 


TBLASTX: Cress 




Start 


3 








End 


437 




GI 


none 








Score 


97 




Exons 


3. .119, 126. 


.437, 


187. . 


342 








Seq. No. 


22564 








Seq. ID 


OJ990415_11.9A07, 


.C22 


Gene No. 


46990 








Strand 






Start 


-1 








End 


437 




Name 


OJ990415 11. 


9 AO 7. 


C22.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


3 








End 


393 




GI 


none 








Score 


117 




Exons 


3. .116, 126. 


.392, 


145. . 


393 








Seq. No. 


22564 








Seq. ID 


OJ990415_11.9A07. 


.C22 


Gene No. 


46990 








Strand 






Start 


1 








End 


437 




Name 


OJ990415 11. 


9A07. 


C22.01 


.gs 


Method 


GENSCAN 




Start 


15 








End 


434 




GI 


none 








Score 


1 




Exons 


15.- .-434 














Seq. No. 


22565 








Seq. ID 


OJ990415 11.9A07, 


.C23 


Gene No. 


46991 








Strand 


+ 




Start 


148 








End 


689 




Name 


OJ990415 11. 


9 AO 7. 


C23.01 


.np 


Method 


AAT/NAP 




Start 


148 








End 


689 





22827 



GI 6721516 Score 289 " 

Exons 148.. 388, 641.. 689 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 22565 Seq. ID 

Gene No. 4 6992 Strand 

Start 361 End 

Name • - OJ990415'_11 . 9A07 .C23 . oi . gs ' Method 

Start 361 End 

GI none Score 

Exons 361.. 478 



OJ990415_11 . 9A07 . C23 
478 

GENSCAN 

478 

.95 



Seq. No. 


22566 


Seq. ID 


OJ990915_ 


_16.9A18.C2 


Gene No. 


46993 


Strand 


+ 




Start 


120 


End 


1261 




Name 


OJ990915 16.9A18.C2.ol.gs 


Method 


GENSCAN 




Start 


120 


End 


1261 




GI 


none 


Score 


.5 




Exons 


120. .214, 988. .1261 








Seq. No. 


22567 


Seq. ID 


OJ990915 


_16.9A18.C3 


Gene No. 


46994 


Strand 


+ 




Start 


145 


' End 


586 




Name 


OJ990915 16.9A18.C3.ol.np 


Method 


AAT/NAP 




Start 


145 


End 


586 




GI 


3982612 


Score 


432 




Exons 


145. .586 








GI Descrip. 


(AF056150) disease resistance 


gene analog PICll 


[Zea mays] 


Seq. No. 


22567 


Seq. ID 


OJ990915_ 


16. 9A18.C3 


Gene No. 


46994 


Strand 


+ 




Start 


145 


End 


586 




Name 


OJ990915 16.9A18.C3.ol.gs 


^Method 


GENSCAN 




Start 


238 


End 


417 




GI 


none 


Score 


.77 




Exons. 


238. .417 









Seq. No. 22568 Seq. ID OJ990915_16 . 9A18 . 04 

Gene No. 4 6995 . Strand 

Start 1 End 701 

Name OJ990915_16 . 9A18 .C4 . ol . np Method AAT/NAP 

Start 1 End 701 

GI 4914413 Score 154 

Exons 1..131, 581.. 701 

GI Descrip. (AL050352) choline monooxygenase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



22568 
46995 

r 

OJ990915_ 
1 

none 



16.9A18.C4.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1..135, 3. .137, 578. .640, 582. .632 



22568 
46995 



Seq. ID 
Strand 



OJ990915_16.9A18.C4 
701 

-TBLASTX: Maize 
640 
221 



'bJ990915 16.9A18.C4 



22828 



start 


1 








End 


701 


Name 


OJ990915 16 


9A18 


.C4 .ol 


gs 


Method 


GENSCAN 


Start 


581 








End 


637 


GI 


none 








Score 


. 66 


Exons 


581. .637 












Seq. No. 


■22569 








Seq. ID 


OJ990915 


Gene No.-"' 


46996 








Strand 


* + 


Start 


1777 








End 


2773 


Name 


OJ990915 16 


9A18 


.C5.02 


gs 


Method 


GENSCAN 


Start 


1777 








End 


2773 


GI 


none 








Score 


.85 


Exons 


1777. .1947, 


2366 


. .2773 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22569 
46997 
1 

OJ990915_16 . 9A18 .C5.ol.np 
1 

4914413 



OJ990915 16.9A18.C5 



Seq. ID _ 
Strand 

End 2745 
Method AAT/NAP 
End 2745 
Score 556 

1..62, 304. .430, 540. .746, 832. .906, 1368. .1473, 1718. .1763, 
2442. .2745 

(AL050352) choline monooxygenase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22569 
46997 
1 

OJ990915_16 . 9A18 . C5 . ol . gs 
30 

none 



Seq. ID OJ990915_16.9A18.C5 
Strand 

End 2745 

Method GENSCAN 

End 1471 

Score .49 



30. .55, 540. .746, 832. .906, 1400. .1471 



Seq. No. 22569 

Gene No. 4 6998 

Start 3125 

Name ' OJ990915_16 . 9A18 . C5 . ol . 

Start , 1 

GI none 

Exons 1..54, 1..54, 8. .55, 32 
532. .648, 537. .650, 538 

Seq. No. 22569 

Gene No. 46998 

Start 3125 

Name OJ990915_16 , 9A18 . C5 . o2 . 

Start 1704 

GI none 

Exons 1704.. 1760, 1715.. 1765, 

Seq. No. 22569 

Gene No. 4 6998 

Start 3125 

Name 0 J9 90 9 1 5_1 6 . 9A1 8 . C5 . o3 . 

Start 3125- 

GI none 

Exons 3125.. 3229, 5210.. 5267, 



Seq. ID OJ990915_16.9A18.C5 
Strand 

End 8171 

tm Method TBLASTX : Maize 

End 655 

Score 81 
7. .431, 331. .432, 338. .433, 338. .433, 
..651, 539. .655 

Seq. ID OJ990915_16.9A18.C5 
Strand 

End 8171 

tm Method TBLASTX : Maize 

End 2577 

Score 76 
1717. .1764, 2440. .2577, 2440. .2571 

Seq. ID OJ990915_16.9A18.C5 
Strand 

End 8171 

gs Method GENSCAN 

End 8171 

Score .61 
6508. .6622, 7355. .7608, 7711. .8171 



22829 




Seq. No. 


22569 


Seq. ID 


OJ990915_ 


_16. 


9A18 


.C5 


Gene No. 


46998 


Strand 










Start 


3125 


End 


8171 








Name 


OJ990915 16 . 9A18 . C5 . ol . gp 


Method 


AAT/GAP 








Start 


7366 


End 


7790 








GI 


none 


Score 


718 








Exons 


7366 . . 7790 * 












Seq. No. 


22569 


Seq. ID 


OJ990915_ 


16. 


9A18 


.C5 


Gene No. 


46998 


Strand 










Start 


3125 


End 


8171 








Name 


OJ990915 16.9A18.C5.o2.np 


Method 


AAT/NAP 








Start 


7510 


End 


8117 








GI 


4572675 


Score 


106 








Exons 


7510.. 7663, 7738,. 7762, 7826. 


.8117 










GI Descrip. 


(AC006954) unknown protein [Arabidopsis thaliana] 






Seq. No. 


22570 


Seq. ID 


OJ990915_ 


16. 


9A18 


.C6 


Gene No. 


46999 


Strand 










Start 


1382 


End 


2738 








Name 


OJ990915 16.9A18,C6.ol.gs 


Method 


GENSCAN 








Start 


1382 S;:. • 


End 


2738 








GI 


none 


Score 


.52 








Exons 


1382.. 1506, 2398.. 2536, 2592. 


,2738 










Seq. No. 


22571 


Seq. ID 


OJ990915_ 


16. 


9A18 


.C8 


Gene No. 


47000 


Strand 


+ 








Start 


4104 


End 


4306 








Name 


OJ990915 16,9A18,C8,o2,np 


Method 


AAT/NAP 








Start 


4104 


End 


4306 








GI 


93144 


Score 


73 








Exons 


4104 . .4306 












GI Descrip, 


hypothetical protein - suid herpesvirus 1 (strain 








Indiana-Funkhuser or Becker) 


gi|334068 


(M57505) 


0RF2 






[Pseudorabies virus] 












Seq. No. 


22571 


Seq. ID 


OJ990915_ 


16. 


9A18 


,C8 


Gene No.' 


47001 


. Strand 


+ 








Start 


6582 


End 


7081 








Name 


OJ990915 16.9A18;c8.o2.gs 


Method 


GENSCAN 








Start 


6582 


End 


7081 








GI 


none 


Score 


.91 








Exons 


6582.. 6595, 6629.. 6834, 7011. 


.7081 










Seq. No. 


22571 


Seq. ID 


OJ990915_ 


16. 


9A18 


,C8 


Gene No. 


47002 


Strand 


+ 








Start 


8014 


End 


8782 








Name 


OJ990915 16,9A18.C8.o4.np 


Method 


AAT/NAP 








Start 


8014 


End 


8782 








GI 


4680183 


Score 


193 








Exons 


8014. ,8084, 8693. .8782. 












GI Descrip. 


(AF111709) gag-pol protein' [Oryza sativa subsp. 


indica] 




Seq. No. 


22571 


Seq. ID 


OJ990915_ 


16. 


9A18 


.C8 


Gene No. 


47003 


Strand 










Start 


165 


End 


6768 









22830 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. r'No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990915_16,9A18.C8.ol.gp 
165 

uC-osflcyp057d06bl 
165. .274, 1252. .1320, 2181, 
•5051789/emb|CAB45082.1| 7. 
[Arabidopsis thaliana] ' 

22571 
47003 
165 

OJ990915_16 . 9A18 .C8.ol.gs 

198 

none 

198. .274, 1252. .1320, 2181. 
3906. .4484 



Method AAT/GAP 
End 2361 
Score 4 93 
.2286, 2329.. 2361 

Oe-18 (AL078637) putative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_16. 9A18:C8 

6768 
GENSCAN 
4484 
.94 



.2286, 2669.. 2797, 3485.. 3597, 



Seq. No. 22571 

Gene No. ^ 47003 

Start ' ■-165 

Name OJ990915_16 . 9A18 .C8.ol.np 

Start 2180 

GI 5051789 

Exons 2180,, 2290, 2691.. 2797, 3485, 
4810.. 4913 

GI Descrip. (AL078637) putative protein [Arabidopsis thaliana] 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ990915_16,9A18,C8 

6768 
AAT/NAP 
4913 
257 



.3600, 3691.. 3793, 3906.. 4112, 



Seq. No. 22571 

Gene No. 47003 

Start 165 

Name OJ990915_16 . 9A18 . C8 . ol . tm 

Start 2181 

GI none 

Exons 2181.. 2282, 2181.. 2285, 2182, 
2722.. 2799, 2740.. 2799, 3476, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990915 16.9A18.C8 



6768 

TBLASTX: Maize 
3609 
148 

.2286, 2666.. 2752, 2668.. 2745, 
.3598, 3481. .3609, 3484. .3609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22571 Seq. ID OJ990915_16 . 9A18 . C8 

47003 ■ Strand 

165 End 6768 

OJ990915_16 . 9A18 . C8 . o2 . gp Method AAT/GAP 

2718 End 4088 

53585_1.R1084 . Score 799 

2718. .2797, 3485,. 3597, 3707.. 3793, 3906.. 4088 

'5051789/emb I CAB45082.il 3.0e-16 (AL078637) putative protein 

[Arabidopsis thaliana] * 



Seq, No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip, 



22571 Seq. ID 

47003 Strand 
165 End 
OJ990915_16 , 9A18 , C8 , o3 . np Method 
2990 End 
6016874 Score 
2990. ,3039, 4384. ,4585, 6696. ,6768 

(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase, (P03010) [Oryza sativa] 



OJ990915_16,9A18,C8 

6768 
AAT/NAP 
6768 
235 



Seq. No, 



22572 



Seq, ID OJ990915_16,,9A1B,C9 



22831 




Qene No. 


47004 


Strand 








Start 


182 • 


End 


981 






Name 


OJ990915 16. 9A18.C9.ol.gs 


Method 


GENSCAN 






Start 


182 


End 


981 






GI 


none 


Score 


. 66 






Exons 


"182. .257, 350. .592, 869. .981 










Seq. No. 


22573 


Seq. ID 


OJ990915_16. 


'9A18 


.CIO 


Gene No. 


47005 


Strand 


■ + 






Start 


716 


End 


2347 






Name 


OJ990915 16.9A18.C10.ol.gs 


Method 


GENSCAN 






Start 


716 


End 


2347 






GI 


none 


Score 


.94 






Exons 


716. .754, 826. .1407, 1673. .2347 








Seq. No. 


22573 


Seq. ID 


OJ990915_16. 


9A18 


.CIO 


Gene No. 


47005 


Strand 


+ 






Start 


716 


End 


2347 






Name 


OJ990915 16.9A18.C10.o2.np 


Method 


AAT/NAP 






Start 


879 


End 


2147 






GI 


6815094 


Score 


187 






Exons 


879. .947, 991. .1074, 1661. .1732, 1771. 


.1972, 2003.. 


2147 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


22573 


Seq. ID 


OJ990915_16. 


9A18 


• CIO 


Gene No. 


47006 


Strand 








Start 


3247 , 


End 


6926 






Name 


OJ990915 16.9A18.C10.o2.gs 


Method 


GENSCAN 






Start 


3247 


End 


5499 






GI 


none 


Score 


.9 






Exons 


3247.. 3669, 3987. .4276, 5031. 


.5181, 5320. .5499 







Seq. No. 


22573 




Seq. ID 


OJ990915_16. 9A18 


.CIO 


Gene No. 


47006 




Strand 






Start 


3247 




End 


6926 




Name 


OJ990915 16.9A18.C10.o3 


.np 


Method 


AAT/NAP 




Start 


3247 




End 


6926 




GI 


3522950 




Score 


664 




Exons 


3247.. 3689, 3980.. 4378, 


5031. 


..5181, 5320.. 5359, 6815.. 6926 


GI Descrip. 


(AC004411) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


22573 




Seq. ID 


OJ990915_16.9A18 


.CIO 


Gene No. 


47006 




Strand 






Start 


3247 




End 


6926 




Name 


OJ990915 16.9A18.C10.ol, 


-gp 


Method 


AAT/GAP 




Start 


3406 




End 


4112 




GI 


LIB34 32-029-P1-K1-D6 




Score 


717 




Exons 


3406.. 3669, 3987.. 4112 










GI Descrip. 


•3522950/gb IAAC34232.il 


6.0e- 


-23 (AC004411) hypothetical 


protein 




[Arabidopsis thaliana] * 










Seq. No. 


22573 




Seq. ID 


OJ990915_16.9A18 


.CIO 


Gene No. 


47006 




Strand 






Start 


3247 




End 


6926 




Name 


OJ990915 16. 9A18.C10.o2, 


• gp 


Method 


AAT/GAP 




Start 


5015 




End 


5444 




GI 


uC-osflcypl54e03bl 




Score 


537 





22832 



Exons 5015.. 5181, 5320.. 5444 

GI Descrip. '3510261 2.0e-09 {AC005310) 
thaliana] ' 



• 



hypothetical protein [Arabidopsis 



Seq. No. 22573 

Gene No. 47006 

Start 3247 

Name OJ990915_16. 9A18 .CIO . o3 . gp 

Start 5015 

GI uC-osflcypl54e03bl 

Exons 5015.. 5181, 5320.. 5443 

GI Descrip. '3510261 2.0e-09 {AC005310) 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_16.9A18.C10 
6926 

AAT/GAP . 

5443 

535 



hypothetical protein [Arabidopsis 



Seq. No. 


22573 








Seq. ID 


OJ990915_16.9A18.C10 


Gene No. 


47006 








Strand 




Start 


3247 








End 


6926 


Name 


OJ990915 16. 


9A18 


.C10.O4 . 


gp 


Method 


AAT/GAP 


Start 


5605 








End 


6021 


GI 


none 








Score 


800 


Exons 


5605. .6021 












Seq. No. 


22573 








Seq. ID 


OJ990915_16. 9A18.C10 


Gene No. 


47007 








Strand 




Start 


6920 








End 


7694 


Name 


OJ990915 16. 


9A18 


.ClO.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1006 








End 


1397 


GI 


none 








Score 


140 


Exons 


1006. .1161, 


1062 


. .1154, 


1230. 


.1397, 1231. .1374, 1238. .1378 


Seq. No. 


22573 








Seq. ID 


OJ990915_16.9A18.C10 


Gene No. 


47007 








Strand 




Start 


6920 








End. 


7694 


Name 


OJ990915 16. 


9A18 


.C10.O3. 


tm 


Method 


TBLASTX: Maize 


Start 


1006 








End 


1332 


GI 


' none 








Score 


107 


Exons 


1006. .1089, 


-1093 


. .1125, 


1122. 


.1163, 1123. .1164, 1251. .1331, 




1252. .1332, 


1255 


. .1332 








Seq. No.., 


22573 








Seq. ID 


OJ9'90915_16 . 9A18 .CIO 


Gene No. 


47007 








Strand 




Start 


6920' 








End 


7694 


Name 


OJ990915 16. 


9A18 


.C10.O2. 


tm 


Method 


TBLASTX: Maize 


Start 


1781 








End 


2037 


GI 


none 








Score 


230 


Exons 


1781. .2035, 


1789 


. .2037 









OJ990915 16.9A18.C10 



Seq. No. . 22573 ^ Seq. ID 

Gene No. 4 7007 . Strand 

Start 6920 End 

Name OJ990915_16 . 9A18 . CIO . ol . ts Method 

Start ' 3265 End 

GI 5509517 Score 

Exons 3265. .3339, 3358 .. 3519, 3358 .. 3594 , 3464. .3595 

GI Descrip. . 3522950 2.0e-36 (AC004411) hypothetical protein [Arabidopsis 
thaliana] 



7694 

TBLASTX : Soybean 

3595 

85 



22833 




Seq. No. 


22573 








Seq. ID 


OJ990915_16.9A18.C10 


Gene No. 


47007 








Strand 




Start 


6920 








End 


7694 


Name 


OJ990915 16 


.9A18 


.ClO.ol. 


,tm 


Method 


TBLASTX: Maize 


Start 


3451 








End 


4292 


GI 


none 








Score 


288 


Exons 


3451. .3672, 


3452 


. .3667, 


3453. 


.3671, 3454. .3672, 3984. .4292, 




3987. .4292 












Seq. No. 


22573 








Seq. ID 


.OJ990915_16.9A18.C10 


Gene No. 


47007 








Strand 




Start 


6920 








End 


7694 


Name 


OJ990915 16 


. 9A18, 


.C10.O2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4215 








End 


5385 


GI 


none 








Score 


76 


Exons 


4215. .4382, 


4216, 


. .4299, 


5027. 


.5221, 5029.. 5106, 5131.. 5154, 




5149. .5214, 


5317, 


. .5385 








Seq. No. 


22573 








Seq. ID 


OJ990915_16.9A18.C10 


Gene No. 


47007 








Strand 




Start 


6920 








End 


7694 


Name 


OJ990915 16 


. 9A18. 


.C10.O3. 


gs 


Method 


GENSCAN 


Start 


6920 








End 


7694 


GI 


none 








Score 


.43 


Exons 


6920. .7000, 


7243. 


. .7365, 


7683. 


.7694 




Seq. No. 


22574 








Seq. ID 


OJ990915 16.9A18.C11 


Gene No. 


47008 








Strand 


+ 


Start 


1444 








End 


3124 


Name 


OJ990915 16 


. 9A18, 


.011. ol. 


np 


Method 


AAT/NAP 


Start 


1444 








End 


3124 


GI 


4234846 








Score 


1340 


Exons 


1444. .1604, 


1647. 


. .3124 








GI Descrip. 


(AF082130) i 


gag-pol polyprotein [Zea mays] 


Seq. No. 


22574 








Seq. ID 


OJ990915_16.9A18.C11 


Gene No. 


47008 








Strand 


+ 


Start 


1444 








End 


3124 


Name 


OJ990915 16 


. 9A18 . 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1536 








End 


2547 


GI 


none 








Score 


586 


Exons 


1536. .2114, 


1537. 


. .2145, 


2155. 


.2286, 2226.. 2267, 2391. .2441,. 




2482. .2547 












Seq. No. 


22574 








Seq. ID 


OJ990915_16.9A18.C11 


Gene No . 


47008 








Strand 


+ 


Start 


1444 








End 


3124 


Name 


OJ990915 16 


. 9A18. 


,Cll.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2467 








End . 


2904 


GI 


none 








Score 


110 


Exons 


2467. .2664, 


2734. 


, .2904, 


2766. 


.2888 




Seq. No. 


22574 








Seq. ID 


OJ990915_16.9A18.C11 


Gene No. 


47008 








Strand 


+ 


Start 


1444 








End 


3124 


Name 


OJ990915 16 


.9A18. 


Cll.ql. 


ts 


Method 


TBLASTX : Soybean 


Start 


2761 








End 


3123 



22834 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start ■ , 
Name 
Start 
GI 

Exons 



none 

2761. .3123, 2772. .2978 

22574 
47008 
1444 

OJ990915_16.9A18.Cll.ol.tw 

2920 

none 

2920.. 3120, 2944.. 3120 



Score 321 



Seq. ID OJ990915_16.9A18.C11 

Strand + 

End 3124 

Method TBLASTX : Wheat 

End 3120 

Score 213 



22575 
47009 
1 

OJ990915_16. 9A18.C12.ol.np 
1 

4234852 
1. .1903 

(AF082133) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990915_16.9A18.C12 

Strand + 

End 1906 

Method AAT/NAP 

End 1903 

Score 2194 



22575 Seq. ID 

'47009 Strand 

1 End 
OJ990915_1 6 . 9A18 . C12 . ol . gs Method 

107 End 

none Score 
107. .1906 



OJ990915_16.9A18.C12 
+ 

1906 
GENSCAN 
1906 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



22575 
47009 
1 

OJ990915_16. 9A18.C12.ol.ts 
389 

5509260 

389. .826, .478. .750, 793. .825 



22575 
47009 
1 

OJ990915_16.9A18.C12.ol.tc 

476 

none 

476. .736, 478. .714 

22575 
47009 
1 

OJ990915_16 . 9A18 . C12 . ol . tw 

517 

none 



Seq. ID OJ990915_16.9A18.C12 

Strand + 

End 1906 

Method TBLASTX : Soybean 

End 82 6 

Score 365 



Seq. ID OJ990915_16.9A18.C12 

Strand + 

End 1906 

Method TBLASTX : Cress 

End 736 

Score 249 



Seq. ID OJ990915_16.9A18.C12 

Strand + 

End 1906 

Method TBLASTX : Wheat 

End 1297 

Score 364 



517. .864, 518. .862, 518. .871, 847. .1293, 848. .1297 



22575 Seq. ID 

47009 Strand 
1 End 

OJ990915 16.9A18.C12.o2.tm Method 



OJ990915_16.9A18.C12 
+ 

1906 

TBLASTX": Maize 



22835 



start 
GI 

Exons 



518 End 961 

none Score 275 

518. .826, 535. .825, 860. .961 



Seq. No. 22575 

Gene No. 47009 

Start 1 

Name OJ990915_16 . 9A18 . C12 . ol. tm 

Start 962 

GI ^ none 

Exons 962.. 1123, 1097.. 1393, 1237.. 

Seq. No. 22575 

Gene No. 47009 

Start 1 

Name OJ990915_16 . 9A18 . C12 . o2 . ts 

Start 1283 

GI none 

Exons 1283., 1465, 1474.. 1575, 1478, 

Seq. No. 22575 

Gene No. 47009 

Start 1 

Name OJ990915_16 . 9A18 .C12 . o3 . tm 

Start 1406 

GI none 

Exons 1406.. 1465, 1438.. 1458, 1447. 

Seq. No. 22575 

Gene No. 47009 

Start 1 

Name OJ990915_16 . 9A18 . C12 . o2 . tw 

Start 1449 

GI none 

Exons ' 1449.. 1562, 1453.. 1686, 1457. 



Seq. ID OJ990915_16.9A18.C12 
Strand + 

1906 

TBLASTX: Maize 
1393 
81 



End 
. Method 

End 

Score 
1392 



Seq. ID OJ990915_16.9A18.C12 

Strand + 

End 1906 

Method TBLASTX : Soybean 

End 1849 

Score 131 
.1669, 1658.. 1849 

Seq. ID OJ990915_16.9A18.C12 

Strand + 

End 1906 

Method TBLASTX : Mai ze 

. End 1864 

Score 55 
.1614, 1448.. 1624, 1673. .1864' 

Seq. ID OJ990915_16.9A18.C12 

Strand + 

End 1906 

Method TBLASTX : Wheat 

End 1852 

Score 51 
.1852 



Seq. No. 22576 

Gene No. 47010 

Start 112 

Name OJ990915_16 . 9A18 . C13 . ol . gs 

Start 112 

GI none 

Exons 112.. 2 90 



Seq. ID OJ990915_16.9A18.C13 

Strand + 

End 2 90 

Method GENSCAN 

End 290 

Score .91 



Seq. No. 22576 

Gene No. 47011 

Start 1007 

Name OJ990915_16 . 9A18 . C13 . o2 . gs 

Start 1007 

GI none 

Exons 1007. .1065, 2 660 .. 2926, '3102 . 

4517. .4945, 6175. .6861 



Seq. ID OJ990915_16.9A18.C13 

Strand + 

End 7184 

Method GENSCAN 

End ' 6861 

Score .84 . 

.3287, 3330.. 3462, 3576.. 3695, 



Seq. No. 22576 

Gene No. 47011 

Start 1007 

Name OJ990915 16 . 9A18 . C13 . ol . gp 



Seq. ID OJ990915_16.9A18.C13 

Strand + 

End 7184 

Method AAT/GAP 



22836 



start 3023 End • 7184 

GI 969_1.R1084 Score 3270 

Exons 3023.. 3287, 4517.. 4945, 6175,. 7184 

GI Descrip. ' 2499614/sp | Q40517 | NTF3_T0BAC l.Oe-179 MITOGEN-ACTIVATED PROTEIN 
KINASE HOMOLOG NTF3 (P43) >gi_4818^30_pir S39559 

mitogen-activated protein kinase 3 homol-og ntf3 - common tobacco 
>gi 406751_emb CAA49592 {X69971) NTF3 [Nicotiana tabacum] * 



Seq. No. 


22576 








Seq. ID 


OJ990915 


Gene No. 


47011 








Strand 


+ 


Start 


1007 








End 


7184 


Name 


OJ990915 16. 


9A18 


.013. ol. 


np 


Method 


AAT/NAP 


Start 


4523 








End 


6858 


GI 


6491800 








Score 


1920 


Exons 


4523. .4945, 


6175 


. .6858 








GI Descrip. 


(AJ251330) MAPK4 


protein [Oryza sativa] 




Seq. No. 


22576 








Seq. ID 


OJ990915 


Gene No. 


47012 








Strand 


+ 


Start 


12468 








End 


12967 


Name 


OJ990915 16. 


9A18 


.013 . o3 . 


gp 


Method 


AAT/GAP 


Start 


12468 








End 


12967 


GI 


none 








Score 


873 


Exons 


12468. .12967 










Seq. No. 


22576 








Seq. ID 


OJ990915 


Gene No. 


47m 








Strand 




Start 


7656 








End 


8398 


Name 


OJ990915 16. 


9A18 


.013.02. 


np 


Method' 


AAT/NAP 


Start 


7656 








End 


8328 


GI 


5869758 








Score 


276 


Exons 


7656. .7688, 


7901 


film 

* . O J. U J. , 


8218. 


.8328 




GI Descrip. 


(X58827) AT- 


■LSI : 




[Arabidopsis thaliana] 


Seq. No. 


22576 








Seq. ID 


OJ990915 


Gene No. 


47013 








Strand 




Start 


7656 








End 


8398 


Name 


OJ990915 16. 


9A18 


.013.02. 


gp 


Method 


AAT/GAP 


Start 


7983 








End 


8398 


GI 


1632694 








Score 


482 


Exons 


7983. .8101, 


8218 


. .8398 








Seq. No. 


22576 








Seq. ID 


OJ990915 


Gene No. 


47014 








Strand 




Start 


12566 








End 


13189 


Name 


OJ990915 16. 


9A18 


.013.01. 


tc 


Method 


TBLASTX:! 


Start 


4462 








End 


6840 


GI 


none 








Score 


241 


Exons 


4462. .4890, 


4520 


. .4948, 


4522. 


.4821, 4524. .4910, 




6162. .6347, 


6162 


. .6773, 


6167. 


.6400, 6190. .6837, 


Seq. No. 


22576 ■ 








Seq. ID 


OJ990915 


Gene No. 


47014 








Strand 




Start 


12566 








End 


13189 


Name , 


OJ990915 16. 


9A18 


.013. ol. 


tm 


Method 


TBLASTX:] 


Start 


4485 








End 


6862 


GI 


none 








Score 


638 



22837 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4485. ,4943, 4511. .4948, 4522. 
6190. .6861, 6199. .6861, 6455. 

22576 
47014 
12566 

OJ990915_16.9A18.C13.o2.ts 

4517 

none 

4517. .4948, 4522. .4821, 4562. 

22576 
47014 
12566 

OJ990915_1 6 . 9A18 . CIS . ol . tw 

4597 

none 

4597. .4938, 4622. .4948, 4625. 
6199. .6300 



.4947, 6173.. 6394, 6174. .6785, 
.68 62 

Seq. ID OJ990915_16.9A18.C13 
Strand 

End 13189 
Method TBLASTX : Soybean 
End 4 980 

Score 570 
.4948, 4873. .4980 

Seq. ID OJ990915_16.9A18.C13 
Strand 

End 13189 

Method TBLASTX: Wheat • 

End 6303 

Score 338 

.4945, 6180.. 6296, 6190.. 6303, 



Seq. No. 22576 

Gene No. 47014 

Start ^ 12566 

Name OJ990915_16. 9A18 .C13.ol. ts 

Start 6165 

GI none 

Exons 6165. .6332, 6174. .6488, 6182. .6391, 6190. .6492, 6492. .6785, 
6493. .6846, 6496. .6795 



Seq. ID OJ990915_16.9A18.C13 
Strand 

End 13189 • . 

Method TBLASTX*: Soybean 

End " 684 6 

Score 88 



Seq. No. * ' 2257 6 

Gene No. 47014 

Start 12566 

Name OJ990915_16 . 9A18 .C13 . o2 . tw 

Start 6307 

GI none 

Exons 6307.. 6477, 6316.. 6537, 6318, 

Seq. No. 22576 

Gene No. 47014 

Start 12566 

Name OJ990915_16 . 9A18 . C13 . o2 . tc 

Start 7889 

GI none 

Exons 7889.. 8101, 8176.. 8328 

Seq. No. 22576 

Gene No. 47014 

Start 12566 

Name OJ990915_16 . 9A18 .C13 . o2 . tm 

Start 7889 

GI none 

Exons 7889.. 8101, 8176.. 8334 

Seq. No. 22576 

Gene No. 47014 

Start - 12566 

Name OJ990915 16 . 9A18 . C13 . o3 . tw 



Seq. ID OJ990915_16.9A18.C13 
Strand 

13189 

TBLASTX: Wheat 
6537 
261 



End 

Method 
End 
Score 
.6527 



Seq. ID OJ990915_16.9A18.C13 
Strand 

End 13189 

Method TBLASTX : Cress 

End 8328 

Score 79 



Seq. ID OJ990915_16.9A18.C13 
Strand 

End 13189 

Method TBLASTX : Mai ze 

End 8334 

Score 83 



Seq. ID OJ990915_16.9A18.C13 
Strand 

End 13189 

Method TBLASTX : Wheat 



22838 




start 


7889 




End 


8262 


GI 


none 




Score 


86 


Exons 


7889. .8101, 7973. .8104,. 


8176. 


.8262 




Seq. No. 


22576 




Seq. ID 


■OJ990915_16 . 9A18 . C13 


npnp No 


47014 




Strand 




start 


12566 




•End 


13189 


Name 


OJ990915 16.9A18.C13.'o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


7889 




End 


8329 


GI 


none 




Score 


51 


Exons 


7889. .8101, 7953. .7997, 


7982. 


.8101, 8173. .8328, 8177. .8329 


Seq. No. 


22576 




Seq. ID 


OJ990915 16 9A18 C13 




47014 




Strand 




Start 


12566 




End 


13189 


Name 


OJ990915 16.9A18.C13.o4 


. gs 


Method 


GENSCAN 


Start 


12566 




End 


13189 


GI 


none 




Score 


.83 


Exons 


12566. .13006, 13178.. 13189 






Seq. No. 


22577 




Seq. ID 


OJ990915 16 9A18 C14 


riip-np No 


47015 




Strand 


+ 


Start 


52 




End 


4184 


Name 


OJ990915 16.9A18.C14.ol 


.gs 


Method 


GENSCAN 


Start 


52 




End 


4184 


GI 


none 




Score 


.86 


Exons 


52. .754, 1772. .1936, 2085. .2137, 3868.. 


3905, 4033.. 4184 


Seq. No. 


22577 




Seq. ID 


OJ990915_16.9A18.C14 


Qfanp No 


47016 • 




Strand 


+ 


Start 


4299 




End 


8513 


Name 


OJ990915 16.9A18.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


194 




End 


486 


GI 


none 




Score 


69 


Exons 


194.. 256, 194.. 232, 236 


. .424, 


247. .420, 


286. .486 


Seq. No. 


22577 




Seq. ID 


OJ990915_16.9A18.C14 


Gene No. 


47016 




Strand 


+ 


Start 


4299 




End 


8513 


Name 


OJ990915 16.9A18.C14.o2 


.gs 


Method 


GENSCAN 


Start 


4299 




End 


8484 


GI 


none 




Score 


.79 


Exons 


4299. .4515, 4612. .4743, 


4837. 


.4904, 5024. .5088, 5276. .5342, 




5438.. 5725, 5803.. 5943, 


6044. 


.6295, 6726.. 6805, 6900.. 6993, 




7536.. 7618, 8127.. 8484 








Seq. No. 


22577 




Seq. ID 


OJ990915_16.9A18.C14 


Gene No. 


47016 




Strand 


+ 


Start 


4299 




End 


8513 


Name 


. OJ990915 16.9A18.C14.ol 


. np 


Method 


AAT/NAP 


Start 


4440 




End 


8513 


GI 


3927835 




Score 


1006 ^ 



Exons 4440. .4515, 4612. .4743, 4837. .4904, 5024. .5088, 5276. .5342, 

5438. .5725, 5803. .5979, 6044. .6295, 6726. .6805, 6891. .6993, 
7536. .7618, 8127. .8278, 8312. .8513 

GI Descrip. (AC005727) putative para-aminobenzoate synthase and glutamine 
amidotransf erase, a bifunctional enzyme [Arabidopsis thaliana] 



22839 



Seq. No. 22577 

Gene No. 47016 

Start 4299 

Name OJ990915_16. 9A18 .C14 . ol . ts 

Start 4452 

GI none 

Exons 4452.. 4523, 4475.. 4564, 
4836, .4904, 5021. .5077 



Seq. ID OJ990915_16.9A18.C14 

Strand + 

End 8513 

Method TBLASTX : Soybean 

End 5077 

Score 103 
4629. .4778, 4634. .4753, 4835. .4909, 



Seq. No. 22578 Seq. ID 

Gene No. 47017 Strand 

Start 115 End 

Name OJ990915_16. 9A18.C15.ol.gs Method 

Start 115 End 

GI none Score 

Exons 115 . .64 6 



OJ990915_16.9A18.C15 
+ 

646 

GENSCAN 

646 

.55 



Seq. No. 22578 Seq. ID OJ990915_16.9A18.C15 

Gene No. 47017 Strand + 

Start 115 End 646 

Name OJ990915_16 . 9A18 . C15 , ol . np Method AAT/NAP 

Start 115 End 607 

GI 3927835 Score 630 

Exons 115.. 607 

GI Descrip. (AC005727) putative para-aminobenzoate synthase and glutamine 
amidotransf erase, a bifunctional enzyme [Arabidopsis thaliana] 



Seq. No. 


22578 


Seq. ID 


OJ990915_16.9A18.C15 


Gene No. 


47018 


Strand 


+ 


Start 


1269 


End 


1505 


Name 


OJ990915 16.9A18.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


109 


End 


466 


GI 


none 


Score 


266 


Exons 


109. .411, 110. .466 






Seq. No. 


22578 


Seq. ID 


OJ990915_16.9A18.C15 


Gene No. 


47018 


Strand 


+ 


Start 


1269 


End 


1505 


Name 


OJ990915 16. 9A18.C15.o2.gs 


Method 


GENSCAN 


Start 


1269 


End 


1505 


GI 


none 


Score 


.74 


Exons 


1269.. 1288, 1420.. 1505 






Seq. No. 


22579 


Seq. ID 


OJ990915_16 . 9A18 .C16 


Gene No. 


47019 


Strand 


+ 


Start 


1 


End 


3998 


Name 


OJ990915 16.9A18.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3998 


GI 


6598511 


Score 


741 


Exons 


1..128, 212. .356, 496. .620, 


763. .855>. 


948. .998, ri03. .1168, 




1265.. 1330, 1431.. 1511, 1596 


. .1673, '1736. .1905, 2012. .2118, 




2228.. 2327, 2445.. 2652, 3979 


. .3998 




GI Descrip. 


(AC006069) unknown protein [Arabidopsis thaliana] 


Seq. No. 


22579 


Seq. ID 


OJ990915_16.9A18.C16 


Gene No. 


47019 


Strand 


+ 



22840 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990915_16.9A18.C16.ol.gs 

206 

none 



End 

Method 

End 

Score 



3998 
GENSCAN 
2756 
.72 



206. .356, 496. .620, 826. .855, 1265. .1330, 1596. .1676, 
1723.. 1929, 2018.. 2093, 2200.. 2327, 2445.-2756 



22579 
47020 
3264 

OJ990915_16.9A18.C16.o2.ts 

797 

none 



Seq. ID OJ990915_16.9A18.C16 
Strand 

End 4055 

Method TBLASTX : Soybean 

End 1661 

Score 4 2 



797. .838, 945. .989, 947. .1018, 1101. .1166, 1102. .1179, 
1103. .1165, 1255. .1323, 1265. .1324, 1428. .1511, 1430. .1510, 
1593. .1661 



Seq. No. 22579 

Gene No. 47020 

Start 3264 

Name OJ990915_16 . 9A18 .C16 . o2 

Start 1051 
GI * none 

Exons 1051. .1179, 1092. .1151, 
1428. .1532, 1439. .1510, 

Seq. No. 22579 

Gene No. 47020 

Start 3264 

Name O J9 90 9 1 5_1 6 . 9A1 8 . C 1 6 . o2 

Start 1104 

GI none 

Exons 1104.. 1157, 1111.. 1179, 
1430.. 1510, 1593. .1661, 

Seq. No. 22579 

Gene No. 47020 

Start 3264 

Name OJ990915_16 . 9A18 . C16 . ol 

Start 3264 

GI 21459_1.R1084 

Exons 3264.. 3604, 3690.. 3868, 

GI Descrip. M512653/gb | AAD21708 . 1 | 
[Arabidopsis thaliana] * 

Seq. No. 22579 

Gene No. 47020 

Start 3264 

Name OJ990915_16 . 9A18 .C16 . ol 

Start 3532 

GI none 

Exons 3532. .3606, 3668.. 3871, 
3944.. 4054, 3952.. 4053 

Seq. No. 22579 

Gene No. 47020 

Start 3264 



Seq. ID OJ990915_16.9A18.C16 
Strand 

End 4055 
.tm Method TBLASTX : Maize 

End 2303 

Score 62 
1093. .1152, 1094. .1165, 1265. .1324,' 
1593.. 1661, 1595.. 1645, 2259.. 2303 

Seq. ID OJ990915_16.9A18.C16 
Strand 

End 4055 

.tc Method TBLASTX: Cress 

End 1661 

Score 87 
1112. .1165, 1265. .1345, 1428. .1511, 
1595.. 1645 

Seq. ID OJ990915_16.9A18.C16 
Strand 

End 4055 

.gp Method AAT/GAP 

End 4055. 

Score 1147 
3952. .4055 

l.Oe-100 (AC007048) unknown protein 



Seq. ID OJ990915_16.9A18.C16 
Strand 

End 4055 

.tc Method TBLASTX: Cress 

End 4054 

Score 147 
3684. .3881, 3689.. 3772, 3824.. 3871, 



Seq. ID OJ990915_16.9A18.C16 
Strand 

End 4055 



22841 



Name 

Start 

GI 

Exons 



OJ990915_1 6 . 9A18 . CI 6 . ol . tm Method TBLASTX : Maize 
3532 End 4055 

none Score 4 4 

3532.. 3606, 3535.. 3603, 3551.. 3613, 3668.. 3871, 3684.. 3881, 
3689. .3772, 3824. .3871, 3932. .4054, 3952. .4053, 3975. .4055 



Seq. No. 


22579 


Seq. ID 


OJ990915 


_16.9A18.C16 


Gene No, 


47020 


Strand 






Start 


3264 


End 


4055 




Name 


OJ990915_16. 9A18 .CI6.0I. ts 


Method 


TBLASTX: 


Soybean 


Start 


3532 


End 


4054 




GI 


none 


Score 


57 




Exons 


3532.. 3606, 3551.. 3613, 3683 


..3871, 3689. .3772, 


3824. .3871, 




3932.. 4054, 3952.. 4053 








Seq. No. 


22579 


Seq. ID 


OJ990915 


_16. 9A18 ;C16 


Gene No. 


47020 


Strand 






Start 


3264 


End 


4055 




Name 


OJ990915 16.9A18.C16.o2.np 


Method 


AAT/NAP 




Start 


3535 


End 


4055 




GI 


4512653 


Score 


455 




Exons 


3535.. 3604, 3690.. 3868, 3952 


. .4055 






GI Descrip. 


(AC007048) 26S proteasome regulatory 


subunit S2 


[Arabidopsi 




thaliana] 








Seq. No. 


22580 


Seq. ID 


OJ990915 


_16.9A18.C17 


Gene No. 


47021 


Strand 






Start 


1 


End 


692 




Name 


OJ990915' 16.9A18.C17.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


640 




GI 


21459 1.R1084 


Score 


486 




Exons 


1..105, 186. .245, 543. .640 








GI Descrip. 


M512653/gb|AAD21708.1| l.Oe 


-100 (AC007048) unknown protein 




[Arabidopsis thaliana] ' 








Seq. No. 


22580 . 


Seq. ID 


OJ990915 


_16.9A18.C17 


Gene No. 


47021 


Strand 






Start 


1 


End 


692 




Name 


OJ990915 16.9A18.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


692 




GI 


4512653 


Score 


380 




Exons 


1..105, 186. .239, 537. .692 








GI Descrip. 


(AC007048) .26S proteasome regulatory 


subunit S2 


[Arabidopsi 




thaliana] 








oeq. wo. 


22580 


Seq. ID 


OJ990915 


_16.9A18.C17 


Gene No. 


47021 


Strand 






Start . 


1 


End 


692 




Name 


OJ990915 16.9A18.C17.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


10 


End 


692 




GI 


none 


Score 


109 




Exons 


10.. 105,' it: ..103, 186. .248, 


186. .245, 


531. .692, 


535. .690 


Seq. No. 


22580 


Seq. ID 


OJ990915 


_16.9A18.C17 


Gene No. 


47021 


Stra'nd 






Start 


1 


End 


692 




Name 


OJ990915 16.9A18.C17.ol.ts 


Method 


TBLASTX: 


Soybean 



22842 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . . 

Start 

Name 

Start 

GI 

Exons 



10 End 692 

none Score 119 

10. .105, 11. .106, 180. .245, 187. .246, 531. .692, 535. .687 



22580 
47021 
1 

OJ990915_1 6 .•9A18 . C17 . ol , tm 

178 

none 



Seq. ID OJ990915_16.9A18.C17 
Strand 

End 692 

Method TBLASTX: Maize 

End 692 

Score 67 



178. .246, 180. .245, 199. .246, 200. .247, 524. .673, 531. .692, 
534. .674, 535. .690 



22580 
47021 
1 

OJ990915_1 6 . 9A18 . C17 . ol . gs 

186 

none 

186. .245, 543. .668 



Seq. ID OJ990915_16.9A18.C17 
Strand 

End 692 

Method GENSCAN 

End 668 

Score .69 



22581 
47022 
1 

OJ990915_16 , 9A18 . C18 . ol . np 
1 

4512653 
1..197, 734. .759 

(AC007048) 26S proteasome regulatory subunit S2 [Arabidopsis 
thaliana] 



Seq. ID OJ990915_16.9A18.C18 
Strand 

759 

AAT/NAP 
759 
116 



End 

Method 

End 

Score 



22581 
47022 
1 

OJ990915_16.9A18.C18.ol.tm 
81 

none 

81. .200, 81. .200, 83. .232 



Seq. No. 22581 

Gene No. 47022 

Start 1 

Name OJ990915_16 . 9A18 . C18 . ol . gs 

Start 84 

GI none 

Exons 8 4.. 197 



Seq. ID OJ990915_16.9A18.C18 
Strand 

End 759 

Method TBLASTX: Maize 

End 232 

Score 161 



Seq. ID OJ990915_16.9A18.C18 
Strand 

End 759 

Method GENSCAN 

End 197 

Score .79 



Seq. No. 22582 

Gene No. 47023 

Start 1 

Name OJ990915_16 . 9A18 . C19 . ol . gp 

Start 1 

GI LIB3474-008-P1-K1-E3 

Exons 1..162, 255.. 337 

GI Descrip. ' 4512653/gb | AAD21708 . 1 |' 2.0e-39 {AC007048) unknown protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990915_16-.9A18.C19 
Strand 

End 2718 

Method AAT/GAP 

End 337 , 

Score 454 



22843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



22582 
47023 
1 

OJ990915_16.9A18.C19.ol.tc 
1 

none 



Seq. ID OJ990915_16.9A18.C19 



Strand 
End 

Method 

End 

Score 



2718 

TBLASTX: Cress 

544 

107 



1..180, 2. .133, 13. .201, 259. .318, 431. .544, 445. .543 



22582 
47023 
1 

OJ990915_16 . 9A18 . C19 . ol . tm 
1 

none 



2718 

TBLASTX: Maize 
357 
108 

1..96, 2. .109, 91. .180, 98. .181, 249. .356, 259. .357 



Seq. ID OJ990915_16.9A18.C19 
Strand 
End 

Method 
End 
Score 



22582 
47023 
1 

OJ990915_16.9A18.C19.ol.ts 
1 

none 



Seq. ID OJ990915_16.9A18.C19 
Strand 

End 2718 

Method TBLASTX : Soybean 

End 2442 

Score 129 



1..180, 2. .181, 262. .309, 445. .585, 446. .586, 446. .589, 
477. .590, 517. .612, 676. .783, 677. .784, 678. .782, 800. .955, 
842. .949, 847. .960, 847. .963, 1054. .1146, 1056. .1163, 
1369. .1440, 1537. .1647, 1544. .1642, 1738. .1824, 1739. .1825, 
1917. .1979, 1931. .1990, 2358. .2438, 2359. .2442 



22582 
47023 
1 

OJ990915_16.9A18.C19.ol.np 
1 

4512653 

1..162, 249. .359, 445. .585, 



Seq. ID OJ990915_16.9A18.C19 



Strand 
End 

Method 
End 
Score 
677. .781, 



2718 
AAT/NAP 
2718 
1033 
847. .954, 



1369. .1449, 1531. .1639, 1742 .. 1824 , 1940 .. 1978, 
2684.. 2718 

(AC007048) 26S proteasome regulatory subunit S2 
thaliana] , 



1062. 
2370. 



1220, 
2439, 



[Arabidopsis 



Seq. No. 22582 Seq. ID OJ990915_16.9A18.C19 

Gene No. 47023 Strand 

Start 1 End 2718 

Name OJ990915_16 . 9A18 . C19 . ol . gs Method GENSCAN 

Start 255 End 2435 

GI none Score . 94 

Exons 255. .359, 445. .585, 677. .781, 847. .954, 1062. . 1220, 1369. .1449, 
1528. .1639, 1742. .1824, 1940. .1978, 2370. .2435 



Seq. No. 22583 Seq. ID OJ990915_16.9A18.C20 

Gene No. 47024 • Strand + 

Start 4558 End 7294 . 

Name OJ990915_16 . 9A18 . C20 . o2 . gs Method GENSCAN 

Start 4558 End* 7177 

GI none Score .49 

Exons 4558. .4748, 6021. .6230, 6735. .6843, 6928. .7177 



22844 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip, 



22583 Seq. ID 

47024 Strand 

4558 End 

0 J9 9 0 9 1 5_1 6 . 9A1 8 . C2 0 . o2 . np Method 

6064 End 

4938478 Score 



OJ990915_16.9A18.C20 
+ 

7294 
AAT/NAP 
7294 
762 



6064.. 6230, 6699.. 6843, 6928.-7294 

(AL078464) proteinase-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22583 
47025 
1 

OJ990915_16.9A18.C20.ol.np 
1 

4512653 



OJ990915 16.9A18.C20 



Seq. ID 
Strand 

End 2109 

Method AAT/NAP 

End 1963 

Score 415 

1..112, 438. .505, 733. .792, 878. .998, 1636. .1736, 1823. .1963 
(AC007048) 26S proteasome regulatory subunit S2 [Arabidopsis 
thaliana] 



Seq. No. 


22583 








Seq. ID 


OJ990915_16.9A18 


.C20 


Gene No. 


47025 








Strand 






Start 


1 








End 


2109 




Name 


OJ990915 


_16. 


9A18.C20.ol 


.gs 


Method 


GENSCAN 




Start 


70 








End 


1963 




GI 


none 








Score 


.89 




Exons 


70. .112, 


438 


..505, 733. 


.792, 


878. .998, 


1636.. 1736, 1823 


. .1963 


Seq. No. 


22583 








Seq. ID 


.OJ990915_16.9A18 


.C20 


Gene No. 


47025 








Strand 






Start 


1 








End 


2109 




Name 


OJ990915 


_16. 


9A18.C20.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


70 








End 


1736 




GI 


none 








Score 


71 




Exons 


70. .114, 


437 


..508, 718. 


.798, 


719. .793, 


878. .1000, 879.. 


1004, 



1635. .1736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



22583 
47025 
1 

OJ990915_16.9A18.C20.ol.gp 
878 

uC-osroM202001e08bl 



OJ990915 16.9A18.C20 



Seq. ID 
Strand 

End 2109 
Method AAT/GAP 
End 2109 
Score - 952 
878. .998, 1636. .1736, 1823. .2109 

M512653/gb|AAD21708.1| l.Oe-24 (AC007048) unknown protein 
[Arabidopsis thaliana] ' 



22583 
47026 
6018 

OJ990915_16. 9A18.C20.o2.tm 

6018 

none 

6018.. 6230, 6052.. 6096, 6079. 

22583 
47027 
6926 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990915_16.9A18.C20 
6250 

TBLASTX: Maize 
6250 " 
46 

6228, 6098.. 6250 

OJ990915_16.9A18.C20 
7292 



22845 




Name 


OJ990915 16.9A18.C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6926 




End 


7092 


GI 


none 




Score 


166 


Exons 


6926. .7081, 6927. .7082, 


6927. 


.7091, 6928.. 7092 


Seq. No. 


22583 




Seq. ID 


OJ990915 16.9A18.C20 


Gene No. 


47027 




Strand 




Start 


6926 




End 


7292 


Name 


OJ990915 16.9A18.C20.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6930 




End 


7292 


GI 


none 




Score 


485 


Exons 


6930. .7292, 6931. .7290 








Seq. No. 


22584 




Seq. ID 


OJ990915 16.9A18.C21 


Gene No. 


47028 




Strand 


+ ~ 


Start 


167 




End 


1396 


Name 


OJ990915 16.9A18.C21.ol. 


gs 


Method 


GENSCAN 


Start 


167 




End 


1045 


GI 


none 




Score 


.76 


Exons 


167. .239, 376. .772, 972. 


.1045 






Seq. No. 


22584 




Seq. ID 


OJ990915_16.9A18.C21 


Gene No. 


47028 




Strand 


+ 


Start 


167 




End 


1396 


Name 


OJ990915 16.9A18.C21.ol. 


np 


Method 


AAT/NAP 


Start 


167 




End 


1396 


GI 


3176726 




Score 


442 


Exons 


167. .239, 487. .811, 1362 


. .1396 




GI Descrip. 


(AC002392) putative serine protease [Arabidopsis thaliana] 


Seq. No. 


22584 




Seq. ID 


OJ990915 16.9A18.C21 


Gene No. 


47028 




Strand 


+ 


Start 


167 




End 


1396 


Name 


OJ990915 16.9A18.C21.ol. 


gp 


Method 


AAT/GAP 


Start" 


600 




End 


999 


GI 


LIB3475-001-P1-K2-A5 




Score 


331 


Exons 


600.. 776, 929. .999 








GI Descrip. 


M176420/dbj IBAA37167 1 2 


.Oe-11 {AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


22584 




Seq. ID 


OJ990915_16.9A18.C21 


Gene No. 


47029 




Strand 




Start 


1097 




End 


1396 


Name 


OJ990915 16.9A18.C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


165 




End 


793 


GI 


none 




Score 


119 


Exons 


165.. 239, 165.. 239, 166. 


.240, 


169. .240, 


451. .771, 475. .768, 




485.. 769, 486.. 770, 602. 


.793 






Seq. No. 


22584 




Seq. ID 


OJ990915_16.9A18.C21 


Gene No. 


47029 




Strand 




Start ■ 


1097 




End 


1396 - 


Name 


OJ990915 16. 9A18.C21.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


165 




End 


721 


GI 


none 




Score 


110 


Exons 


165.. 239, 451.. 720, 486; 


.719, 


602. .721 





22846 



Seq. No. 


22584 




Seq. ID 


OJ990915_16.9A18 


.C21 


Gene No. 


47029 




Strand 






Start 


1097 




End 


1396 




Name 


OJ990915 16.9A18.C21.o2. 


np 


Method 


AAT/NAP 




Start 


1097 




End 


1396 




GI 


6815099 




Score 


88 




Exons 


1097. .1396 










GI Descrip. 


{AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22585 




Seq. ID 


OJ990915_16.9A18, 


.C22 


Gene No. 


47030 




Strand 


+ 




Start 


1 




End 


955 




Name 


OJ990915 16.9A18.C22.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


955 




GI 


3176726 




Score 


313 




Exons 


1..32, 569. .955 










GI Descrip. 


{AC002392) putative serine protease [Arabidopsis thaliana] 


Seq. No. 


22585 




Seq. ID 


OJ990915_16. 9A18. 


.C22 


Gene No . 


47030 




Strand 


+ 




Start 


1 




End 


955 




Name 


OJ990915 16 9A18 C22 ol 


ts 


MpI" hod 






Start 


571 ~ 




End 


876 




GI 


none 




Score 


351 




Exons 


571 861, 590 868, 599 


.865, 


679 . .876 






Seq. No. 


22585 




Seq. ID 


OJ990915_16.9A18, 


.C22 


Gene No. 


47030 




Strand 


+ 




Start 


1 




End 


955 




Name 


OJ990915 16 9A18 C22 ol 


y ^ 


Mf^^l" hod 


GEN SCAN 




Start 


593 ~ 




End 


860 




GI 


none 




Score 


. 61 




Exons 


593 860 

•J •J % % \> \J\J 










Seq. No. 


22585 




Seq. ID 


OJ990915_16.9A18, 


.C22 


Gene No. 


47030 




Strand 


+ 




Start 


1 • 




End 


955 




Name 


OJ990915 16. 9A18.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


613 




End 


865 




GI 


none 




Score 


200 




Exons 


613. .861, 635. .865 










Seq. No. 


22585 




Seq. ID 


OJ990915 16.9A18. 


.C22 


Gene No. 


47030 




Strand 


+ 




Start 


1 




End 


955 




Name 


OJ990915 16.9A18.C22.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


642 




End 


865 




GI 


none 




Score 


150 




Exons 


642. .845, 642. .860, 643. 


.861, 


644 . .865 






Seq. No. 


22585 




Seq. ID 


OJ990915_16.9A18. 


,C22 


Gene No. 


47030 




Strand 


+ 




Start 


1 




End 


955 




Name ^ 


OJ990915 16.9A18.C22.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


694 




End 


870 




GI 


none 




Score 


226 




Exons 


694. .861, 695. .865, 750. 


.863, 


760. .870 







22847 



Seq. No. 22585 Seq. ID 

Gene No. 47030 Strand 

Start 1 End 

Name OJ990915_16 . 9A18 . Z21 . ol . gp Method 

Start 712 * End 

GI 3106804 Score 

Exons 712.. 872 

GI Descrip. 4 938478/einb | CAB43837 . 1 1 6.0e-48 (AL078464) proteinase-like 

. protein [Arabidopsis thaliana] 



OJ990915_16 . 9A18 .C22 
+ 

955 

AAT/GAP 
872 
283 



Seq. No. 


22586 . 




Seq. ID 


OJ990915_16.9A18 


.023 


Gene No. 


47031 




Strand 


+ 




Start 


124 




End 


430 




Name 


OJ990915 16. 9A18 .C23 . ol . 


gs 


Method 


GENSCAN 




Start 


124 




End 


430 




GI 


none 




Score 


. 71 




Exons 


124 . . 169, 360 . . 430 










Seq. No. 


22587 




Seq. ID 


OJ990915_16.9A18 


.C24 


Gene No. 


47032 




Strand 


+ 




Start 


165 




End 


1177 




Name 


OJ990915_16.9A18.C24 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


163 




' End 


929 




GI 


none 




Score 


107 




Exons 


163. .240, 163. .234, 313. 


. 387, 


326. . 394, 


478 . . 525, 857 . . 


925, 




858 . . 929 










Seq. No. 


22587 




Seq. ID 


OJ990915_16.9A18 


.024 


Gene No. 


47032 




Strand 


+ 




Start 


165 




End 


1177 




Name 


OJ990915 16.9A18.C24.ol. 


gs 


Method 


GENSCAN 




Start 


165 




End 


1168 




GI 


none 




Score 


. 8 




Exons 


165. .239, 315.. 389, 477. 


.524, 


860. .928, 


1006. . 1168 




oeq . INO . 


22587 




Seq. ID 


OJ990915_16.9A18 




Gene No. 


47032 




Strand 


+ 




Start ' • 


165 




End 


1177 




Name 


OJ990915 16.9Al8.C24.ol. 


np 


Method 


AAT/NAP 




Start 


165 


End 


1177 




GI 


3885340 




Score 


260 




Exons 


165. .239, 315. .389, 477. 


.524, 


817. .928, 


1006. .1177 




GI Descrip. 


(AC005623) ' unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


22588 




Seq. ID 


OJ990915_16.9A18 


-025 


Gene No. 


47033 




Strand 


+ 




Start 


1 




End 


1953 




Name 


OJ990915 16.9A18.C25.ol. 


gp 


.Method 


AAT/GAP 




Start ■ 


1 




End 


1184 




GI 


LIB3433-051-P1-K1-G7 




Score 


845 




Exons 


1..326, 405. /453, 1092.. 


1184 








GI Descrip. 


' 4 938478/emb ICAB43837.il 


6.0e 


-48 (AL078464) proteinase- 


like 



protein [Arabidopsis thaliana] * 



Seq. No. 22588 Seq. ID OJ990915_16 . 9A18 . 025 

Gene No. 47033 Strand + 

22848 



start 1 End 1953 

Name OJ990915_16 . 9A18 . C25 . ol , np Method AAT/NAP 

Start 1 . End 1950 

GI 3885340 Score 717 .-. 

Exons - - ■ 1. . 326, 405 . . 453, ;;j^86, . 1327, 14 13 1503,- 1^40 .. 1607 > 1893'. . 1950 

GI'Descrip. (AC005.623) unknown'-'prptein [Arabidopsis- thaliana] ; 

Seq. No. 22588 - Seq. ID OJ990915_1 6 . 9A18 . C25 

Gene No. 47033 Strand + 

Start 1 End 1953 

Name OJ990915_16. 9A18.C25.ol.gs Method GENSCAN 

Start 85 End 1953 

GI none Score . 98 

Exons 85.. 326, 405.. 453, 1092.. 1327, 1413.. 1607, 1893.. 1953 



Seq. No. 22588 

Gene No. 47034 

Start 1885 

Name OJ990915_16 . 9A18 . C25 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990915_16.9A18.C25 
Strand 

End 2155 

Method TBLASTX : Mai ze 

End 1242 

Score 4 47 



1..324, 1..330, 27. .326, 403. .459, 404. .460, 405. .458, 
1090.. 1242 



Seq. No. 22588 Seq. ID OJ990915_16.9A18.C25 

Gene No. 4 7034 Strand 

Start 1885 End 2155 

Name OJ990915_16 . 9A18 . C25 . ol . ts Method TBLASTX : Soybean 

Start 133 End 444 

GI none Score 306 

Exons 133. .324, 138. .326, 150. .326, 402. .440, 403. .444, 405. .443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22588 
47034 
1885 

OJ990915_16.9A18.C25.ol.tc 

196 

none 



Seq. ID OJ990915_16.9A18.C25 
Strand 

End 2155 

Method TBLASTX : Cress 

End 1956 

Score 195 



196. .324, 198. .326, 403. .453, 405. .452, 1101. .1163, 1272. .1328, 
1299. .1328, 1413. .1448, 1414. .1443, 1567. .1593, 1909. .1956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22588 
47034 
1885 

OJ990915_16. 9A18.C25.o2.tm 

1243 

none 



Seq. ID OJ990915_16.9A18.C25 
Strand 

End 2155 

Method . TBLASTX: Maize 

End 1953 

Score 116 



1243. .1326, 1248. .1328, 1387. .1605, 1414. .1476, 1424. .1606, 
1425. .1610, 1878. .1952, 1891. .1953 



Seq. No. 22588 Seq. ID OJ990915_16.9A18.C25 

Gene No. 4 7034 Strand 

Start 1885 End 2155 

Name OJ990915_16 . 9A18 . C25 . o2 . gp Method AAT/GAP 

Start 1885 End 2155 

GI 3107137 " Score 485 

Exons 1885.. 2155 



22849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22589 
47035 
1 

OJ990915_16.9A18.C26.ol'';np 

i • * . - ■ 

4938478 
1..57, 166. .581 

{AL078464) proteinase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990915_16.9A18.C26 
Strand + 
End 602 - 

•Method AAT/NAP 
^End ' V: -5Bi ■ : - 
Score •391 



22589 
47035 
1 

OJ990915_16 . 9A18.C26.ol. tm 
2 

none 

2. .58, 3. .59, 123. .581, 142, 
438. .602 



Seq. ID OJ990915_16.9A18.C26 
Strand 
End 

Method 
End 
Score 
.309, 168. 



+ 

602 

TBLASTX: Maize 
602 
90 

.395, 179. .583, 293. .583, 



Seq. No. 22589 

Gene No. 47035 

Start 1 

Name OJ990915_16 . 9A18 . e26 . ol . tc 

Start 18 

GI none 
Exons 



Seq. ID OJ990915_16.9A18.C26 

Strand + 

End 602 

Method TBLASTX : Cress 

"End 578 

Score 55 



18. .56, 168. .224, 270. .578, 284. .571 



Seq. No. 22589 
Gene No. * 47035 

Start 1 

Name OJ990915_16 . 9A18 . C26 . ol . ts 

Start 147 

GI none 
Exons 



Seq. ID OJ990915__16.9A18.C26 

Strand + 

End 602 

Method TBLASTX : Soybean 

End 578 

Score 51 



147. .224, 273. .365, 359. .571, 360. .578 



Seq. No. 22590 

Gene No. 47036 

Start 73 

Name OJ990325_03 . 9A14 . CI . ol . gs 

Start 73 

GI none 

Exons 73.. 206 



Seq. ID OJ990325_03;9A14.C1 
Strand 

End 206 

Method GENSCAN 

End 206 

Score .85 



Seq. No. 22591 

Gene No. 47037 

Start 207 

Name OJ990325_03 . 9A14 . C2 . ol . gp 

Start 207 

GI 49939_1.R1084 

Exons 207. .392 

GI Descrip. ' 854361/emb | CAA41685 . 1 1 3.0e-51 {X58877.) beta-glucanase [Oryza 
sativa] » * . 



Seq. ID OJ990325_03.9A14.C2 

Strand + 

End 392 

Method AAT/GAP 

End 392 

Score 330 



Seq. No. 22592 

Gene No. 47038 

Start 208 

Name OJ990325_03 . 9A14 .C7 . ol .np 



Seq. ID OJ990325_03.9A14.C7 

Strand 

End 313 

Method AAT/NAP 



22850 



start 208 End 313 

GI 6721561 Score 77 

Exons 208.. 313 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene. //-hypothetical protein [Oryza sativa] 
gi I 681508,6 I dbj IBAA90372.il ('AP0p:i081) EST:' AU082058 (C12976") 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


22593 


Seq. ID 


OJ990325 


Gene No. 


47039 


Strand 




Start 


17 


End 


350 


Name 


OJ990325 03.9A14.C9.ol.gs 


Method 


GENSCAN 


Start 


17 


End 


350 


GI 


none 


Score 


.8 


Exons 


17. .134, 223. .350 






Seq. No. 


22594 


Seq. ID 


OJ990325 


Qqj^q No. 


47040 


Strand 




Start 


1 


. End 


147 


Name 


OJ990325 03.9A14.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


147 


GI 


6539585 


Score 


206 


Exons 


1..147 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


22595- 


Seq. ID 


OJ990325 


Gene No. 


47041 


Strand 




Start 


228 


End 


491 


Name 


OJ990325 03.9Af4.C13.ol.gs 


Method 


GENSCAN 


Start 


228 


End 


491 


GI 


none 


Score 


.41 


Exons 


228. .491 






Seq. No. 


22596 


Seq. ID 


OJ990325 


Gene No. 


47042 


Strand 


+ 


Start 


195 


End 


1948 


Name 


OJ990325 03.9A14.C14.ol.gs 


Method - 


GENSCAN 


Start 


195 


End 


1948 


GI 


none 


Score 


.57 


Exons 


195. .338, 1389. .1617, 1758. 


.1948 




Seq. No. 


22596 


Seq. ID 


OJ990325 


Gene No. 


47043 


Strand 




Start 


1 


End 


25655 


Name 


OJ990325 03. 9A14 .C14.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


22036 


GI 


2462052 


Score 


66 


Exons 


1..38, 2738.. 2812, 2939. .3026, 22005.. 


22036 



GI Descrip. (Y12080) SISl protein [Cryptococcus curvatus] 



Seq. No. 22596 

Gene No. -.-I , 47043 
Start ■■• 1 

Name OJ990325_03 . 9A14 . C14 . o2 . tw 

Start 35 
GI none 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method TBLASTX : Wheat 

End 235 

Score 209 



22851 



Exons 



35.-235, 113.. 235 



Seq. No. 

Gene No, 

Start/- 

NaJ^e" 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22596 
47043 

1 . . - - - - • 

OJ990325_03 .•9Ai4 . 014 . b2 . gs 
1995 
none 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method - GENSCAN 

End 16618 

Score .76 



1995. .2189, 2738. .2875, 2948. .3026, 3543. .3766, 3916. .4122, 
4593.. 4662, 4761. .4966, 5080.. 5232, 5655.. 6782, 8107.. 8166; 
9131. .9260, 9897. .10136, 10272 12593, 12673 13458, 
15580. .15629, 15848 .. 16024 , 16256 16378 , 16532. .16618 



22596 Seq. ID 

47043 Strand 

1 End 

OJ990325_03 . 9A14 .C14 . o4 . tm Method 

2047 End 

none ' Score 



OJ990325_03 . 9A14 .C14 
25655 

TBLASTX: Maize 

3984 

59 



2047. .2085, 2055. .2084, 2094. .2147, 2145. .2192, 2152. .2190, 
2723. .2878, 2738. .2914, 2945. .3025, 2948. .3025, 2949. .3026, 
3537. .3749, 3538. .3768, 3542. .3769, 3912. .3983, 3916. .3984, 
3916. .3984 

22596 ' Seq. ID OJ990325_03.9A14.C14 

47043 Strand 

1 End 25655 

OJ990325_03 . 9A14 . C14 . ol . np Method AAT/NAP 

2701 End 19590 

2618687 Score 875 

2701. .2875, 2948. .3026, 3543. .3766, 3916. .4122, 5080. .5232, 
9131.. 9260, 9897.. 10136, 10272 .. 10320, 10363 .. 10623, 
10915. .11479, 19531.. 19590 

(AC002510) hypothetical protein [Arabidopsis thaliana] 



22596 
47043 
1 

OJ990325_03 . 9A14 . C14 . o2 . tc 

3'916 

none 



Seq. ID OJ990325_03.9A14.C14 

Strand - . ' 

End 25655 

Method TBLASTX : Cress 

End 10141 

Score 137 



3916. .4122, 3935. .4093, 3957. .4154, 9920. .10021, 10073. .10141 



22596 
47043 
1 

OJ990325_03 . 9A14 . C14 . o7 . tm 

4761 

none 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method TBLASTX : Maize 

End 5107 

Score 151 



4761. .4916, 4763. .4909, 4901. .4972, 4902. .4967, 5081. .5107 



22596 
47043 
1 

OJ990325_03 . 9A14 . C14 . o2 . tm 

5492 

none 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method TBLASTX: Maize 

End 6067 

Score 143 



22852 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5492.. 5647, 5673.. 6044, 5686.. 6009, 5876.. 6067 



22596 
47043 

1 • * 

GJ990325_03 . 9A14 . C14 . ol . tw 
5597 
'hone 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 
Method ■ TBLASTX : Wheat^ 
End - 5949 
Score 63 



5597.. 5647, 5760.. 5945, 5760.. 5945, 5776.. 5949 



22596 
47043 
1 

OJ990325_03 . 9A14 . C14 . o6 . tm 

6069 

none 

6069.. 6305, 6070.. 6306 

22596 
47043 
1 

OJ990325_03 . 9A14 . C14 . o3 . tm 

6342 

none 

6342. .6761, 6343. .6759 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_03.9A14.C14 
25655 

TBLASTX: Maize 

6306 

93 



OJ990325_03.9A14.C14 
25655 

TBLASTX: Maize 

6761 

241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22596 Seq. ID 

47043 Strand 

1 End 
OJ990325_03 . 9A14 . C14 . o3 . tw Method 

6444 End 

none Score 

6444.. 6572, 6582.. 6764 



OJ990325_03.9A14.C14 
25655 

TBLASTX: Wheat 

6764 

117 



OJ990325 03.9A14.C14 



22596 Seq. ID 

47043 ' Strand 

1 End 25655 

OJ990325_03 . 9A14 . C14 . ol . gp Method AAT/GAP 

9897 End 10050 

15592_2.R1084 Score 287 
9897. .10050 

'2618687 2.0e-14 (AC002510) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 22596 Seq. ID 

Gene No. 47043 Strand 

Start 1 End 

Name OJ990325_03 . 9A14 . C14 . o3 . gs Method 

Start 17644 End 

GI none Score 
Exons 



OJ990325_03.9A14.C14 

25655 
GENSCAN 
24541 
.58 



17644. .18129, 18522 .. 18 912, 22739. . 22951, 23036 .. 23298, 
23400. .23660, '23744. .238.71, 23950.. 24541 



Seq. No. 22596 Seq. ID 

Gene No. 47043 Strand 

Start 1 End 

Name OJ990325 03 . 9A14 . C14 . o3 . np Method 



OJ990325_03.9A14.C14 

25655 
AAT/NAP 



22853 




start 


22568 


End 


25655 


GI 


2618686 


Score 


1564 


Exons 


22568. .22951, 23036. . 23298, 


23400. .23660, 23744 .. 23871, 




23950. .24457, 25617.. 25655 






GI -Descrip. 


.(AC002510) putative cylipJcinin oxidase 


[Arabidopsis thai 


Seq. No. 


22596 


Seq. ID 


OJ990325_03.9A14 


Gene No. 


47043 


Strand 




Start 


1 


End 


25655 


Name 


OJ990325 03.9A14.C14.o3.tc 


Method 


TBLASTX: Cress 


Start 


22633 


End 


22969 


GI 


none 


Score 


133 


Exons 


22633. .22911, 22634 .. 22834 , 


22847. .22969, 2287 6 .. 22953, 




22895. .22960 







Seq. No. 22596 
Gene No. 47043 
Start 1 

Name OJ990325_03 . 9A14 . C14 . ol . ts 

Start 22657 
GI none 

Exons 22657. .22911, 22658 .. 22858 , 

23033. .23299, 23035 .. 23301, 
23462. .23677, 23721 23876, 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method TBLASTX : Soybean 

End 23876 

Score 184 
22864 . .22953, 22877 .. 22951 , 
23400. .23660, 234 13 .. 23598 , 
23741. .23872 • . 



Seq. No. 22596 
Gene No. 47043 
Start 1 

Name OJ990325_03 . 9A14 . C14 . ol . tm 

Start 22726 
GI none 

Exons 22726^.22857, 22726. . 22884 , 

23033. .23317, 23035 .. 23301, 
23400. .23624, 23400.. 23624 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method TBLASTX : Mai ze 

End 23624 

Score 134 
22879. .22953, 22880 .. 22951 , 
23151. .23321, 23398 .. 23592 , 



Seq. No. 22596 

Gene No. 47043 

Start 1 

Name OJ990325_03. 9A14 .C14 .o2 .gp 

Start 22774 

GI LIB3431-043-P1-K1-D1 

Exons 22774. .23277 

GI Descrip. '2618686 5.0e-39 (AC002510) 
thaliana] ' 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method AAT/GAP 

End 23277 

Score 971 

hypothetical protein [Arabidopsis 



Seq. No. 22596 

Gene No. 47043 

Start 1 

Name OJ990325_03 . 9A14 .C14 .o4 . tc 

Start 23032 

GI none 

Exons 23032. .23073, 23074 23304 , 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method TBLASTX : Cress 

End 23304 

Score 85 
23098. .23241, 23099.. 23242 



Seq. No. 22596 

Gene No. 47043 

Start 1 

Name OJ990325 03 . 9A14 .C14 . ol . tc 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method TBLASTX : Cress 



22854 



start 
GI 

Exons 



23502 
none 

23502, .23579, 23592, 
23741. .23872, 23938. 
23982. .24128 . 



End 24128 

Score 152 
.23663, 23733. .23903, 23739 .. 23828 , 
.24090, 23939, .24121, 23940 .. 24 110, 



Seq. No, " 22596 

Gene No. 47043 

Start 1 

Name OJ990325_03 . 9A14 . C14 . o3 . ts 

Start 23930 

GI none 

Exons 23930. .24091, 23937 .. 24083, 

Seq. No. 22596 

Gene No. 47043 

Start 1 

Name -OJ990325_03 . 9A14 . C14 . o2 . ts 
Start ' 24203 

GI none 

Exons 24203. .24400, 24209 .. 24346, 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method . TBLASTX : Soybean 

End 24151 

Score 156 
24104. .24151 

Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method TBLASTX : Soybean 

End 24454 

Score 76 
24231. .24392, 24395.. 24454 



Seq. No. 22596 
Gene No. . 47043 

Start 1 

Name OJ990325_03 . 9A14 . C14 . o5 , tm 

Start • 24276 

GI none 

Exons 24276. .24479, 24281.. 24478 

Seq. No. 22597 

Gene No. 47044 

Start 769 

Name OJ990325_03 . 9A14 . C15 , ol . gs 

Start 769 

GI none 

Exons 769. .893 



Seq. ID OJ990325_03.9A14.C14 
Strand 

End 25655 

Method • TBLASTX: Maize 



End 
Score 



24479 
210 



Seq. ID OJ990325_03.9A14.C15 

Strand + 

End 893 

Method GENSCAN 

End 8 93 

Score .63 



Seq, No. 22597 

Gene No. 47045 

Start 1547 

Name OJ990325_03 . 9A14 . C15 , o2 . gs 

Start 1547 

GI none 

Exons 1547.. 1681 



Seq. ID OJ990325_03,9A14.C15 
Strand 

End 1681 
Method GENSCAN 
End ' 1681 
Score .47 



Seq. No. 22598 

Gene No. 47046 

Start 326 

Name OJ990325_03 . 9A14 . C16 . ol . gs 

Start 326 

GI none 
Exons ' 326. .468 



Seq. ID OJ990325_03.9A14.C16 
Strand 

End 4 68 

Method GENSCAN 

End 4 68 

Score .79 



Seq. No. 
Gene No. 
Start 



22599 
47047 
607 



Seq. ID OJ990325_03.9A14.C17 
Strand 

End 750 



22855 




Name 


OJ990325 03.9A14. 


C17 .ol 


.gs 


Method 


GENSCAN 






Start 


607 






End 


750 






GI 


none 






Score 


.54 






Exons 


607. .750 . . • 














Seq. "No. 


22599 






•V 

Seq. ID 


OJ-990325_03. 


9A14 


.017 


Gene No. 


47048 






Strand 








Start 


1397 






End 


1539 






Name 


OJ990325 03.9A14. 


C17.02 


gs 


Method 


GENSCAN 






Start 


1397 






End 


1539 






GI 


none 






Score 


.45 






Exons 


1397 . . 1539 














Seq. No. 


22600 






Seq. ID 


OJ990325_03. 


9A14 


-C18 


Gene No. 


47049 






Strand 


+ 






Start 


56 






End 


1938 






Name 


OJ990325_03.9A14. 


C18.01 


gs 


Method 


GENSCAN 






Start 


56 






End 


1938 






GI 


none 






Score 


. 67 






Exons 


56. .186, 256. .474 


, 551. 


724, 


903. . 941, 


1047 . . 1172, 


1264 


. . 13 




1807. .1938 














Seq. No. 


22601 






Seq. ID 


OJ990325_03. 


9A14 


.C19 


Gene No. 


47050 






Strand 


+ 






Start 


210 






End 


851 






Name 


OJ990325 03.9A14. 


C19.01 


gs 


Method 


GENSCAN 






Start 


210 






End 


851 






GI 


none 






Score 


. 48 






Exons 


210. .326, 693. .851 












Seq. No. 


22601 






Seq. ID 


OJ990325_03. 


9A14 


.C19 


Gene' No . 


47051 






Strand 








Start 


2136 






End 


3458 






Name 


OJ990325 03.9A14. 


C19.01 


gp 


Method 


AAT/GAP 






Start 


1697 






End 


2215 






GI 


none 






Score 


838 






Exons 


1697. .1940, 2019. 


.2215 












Seq. No. 


22601 






Seq. ID 


OJ990325_03. 


9A14 


.C19 


Gene No . 


47051 






Strand 








Start 


2136 






End 


3458 






Name 


OJ990325 03.9A14. 


C19.02 


gs 


Method 


GENSCAN 






Start 


2136 






End 


3458 






GI 


none 






Score 


1 






Exons 


2136. .3458 














Seq. No. 


22601 






Seq. ID 


OJ990325_03. 


9A14 


.C19 


Gene No. 


47051 






Strand 








Start 


2136 






End 


3458 






Name 


OJ990325 03.9A14. 


C19.01. 


np 


Method 


AAT/NAP 






Start 


2154 






End 


3455 






GI 


549010 






Score 


1804 






Exons 


2154. .3455 















GI Descrip. EUKARYOTIC PEPTIDE CHAIN RELEASE FACTOR SUBUNIT 1 (ERFl). 

(OMNIPOTENT SUPPRESSOR PROTEIN 1 HOMOLOG) (SUPl HOMOLOG) 

gi I 322554 I pir I I S31328 omnipotent suppressor protein SUPl homolog 

(clone G18) - Arabidopsis thaliana gi | 16514 | emb | CAA4 9172 | 

22856 



(X69375) similar to yeast omnipotent suppressor protein SUPl 
{SUP45) [Arabidopsis thaliana] gi | 1402882 t emb | CAA66813 | (X98130) 
euka 

Seq. No. ■ 22601 - Seq. ID OJ990325_0'3 . 9A14 . C19 

Gene No. -47051' Strand 

Start 2136 End 3458 

Name OJ990325_03 . 9A14 . C19 . o2 . gp Method AAT/GAP 

Start 2722 End 3205 

GI 34805_1.R1084 . Score 968 

Exons 2722.. 3205 

GI Descrip. • 549010/sp | P35614 | ERF1_ARATH 2.0e-79 EUKARYOTIC PEPTIDE CHAIN 

RELEASE FACTOR SUBUNIT 1 (ERFl) (OMNIPOTENT SUPPRESSOR PROTEIN 1 

HOMOLOG) (SUPl HOMOLOG) >gi_322554_pir S31328 omnipotent 

suppressor protein SUPl homolog (clone G18) - Arabidopsis 
thaliana >gi_16514_emb_CAA4 9172__ (X69375) similar to yeast 
omnipotent suppressor 'protein SUPl (SUP45) [Arabidopsis 
thaliana] >gi_1402882_emb_C ' 



Seq. No. 


22601 








Seq. ID 


OJ990325_03.9A14.C19 


Gene No. 


47052 








Strand 




Start 


4548 








End 


6170 


Name 


OJ990325 03. 


.9A14 


.C19.03 


.gs 


Method 


GENSCAN 


Start 


4548 








End 


6170 


GI 


none 








Score 


.67 


Exons 


4548. .4552, 


4 72^3 


. .4810, 


5048. 


.5161, 5311. .5402, 5697. .5925, 




6009. .6170 












Seq. No. 


22601 








Seq. ID 


OJ990325_03.9A14.C19 


Gene No. 


47053 








Strand 




Start 


7894 








End 


8426 


Name 


OJ990325_03. 


.9A14 


.C19.03 


. tw 


Method 


TBLASTX: Wheat 


Start 


2032 








End 


2378 


GI 


none 








Score 


72 


Exons 


2032. .2073, 


2033 


. .2089, 


2034. 


.2069, 2062. .2112, 2063. .2110, 




2120. .2356, 


2121 


. .2363, 


2208. 


.2378, 2248. .2376 


Seq. No. 


22601 - 








Seq. ID 


OJ990325_03.9A14.C19 


Gene No. 


47053 








Strand 




Start 


7894 








End 


8426 


Name 


OJ990325 03. 


9A14 


.C19.01, 


.tc 


Method 


TBLASTX: Cress 


Start 


2136 








End 


3446 


GI ■ 


none 








Score 


773 


Exons 


2136. .3446, 


2206 


. .2301, ■ 


2211. 


. 3443 




Seq. No. 


22601 








Seq. ID 


OJ990325_03.9A14.C19 


Gene No. 


47053 








Strand 




Start 


7894 








End 


8426 


Name 


OJ990325 03. 


9A14 


.C19.01. 


. tm 


Method 


TBLASTX: Maize 


Start 


2172 








End 


3462 


GI 


none 








Score 


814 


Exons 


2172. .3461, 


2206 


. .2340, 


2211. 


.3461, 3016. .3462 


Seq. No, 


22601 








Seq. ID 


OJ990325_03.9A14.C19 


Gene No. 


47053 








Strand 




Start 


7894 








End 


8426 


Name 


OJ990325 03. 


9A14 


.C19.01, 


,ts 


Method 


TBLASTX : Soybean 



22857 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start* 
Name 
Start • 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2184 
none 

2184.. 3458, 2206,. 2397, 

2^0i ^. / ■ 

47053 ' T' 
7894 

OJ990325_03. 9A14.C19.ol. 

2533 

none 

2533.-2829, 2535. .2984, 

22601 
47053 
7894 

OJ990325_03 . 9A14 . C19 . o2 , 

5309 

none 

5309.. 5368, 7903.. 8229, 
8319.. 8366, 8322.. 8363 

22601 
47053 
7894 

OJ990325_03. 9A14 .C19.03, 
7705 

3837_1.R1084 
7705. .8229, 8322. .8366 
' 4539408/emb|CAB40041.1 1 
[Arabidopsis thaliana] ' 

22601 
47053 
7894 

OJ990325_03 . 9A14 . C19 . o2 . 

7853 

none 

7853. .8023, 7894. .8229, 
8319. .8363, 8322. .8366 

22601 
47053 
7894 

OJ990325_03.9A14.C19.o2, 

7858 

none 

7858. .7947, 7888. .8049, 
8072. .8230, 8319. .8363, 

22601 
47053 
7894 

OJ990325_03 . 9A14 . C19 . o2 . 

7894 

none 

7894. .8076, 7931. .8002, 
8322. .8363 



End 34 62 

Score 800 
2211.. 3458, 3016. .34.62 



■ Seq.- ID OJ990325_03.9A14.C19 
Strand 

8426 

TBLASTX: Wheat 
2984 
301 



End 

tw Method 
End 
Score 

2893. .2934 



Seq. ID OJ990325_03.9A14.C19 



tw 



Strand 
End 

Method 

End 

Score 



8426 

TBLASTX: Wheat 

8366 

223 



7905. .8228, 7931.. 8230, 7999.. 8232, 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_03.9A14.C19 

8426 _ . 

AAT/GAP 

8366 

1094 



3.0e-49 (AL049524) putative alpha NAC 



Seq. ID OJ990325_03.9A14.C19 



ts 



Strand 
End 

Method 

End 

Score 



8426 

TBLASTX : Soybean 

8366 

147 



7908. .8228, 7931.. 8230, 8002. .8232, 



Seq. ID OJ990325_03.9A14.C19 
Strand 

End 8426 

tm Method TBLASTX: Maize 

End 8363 

Score 73 
7896. .8048, 8035. .8226, 8035. .8229, 
8319. .8363 

Seq. ID OJ990325_03.9A14.C19 

Strand 

• End 8426 

tc Method TBLASTX : Cress 

End 8363 

Score 94 
8050. .8229, 8075. .8230, 8319. .8363, 



22858 



Seq. No. 22601 Seq. ID 

Gene No. 47053 Strand 

Start 7894 ^ End 

Name OJ990325_03^;9A14 . C19 .■3*4 . gs ' Method 

Start 7894 ; " ' • - End 

GI none Score 

Exons 7894.. 8229 



OJ990325_03 . 9A14 . C19 

8426 
GENSCAN 
8229 - 
.99 



Seq.. No. 22601 Seq. ID OJ990325_03.9A14.C19 

Gene No. 47053 Strand 

Start 7894 End 8426 

Name OJ990325_03 . 9A14 . C19 . o2 . np Method AAT/NAP 

Start 7897 End 8426 

GI 6752882 Score 489 

Exons 7897.. 8229, 8322.. 8426 

GI Descrip. (AF220200) nascent polypeptide associated complex alphai chain 
. [Pinus taeda] 



Seq. No. 


22602 




Seq. ID 


OJ990325 


_03.9A14 


.C20 


Gene No . 


yl T r» c; yl 




Strand 


+ 






Start 






End 


362 






Name 




. yA14 . c^u .01 . np 


Method 


AAT/NAP 






btar L 


zy i 




End 


362 








yi ^ o m o o 




Score 


48 






Exons 


291 . . 362 












GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp. 


indica] 




beq. No. 


0 0 ^ r\ 0 




Seq. ID 


OJ990325 


03 . 9A14 


- C24 


Gene No. 


>1 T A C C 

47055 




Strand 


+ 






Start 


158 




End 


261 






Name 


OjyyOJzo Oo 


. yA14 . Cz4 . ol . gs 


Method 


GENSCAN 






Start 


158 




End 


261 






GI ■ 


none 




Score 


• .44 






Exons 


158. .261 












Seq. No. 


22604 




Seq. ID 


OJ990325 


_03.9A14 


.C25 


Gene No. 


47056 




Strand 


+ 






Start 


160 




End 


249 






Name 


OJ990325 03 


.9A14.C25.ol.gs 


Method 


GENSCAN 






Start 


160 




End 


249 






GI 


none 




Score 


.46 






Exons 


160. .249 












Seq. No. 


22605 




Seq. ID 


OJ990325_ 


_03.9A14 


.C27 


Gene No. 


47057 




Strand 








Start 


167 




End 


298 






Name 


OJ990325 03 


,9Al4.C27.ol.gs 


Method 


GENSCAN 






Start 


167 




End 


298 






GI 


none 




Score 


.41 






Exons 


167. .298 . . 












Seq. No. 


22606 




Seq. ID 


OJ990325_ 


_03. 9A14 


.C31 


Gene No. 


47058 




Strand 


+ 






Start 


176 




End 


435 






Name 


OJ990325 03 


.9A14.C31.ol.gs 


Method 


GENSCAN 






Start 


176 




End 


435 







22859 



GI 


none 


Score 


. 42 


Exons 


176. .435 






Seq. No. 


22607 


Seq. ID 


OJ990325_03. 9A14 .C33 


Gene .No. 


47059 


Strand 


+ 


Stait ^ 


1 


End 


347 


Name 


OJ990325 03.9A14.C33.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


347 


GI 


2618686 


Score 


228 


Exons 


1. .347 






GI Descrip. 


{AC002510) putative cytokinin oxidase 


[Arabidops is thaliana 


Seq. No. 


22607 


Seq. ID 


OJ990325_03 . 9A14 . C33 


Gene No. 


47059 


Strand 


+ 


Start 


1 


End 


347 


Name 


OJ990325 03. 9A14.C33.ol.gp 


Method 


AAT/GAP 


Start 


62 ~ 


End 


141 


GI 


LIB34 31-04 3-Pl-Kl-Dl 


Score 


134 


Exons 


62 . . 141 






GI Descrip. 


'2618686 5.0e-39 (AC002510) 


hypothetical protein [Arabidops 




thaliana] ' 






Seq. No. 


22607 


Seq. ID 


OJ990325_03.9A14.C33 


Gene No . 


47059 


" Strand 


+ 


Start 


1 


End 


347 


Name 


OJ990325 03.9A14.C33.ol.ts 


Method 


TBLASTX : Soybean 


Start 


64 


End 


258 


GI 


none 


Score 


248 


Exons 


64. .258, 72. .257 






Seq. No. 


22607 


Seq. ID 


OJ990325_03.9A14.C33 


Gene No. 


47059 


Strand 


+ 


Start 


1 


End 


347 


Name 


OJ990325 03.9A14.C33.ol.tc 


Method 


TBLASTX: Cress 


Start 


67 


End 


282 


GI 


none 


Score 


212 


Exons 


67. .282, 81. .281 






Seq. No. 


22608 


Seq. ID 


OJ990325_03.9A14,C35 


Gene No. 


47060 


Strand 


+ 


Start 


1 


End 


439 


Name 


OJ990325 03.9A14.C35.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


439 


GI 


6069646 


Score 


263 


Exons 


1..439 







GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 22608^ . Seq. ID 

Gene No. 47060 Strand 

Start 1 End 

Name OJ990325_03 . 9A14 . C35 . ol . tm Method 

Start 14 4 End 

GI none Score 



OJ990325_03.9A14.C35 
+ 

439 

TBLASTX: Maize 

438 

57 ' 



22860 




Exons 


144. .401, 175. .414, 182. .244, 


241 . . 438 




Seq. No. 


22609 


Seq. ID 


OJ990325_03. 9A14 .C36 


Gene No. 


47061 


Strand 




Start- • 


69 


End 


1157 


Name 


OJ990325 03.9A14.C36.ol.np 


Method 


AAT/NAP 


Start 


69 


End 


1157 


GI 


6466937 


Score 


656 


Exons 


69. .1157 






GI Descrip. 


{AC011621) putative retroelement pol polyprotein [Arabidops 




thaliana] 






Seq. No. 


22609 


Seq. ID 


OJ990325_03 . 9A14 .C36 


Gene No. 


47061 


Strand 


— 


Start 


69 


End 


1157 


Name 


OJ990325 03.9A14.C36.ol.tm 


Method 


TBLASTX: Maize 


Start 


168 


End 


828 


GI 


none 


Score 


88 


Exons 


168. .356, 169. .321, 390. .668, 


424. .726, 


784. .828 


Seq. No. 


22609 


Seq. ID 


OJ990325_03.9A14.C36 


Gene No. 


47061 


Strand 


— 


Start 


69 


End 


1157 


Name 


OJ990325 03.9A14.C36.o2.tw 


Method 


TBLASTX: Wheat 


Start 


207 


End 


578 


GI 


none 


Score 


94 


Exons 


207. .329, 207. .407, 540. .578 






Seq. No. 


22609 


Seq. ID 


OJ990325_03.9A14.C36 


Gene No. 


47061 


Strand 


— 


Start 


69 


End 


1157 


Name 


OJ990325 03.9A14.C36.ol.gs 


Method 


GENSCAN 


Start 


357 


End 


803 


GI 


none 


Score 


.71 


Exons 


357.. 803 






Seq. No. 


22609 


Seq. ID 


OJ990325_03.9A14.C36 


Gene No. 


47061 


Strand 


— 


Start 


69 


End 


1157 


Name 


OJ990325 03.9A14.C36.ol.tw 


Method 


TBLASTX: Wheat 


Start 


591 


End 


1155 


GI' 


none 


Score 


85 


Exons 


591. .752, 793. .1155, 923. .1081 




Seq. No. 


22609 


Seq. ID 


OJ990325_03 . 9A14 . C36 


Gene No.. 


47061 


Strand 




Start 


69 


End 


1157 


Name 


OJ990325 03.9A14.C36,o2.tm 


Method 


TBLASTX: Maize 


Start 


829 


End 


1155 


GI 


none 


Score 


183 


Exons 


829. .1155, 833. .1135, 922. .1137 




Seq. No. 


22609 


Seq. ID 


OJ990325_03.9A14.C36 


Gene No. 


47061 


Strand 




Start 


69 


End 


1157 


Name 


OJ990325 03.9A14.C36.ol.ts 


Method 


TBLASTX : Soybean 


Start 


907 


End 


1156 



22861 



GI 

Exons 

Seq. No. 

Gene.i.No . 

Staft 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



none Score 57 

907. .945, 931. .1008, 938. .1009, 1019. .1156, 1021. .1155 



22610 
47062 
1 

OJ990325_03 . 9A14 . C37 . ol . np 
1 

6466937 
1..3232, 4732.. 4833 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990325_03.9A14.C37 

Strand ' - 

End 5061 

Method AAT/NAP 

End 4833 

Score 1656 



Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method AAT/NAP 

End 4814 

Score 164 9 



22610 
47062 
1 

0 J990325_03 . 9A14 . C37 . o2 . np 
1 

6466937 
1..3306, 4781. .4814 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



22610 
47062 
1 

OJ990325_03 . 9A14 . C37 . o3 . tm 
49 

none 

49. .180, 54. .323 

22610 
47062 
1 

OJ990325_03 . 9A14 . C37 . o2 . tw 
51 

none 

51. .443, 52. .156, 141. .422 

22610 
47062 
1 

OJ990325_03 . 9A14 . C37 . o3 . ts 

141 

none 

141. .461, 459. .557 

22610 
47062 
1 

OJ990325_03 . 9A14 ; C37 . ol . gs 

162' ■ 
none 



Seq. ID OJ990325_03.9A14.C3T' 
Strand 

End 50'61 

Method TBLASTX: Maize 

End .323 

Score 70 



Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method TBLASTX : Wheat 

End 443 

Score 44 



Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method TBLASTX : Soybean 

End 557 

Score 100 



Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method GENSCAN 

End 5061 

Score .44 



162. .1102, 1495. .1803, 2662. .3617, 4105. .4242, 4292. .4320, 
4635. .4712, 4783. .5061 



Seq. No. 



22610 



Seq. ID OJ990325_03.9A14.C37 



22862 



Gene No. ■ 47062 

Start 1 

Name OJ990325_03. 9A14 .C37 .o5. tm 

Start 324 

GI none 

Exons 324.. 638, 325.. 423, 471.. 623 

Seq. No. 22610 

Gene No. 47062 

Start 1 

Name OJ990325_03 . 9A14 . C37 . o2 . tm 

Start 593 

GI none 

Exons 593.. 613, 639.. 929, 655.. 849, 

Seq. No. 22610 

Gene No. 47062 

Start 1 

Name OJ990325_03 . 9A14 . C37 . ol . ts 

Start 912 

GI none 

Exons 912.. 1247 



Strand 
End 

Method 

End 

Score 



5061 

TBLASTX: Maize 

638 

42 



Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method TBLASTX : Mai ze 

End 1163 

Score 34 

904. .999, 912. .1163, 913. .1161 

Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method TBLASTX : Soybean 

End 1247 

Score 287 



Seq. No. 22610 

Gene No. 47062 

Start 1 

Name OJ990325_03 . 9A14 . C37 . o3 . tw 

Start 997 

GI none 

Exons 997.. 1248, 1008.. 1250, 1017, 



Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method TBLASTX : Wheat 

End 1250 

Score 87 
,1250 



Seq. No. 22610 

Gene No. 47062 

Start 1 

Name OJ990325_03 . 9A14 . C37 . ol . tm 

Start 1182 

GI none 

Exons 1182:. 1244, 1253.. 1660, 1266. 

Seq. No. 22610 

Gene No. 47062 

Start 1 

Name OJ990325_03 . 9A14 . C37 . ol . to 

Start 1238 

GI none 

Exons 1238.. 1588 



Seq. ID OJ990325_03.9A14.C37 
Strand 

5061 

TBLASTX: Maize 
1660 
168 



End 

Method 
End 
Score 
1652 



Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method TBLASTX : Cress 

End 1588 

Score 188 



Seq. No. 22610 

Gene No. 47062 

Start 1 

Name OJ990325_03 . 9A14 . C37 . ol . tw 

Start 1268 

GI none 

Exons 1268.. 1717, 1275.. 1613, 1277, 

Seq. No. 22610 

Gene No. 47062 



Seq. ID OJ990325_03.9A14.C37 
Strand 

5061 

TBLASTX: Wheat 
1717 
184 



End 

Method 
End 
Score 
.1717 



Seq. ID OJ990325_03.9A14.C37 
Strand 



22863 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 5061 

Method TBLASTX : Soybean 

End 1702 

Score 67 



OJ990325_03 . 9A14 . C37 , o2 , ts 
1367 
none 

1367.. 1702, 1416. .1655 

22610 
47062 
1 

OJ990325_03 , 9A14 . C37 . o4 . tm 
2192 
none 

2192.. 2374, 2249.-2368, 2453.. 2533, 2463.. 2534 



Seq. ID OJ990325_03.9A14.C37 
Strand 

End 5061 

Method TBLASTX: Maize . 

End 2534 

Score 59 



Seq. No. 22610 Seq. ID 

Gene No. 47062 Strand 

Start 1 End 

Name OJ990325_03 . 9A14 . C37 . o6 . tm Method 

Start 2687 End 

GI none Score 

Exons 2687.. 2944, 2963.. 3088 



OJ990325_03.9A14.C37 
5061 

TBLASTX -.Maize 

3088 

92 



Seq. No. 


22611 


Seq. ID 


OJ990325 


Gene No. 


47063 


^Strand 




Start 


156 


End 


2096 


Name 


OJ990325 03.9A14 .C39.ol.gs 


Method 


GENSCAN 


Start 


156 


End 


2096 


GI 


none 


Score 


. 6 


Exons 


156. .296, 1138. .1181, 1987 


. .2096 




Seq. No. 


22612 


Seq. ID 


OJ990325 


Gene No. 


47064 


Strand 


+ 


Start 


119 


End 


821 


Name 


OJ990325 03.9A14.C40.ol.np 


Method 


AAT/NAP 


Start 


119 


End 


.821 


GI 


6539585 


Score 


219 


Exons 


119. .292, 750. .821 






GI Descrip. 


(AP000837) ' hypothetical protein [Oryza 


sativa] 


Seq. No. 


22613 


Seq. ID 


OJ990325 


Gene No. 


47065 


Strand 




Start 


271 


End 


1129 


Name 


OJ990325 03.9A14.C41.ol.gs 


Method 


GENSCAN 


Start 


271 


End 


1129 


GI 


none 


Score 


.84 


Exons 


271. .334, 438. .608, 1119. . 


1129 





Seq. No. 22614 

Gene No. 47066 

Start 684 

Name OJ990325_03 . 9A14 . C42 . ol 

Start 684 ' 

GI none 

Exons 684.. 806, 1149.. 1378, 1 
4746. .4873, 4950. .5048, 

Seq. No. 22614 



Seq, ID OJ990325_03.9A14.C42 
Strand 

End 6580 
.gs • Method GENSCAN 

End 6564 

Score .59 
500. .1854, 3569. .3862, 3966. .4047, 
5166. .5321, 6547. .6564 

Seq. 'id OJ990325_03.9A14.C42 



22864 



Gene No. 47066 

Start 684 

Name OJ990325_03 . 9A14 . C42 . o2 . tm 

Start ^ , . . 3303, 

GI • non^- 

Exons 3303.. 3332, 3313.. 3339, 3447, 
3740, .3811 



Strand 
End 

Method 

End 

Score 



6580 

TBLASTX: Maize 

3811 

3-6 



3710, 3461.. 3.676, 3721.. 3810, 



Seq. No. . 22614 

Gene No. 47066 

Start 684 

Name OJ990325_03 . 9A14 . C42 . ol . np 

Start 3494 

GI 3087888 

Exons 3494.. 3688, 3716.. 3862, 3966. 

5166. ,5321, 6547. .6580 

GI Descrip. (X94302) hexokinase [Solanum tuberosum] 



OJ990325_03 , 9A14 . C42 

6580 
AAT/NAP 
6580 
390 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4105, 4800. .4873, 4950. .5048, 



Seq. No. 
Gene No. 
Start 
Name 
Start : 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



22614 Seq. ID 

47066 Strand 

684 End 
OJ990325_03 . 9A14 . C42 . ol . ts Method 

3525 End 

none Score 

3525.-3554, 3542 .. 3676, ,3543 .. 3707, 4775 

4947. ,5060, 4999.. 5049, 5164,. 5274, 5175 

22614 Seq. ID 

47066 Strand 

684 End 
OJ990325_03. 9A14.C42.ol.tc Method 

3542 End 

none Score 



OJ990325 03.9A14.C42 



6580 

TBLASTX : Soybean 
5321 
75 

4870, 4776. .4871, 
5321 



OJ990325_03.9A14.C42 
6580 

TBLASTX: Cress 
5321 
61 



3542. .3676, 3543. .3683, 3807. .3845, 3966. .4058, 4775. .4867, 
4776.. 4871, 4947. .5072, 5019. .5045, 5163. .5321, 5164. .5307 



22614 
47066 
684 

OJ990325_03 . 9A14 . C42 . ol . tm 
3812 



none 
3812, 
4739, 
4963, 



Seq. ID OJ990325_03.9A14.C42 
Strand 

6580 

TBLASTX: Maize 
5342 
83 



End 

Method 
End 
Score 

4059, 3972.. 4061, 4718.. 4876, 
4873, 4746. .4874, 4949. .5047, 4950. .5048, 4950. .5072, 
5049, 5163.. 5321, 5175.. 5342 



,3904", - 3966. .4058, 3970. 



22615 Seq. ID 

47067 Strand 

1 End 

OJ990325_03 . 9A14 . C4 3 . ol . np Method 

1 * End 

6634723 Score 



OJ990325_03.9A14.C43 

1136 
AAT/NAP 
1136 
206 



l.,17, 221. .315, 691. .870, 946. .1136 
(AC0124 63) T2E6.6 [Arabidopsis thaliana] 



22615 
47067 



Seq. ID 
Strand 



OJ990325 03.9A14.C43 



22865 




start 


1 




End 


1136 




Name 


OJ990325_03.9A14.C43 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


185 




End 


1060 




GI 


none 




Score 


89 




Exons 


185. .316, 186. .323, 


238. .327, 


239. .328 


, 673. .879, 701.. 


871, 




706. .873, 928. .1011, 


932.. 982, 988.. 1059, 989.. 1060 




Seq. No. 


22615 




Seq. ID 


OJ990325 03.9A14 


.C43 


Gene No. 


47067 




Strand 






Start 


1 




. End 


1136 




Name 


OJ990325 03.9A14.C43 


.ol.gs 


Method 


GENSCAN 




Start 


241 




End 


1101 




GI 


none 




Score 


.79 




Exons 


241. .353, 957. .1101 










Seq. No. 


22616 




Seq. ID 


OJ990.325 03.9A14 


.C44 


Gene No. 


47068 




Strand 


+ 




Start 


338 




End 


'975 




Name 


OJ990325 03.9A14.C44 


. ol . gs 


Method 


GENSCAN 




Start 


338 




End 


975 




GI 


none 




Score 


.58 




Exons 


338. .454, 850. . 975 










Seq. No. 


22616 ' 




Seq. ID 


OJ990325_03.9A14 


.C44 


Gene No. 


47069 




Strand 






Start 


1 




End 


2066 




Name 


OJ990325 03.9A14.C44 


. ol.np 


Method 


AAT/NAP 




Start 


• 1 




End 


2066 




GI 


6594674 




Score 


265 




Exons 


1..173, 1841. .2066 










GI Descrip. 


(AF118133) chloroplast outer 


envelope 


hexokinase 1 [Nicotiana 




tabacum] 










Seq. No. 


22616 




Seq. ID 


OJ990325_03.9A14 


.C44 


Gene No. 


47069 




■ Strand 






Start 


1 




End- 


2066 




Name 


OJ990325 03.-9A14.C44 


. o2.gs 


Method 


GENSCAN 




Start 


1653 


End 


2046 




GI 


none 




Score 


1 




Exons 


1653. .1716, 1841. .2046 








Seq. No. 


22617 




Seq. ID 


OJ.990325_03.9A14 


.C45 


Gene No. 


47070 




Strand 


+ 




Start 


699 




End 


836 




Name 


OJ990325 03.9A14.C45 


. ol . gs 


Method 


GENSCAN 




Start 


699 




End 


836 




GI 


none 




Score 


.4 




Exons 


699. .836 










Seq. No. 


22618 




Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No. 


47071 




Strand 


+ 




Start 


218 




End 


471 




Name 


OJ990325 03.9A14.C46 


.ol.gs 


Method 


GENSCAN • ■ 




Start 


218 


End 


471 




GI 


none 




Score 


.64 




Exons 


218. .366, 462. .471 











22866 






Seq. No. 


22618 


Seq. ID 


OJ990325 03.9A14..C46 




Gene No. 


47072 


Strand 


+ 






Start 


4687 


End 


5566 






Name 


OJ990325 * 03 . 9A14 . C4 6.. o3 . gs 


Method 


GENSCAN . 






Start 


4687 - 


End 


5566 






GI 


none 


Score 


.88 






Exons 


4687.. 4814, 5224.. 5406, 5491 


. .5566 








Seq. No. 


22618 


Seq. ID 


OJ990325_03. 9A14 


.C46 




Gene No. 


47073 


Strand 


+ 






Start 


9405 


End ' 


15721 






Name 


OJ990325 03.9A14.C46.o4.gs 


Method 


GENSCAN 






Start 


9405 


End 


12719 






GI 


none 


Score 


.87 






Exons 


9405.. 9407, 10091 10127, 104 95 . . 1064 1 , 


10938. .10974, 








11756. .11864, 11910. .12719 










Seq. No. 


22618 


Seq. ID 


OJ990325_03. 9A14 


.C4 6 




Gene No. 


47073 


Strand 


+ 






Start 


9405 


End 


15721 






Name 


OJ990325 03.9A14.C46.ol.np 


Method 


AAT/NAP 






Start 


11550 


End 


15721 ' 






GI 


6907089 


Score 


900 






Exons 


11550. .12627, 15701.. 15721 








: t 

UJ 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




i- i 1 


Seq. No. 


22618 


Seq. ID 


OJ990325 03.9A14 


-C46 




Gene No. 


47074 


Strand 








Start 


11234 


End 


16632 




: : : 


Name 


OJ990325 03.9Ki4.C46.o4.tm 


Method 


TBLASTX: Maize 






Start 


2318 


End 


2464 




*: ~[ 


GI 


none 


Score 


163 




1 '~3 


Exons 


2318. .2464, 2322. .2459 








M 

-.5 


Seq. No. 


22618 • 


Seq. ID 


OJ990325_03.9A14 


.C46 


s 


Gene No. 


47074 


Strand 








Start 


11234 


End 


16632 






Name 


OJ990325 03.9A14.C46.o2.np 


Method 


AAT/NAP 




':=:f 


Start 


11234 


End 


16632 






GI 


6498441 


Score 


3525 






Exons 


11234. .11319, 12618. .13974, 


14164. .14805, 14980.. 15114, 








15298. .15670, 15734 .. 1 6184 , 


16514. .16632 






GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


22618 


Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No. 


47074 


Strand 






Start 


11234 


End 


16632 




Name 


OJ990325 03.9A14.C46.o3.tw 


Method 


TBLASTX: Wheat 




Start 


12814 


End 


13195 




GI 


none 


Score 


198 




Exons 


'12814. .13194, 12827. ; 13195 








Seq. 'No. 


22618 


Seq. ID 


OJ990325_03.9A14 


.046 


Gene No. 


47074 


Strand 






Start 


11234 


End 


16632 





22867 



Name 


OJ99032 5_03 . 9A14 . C4 6 


, o5 .gs 


Method 


GENSCAN 




Start 


12886 




End 


16380 




GI 


none 




Score 


.4 




Exons 


12886. . 13046, 13239. 


. 13580, 


13704. .14543, 14801 15407, 






15452. .15590, 15714.; 


>1'6266, 


16293. .163810 




Seq. No. 


22618 




Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No. 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325_03. 9A14 .C4 6 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12998 




End 


13332 




GI 


none 




Score 


186 




Exons 


12998 . . 13138, 12999. 


. 13190, 


13009. .13332, 13022. .13219 




Seq. No. 


22618 




Seq. ID 


. OJ990325_03.9A14 


.C46 


Gene No. 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325_03. 9A14 .C4 6 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13498 




End 


13785 




GI 


none 




Score 


182 




Exons 


13498. . 13785 










Seq. No. 


22618 




Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No. 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325 03.9A14.C46 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13603 




End 


14169 




GI 


5666795 




Score 


61 




Exons 


13603. .13785, 13840. 


.13977, 


14071. .14169 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


22618 




Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No. 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325 03.9A14.C46 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13840 




End 


14292 




GI 


none 




Score 


105 




Exons 


13840. .13992, 13841. 


.13981, 


14051. . 14272, 14068. .14292 




Seq. No. 


22618 




Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No. 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325 03.9A14.C46 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


14644 




End 


15014 




GI 


none 




Score 


231 




Exons 


14644. .14694, 14691. 


.15014 








Seq. No. 


22618 




Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No. 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325 03.9A14.C46 


. ol . tw 


Method 


TBLASTX: Wheat ' 




Start 


14691 




End 


15092 




GI 


none 




Score 


265 




Exons 


14691. .15092, 14725. 


.15087 








Seq. No. 


22618 




Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No. 


47074 




Strand 







22868 




start 


11234 




End 


16632 




Name 


OJ990325_03. 9A14 .C4 6. 


ol. tm 


Method 


TBIiASTX:Maize 




Start 


14766 




End 


15150 




GI 


none 




Score 


138 




Exons 


14766. . 15149, 14893. . 


15150 








Seq. No. 


22618 




Seq. ID 


OJ990325_03. 9A14 


.C46 


Gene No. 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325 03.9A14.C46. 


o6. tw 


Method 


TBLASTX: Wheat 




Start 


15093 




End 


15308 




GI 


none 




Score 


133 




Exons 


15093. . 15308, 15094 . . 


15306 








Seq. No. 


22618 




Seq. ID 


OJ990325_03 . 9A14 


.C46 


Gene No. 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325__0.3 . 9A14 .C46. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


15177 




End 


15532 




GI 


none 




Score 


92 




Exons 


15177 . . 15410, 15177 . . 


15422, 


15187. .15411, 15425. .15532 




-Seq. No. 


22618 




Seq. ID 


OJ990325_03. 9A14 


.C46 


Gene No. 


'47074 




Strand 






□ Start 


11234 




End 


16632 




Name 


OJ990325 03.9A14.C46. 


o3. ts 


Method 


TBLASTX : Soybean 




m start 


15258 




End 


15622 




nl GI 


none 




Score 


105 




[/Z Exons 


15258. .15428, 15428. . 


15622 








Seq. No. 


22618 




Seq. ID 


OJ990325_03. 9A14 


.C46 


Gene No. 


47074 




Strand 






rij Start 


11234 




End 


16632 




Name 


OJ990325 03.9A14.C46. 


o2.tw 


Method 


TBLASTX: Wheat 




start 


15335 




End 


15697 






none 




Score 


34 




''4 Exons 


15335. .15406, 15339. . 


15422, 


15408. .15500, 15425. .15697, 






15536. . 15685, 15585. . 


15689 








Seq. No. 


22618 




Seq. ID 


OJ990325_03.9A14 


.C46 


Gene No . 


47074 




Strand 






Start 


11234 




End 


16632 




Name 


OJ990325 03.9A14.C46. 


o5.tw 


Method 


TBLASTX: Wheat 




Start 


15770 




End 


16262 




GI 


none 




Score 


148 




Exons 


15770. . 16261, 15789. . 


16106, 


15872. .16231, 16128. .162 62 




Seq. No. 


22619 




Seq. ID 


OJ990325_03. 9A14 


.C47 


Gene No. 


47075 




Strand 






Start 


5336 




End 


7142 




Name 


OJ990325 03.9A14.C47. 


ol.ts ■ 


Method 


TBLASTX : Soybean 




o uar u 


5330 




End 


6254 




GI 


none 




Score 


58 




Exons 


5330.. 5431, 5336.. 5443, 5453 


..5893, 5508. .5894, 5945. .6034, 




5973.. 5996, 6023.. 6253, 6030 


. .6254 






Seq. No. 


22619 . - 




Seq. ID 


OJ990325_03. 9A14 


.C47 



22869 




Gene No . 


A 1 m c: 






Strand 






Start 


5336 






End 


7142 




Name 


OJ990325 03.9A14 


.C47.01 


.np 


Method 


AAT/NAP 




bcart 


5336 






End 






GI 


854361 






Score 


1540 




Exons 


5336. .6262, 7068 


. .7142 










GI Descrip. 


(X58877) beta-glucanase 


[Oryza sativa] 






Seq. No. 


22619 






Seq. ID 


OJyyuo^o 0o.yAi4 


. C47 


Gene No. 


47075 






Strand 






Start 


5336 






End 


7142 




Name 


OJ990325 03.9A14 


.C47 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


5336 






End 


6262 




GI 


none 






Score 


158 




Exons 


5336.. 5449, 5450 


. .5893, 


5451. 


.5846, 5883.. 6008, 5900.. 6007, 




6014. .6262 












O — XT A 

beq. NO. 


22619 






Seq. ID 


OJ990325_03 . 9A14 


.C47 


Gene No. 


47075 






Strand 






Start 


5336 






End 


7142 




Name 


OJ990325 03.9A14 


.C47.01 


.tm 


. Method 


TBLASTX: Maize 




Start 


5339 






End 


5713 




T 
bi 


none 






Score 


463 




Exons 


5339. .57.13, '5340 


. .5699 










Seq. No. 


22619 






Seq. ID 


OJ990325_03.9A14 


.C47 


Gene No. 


47075 






Strand 






Start 


5336 






End 


7142 




Name 


OJ990325 03.9A14 


.C47.0.1 


.tw 


Method 


TBLASTX: Wheat 




Start 


5402 






End 


5612 






none 






Score 


159 




Exons 


5402. .5611, 5403 


. .5612 










Seq. No. 


22619 






Seq. ID 


OJ990325_03.9A14 


. C47 


Gene No . 


47075 






Strand 






o tar c 


5336 






End 


7142 




Name 


OJ990325 03.9A14 


.C47.01 


.gp 


Method 


AAT/GAP 




Start 


5491 




End 


5955 




bX 


18617 1.R1084 






Score 


898 




Exons 


5491. .5955 












GI Descrip. 


'854361/emb ICAA41685.il 


2.0e- 


78 (X58877) beta-glucanase 


[Or; 




sativa] ' 












Seq. No. 


22619 






Seq. ID 


OJ990325_03.9A14 


.C47 


Gene No. 


47075 






Strand 






Start 


5336 






End 


7142 




Name 


OJ990325 03.9A14 


.C47.02 


• tw 


Method 


TBLASTX: Wheat 




Start 


5870 






End 


6226 




GI 


none 






Score 


88 




Exons 


5870.. 5968, 5871 


. .5969, 


5972. 


.6226 






Seq. No. 


22619 






Seq. ID 


OJ990325_b3. 9A14 


.C47 


Gene No. 


47075 






Strand 






Start 


5336 






End 


7142 




Name 


OJ990325 03.9A14 


.C47.02 


.tm 


Method 


TBLASTX: Maize 




Start 


6086 






End 


6263 




GI 


none 






Score 


220 





22870 



Exons 6086.. 6262, 6087.. 6263 

Seq. No. 22620 

Gene No. 47076 

Start 1339 

Name OJ990325_03 . 9A14 . C48 . ol . gs 

Start 1339 

GI none 

Exons 1339.. 1586 



Seq. ID OJ990325_03.9A14.C48 

Strand + 

End 1586 

Method GENSCAN 

End 1586 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22621 
47077 
1 

OJ990325_03. 9A14.C49.ol.np 
1 

4972067 
1..30, 537, .741 

(AL078467) putative protei [Arabidopsis thaliana] 



Seq. ID OJ990325_03.9A14.C49 
Strand 

End 741 

Method AAT/NAP 

End 741 

Score 108 



22621 
47077 
1 

OJ990325_03. 9A14.C49.ol.gs 

426^ 
none 

426. .701 



Seq. ID OJ990325_03.9A14.C4 9 
Strand 

End 741 
Method . GENSCAN 
End 701 
Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22622 
47078 
1 

OJ990325_03. 9A14.C50.ol.np 
1 

2618686 
1..135, 487.. 733 

(AC002510) putative cytokinin oxidase [Arabidopsis thaliana] 



Seq. ID OJ990325_03.9A14-C50 

Strand + 

End- 733 

Method AAT/NAP 

End 733 

Score 207 



22622 
47078 
1 

OJ990325_03. 9A14.C50.ol.gs 

410 

none 

410. .665 



Seq. ID OJ990325_03.9A14.C50 

Strand + 

End 733 

Method GENSCAN 

End 665 

Score .44 



Seq. No. 22622 

Gene No. 47078 

Start 1 

Name OJ990325_03 . 9A14 . C50 . ol . tm 

Start 472 

GI none 

Exons 472.. 675, 473.. 670 

Seq. No. 22622 

Gene No. 47078 

Start 1 

Name OJ990325_03 . 9A14 . C50 . ol . ts 

Start 497 



Seq. ID OJ990325_03.9A14.C50 

Strand + 

End 733 

Method TBLASTX: Maize 

End 675 

Score 238 



Seq. ID OJ990325_03.9A14.C50 

Strand + 

End 733 

Method TBLASTX : Soybean 

End 733 



22871 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 57 

497. .556, 551, .733, 559. .720, 605. .730 



22623 
47079 
156 

OJ990325_03 . 9A14 . C51 . ol . gs 

156 

none 

156. .336 



Seq. ID OJ990325_03.9A14.C51 

Strand: ' - 

End "^^ 336 

Method GENSCAN 

End 336 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exon^, 

GI Descrip. 



22624 Seq. ID OJ990325_03.9A14.C52 

47080 Strand 

1 End 2306 

OJ990325_03.9A14 .C52.ol.np Method AAT/NAP 

1 End 1470 

6498441 Score 1178 

1..76, 406. .1470 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 22624 Seq. ID 

Gene No. 47080 ' Strand 

Start 1 End 

Name . OJ990325_03 . 9A14 .C52 .o2 .np Method 

Start 1 End 

GI 5042454 Score 

Exons 1. .21, 568. .2001, 2074. .2306 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



OJ990325_03.9A14.C52 

2306 
AAT/NAP 
2306 
1175 



Seq. No. 


22624 


Seq. ID 


OJ990325_03.9A14 


.C52 


Gene No. 


47080 


Strand 






Start 


1 


End 


2306 




Name 


OJ990325 03.9A14 .C52.ol.gs 


Method 


GENSCAN 




Start 


369 


End 


1907 




GI 


none 


Score 


1 




Exons 


369. .716, 807. .1907 








Seq. No. 


22624 


Seq. ID 


OJ990325_03.9A14 


.C52 


Gene No. 


47080 


Strand 






Start 


1 


End 


2306 




Name 


OJ990325 03.9A14 .C52.ol.tw 


Method 


TBLASTX: Wheat 




Start 


933 


End 


1307 




GI 


none 


Score 


102 




Exons 


933. .1307, 1009. .1185 








Seq. No. 


22625 


Seq. ID 


OJ990325_03.9A14 


.C53 


Gene No. 


47081 


Strand 


+ 




Start 


1 


End 


604 




Name 


OJ990325 03.9A14 .C53.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


604 




GI 


6498441 


Score 


589 




Exons 


1. .604 








GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



22872 




Seq. No. 


22625 






Seq. ID 


OJ990325 03.9A14 


.C53 


Gene No. 


47081 






Strand 


+ 




Start 


1 






End 


604 




Name 


OJ990325_ 


03. 9A14 .C53.01. 


gs 


Method 


GENSCAN 




Start 


106 




End 


302 




GI 


none 






Score 


. 63 




Exons 


106. . 302 












Seq. No. 


22625 






Seq. ID 


OJ990325_03. 9A14 


.C53 


Gene No. 


47081 






Strand 


+ 




Start 


1 






End 


604 




Name 


OJ990325 


03. 9A14 .C53.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


175 






End 


462 




GI 


none 






Score 


182 




Exons 


175. .462 












Seq. No. 


22626 






Seq. ID 


OJ990325_03. 9A14 


.C54 


Gene No. 


47082 






Strand 






Start 


199 






End 


1114 




Name 


OJ990325 


03.9A14.C54.ol. 


np 


Method 


AAT/NAP 




Start 


199 






End 


1114 




GI 


2618687 






Score 


329 




Exons 


199. .438, 


588. .812, 1016 


..1114 






GI Descrip. 


(AC002510) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


22626 






Seq. ID 


OJ990325_03. 9A14 


.C54 


Gene No. 


47082 






Strand 






Start 


199 






End 


1114 




Name 


OJ990325 


03.9A14.C54.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


209 






End 


656 




GI 


none 






Score 


209 




Exons 


209. .421, 


214 . .441, 406. 


.441, 


584. .655 


, 588. .656 




Seq. No. 


22626 






Seq. ID 


OJ990325_03.9A14 


.C54 


Gene No. 


47082 






Strand 






Start 


199 






End 


1114 




Name 


OJ990325 


03.9A14.C54.ol. 


gs 


Method 


GENSCAN 




Start 


215 






End 


794 ■ 




GI 


none 






Score 


.68 




Exons 


215. .438, 


588.-794 










Seq. No. 


22626 






Seq. ID 


OJ990325_03.9A14 


.C54 


Gene No. 


47082 






Strand 






Start 


199 






End 


1114 




Name 


OJ990325 


03.9A14.C54.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


588 






End 


826 




GI 


none 






Score 


137 




Exons 


588. .794, 


607. .765, 629. 


.826 








Seq. No. 


22627 






Seq. ID 


QJ9903'25_03.9A14 


.C55 


Gene No. 


47083 * 






Strand 


+ 




Start 


63 






End 


267 




Name 


OJ990325 


03.9A14 .C55.01. 


gp 


Method 


AAT/GAP 




Start 


63 






End 


267 




GI 


none 






Score 


384 




Exons 


63. .267 













22873 




Seq. No. 


22627 


Seq. ID 


OJ990325_03. 


9A14 


.C55 


Gene No. 


47084 


Strand 








Start 


258 ,.:v 


End 


443 






Name 


OJ990325 b3.9A14 .C55.oL.np 


Method 


AAT/NAP 






Start 


258 


End 


443 






GI 


4580463 


Score 


107 






Exons 


258. .443 










GI Descrip. 


(AC006081) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


22628 


Seq. ID 


OJ990325_03. 


9A14 


.C56 


Gene No. 


47085 


Strand 


+ 






Start 


1 


End 


1447 






Name 


OJ990325 03.9A14.C56.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1447 






GI 


4680183 


Score 


189 






Exons 


1..246, 678. .746, 1356. .1447 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


22628 


Seq. ID 


OJ990325_03. 


9A14 


.C56 


Gene No. 


47086 


Strand ■ 








Start 


703 


End 


2658 






Name 


OJ990325 03.9A14.C56.ol.gs 


Method 


GENSCAN 






Start 


703 


End 


2658 






GI 


none 


Score 


.68 






Exons 


703. .743, 1808. .1876, 2150. 


.2271, 2513. 


.2658 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22629 
47087 
1 

OJ990325_03, 
1 

2130141 
1..49, 586., 



9A14.C57.ol.np 



1043, 1146. .2160, 



Seq. ID 

Strand 
End 

Method 
End 
Score 
4002 



OJ990325_ 
+ 

4045 
AAT/NAP 
4045 
674 
4045 



03.9A14.C57 



mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



22629 . Seq. ID 

47087 Strand 

1 End 
OJ990325_03 . 9A14 . 057 . ol . gp Method 

2300 End 

3107569 Score 
2300. .2586 



OJ990325_03.9A14.C57 
+ 

4045 
AAT/GAP 
2586 
544 



Seq. No. 22629 Seq. ID OJ990325_03.9A14.C57 

Gene No. 47088 Strand 

Start 6131 End 

Name OJ990325_03 . 9A14 . C57 . o3 . np Method 

Start 6131 End 

GI 6630699- Score 
Exons 6131.. 6154, 7390.. 7475 

GI Descrip. {AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990325_03.9A14. 
+ 

7475 
AAT/NAP 
7475 
94 



Seq. No. 22629 Seq. ID OJ990325_03.9A14.C57 

22874 




Gene No. 


47089 








Strand 


+ 


Start 


14837 








End 


16525 


Name 


OJ990325 03 


.9A14 


.C57.03 


.gs 


Method 


GENSCAN 


Start 


14837 








End 


16525 


GI 


; none 








- Score 


.44 


Exons 


14837. .14879, 16055 .. 16242, 


16457. .16525 


Seq. No. 


22629 








Seq. ID 


OJ990325_03 . 9A14 .C57 


Gene No. 


47090 








Strand 




Start 


2069 








End 


5489 . 


Name 


OJ990325 03 


. 9A14 


.C57.01 


. gs 


Method 


GENSCAN 


Start 


2069 








End 


5489 


GI 


none 








Score 


.73 


Exons 


2069. .2267, 


2582 


. .2729, 


2800 


..2937, 4267. .4453, 4707. .4924, 




5330. .5489 












Seq. No. 


22629 








Seq. ID 


OJ990325_03.9A14.C57 


Gene No. 


47090 








Strand 




Start 


2069 








End 


5489 


Name 


OJ990325 03 


.9A14 


.C57.02 


np 


Method 


AAT/NAP 


Start 


2443 








End 


5078 


GI 


6735298 








Score 


604 


Exons 


2443. .2729, 


2800 


. .2979, 


3642 


. .384 5, . 424 9. .4 453, 4707. .5078 


GI Descrip. 


(ALi37080) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


22629 








Seq. ID 


OJ990325_03 . 9A14 .C57 


Gene No. 


47091 








Strand 




Start 


7614 








End 


9336 


Name 


OJ990325 03 


. 9A14 


.C57.03 


tm 


Method 


TBLASTX: Maize 


Start 


1162 








End 


1538 


GI 


none 








Score 


146 


Exons 


1162. .1290, 


1166 


. .1297, 


1205 


..1294, 1386. .1430, 1391. .1534, 




1392. .1538 












Seq. No. 


22629 








Seq. ID 


OJ990325_03.9A14.C57 


Gene No. 


47091 








Strand 




Start 


7614 








End 


9336 


Name 


OJ990325_03 


. 9A14 


.C57.01. 


tm 


Method 


TBLASTX: Maize 


Start 


1590 








.End 


2174 


GI 


none 








Score 


235 


Exons 


1590. .1847, 


1595 


. .1825, 


1611 


..1841, 1863. .1919, 1971. .2174, 




1982. .2173 












Seq. No. 


22629 








Seq. ID 


OJ990325_03 . 9A14 . C57 


Gene No. 


47091 








Strand 




Start 


7614 








End 


9336 


Name 


OJ990325 03 


. 9A14 


.C57.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


2458 








End 


2730 


GI 


none 








Score 


237 


Exons 


2458. .2730 












Seq.^ No. 


22629 








Seq. ID 


OJ990325_03. 9A14-C57 


Gene No. 


47091 








Strand 




Start 


7614 








End 


9336 


Name 


OJ990325 03 


. 9A14 


.C57.02. 


tm 


Method 


TBLASTX: Maize 


Start 


3640 








End 


4397 


GI 


none 








Score 


179 



22875 



Exons 


3640.. 3843, 3647.. 3841, 


4230. 


.4397, 4254. .4394, 


4280. .4396 


Seq. No. 


22629 




Seq. ID 


OJ990325_ 


03 


. 9A14.C57 


Gene No. 


47091 




Strand 








Start 


7614 




End 


9336 






Name 


OJ990325 03.9A14.C57.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4364 




End 


4925 






GI 


none 




Score 


76 






Exons 


4364. .4456, 4707. .4907, 


4707. 


.4925 








Seq. No. 


22629 




Seq. ID 


OJ990325_ 


03 


.9A14.C57 


Gene No. 


47091 




Strand 








Start 


7614 




End 


9336 






Name 


OJ990325 03.9A14.C57.o4 


.np 


Method 


AAT/NAP 






Start 


7614 




End 


9336 






GI 


5922619 




Score 


117 






Exons 


7614. .7721, 9198. .9336 












GI Descrip. 


{AP0004 92) hypothetical 


protein [Oryza 


sativa] 








gi| 6016852 Idbj IBAA85195 


.11 (AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


22630 




Seq. ID 


OJ990325_ 


03 


. 9A14.C58 


Gene No . 


47092 




Strand 


- 






Start 


1400 




End 


1660 






Name 


OJ990325 03.9A14.C58.ol 


.gs 


Method 


GENSCAN 






Start 


1400 




End 


"1660 






GI 


none 




Score 


.58 






Exons 


1400. .1660 












Seq. No. 


22631 




Seq. ID 


OJ990325_ 


03 


. 9A14.C60 


Gene No . 


47093 




Strand 


+ 






Start 


266 




End 


429 






Name 


OJ990325 03.9A14.C60.ol 


.gs 


Method 


GENSCAN 






Start 


266 




End 


429 






GI 


none 




Score 


.95 






Exons 


266. .429 












Seq. No. 


22632 




Seq. ID 


OJ990325_ 


_03 


.9A14.C63 


Gene No. 


47094 




Strand 








Start 


779 




End 


863 






Name 


OJ990325 03.9A14.C63.ol 


.gs 


Method 


GENSCAN 






Start 


779 




End 


863 






GI 


none 




Score 


.95 






Exons 


779. .863 












Seq. No. 


22633 




Seq. ID 


OJ990325_ 


03 


. 9A14 .C64 


Gene No . 


47095 




Strand 


+ 






Start 


340 




End 


410 






Name 


OJ990325 03.9A14.C64,ol 


gs 


Method 


GENSCAN 






Start 


-340 


End 


410 






GI 


none 




Score 


.42 






Exons 


340. .410 












Seq. No. 


22634 




Seq. ID 


OJ990405_ 


06 


. 9A01.C1 


Gene No.. 


47096 




Strand 








Start 


624 




End 


959 






Name 


OJ990405_06.9A01.Cl.ol.gs 


Method ■ 


GENSCAN 







22876 



start 
GI 

Exons 

Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



624 
none 

624.. 947 

22634 
47096 
624 

OJ990405_06 . 9A01 . CI . ol . tm 

702 

none 

702. .959, 711. .923, 715. .945 

22635 
47097 
8609 

OJ990405_06 . 9A01 . C2 . o2 . gs 

8609 

none 

8609.. 9268, 9356.. 9815 

22635 
47098 



End 
Score 



947 
.51 



Seq. ID OJ990405_06.9A01.C1 
Strand 

End 959 

Method TBLASTX : Mai ze 

End 959 

Score 184 



Seq. ID OJ990405_06.9A01.C2 

Strand + 

End 9815 

Method GENSCAN 

End 9815 

Score .75 



Seq. ID OJ990405_06.9A01.C2 
Strand 

8125 
AAT/GAP 
3993 
6192 



End 

Method 
End 
Score 



OJ990405_06 . 9A01 . 02 . ol . gp 
8 

342_1.R1084 
8. .3993 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] • 



22635 
47098 
8 

OJ9904 05_0 6 . 9A01 . C2 . ol . gs 

668 

none 



Seq. ID OJ.990405_06.9A01.C2 
Strand 

End 8125 

Method GENSCAN 

End 8125 

Score .56 



668. .1064, 1242, .1760, 1871. .2261, 2393. .3777, 4426. .4529, - 
4795. .5055, 7351. .7421, 7693. .8125 



22635 
47098 
8 

OJ9904 05_0 6 . 9A01 . C2 . ol . np 
689 

4680203 



Seq. ID OJ990405_06.9A01.C2 
Strand 

End 8125 

Method AAT/NAP 

End 3997 

Score 3116 



689. .1666, 1942. .2172, 2326. .3997 

(AF114171) TNP2-like protein [Sorghum bicolor] 



22635 
47098 
8 

0 J 9 9 0 4 0 5_0 6 . 9A0 1 , C2 . o 1 . t w 

749 

none 



Seq. ID OJ990405_06.9A01.C2 
Strand 

End 8125 

Method TBLASTX : Wheat 

End 2064 

Score 64 



749. .835, 824. .904, 852. .905, 909. .989, 911. .1027, 918. .1058, 
929. .1057, 1005. .1100, 1037. .1096, 1103. .1144, 1103. .1147, 
1142. .1594, 1158. .1394, -1175. .1474, 1431. .1748, 1623. . 1739, 



22877 



1634: .1747, 
1959. .2060 



1716. .2057, 1744. .2058, 1745. .2059, 1879. .2064, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22635 
47098 
8 

OJ990405_06. 

1325 

none 

1325. .1474, 



9A01.C2.o2.tc 



1325. .1594, 1431. 



Seq. ID OJ990405_06.9A01.C2 
Strand 

End 8125 

Method TBLASTX : Cress 

End 1748 

Score 102 

.1748, 1629. .1745, 1634. .1747 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22635 
47098 
8 

OJ990405_06, 

1703 

none 

1703. .1747, 

22635 
47098 
8 

OJ990405_06, 

2065 

none 

2065. .2145, 
2358. .2420, 



9A01.C2.o2.tm 



1744. .2016, 1745, 



9A01.C2.o3.tw 



2178. .2375, 2179. 
2406. .2468, 2419. 



Seq. ID OJ990405_06. 9A01.C2 
Strand 

8125 

TBLASTX: Maize 
2016 
119 



End 

Method 
End 
Score 
.2002 



Seq. ID OJ990405_06.9A01.C2 
Strand 

End 8125 

Method TBLASTX : Wheat 

End 2468 

Score 152 

.2364, 2179. .2376, 2219. .2374, 
.2466 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



22635 
47098 
8 

OJ990405_06. 

2502 

none 

2502. .2744 



9A01.C2.o2.ts 



Seq. ID OJ990405_06.9A01.C2 
Strand 

End 8125 

Method TBLASTX : Soybean 

End 2744 

Score 210 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22635 
47098 
8 ■ 

OJ990405_06. 

2574 

none 

2574. .2768, 

22635 
47098 

8 ■ 

OJ990405_06. 

2608 

none 

2608. .2844, 
2817. .2912, 
3025. .3069 



9A01.C2.ol.tm 



2778.. 3032, 2778. 



9A01.C2.o2.tw 



2608.. 2817, 2613. 
2817. .2915, 2919. 



Seq. ID OJ990405_06. 9A01.C2 
Strand 

8125 

TBLASTX: Maize 
3032 
91 



End 

Method 
End 
Score 
.3020 



Seq. ID OJ990405_06. 9A01.C2 
Strand 

End 8125 

Method TBLASTX : Wheat 

End 3077 

Score 164 

.2837, 2815.. 2910, 2815.. 2907, 
.3023; 2923.. 3024, 3021.. 3077, 



Seq. No. 
Gene No. 
Start 



22635 
47098 
8 



Seq. ID OJ990405_06. 9A01.C2 
Strand 

End 8125 



22878 



Name 

Start 

GI 

Exons 



OJ990405_06. 9A01.C2.ol. tc Method 
2865 End 
none Score 
2865. .3206, 2884. .2997, 3061. .3213 



TBLASTX: Cress 

3213 

81 



Seq. No. 22635 

Gene No. 47098 

Start 8 

Name OJ990405_06 . 9A01 . C2 . ol . ts 
Start^ . 2946 

GI none 

Exons 2946.. 3215, 2959.. 3210, 3292, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_06.9A01.C2 
8125 

TBLASTX: Soybean 

3375 

78 



.3375, 3300.. 3374 



Seq. No. 22635 

Gene No. 47098 

Start 8 

Name OJ990405_06 . 9A01 . C2 . o4 . tw 

Start 3291 

GI none 

Exons 3291.. 3548, 3296.. 3538, 3304. 
3540. .3692 



OJ990405_06.9A01.C2 
8125 

TBLASTX: Wheat 

3692 

168 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3546, 3306.. 3557, 3307. .3549, 



Seq. No. 22635 
Gene No. 47098 
Start 8 

Name OJ990405_06 . 9A01 . C2 . o3 . tm 

Start 4810 
GI none 
Exons 4810.. 5067, 4819". 

6735. .6848, 6736. 

6825.. 6896, 6877. 

7035.. 7103, 7058. 



,5031, 4823. 
,6813, 6789. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5053, 6310 
.6890, 6808 



OJ990405 06.9A01.C2 



8125 

TBLASTX: Maize 
7422 
184 

6393, 6719. 
6888, 6824. 



.6987, 6879. .7007, 6879. .7007, 6880. 
.7117, 7069. .7092, 7345. .7407, 7351. 



.6805, 
.6892, 
.7026, 
.7422 



Seq. No. 22635 

Gene No. 47099 

Start 8951 

Name OJ990405_06 . 9A01 . C2 . o4 . tm 

Start 8951 

GI none 

Exons 8951.. 9247, 8951.. 9151, 9187. 



Seq. ID OJ990405_06.9A01.C2 
Strand 
End 

Method 
End 
Score 
.92-4 9 



9249 

TBLASTX: Maize 

9249 

203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22636 Seq. ID OJ990405_06 . 9A01 . C3 

47100 Strand + 

1 End 3546 

OJ990405_06. 9A01.C3.ol.np Method AAT/NAP 

1 End 354 6 

4512618 Score 1851 

1..1100, 1308. .2958, 3393. .3546 

(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAG gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



Seq. No. 22636 Seq. ID 

Gene No. 47100 Strand 

Start 1 End 

Name OJ990405_06 . 9A01 . C3 . ol . gs Method 

Start 161 End 



OJ990405_06.9A01.C3 
+ 

3546 

GENSCAN 

2986 



22879 




GI 


none 


Score 


.75 




Exons 


161. .841, 914. .2371, 2519. .2986 






Seq. No. 


22636 


Seq. ID 


OJ99040;5_06.9A01. 


C3 


Qene No.- 


47101 


Strand 






Start 


3118 


End 


9560 




Name 


OJ990405 06. 9A01.C3.o3. tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


295 




GI 


none 


Score 


165 




Exons 


2.. 205, 209.. 295 








Seq. No. 


22636 


Seq. ID 


OJ990405_06.9A01- 


C3 


Gene No . 


47101 


Strand 






Start 


3118 


End 


9560 




Name 


OJ990405 06.9A01.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


179 


End 


8210 




GI 


none 


Score 


129 




Exons 


179. .508, 7971. .8210, 7972. .8106 






Seq. No. 


22636 


Seq. ID 


OJ990405_06.9A01. 


C3 


Gene No. 


47101 


Strand 






Start 


3118 


End 


9560 




Name 


OJ990405 06.9A01.C3.o3.tm 


Method 


TBLASTX: Maize 




Start * 


218 ~ 


End • ; 


8198 




GI 


none 


Score 


72 




Exons 


218.. 286, 299.. 853, 352.. 603, 


674. .865 


, 7629. .7781, 7776 


.8198, 




7777. .8136 








Seq. No. 


22636 


Seq. ID 


OJ990405_06.9A01. 


C3 


Gene No . 


47101 


Strand 






Start 


3118 


End 


9560 




Name 


OJ990405 06 9A01 C3 o3 ts 


Method 


TBLASTX : Soybean 




Start 


395 


End 


8090 




GI 


none 


Score 


266 




Exons 


395. .841, 7629. .7757, 7779. .8 


090, 7786 


. .8064 




Seq. No. 


22636 


Seq. ID 


OJ990405_06.9A01. 


C3 


Gene No. 


47101 


Strand 






Start 


3118 


End 


9560 




Name 


6J990405 06.9A01.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


434 


End 


8072 




GI 


none 


Score 


364 




Exons 


434.. 871, 655.. 702, 751.. 903, 


7630.. 7767, 7635.. 7766, 






7782.. 8072, 7899.. 7994, 7987. 


.8064 . 






Seq. No. 


22636 . 


Seq. ID 


OJ990405_06.9A01. 


C3 


Gene No . 


47101 


Strand 






Start 


3118 


End 


9560 




Name 


OJ990405 06.9A01.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


521 


End 


7970 




GI 


none 


Score 


348 




Exons 


521.. 895, 523.. 804, 678.. 839, 


7635.. 7760, 7782.. 7970 




Seq. No. 


22636 


Seq. ID 


OJ990405_06.9A01. 


C3 


Gene No. 


47101 


Strand 






Start 


3118 


End 


9560 




Name 


OJ990405 06.9A01.C3.ol.ts 


Method 


TBLASTX : Soybean 





22880 



start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




1436 End 7307 

5509260 Score 425 

1436. .1936, 1453. .1707, 1759. .1914, 6694. .6951, 6699. .6890, 

6722. .6892, 6951. .7235, 6997. .7218, 7005. .7244, 7257. .7307, 
7257.. 7307 



^22636 
47101 
3118 

OJ990405_06. 

1480 

none 

1480. .1632, 

22636 
47101 
3118 

OJ990405_06. 

1544 . 

none 

1544. .1819, 

22636 
47101 
3118 

OJ990405_06. 

1601 

none 

1601. .1945, 
6600. .6692, 

22636 
47101 
3118 

OJ990405_06. 

1732 

none 

1732. .1920, 
6688. .6873 



9A01.C3.o4.tm 



1481. .1726, 1485. 



9A01.C3.o2.tc 



1544.. 1789, 6813. 



9A01.C3.ol.tw 



1657.. 1941, 1937. 
6687.. 6890, 6739. 



9A01.C3.o2.tm 



1733.. 2179, 1742, 



Seq. ID OJ990405_06. 9A01.C3 
Strand 

End 9560 

Method TBLASTX : Mai ze 

End 7151 

Score 267 

.1682, 6945. .7151, 6948. .7088 



Seq. ID OJ990405_06. 9A01.C3 
Strand 

9560 

TBLASTX: Cress 
7073 
246 



End 

Method 
End 
Score 
.7073 



Seq. ID OJ990405_06.9A01.C3 
Strand 

End 9560 
Method TBLASTX : Wheat 
End 7031 
Score 297 

.2146, 1939. .2133, 2144. .2263, 
.6876, 6951. .7025, 6951. .7031 

Seq. ID OJ990405_06.9A01.C3 
Strand 

End 9560 

Method TBLASTX: Maize 

End 6899 

Score 504 

.2107,* 1939.. 2166, 6459.. 6899, 



22636 
47101 
3118 

OJ9904 05_06 . 9A01 . C3 . o4 . tc 

1991 

none 

1991. .2242, 6390. .6647 

22636 
47101 
3118 

OJ990405_06 . 9A01 . C3 . ol . tm 

2279 

none 

2279.. 2692, 2545.. 2676, 2717. 
5686.. 6198, 5696.. 6199, 6199. 



Seq. ID OJ990405_06. 9A01.C3 
Strand 

End 9560 

Method TBLASTX : Cress 

End 6647 

Score 202 



Seq. ID OJ990405_06. 9A01.C3 
Strand 

End 9560 

Method TBLASTX : Maize 

End 6341 

Score 321 

.2953, 2737.. 2910, 3041.. 3076, 
.6333, 6201.. 6341 



22881 



Seq. No. 22636 

Gene No. 47101 

Start 3118 

Name OJ990405_06 . 9A01 . C3 , o3 . tw 

Start 2285 

GI none 
Exons 



Seq. ID OJ990405_06.9A01.C3 
Strand 

End 9560 

Method TBLASTX : Wheat 

End 6518 

Score 247 



2285. .2545, 2344. .2463, 6088. .6198, 6201. .6344, 6205. .6333, 
6369.. 6518, 6379.. 6456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22636 
47101 
3118 

OJ990405_06.9A01.C3.o2.ts 

2309 

none 



Seq. ID OJ990405_06.9A01.C3 
Strand 

End 9560 

Method TBLASTX : Soybean 

End 6323 

Score 481 



2309. .2905, 2344. .2427, 2496.-2636, 2521. .2667, 2710. .2832, 
2733.. 2834, 5656.. 5916, 5810.. 5869, 5938.. 6198, 5978.. 6136, 
6201. .6323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22636 
47101 
3118 

OJ990405_06 . 9A01 . C3 . o4 . tw 
2771 

none ' 



Seq. ID OJ990405_06.9A01.C3 
Strand 

End 9560 

Method TBLASTX : Wheat 

End 5869 

Score 187 



2771. .2947, 2788. .2982, 5689. .5865, 5738. .5869 



Seq. No. 22636 

Gene No. 47101 

Start 3118 

Name OJ9904 05_06 . 9A01 . C3 . o2 . gs 

Start 3118 

GI none 
Exons 



Seq. ID OJ990405_06. 9A01.C3 
Strand 

End 9560 

Method GENSCAN 

End 8219 

Score .44 



3118. .3627, 4251. .4386, 5200. .5347, 6326. .6620, 6981. .7754, 
7818.. 8219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22636 
47101 
3118 

OJ9904 05_06 . 9A01 . C3 . o2 . np 
3460 
6539588 
3460. .3721, 4437. .4463 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990405_06.9A01.C3 \ 
Strand 

End 9560 

Method AAT/NAP 

End 4 4 63 

Score 215 



22636 
47101 
3118 

OJ990405_06 . 9A01 . C3 . o3 . np 

5668 

6630685 



Seq. ID OJ990405_06. 9A01.C3 
Strand 

End 9560 

Method AAT/NAP 

End 9560 

Score 2006 



5668. .7313, 7349. .7600, 7631. .8219, 9507. .9560 . 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 

[Oryza sativa] 



Seq. No. 



22637 



Seq. ID OJ990405_06. 9A01,C4 



22882 



Gene No. 


47102 


Strand 


+ 


Start 


1440 


End 


5828 


Name 


OJ990405_06. 9A01.C4 .ol.gs 


Method 


GENSCAN 


Start 


1440 


End 


5471 


GI 


none 


Score 


.73 


Exons 


1440.. 1617, 3297.. 3452, 3482. 


.3675, 5373.. 5471 


Seq. No. 


22637 


Seq. ID 


OJ990405_06.9A01. C4 


Gene No. 


47102 


Strand 


+ 


Start 


1440 


End 


5828 


Name 


OJ990405_06. 9A01.C4 .ol.gp 


Method 


AAT/GAP 


Start 


3952 


End 


5241 


GI 


none 


Score 


850 


Exons 


3952. .4100, 4772. .4877, 4997. 


.5241 




Seq. No. 


22637 


Seq. ID 


OJ990405_06.9A01.C4 


Gene No. 


47102 


Strand 


+ 


Start 


1440 


End 


5828 


Name 


OJ990405_06. 9A01.C4 .o2.gp 


Method 


AAT/GAP 


Start 


5370 


End 


5828 


GI 


5002888 


Score 


597 


Exons 


5370. .5828 






• 

Seq. No. 


22637 


Seq. ID 


■OJ990405 06.9A01.C4 


Gene No. 


47103 


Strand 


+ 


Start 


11199 


End 


11842 


Name 


OJ990405 06.9A01.C4.o2.np 


Method 


AAT/NAP 


Start 


11199 


End 


11842 


GI 


6069646 


Score . 


192 


Exons 


11199. .11842 






GI Descrip. 


{AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj | BAA9Q 63 9 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAG 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC00624 8 ) 




[Oryza sativa] 






Seq. No. 


22637 


Seq. ID 


OJ990405_06.9A01.C4 


Gene No. 


47104 


Strand 




Start . 


7412 


End 


8884 


Name 


OJ990405 06.9A01.C4.o3.gp 


Method 


AAT/GAP 


Start 


7153 


End 


7243 


GI 


LIB3477-003-P1-K1-E9 


Score 


107 


Exons 


7153. .7243 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


22637 


Seq. ID 


OJ990405_06.9A01.C4 


Gene No. 


47104 


Strand 




Start 


7412 


End 


8884 


Name 


OJ990405 06.9A01.C4.o2.gs 


Method 


GENSCAN 


Start 


7412 


End 


8884 


GI 


none 


Score 


.42 


Exons 


7412. .7435, 8672. .8884 






Seq. No. 


22637 


Seq. ID 


OJ990405_06.9A01.C4 


Gene No. 


47105 


Strand 





22883 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10172 

OJ9904 05_06 . 9A01 . C4 . ol . np 
10172 
6456469 
10172. .10306, 11789.. 11842 

(AB025346) oxidosqualene cyclase [Taraxacum officinale] 



End 11842 

Method AAT/NAP 

End 11842 

Score 66 



22637 
47105 
10172 

OJ990405_06. 9A01.C4 .ol.tm 

11433 

none 



Seq. ID OJ990405_06.9A01.C4 
Strand 
End 

Method 
End 
Score 



118.42 

TBLASTX: Maize 

11841 

64 



11433. .11504, 11554. .11700, 11556 11684, 11767. .11841 



22638 
47106 
493 

OJ990405_06 . 9A01 . C5 . 61 . tm 
491 
none 

491. .574, 493. .585, 493. .579, 617 
659.. 742 



Seq. ID OJ990405_06.9A01.C5 
Strand . - 
End 1056 
Method TBLASTX : Maize 
End 742 
Score 120 

739, 658. .741, 658. .741, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22638 Seq. ID 

47106 Strand 
4 93 End 
OJ990405_06.9A01.C5.ol.np Method 
4 93 End 
5922599 Score 
493.. 576, 658.. 738, 1029.. 1056 

(AB025353) oxidosqualene cyclase [Allium macrostemon] 



OJ990405_06.9A01.C5 

1056 
AAT/NAP 
1056 
119 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405 06.9A01.C7 



598 

AAT/NAP 

598 

692 



22639 
47107 
183 

OJ990405_06.9A01.C7.ol.np 
183 

1196998 
183.. 598 

(J01829) unknown protein [Transposon TnlO] 
gi|5103202|dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid RlOO] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi| 6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 22640 Seq. ID 

Gene No. 47108 Strand 

Start ' 135 -.End 

Name OJ990405_06 . 9A01 . C8 . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135.. 275 



OJ990405_06.9A01.C8 
275 

GENSCAN 

275 

.74 



Seq. No. 



22641 



Seq. ID OJ990405_06.9A01.C9 



22884 



Gene No. 47109 Strand + 

Start 1 End 701 

Name OJ990405_06, 9A01 .C9. ol .np Method AAT/NAP 

Start 1 End 701 

GI 4416302 Score 651* 

Exons 1..701 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



Seq. No. 


22641 






Seq. ID 


OJ9904 05_06. 9A01 


.09 


Gene No. 


47109 






Strand 


+ 




Start 


1 






End 


701 




Name 


OJ990405_06. 


9A01.C9.ol 


.gs 


Method 


GENSCAN 




Start 


12 






End 


201 




GI 


none 






Score 


. 94 




Exons 


12. .78, 116. 


. 201 










Seq. No. 


22641 






Seq. ID 


OJ990405_06. 9A01 


.C9 


Gene No. 


47109 






Strand 


4- 




Start 


1 






End 


701 




Name 


OJ990405 06. 


9A01.C9.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


63 






End 


640 




GI 


none 






Score 


160 




Exons 


63.. 203, 71. 


.205, 205. 


.618, 


206. .640, 


516. .635 




Seq. No. 


22641 






Seq. ID 


OJ990405__06.9A01 


.09 


Gene No. 


47109 






Strand 


+ 




Start 


1 






End 


701 




Name 


OJ990405 06. 


9A01.C9.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


81 






End 


631 




GI 


none 






Score 


94 




Exons 


81. .203, 206 


..466, 268 


. .426, 


488. .631, 


535. .594 





Seq. No. 22642 Seq. ID OJ990405_06.9A01.C11 

Gene No. 47110 Strand + 

Start 1 End 422 

Name OJ990405_06 . 9A01 . Cll . ol . np Method AAT/NAP 

Start 1 End 419 

GI 6691716 Score 439 

Exons 1..419 

GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi|6691717|dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


22642 












Seq. ID 


OJ990405_ 


06. 


9A01 


.011 


Gene No. 


47110 












Strand 


+ 








Start 


1 












End 


422 








Name 


OJ990405 


06. 


9A01, 


.Cll, 


.ol, 


.gs 


Method 


GENSCAN 








Start 


81 












End 


422 








GI 


none 












Score 


.97 








Exons 


81. .422 






















Seq. No. 


22643 












Sfeq. ID 


■OJ990405_ 


06. 


9A01 


-013 


Gene No. 


47111 












. Strand 










Start 


609 












End 


643 








Name 


OJ990405 


06. 


9A01. 


.C13. 


■ ol. 


.gs 


Method 


GENSCAN 








Start 


609 ■ 












End 


643 








GI 


none 












Score 


.77 









22885 



Exons 


buy . . b4 o 










Seq. No. 


O O C y1 /I 


Seq. ID 


ojyyu4Uo_UD . 


yAOl 


. C14 


Gene No. 


4 JllZ 


Strand 


+ 






Start 


1 


End 


780 






Name 


OJ990405 06.9A01.C14.ol.np 


Method 


AAT/NAP 






b uam 


1 


End 


ion 
/oU 






GI 


6045133 


Score 


1/0 






Exons 


1..67, 468. .599, 691. .780 










GI Descrip. 


, (AB033334) cycloartenol synthase [Luff a 


L cylindrica] 






Seq. No. 


22644 


Seq. ID 


ojyyu4L/o (Jo. 


O TV A 1 

yAOl 


. C14 


Gene No . 


47112 


Strand 


t 

T 






Start 


1 


End 


780 






Name 


OJ990405 06.9A01.C14 .ol.gs 


Method 


GENSCAN 






Start 


2 


End 


611 






GI 


none 


Score 


.68 






Exons 


2. .13, 399. .611 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22644 
47112 
1 

OJ990405_06.9A01.C14 .ol.tm 

417 

none 



Seq. ID OJ990405_06.9A01.C14 

Strand + 

End 780 

Method TBLASTX : Mai ze 

End 780 

Score 187 



417. .602, 420. .593, 452. .604, 458. .613, 690. .776, 690. .776, 
691.. 780, 691.. 780 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ... 

. Exops • V/ 
-GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



22644 
47112 
1 

OJ9904 05_06. 9A01.C14 .ol.tc 

455 

none 

455.-592, 456. .593, 691. .780 

22644 
47112 
1 

OJ990405_06. 9A01.C14 .ol.ts 

464 

none 

464.. 601, 465.. 590, 691. .780 



Seq. ID OJ990405_06.9A01.C14 

Strand + 

End 780 

Method TBLASTX : Cress 

End 780 

Score 137 



Seq. ID OJ990405_06.9A01.C14 

Strand + 

End 780 

Method TBLASTX : Soybean 

End 780 

Score 116 



22645 
47113 
1 

OJ990405_06. 9A01.C15.ol.np 
1 

4416302 . ' . . 
. 1.. .549 ^ . .... - 

{API 0571 6)' 'copia-type pol poLyprotein [Zea mays] 



Seq. ID OJ990405_06.9A01.C15 
Strand 

End 54 9 

Method AAT/NAP 

End 54 9 

Score 570 



22645 
47113 
1 

OJ990405 06. 9A01.C15. ol.tm 



Seq. ID OJ990405_06.9A01.C15 
Strand 

End 54 9 

Method TBLASTX : Mai ze 



22886 



start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Naine 

Start 

GI 

Exons 



7 

none 

7. .477, 8. .478, 480. .548 

22645 
47113 
1 

OJ990405_06. 9A01.C15.ol.ts 
10 

none 



End 
Score 



548 
286 



Seq. ID OJ990405_06.9A01.C15 

Strand 

End 54 9 

Method TBLASTX : Soybean 

End 477 

Score 36 



10. .195, 89. .148, 217. .477, 257. .415 



22645 
47113 
1 

OJ990405_06 . 9A01 . C15 . ol . tw 
10 

none 

10. .186, 205. .465 



Seq. ID OJ990405_06.9A01.C15 
Strand 

End 54 9 

Method TBLASTX : Wheat 

End 4 65 

Score 112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22646 
47114 
188 

OJ990405_06. 9A01.C18.ol.tc 

185 

none 



Seq. ID OJ990405_06.9A01.C18 

Strand + 

End.v^. 626 

Method TBLASTX: Cress 

End 530 

Score 132 



185. .265, 191, .313, 196. .312, 396. .530, 413. .520 



22646 
47114 
188 

OJ9904 05_0 6 . 9A01 . C18 . ol . tm 

186 

none 



Seq. ID OJ990405_06.9A01.C18 

Strand + 

End 626 

Method TBLASTX : Mai ze 

End 532 

Score 128 



186. .311, 188. .313, 190. .318, 190. .312, 396. .530, 396. .521, 
397. .531, 401. .532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name , , , ■ 
Start - 
GI 

Exons 

GI Descrip. 
Seq. No. 



Seq. ID OJ990405_06.9A01.C18 

Strand + 

End 626 

Method AAT/GAP 

End 531 

Score 398 



22646 
47114 
188 

OJ990405_0 6 . 9A01 . C18 . ol . gp 
188 

uC-osflcyp065e03bl 
188. .310, 399. .531 

'541855/pir.l IA49398 4.0e-50 cycloartenol synthase (EC 5.4.99.8) 
- Arabidopsis thaliana* 

22646 Seq. ID OJ990405_06.9A01.C18 

47114 Strand + 

188 - . End 626 

OJ990405^06. 9A01.G18.ol.np . . Method'. .AAT/NAP-- 
. 191"- ' ■ • . . ' - ' End . ' -626 • " - • . 

6045135 Score 193 

191. .310, 399. .626 

(AB033335) oxidosqualene cyclase [Luffa cylindrical 



22646 



Seq. ID OJ990405_06.9A01.C18 



22887 




Gene No. 


47114 ■ 




Strand 


+ 




Start 


188 




End 


626 




Name 


OJ990405 


06.9A01.C18.ol.ts 


Method 


TBLASTX: Soybean 




Start 


197 




End 


535 




GI 


none 




Score 


125 




Exons 


197 . . 316, 


396. .521, 416. .535 








Seq. No. 


22647 




Seq. ID 


OJ990405_06. 9A01 


.C20 


Gene No. 


47115 




Strand 






Start 


1 




End 


349 




Name 


OJ990405_ 


06.9A01.C20.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


349 




GI 


3777527 




Score 


439 




Exons 


1. .349 










GI Descrip. 


{AF053008 


:) gag-pol polyprotein [Glycine max] 




Seq. No. 


22647 




Seq. ID 


OJ990405 06.9A01 


.C20 


Gene No. 


47115 




Strand 






Start 


1 




End 


349 




Name 


OJ990405 


06.9A01.C20.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


349 




GI 


5509260 




Score 


80 




Exons 


2. . 64,- 3. 


. 125, 18 . .80, 125 . . 


349, 171 . . 


344, 178 348 




GI Descrip. 








- 




Seq. No. 


22647 




Seq. ID 


OJ990405 06 9A01 


.C20 


Gene No. 


47115 




Strand 






Start 


1 




End 


349 




Name 


OJ990405 


06. 9A01.C20.ol. tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


334 




GI 


none 




Score 


42 




Exons 


2. .58, 3. 


.62, 125. .283, 171. 


.221, 263. 


. 334, 269. . 334 




Seq. No. 


22647 




Sea ID 


OJ990405 06 9A01 


.C20 


Gene No. 


47115 




strand 






Start 


1 




End 


349 




Name 


OJ990405 


06*. 9A01.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


26 




End 


343 




GI 


none 




Score 


95 




Exons 


26. . 343, 


171. .326 








Seq. No. 


22647 




Seq. ID 


OJ990405_06.9A01 


.C20 


Gene No. 


47115 




Strand 






Start 


1 




End 


349 




Name ' 


OJ990405 


06. 9A01.C20.ol.gs 


Method 


GENSCAN 




Start 


155 




End 


322 




GI 


none 




Score 


.44 




Exons 


155. .322 










Seq. No. 


22648 




Seq. ID 


OJ990405_06.9A01 


.021 


Gene No. 


•47116 




.. Strand;.' 






Start 


'22 7^ 




End 


• *420 




Name 


OJ990405 


06. 9A01.C21.ol.ts 


Method 


TBLASTX: Soybean 




Start 


217 




End 


418 




GI 


none 




Score 


61 




Exons 


217. .417, 


224. .418 









22888 




Seq. No. 


22648 




Seq. ID 


OJ990405_06.9A01. 


C21 


Gene No. 


47116 




Strand 


+ 




Start 


227 




End 


420 




Name 


OJ990405 06. 9A01.C21,ol. 


tc 


Method 


TBLASTX: Cress 




Start 


224 




End 


418 




GI 


none 




Score 


194 




Exons 


224. .418, 251. .418 










Seq. No. 


22648 




Seq. ID 


OJ990405_06.9A01. 


C21 


Gene No. 


47116 




Strand 


+ 




Start 


227 




End 


420 




Name 


OJ990405 06. 9A01.C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


224 




End 


418 




GI 


none 




Score 


209 




Exons 


224. .418, 224. .418 










Seq, No. 


22648 




Seq. ID 


OJ990405_06. 9A01. 


C21 


Gene No. 


47116 




Strand 


+ 




Start 


227 




End 


420 




Name 


OJ990405 06.9A01.C21.ol. 


np 


Method 


AAT/NAP 




Start 


227 




End 


420 




GI 


6090879 




Score 


140 




Exons 


227:. 420 










GI. Descrip. 


(AF169966) putative cycloartenol synthase [Oryza sativa] 




Seq, No. 






Seq. ID 


OJ990405_06.9A01. 


C22 


Gene No. 






Strand 


+ 




Start 


1 




End 


5621 




Name 


OJ990405 06.9A01.C22.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


5621 




GI 


6045135 




Score 


642 




Exons 


1..36, 1591. .1713, 1802. 


.1924 


, 2402.. 


2497, 4006.. 4065, 






4359.. 4405, 4519.. 4662, 


4763. 


.4940, 5541. .5621 




GI Descrip. 


(AB033335) oxidosqualene 


cyclase [Luffa cylindrical 




Seq. No, 


22649 




Seq. ID 


OJ990405 06.9A01. 


C22 


Gene No. 


.47117 




Strand 


+ 




Start 


1 




End 


5621 




Name 


OJ990405 06.9A01.C22.ol. 


gp 


Method 


AAT/GAP 




Start 


1606 




End 


4050 




GI 


uC-osflcyp065e03bl 




Score 


665 




Exons 


1606.. 1713, 1802.. 1924, 


2402. 


.2500, 4009,. 4050 




GI Descrip, 


'541855/pir 1 IA49398 4 . Oe 


-50 cycloartenol synthase (EC 5. 


4 . 99 




- Arabidopsis thaliana' 










Seq. No. 


22649 




Seq. ID 


OJ990405_06. 9A01. 


C22 


Gene No. 


47117 




Strand 


+ 




Start 


1 




End 


5621 




Name 


OJ990405 06.9A01.C22.o2. 


gs 


Method 


GENSCAN 




Start 


1805 




End 


5621 




GI 


none 




Score-. 


,66 • • • 




Exons ' 


l%a5. .1924, 2402. .2500, 


2923. 


.3033, 3091. .3169, '3259, .3455, 




4009. .4065, 4359. .4405, 


4519. 


,4662, 4763. .4940, 5541. .5621 


Seq. No. 


22649 




Seq. ID 


OJ990405_06.9A01. 


C22 


Gene No. 


47118 




Strand 






Start 


131 




End 


557 





22889 




Name 


OJ990405 06. 


9A01 


.022. ol 


.gs 


Method 


GENSOAN 


Start 


131 








End 


557 




none 








Score 


. 52 


Exons 


131. .331, 477. .557 








Seq. No. 


22649 








Seq. ID 


OJ990405_06. 9A01.C22 


Gene No. 


47119 








Strand 




Start 


1589 








End 


5662 


Name 


OJ990405 06. 


9A01 


.022. ol 


. tm 


Method 


TBLASTX: Maize 


Start. 


1589 








End 


5662 


GI 


none 








Score 


128 


Exons 


1589. .1714, 


1591 


. .1716, 


1593. 


.1721, 1593. .1715, 1799. .1933, 




1803. .1925, 


1804 


. .1935, 


2409. 


.2495, 2429. .2497, 2431. .2496, 




2432. .2497, 


3996 


. .4064, 


3999. 


.4064, 4000. .4068, 4009. .4068, 




4359. .4406, 


4361 


. .4405, 


4520. 


.4663, 4522. .4665, 4757. .4918, 




4763. .4918, 


4764 


. .4943, 


5538. 


.5621, 5538.. 5621, 5540.. 5662 


Seq, No. 


22649 








Seq. ID 


0 J9 9 0 4 0 5_0 6 . 9A0 1 . C2 2 


Gene No. 


47119 








Strand 




Start 


1589 








End 


5662 


Name 


OJ990405 06. 


9A01 


.022.01 


.tc 


Method 


TBLASTX :Oress 


Start 


1594 








End 


5621 


GI 


none 








Score 


132 


Exons 


1594. .1716, 


1599 


. .1715, 


1799. 


.1933, 1816.. 1923, 2399.. 2494, 




3991. .4068, 


4380 


. .4430, 


4520. 


.4666, 4547. .4663, 4766.-4927, 




4767 . .4943, 


5538 


. .5621 








Seq. No. 


22649 








Seq. ID 


OJ990405_06-9A01-C22 


Gene No. 


47119 








Strand 




Start 


1589 








End 


5662 


Name 


OJ990405 06. 


9A01 


.022.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


1600 








End 


5624 


GI 


none 








Score 


105 


Exons 


1600 . .1716, 


1799 


. . 1933, 


1837. 


.1923, 2399.-2494, 4520. .4666, 




4525. .4665, 


4761 


. .4928, 


4763. 


.4942, 4767. .4943, 5538.-5624 


Seq. No. 


22649 








Seq. ID 


- OJ990405_06.9A01.C22 


Gene No. 


47119 








Strand 




Start 


1589 








End ' ■ 


5662 


Name 


OJ990405 06. 


9A01 


.022.02 


tm 


Method 


TBLASTX: Maize 


Start 


3237 








End 


3512 


GI 


none 








Score 


288 


Exons 


3237. .3512, 


3237 


. .3440, 


3239. 


.3448 




Seq. No. 


22649 








Seq. ID 


OJ990405_06.9A01-O22 


Gene No. 


47119 








Strand 




Start 


1589 








End 


5662 


Name 


OJ990405 06. 


9A01 


.022*02 


tw 


Method 


TBLASTX: Wheat 


Start 


3306 








End 


3707 


GI 


none 








Score 


102 


Exons 


. ,3306.. 3455, 


3537 


. .3707 . 








Seq. No. 


22649 








Seq. ID 


0 J 9 9 0 4 0 5_0 6 . 9 AO 1 . C 2 2 


Gene No. 


47119 








Strand 




Start 


1589 








End • 


5662 


Name 


OJ990405 06. 


9A01 


.022.01, 


tw 


Method 


TBLASTX: Wheat 


Start 


4642 








End 


5632 



22890 



GI 

Exons 



none Score 4 3 

4642. .4665, 4643. .4666, 4763. .4939, 4767. .4940, 5532. .5621, 
5576.. 5632 



Seq. No. 22650 Seq. ID 

Gene No. 47120 Strand 

Start 864 End 

Name OJ990405_06 . 9A01 . C23 . ol . gs Method 

Start ' 864 End 

GI none Score 

Exons 864.. 950 



OJ990405_06.9A01,C23 
950 

GENSCAN 

950 

.42 



Seq. No. 22651 Seq. ID 

Gene No. 47121 Strand 

Start 1 End 

Name OJ990405_06. 9A01 . 025 . ol .np Method 

Start 1 End 

GI 6598481 Score 

Exons 1..24 9 

GI Descrip. (AC005693) cycloartenol synthase [Arabidopsis thaliana] 



OJ990405_06.9A01.C25 
255 

AAT/NAP 
249 
188 



Seq. No. 


22651 






Seq. ID 


OJ990405_06. 9A01 


.C25 


Gene No. 


47121 






Strand 


— 




Start - 


1 






End 


255 




Name 


OJ990405 


_06. 


9A01.C25,ol.gs 


Method 


GENSCAN 




Start 


52 






End 


249 




GI 


none 






Score 


.91 




Exons 


52. .249 












Seq. No. 


22651 






Seq. ID 


OJ990405_06.9A01 


.C25 


Gene No. 


47121 






Strand 






Start 


1 






End 


255 




Name 


OJ990405 


_06. 


9A01.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


52 






End 


253 




GI 


none 






Score 


60 




Exons 


52. .252, 


146 


. .253 








Seq. No. 


22651 






Seq. ID 


OJ990405_06.9A01 


.C25 


Gene No. 


47121 






Strand 






Start 


1 






End 


255 




Name 


OJ990405 


_06. 


9A01.C25.ol,ts 


Method . 


TBLASTX: Soybean 




Start 


52 






End 


255 




GI 


none 






Score 


77 




Exons 


52. .255, 


124 


. .255 








Seq. No. 


22651 






Seq. ID 


OJ990405_06.9A01 


.C25 


Gene No. 


47121 






Strand 






Start 


1 






End 


255 




Name 


OJ990405 


_06. 


9A01.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


52 






End 


253 






. . . • none \, 






Score 


175 




Exons 


52. .249,.: 


'5'2. 


.249, 119..'2'50, 


14 6. .253 






Seq. No. 


22652 






Seq. ID 


OJ990405_06. 9A01 


.C27 


Gene No. 


47122 






Strand 


+ 




Start 


406 






End 


1206 




Name 


OJ990405 


_06. 


9A01.C27.ol.gs 


Method 


GENSCAN 





22891 



start 
GI 

Exons 



406 
none 

406. .1206 



End 
Score 



1206 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22652 
47122 
406 

OJ9904 05_06 . 9A01 . C27 . ol . np 
406 

4512231 
406. .1203 

(AB014741) ORFO protein [Oryza sativa] 



Seq. ID OJ990405_06.9A01.C27 

Strand + 

End 1206 

Method AAT/NAP 

End 1203 

Score 1333 



22652 
47123 
1408 

OJ990405_06.9A01.C27.o2.np 
1408 
4680179 
1408. .2452, 2480. .5870 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990405_06.9A01.C27 

Strand + 

End 5870 

Method AAT/NAP 

End 5870 

Score 5547 



22652 
47124 
6383 

OJ990405_06 . 9A01 .C27 . o3 . gs 

6383 

none 

6383. .7090 



Seq. ID OJ990405_06.9A01.C27 

Strand + 

vEnd 7090 

Method GENSCAN 

End 7090 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GI 
Exons 

Seq. No. 
Gene No. 



22652 
47125 
8910 

OJ990405_06.9A01.C27.o4 .gs 

8910 

none 



Seq. ID OJ990405_06.9A01.C27 

Strand + 

End 13096 

Method GENSCAN 

End , 13096 

Score .73 



8910. .9035, 10144. .10344, 10961 .. 11065, 11120 .. 11442, 
11552. .11877, 11955. .12142, 12217. .12406, 12645. .13096 



22652 
47126 

13431 •:* 
OJ990405_06. 9A01.C27.ol2.tw 
1473 
none 



Seq. ID OJ990405_06.9A01.C27 
Strand 

End 20321 

Method TBLASTX: Wheat 

End 1822 

Score 39 



1473. .1541, 1490. .1531, 1624. .1821, 1625. .1822, 1649. .1822 



22652 
47126 
13431 

OJ990405^D6 .,9A01 . C27 . olO . tw. 
1871 : 
none 

1871. .2161, 1874. .2224 

22652 
47126 



Seq. ID OJ990405_06.9A01.C27 

Strand ' - 

End 20321 

Method ■ TBLASTX: Wheat 

End . 2224 * 

Score 310 



Seq. ID OJ990405_06.9A01.C27 
Strand 



22892 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13431 - 
OJ990405_06. 
.1874 
none 

1874. .2179, 

22652 
47126 
13431 

OJ990405_06. 

2558 

none 

2558. .2902 



9A01.C27.o9.tm 



1900.. 2031, 1901. 



End 

Method 
End 
Score 
.2161 



20321 

TBLASTX: Maize 

2179 

231 



Seq. ID OJ990405_06.9A01.C27 
Strand 

End 20321 

9A01.C27.oll.tw Method . TBLASTX: Wheat 



End 
Score 



2902 
250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22652 
47126 
13431 

OJ990405_06, 

2945 

none 

2945. .3106, 



9A01.C27.oll.tm 



2953. .3108 



Seq. ID OJ990405_06.9A01.C27 
Strand 

End 20321 

Method TBLASTX: Maize 

End 3108 

Score 186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq-: No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22652 
47126 ■ 
13431 

OJ990405_06, 

3043 

none 

3043. .3483, 

22652 
47126 
13431 

OJ990405_06. 

3080 

none 

3080. .3394, 

22652 
47126 
13431 

OJ990405_06. 

3109 

none 

3109. .3351, 

22652 
47126 
13431 

OJ990405_06. 

3467 

none 

3467. .3499, 
3619. .3852 



9A01.C27.o4.tw 



Seq. ID OJ990405_06.9A01.C27 
Strand 

End 20321 

Method TBLASTX : Wheat 

End 16353 

Score 532 



3044.. 3526, 3068.. 3523, 16036.. 16353 



9A01.C27.o5.ts 



16135. .16338 



9A01.C27.o4.tm 



3113.. 3556, 16060 



Seq. ID OJ990405_06.9A01.C27 
Strand 

End 20321 

Method TBLASTX : Soybean 

End 16338 

Score 198 



Seq. ID OJ990405_06.9A01.C27 
Strand 

20321 

TBLASTX: Maize 
16338 
369 



End 

Method 
End 
Score 
. .16338 



Seq. ID OJ990405_06.9A01.C27 
Strand 

End 20321 

Method TBLASTX : Soybean 

.. v.. • . . End 38 62 

Score 57 

3467.. 3499, 3503.. 3556, 3505.. 3546, 3611.. 3862, 



9A01.C27.ol.ts 



Seq. No. 
Gene No. 



22652 
47126 



Seq. ID OJ990405_06.9A01.C27 
Strand 



22893 



start 
Name 
Start 
GI 

Exons 



13431 End 

OJ990405_06 . 9A01 . C27 . o7 . tm Method 

3611 End 

none Score 
3611. .3943, 3664. .3942 



20321 

TBLASTX: Maize 

3943 

303 



Seq. No. 


22652 




Seq. ID. 


OJ990405_06. 9A01 


.C27 


Gene No. 


47126 




Strand 






Start 


13431 




End 


20321 




Name 


OJ990405 06. 


9A01 . 


C27.o7.tw Method 


TBLASTX: Wheat 




Start 


3614 




End 


15898 




GI 


none 




Score 


369 




Exons 


3614. .3877, 


3616. 


.3876, 15555. .15704, 


15674. .15898 




Seq. No. 


22652 




Seq. ID 


OJ990405_06.9A01 


.C27 


Gene No. 


47126- 




Strand 






Start 


13431 




End 


20321 




Name 


OJ990405 06. 


9A01. 


C27.o4.ts Method 


TBLASTX : Soybean 




Start 


3866 




End 


15961 




GI 


none 




Score 


78 




Exons 


3866. .4000, 


15531 


..15704, 15719.. 15961 


, 15771. .15914 





Seq. No. 22652 Seq. ID 

Gene No. "4'7126 Strand 

Start 13431 End 

Name OJ9904 05_06 . 9A01 . C27 . o2 . tw Method 

Start 3878 End 

GI none Score 

Exons 3878.. 4303, 3880.. 4296 



OJ990405_06 . 9A01 .C27 
20321- 

TBLASTX: Wheat 

4303 

593 



Seq. No. 22652 Seq. ID 

Gene No. 47126 Strand 

Start 13431 End 

Name OJ9904 05_06 . 9A01 . C27 . o2 . tm Method 

Start 3950 End 

GI none Score 

Exons 3950.. 4303, 3955.. 4296 



OJ990405_06.9A01.C27 
20321 

TBLASTX: Maize 

4303 

4 62 



Seq. No. 22652 

Gene No. 47126 

Start 13431 

Name OJ9904 05_06 . 9A01 . C27 . o3 . tw 

Start 4331 

GI none 

Exons 4331.. 4771, 
4771. .4860 



Seq. ID 

Strand 

End 

Method 

End 

Score 



O J9 90 4 0 5_0 6 . 9A0 1 . C2 7 
20321 

TBLASTX: Wheat 

4860 

466 



4415. .4750, 4513. .4761, 4769. .4855, 4770. .4856, 



Seq. No, 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



22652 
47126 
13431 

OJ990405_06 . 9A01 . 027 . o2 . ts 

4658 . ' ■ - " . 

none 



Seq. ID OJ990405_06.9A01.O27 
Strand 
End - 
Method 
End' ,. 
Score 



20321 

TBLASTX : Soybean 

4908 

96 



4658. .4771, 4669. .4764, 4765. .4908, 4767. .4907 



Seq. No. 
Gene No. 



22652 
47126 



Seq. ID 
Strand 



OJ990405 06.9A01.C27 



22894 




start 


13431 


End 


20321 




Name 


OJ990405_06. 9A01.C27 .oS.tm 


Method 


TBLASTX: Maize 




Start 


4718 


End 


4998 




GI 


none 


Score 


68 




Exons 


4718. .4768, 4765. .4998, 4770 


. .4994 






Seq. No. 


22652 


Seq. ID 


OJ990405_06. 9A01 


.C27 


Gene No. 


47126 


Strand 






Start 


13431 


End 


20321 




Name 


OJ9904 05_06 . 9A01 . C27 . ol . tw 


Method 


TBLASTX: Wheat . 




Start 


4867 


End 


14036 




GI 


none 


Score 


597 




Exons 


4867.. 5400, 4926.. 5372, 5403 


..5492, 5405. .5491, 13800.. 


1391 




13938. .14036 








Seq. No. 


22652 


Seq. ID 


OJ990405_06.9A01 


.C27 


Gene No. 


47126 


Strand 






Start 


13431 


End 


20321 




Name 


OJ9904 05_0 6 . 9A01 . C27 . ol . tm 


Method 


TBLASTX: Maize 




Start - 


5046 


End 


5630 




GI 


none 


Score 


229 




Exons 


5046. .5204, 5047. .5202, 5205 


..5366, 5206.. 5400, 5402.. 5629, 




5403. . 5630 <. 








Seq. No. 


22652 


Seq. ID 


OJ990405_06.9A01 


.027 


Gene No . 


47126 


Strand 






Start 


13431 


End 


20321 




Name 


OJ990405_06. 9A01 .027 .o9. tw 


Method 


TBLASTX: Wheat 




Start 


5492 


End 


5825 




GI 


none 


Score 


313 




Exons 


5492.. 5773, 5493.. 5825, 5643 


. .5804 






Seq. No. 


22652 


Seq. ID 


OJ990405_06.9A01 


.027 


Gene No. 


47126 


Strand 






Start 


13431 


End 


20321 




Name 


OJ990405__06. 9A01 .027 .ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


10303 


End 


10593 




GI 


none 


Score 


207 




Exons 


10303. . 10593 








Seq. No. 


22652 


Seq. ID 


OJ990405_06. 9A01 


.027 


Gene No. 


47126 


Strand 






Start 


13431 


End 


20321 




Name 


OJ9904 05_06. 9A01 .027 .ol3. tw 


Method 


TBLASTX: Wheat 




Start 


11097 


End 


18239 




GI 


none 


Score 


57 




Exons 


11097. .11165, 17838. .18068, 


18062. .18238, 18177. .18239 




Seq. No. 


22652 


Seq. ID 


OJ990405_06.9A01 


.027 


Gene No. 


47126 


Strand 






.Start. 


13431 


End_ 


20321 . : . 




Name -.'^ ■> 


'■-OJ990405 06 . 9A01 . 027 - o5 . gs 


•Method " - 


'GENSOAN 




Start ' 


■ 13431 


End 


20321 




GI 


none 


Score 


. 66 




Exons 


13431. .14008, 14362. .14401, 


14685. . 15390, 15735 .. 16027 , 






16234. .16550, 16611.. 17270, 


17411. .17504, 17652. .18068, 






18122. .18303, 18454. .18659, 


18851. .19115,^* 19375. .194 93, 





22895 



19574. .19610, 20174.. 20321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22652 
47126 
13431 
OJ990405 
13467 
5922631 
13467. .15990, 
18467. .18663, 
{AP000492 
region of 



06.9A01.C27.o3.np 



Seq. ID 
Strand 

End ' 20321 
Method AAT/NAP 
End 19537 
Score 6579 
16596. .17524, 17652 17810, 17853. 
18924. .19168, 19428. .19537 . 
ESTs C26347 (C12145) , AU078074 {C12145) 
the predicted gene.; similar to prpol; 



OJ990405 06.9A01.C27 



.18421, 

correspond 
Zea mays 



to a 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 I dbj IBAA85207.il {AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22652 
47126 
13431 

OJ990405_06 . 9A01 . C27 . o8 . tm 

13483 

none 



Seq. ID OJ990405_06.9A01.C27 
Strand 
End 

Method 
End 
Score 



20321 

TBLASTX: Maize 

13736 

91 



13483. .13584, 13485 .. 13583, 13563 .. 13736, 13564. .13623 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22652 
47126 
13431 

OJ990405_06 . 9A01 . C27 . o6 . tw 

14169 

none 



Seq. ID OJ990405_06.9A01.C27 
Strand 

End 20321 

Method TBLASTX : Wheat 

End 14558 

Score 50 



14169. .14216, 14171. .14356, 14171 .. 14557 , 14247. .14558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22652 
47126 
13431 

OJ990405_06 . 9A01 . C27 . o3 . tm 

14201 

none 



Seq. ID OJ990405_06.9A01.C27 
Strand 

End 20321 

Method TBLASTX : Mai ze 

End 14563 

Score 238 



14201. .14248, 14240. .14563, 14253. .14543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22652 



Seq. ID OJ990405_06.9A01.C27 



47126 Strand 

13431 End 

OJ990405_06 . 9A01 . C27 . olO . tm Method 

14790 End 

none Score 
14790. .15113 



20321 

TBLASTX: Maize 

15113 

210 



Seq. No.- 22652 Seq, ID 

Gene No. ' 47126 "'' " Strand 

Start 13431 . End 

Name OJ990405_06 . 9A01 . C27 . o5 . tw Method 

Start 14874 End 

GI none Score 

Exons 14874. .15296, 14950.. 15291 



OJ990405_06.9A01.C27 
20321 

TBLASTX: Wheat 

15296 

226 



22896 



Seq. No. 


22652 




Seq. ID 


OJ990405 


Gene No. 


47126 




Strand 




Start 


13431 




End 


20321 


Name 


OJ990405_06. 9A01.C27. 


o3. ts 


Method 


TBLASTX: 


Start 


14917 




End 


15305 


GI 


none 




Score 


113 


Exons 


14917 . . 15165, 14919. . 


15161, 


15201. .15305, 15211 


Seq. No. 


22652 




Seq. ID 


OJ990405 


Gene No. 


47126 




Strand 




Start 


13431 




End 


20321 


Name 


OJ9904 05_06 . 9A0-1 .027. 


ol5.tw 


Method 


TBLASTX :i 


Start 


15297 




End 


15491 


GI 


none 




Score 


89 


Exons 


15297. .15491, 15301. . 


15474 






Seq. No. 


22652 




Seq. ID 


OJ990405 


Gene No. 


47126 




Strand 




Start 


13431 




End 


20321 


Name 


OJ990405 06.9A01.C27. 


o6. tm 


Method 


TBLASTX:] 


Start 


15423 




End 


15863 


GI 


none 




Score 


42 


-Exons- 


15423. . 15446, 15444.. 


15587, 


15456. .15572, 15612 




15681. . 15863, 15701. . 


15862 






Seq. No. 


22652 




Seq. ID 


OJ990405 


Gene No. 


47126 




Strand 




Start 


13431 




End 


20321 


Name 


OJ990405_06. 9A01.C27. 


o8. tw 


Method 


TBLASTX :i 


Start 


16462 




End 


17256 


GI 


none 




Score 


98 


Exons 


16462 . .16695, 16463. . 


16624, 


16799. .17035, 16801 




17068 .. 17256, 17147 . . 


17254 






Seq. No. 


22652 




Seq. ID 


OJ990405 


Gene No. 


47126 




Strand 




Start 


13431 




End 


20321 


Name 


OJ9904 05_06.9A01.C27. 


ol2. tm 


Method 


TBLASTX:] 


Start 


16771 




End 


16948 


GI 


none 




Score 


109 


Exons 


16771 . . 16947, 16802 . . 


16948 






Seq. No. 


22653 




Seq. ID 


OJ990405 


Gene No. 


47127 




Strand 


+ 


Start 


433 




End 


2919 


Name 


OJ990405 06.9A01.C28. 


ol.gs 


Method 


GENSCAN 


Start 


433 




End 


2919 


GI 


none 




Score 


.49 


Exons 


433. .742, 817. .1073, 


1649.. 2022, 2370. 


.2506, 25' 



2790. .2919 



Seq. No. ■ 22653 Seq. ID 

Gene No. 47128 Strand 

Start 6191 . End 

Name 0 J9 9 0 4 0 5_0 6 . 9A0 1 . C2 8 . ol . np Method 

Start 6191 End 



OJ990405_06.9A01.C28 
+ 

11174 

AAT/NAP 

11174 



22897 



GI 4589852 Score 945 - ''^ 

Exons 6191.. 6445, 6846.-6974, 7066.. 7155, 7729.. 7917, 8606.. 8690, 

9284.. 9450, 10794 .. 10982, 11093.. 11174 
GI Descrip. (AB025968) cycloartenol synthase [Glycyrrhiza glabra] 



Seq. No. 22653 

Gene No. 47128 

Start 6191 

Name OJ990405_06 . 9A01 . C28 . o3 . gs 

Start 6191 

GI none 

Exons 6191.. 6388, 6774.. 6974, 7066. 

10182. .10445, 10765.. 10915 



Seq. ID OJ990405_06.9A01.C28 

Strand + 

End 11174 ' 

Method GENSCAN 

End 10915 

Score .84 

.7155, 7729. .7917, 9284. .9450, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22653 Seq. ID 

47128 Strand 
6191 End 
OJ990405_06 . 9A01 . C28 . o2 . gp Method 
10153 End 
uC-osflcypl75e08bl Score 
10153.. 10675 

'576771/gb|U16256|OSU16256 O.Oe+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3* '-end sequence* 



0 J9 9 0 4 0 5_0 6 . 9 AO 1 . C2 8 
+ 

11174 
AAT/GAP 
10675 
990 



22653 Seq. ID 

47129 Strand 

3365 End 
OJ990405_06 . 9A01 . C28 . o2 . gs Method 

3365 End 

none Score 

3365. .3493, 3831.. 3967, 4938.. 5184 



OJ990405_06.9A01.C28 

5184 
GENSCAN 
5184 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22653 Seq. ID OJ990405_06.9A01.C28 

47129 Strand 
3365 End 5184 

OJ990405_06.9A01.C28.ol.gp Method AAT/GAP 
3592 ^ End 4086 

576771 Score 757 

-3592.. 3804, 3831. .4086 

576771/gb|U16256|OSU16256 O.Oe+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 '-end sequence 



22653 
47130 
6185 

OJ9904 05_06 . 9A01 . C28 . o2 . ts 

6185 

none 

6185. .6388, 6185.. 6316, 6759. 
6909. .6977, 7066.. 7140, 7083. 



Seq. ID OJ990405_06.9A01.C28 
Strand 

End 10985 

Method TBLASTX : Soybean 

End 7140 

Score 195 

.6788, 6761. .6787, 6846. .6968, 
.7139 



Seq. No. ; 22653 ' Seq.- ID 
Gene No. 47130 Strand 
Start 6185 End 

Name OJ990405_06 . 9A01 .C28 . o2 . tm Method 

Start 6187 End 

GI none Score 



OJ990405_06.9A01.C28:. 
10985 

TBLASTX: Maize 

6388 

110 



22898 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6187.. 6294, 6189.. 6269, 6191.. 6388, 6191.. 6388 



22653 
47130 
6185 

OJ990405_06.9A01.C28.ol.tc 
6188 



Seq. ID OJ990405_06.9A01.C28 
Strand 

10985 

TBLASTX: Cress 
10985 
211 



End 

Method 
End 

none Score 
6188. .6388, 6830. .6967, 6831. .6968, 7066. .7155, 7726. .7833, 
7728.. 7829, 7816. .7920, 7842.. 7919, 8606.. 8692, 8611.. 8694, 
9275. .9376, '9282. .9404, 9283. .9450, 9292. .9450, 107 91 .. 10985, 
10818. .10985 



Seq. No. 22653 Seq. ID 

Gene No. 47130 Strand 

Start 6185 End 

Name OJ9904 05_06 . 9A01 . C28 . ol . tm Method 

Start 67 92 End 

GI none Score 

Exons 6792.. 6977, 6795.. 6968, 6827.. 6979, 6833, 

7065. .7151, 7066. .7155, 7066. .7155, 7726, 



OJ990405_06.9A01.C28 
10985 

TBLASTX: Maize 
7827 
187 

,6988, 7065.. 7151, 
,7827, 7728.. 7826 



Seq. No. 22653 

Gene No. 47130 

Start 6185 

Name OJ990405_06. 9A01 .C28 .ol .ts 

Start 7726 

GI none 

Exons 7726.. 7839, 7728.. 7859, 7816. 

8606. .8692, 8611. .8694, 9283. 

Seq. No. 22653 

Gene No. 47130 

Start 6185 

Name O J 9 9 0 4 0 5_0 6 . 9A0 1 . C 2 8 . o 3 . tm 

Start 8606 

GI none 

Exons 8606.. 8692, 8611.. 8694, 9283. 
10791. .10985 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_06.9A01.C28 
10985 

TBLASTX : Soybean 

10985 

117 



.7920, 7854.. 7919, 8606.. 8692, 
.9450, 9303.. 9443, 10791.. 10985 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_06.9A01.C28 
10985 

TBLASTX: Maize 

10985 

133 



.9450, 9303.. 9452, 10791 .. 10985, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene* No. 
Start'- * 
Name 
Start 
GI 

Exons 



22654 
47131 
415 

OJ990405_06. 9A01.C29.ol.gp 
415 

uC-osflcyp065e03bl 
415. .549 

'541855/pir MA49398 4.0e-50 cycloartenol synthase (EC 5.4.99.8) 
- Arabidopsis thaliana' 



Seq. ID OJ990405_06.9A01.C29 

Strand + 

End 993 

Method AAT/GAP 

End 54 9 

Score 204 



22654 

•47131.;..^., -. 
415 ' 

OJ990405_06 . 9A01 . C29 . ol . np 
436 

584882 

436. .550, 944. .993 



Seq. ID OJ990405_06.9A01.C29 

Strand + ' 

End 993 

Method AAT/NAP. 

End 993 

Score 120 



22899 



GI Descrip. 



CYCLOARTENOL SYNTHASE { 2, 3-EP0XYSQUALENE--CYCL0ARTEN0L CYCLASE) 
gi I 452446 (U02555) cycloartenol synthase; (S) -2, 3-epoxysqualene 
mutase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22655 Seq. ID 

47132 Strand 
1 End 
OJ990405_06 . 9A01 . C30 . ol . np Method 
1 End 
6691716 Score 
1,.109, 184. .279, 429. .549, 612. .712 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990405_06.9A01.C30 
+ 

712 

AAT/NAP 
712 
373 



22655 Seq. ID 

47132 Strand 

1 End 
OJ990405_06 . 9A01 . C30 . ol . gs Method 

184 End 

none Score 
184. .373 



OJ990405_06.9A01.C30 
+ 

712 

GENSCAN 

373 

,82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22656 - Seq. ID OJ990405_06.9A01.C31 

47133 Strand 

497 End 574 

OJ990405_06 . 9A01 . C31 . ol . gp Method AAT/GAP 

497 End 574 

LIB3477-003-P1-K1-E9 Score 120 

497. .574 

•2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22657 
47134 
648 

OJ990405_06 . 9A01 . C32 . ol . tm 

450 

none 



Seq. ID OJ990405_06.9A01.C32 
Strand 
End 

Method 
End 
Score 



974 

TBLASTX: Maize 

963 

75 



450. .551, 549. .629, 696. .842, 712. .840, 892. .963 



22657 Seq. ID 

47134 Strand 

648 End 
OJ990405_06 . 9A01 . C32 . ol . gs Method 

648 End 

none Score 
648. .974 



OJ990405_06.9A01.C32 
974 

GENSCAN 

974 

.57 



Seq. No. 22658 Seq. ID 

Gene^No. 47135 ' Strand 

Start 1 End 

Name OJ990405_06 . 9A01 . C34 . ol . np Method 

Start 1 End 

GI 5902444 Score 

Exons 1 . . 677 



OJ990405_06.9A01.C34 
677 

AAT/NAP 

677 

974 



22900 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


22658 


Se.q. ID 


OJ990405_06. 9A01.C34 


Gene No. 


47135 


Strand 




Start 


1 


End 


677 


Name 


OJ990405 06. 9A01 .C34 .ol .gs 


Method 


GENSOAN 


Start 


20 


End 


515 


GI 


none 


Score 


. 91 


Exons 


20 . .515 






Seq. No. 


22658 


Seq. ID 


OJ990405_06 . 9A01 . 034 


Gene No. 


47135 


Strand 




Start 


1 


End 


677 


Name 


OJ990405_06 , 9A01 .034 .ol . tm 


Method 


TBLASTX: Maize 


Start 


180 


End 


357 


GI 


none 


Score 


109 


Exons 


180 . . 356, 211 . , 357 






Seq. No. 


22658 


Seq. ID 


OJ990405_06. 9A01 .034 


Gene No. 


47135 


Strand 




Start 


1 


End 


677 


Name 


OJ990405 06 . 9A01 . 034 .ol . tw 


Method 


TBLASTX: Wheat 


Start 


208 


End 


664 


GI 


none 


Score 


163 


Exons 


208. .444, 210. .440, 521. .664, 


555. .662 




Seq. No. 


22659 


Seq. ID 


OJ990405_06. 9A01.C38 


Gene No. 


47136 


Strand 


+ 


Start 


55 


End 


89 


Name 


OJ990405 06. 9A01 .038 .ol .gs 


Method 


GENSOAN 


Start 


55 


End 


89 


GI 


none 


Score 


. 94 


Exons 


55 . .89 






Seq. No. 


22660 


Seq. ID 


OJ990405_01.9A01.C1 


Gene No. 


47137 


Strand 




Start 


1 


End 


576 


Name 


OJ990405 01.9A01.01.ol.np 


Method 


AAT/NAP 


Start 


.1 


End 


576 


GI 


5541721 


Score 


442 


Exons 


1..374, 497. .576 






GI Descrip. 


. (AL096856) cell division cycle protein 


23 homolog [Arabidopsis 




thaliana] 






Seq. No. 


22660 


Seq. ID 


OJ990405_01 . 9A01 .01 


Gene No. 


47137 


Strand 




Start 


1 


End 


576 - 


Name 


OJ990405 01.9A01.01.ol.tm 


Method 


TBLASTX: Maize 


Start 


33 


End 


330 


GI 


none 


Score 


282 


Exons 


. 33. .314, 33. .314, 37. .330 






Seq. No. 


22660 


Seq. ID 


OJ990405_01.9A01.Ol 


Gene No. 


47137 


Strand 




Start 


1 


End 


57 6 


Name 


OJ990405 01.9A01.01.ol.gs 


Method 


GENSOAN 


Start 


130 


End 


374 



22901 




GI 


none 






Score 


.7 






Exons 


130. .374 














Seq. No. 


22660 






Seq. ID 


OJ990405_01. 


9A01 


.CI 


Gene No. 


47137 






Strand 








Start 


1 






End 


576 






Name 


OJ990405 


01.9A01.C1. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


168 






End 


377 






GI 


none 






Score 


129 






Exons 


168. .377, 


168. .332, 


173. .376 










Seq. No. 


22661 






Seq. ID 


OJ990405_01 . 


9A01 


.C6 


Gene No. 


47138 






Strand 








Start 


186 






End 


268 






Name 


OJ990405 


01. 9A01.C6. 


ol .gs 


Method 


GENSCAN 






Start 


186 






End 


268 






GI 


none 






Score 


.59 






Exons 


186. .268 














Seq. No. 


22662 






Seq. ID 


OJ990405_01. 


9A01 


.C7 


Gene No . 


47139 






Strand 








Start 


769 






End 


938 






Name 


OJ990405 


01.9A01.C7. 


ol . gs 


Method 


GENSCAN 






Start 


769 






End 


938 






GI 


none 






Score 


.49 






Exons 


769. .938 














Seq. No. 


22663 






Seq. ID 


OJ990405_01 . 


9A01 


.C8 


Gene No . 


47140 






Strand 


+ 






Start 


214 






End 


352 






Name 


OJ990405 


01. 9A01.C8 . 


ol . gs 


Method 


GENSCAN 






Start 


214 






End 


352 






GI 


none 






Score 


.77 






Exons 


214.. ; 352 














Seq. No. 


22664 






Seq. ID 


OJ990405_01. 


9A01 


.09 


Gene No . 


47141 






Strand 








Start 


333 






End 


844 






Name 


OJ990405 


01. 9A01..C9. 


ol .gs 


Method 


GENSCAN 






Start 


333 






End 


844 






GI 


none 






Score 


.73 






Exons 


333. . 619, 


672. .844 












Seq. No. 


22665 






Seq. ID 


OJ990405_01. 


9A01 


.CIO 


Gene No . 


47142 






Strand 








Start 


105 






End 


256 






Name 


OJ990405 


01. 9A01.C10 


. ol. tm • 


Method 


TBLASTX: Maize 




Start 


105 






End 


256 






GI 


none 






Score 


121 






Exons 


105. .242, 


108. .242, 


122. .256, 


124 . .255 








Seq. No. 


22666 






Seq; ID 


OJ990405_01. 


9A01 


.C12 


Gene No,. 


47143 






Strand 








Start 


1 






End 


590 






Name 


OJ990405 


01.9A01.C12 


•ol .np 


Method 


AAT/NAP 






Start 


1 






End 


590 






GI 


6907088 






Score 


565 







22902 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..277, 453. .590 

(AP001129) hypothetical protein [Oryza sativa] 



22666 
47143 
1 

OJ990405_01 . 9A01 . C12 . ol . gs 
39 

none 

39. .143, 453. .590 



Seq. ID OJ990405_01.9A01.C12 
Strand 

End 590 

Method GENSCAN 

End 590 

Score .52 



Seq. No. 22667 Seq. ID OJ990405_01.9A01.C13 

Gene No. 47144 Strand + 

Start 2299 End 3219 

Name OJ990405_01 . 9A01 .C13,ol .gp Method AAT/GAP 

Start 2299 End 2956 

GI 4716624 Score 1223 

Exons 2299.. 2956 

GI Descrip. 3434 967/dbj | BAA324 18 | 3.0e-26 (AB008103) ethylene responsive 

element binding factor 1 [Arabidopsis thaliana] 



Seq. No. 


22667 


Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47144 


Strand^.' . 


+ 




Start 


2299 


End 


3219 




Name 


OJ990405 01.9A01.C13.ol.np 


Method 


AAT/NAP 




Start 


2412 


End 


3219 




GI 


1208498 


Score 


359 




Exons 


2412. .2678, 2742. .2963, 3003. .3219 






GI Descrip. 


(D38126) EREBP-2 [Nicotiana 


tabacum] 






Seq. No. 


22667 


Seq. ID 


OJ990405_01.9A01 


. C13 


Gene No. 


47145 


Strand 


+ 




Start 


9964 


End 


15916 




Name 


OJ990405 01.9A01.C13.o2.np 


Method . 


AAT/NAP 




Start 


9935 


End 


12153 




GI 


4538896 


Score 


1602 




Exons 


9935.. 9988, 10054 .. 10430, 10539 11054 , 


11115. .12153 




GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


22667 


Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47145 


Strand 


+ 




Start 


9964 


End 


15916 




Name 


OJ990405 01.9A01.C13.o2.gs 


Method 


GENSCAN 




Start 


9964 


End 


13296 




GI 


none 


Score 


.58 




Exons 


9964. .10119, 10477. .11017, 


11504. .11686, 1184 3. .12175, 






12401. .12474, 13189.. 13296 








Seq. No. 


22667 


Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47145 


Strand 


+ 




Start 


9964 


End 


15916 




Name 


OJ990405 01. 9A01.C13.o3.np 


Method. , 


AAT/NAP - 




Start 


12871 


End , 


i5fl3' " " . 




GI 


2317905 


Score 


4 60 




Exons 


12871. .12890, 14279. .14406, 


14554. .14757, 14879 14 950, 






15023. .15439, 15512 .. 15663, 


15689. .15913 




GI Descrip.* 


(U89959) bZIP-like protein 


[Arabidopsis 


; thaliana] 





22903 




Seq. No. 


22667 








Seq. ID 


OJ990405_01.9A01.C13 


Gene No. 


47145 








Strand 


+ 


Start 


9964 








End 


15916 


Name 


OJ990405 01 


.9A01 


.C13.03 


gs 


Method 


GENSCAN 


Start 


13850 








End 


15916 


GI 


none 








Score 


.82 


Exons 


13850. .14408, 14 606 .. 14757, 


14879. .15916 


Seq. No. 


22667 








Seq. ID 


OJ990405_01 . 9A01 . C13 


Gene No. 


47145 








Strand 


+ 


Start 


9964 








End 


15916 


Name 


OJ990405 01 


. 9A01 


.013. o4. 


np 


Method 


AAT/NAP 


Start 


14147 








End 


15526 


GI 


600855 








Score 


427 


Exons 


14147. .14406, 14554. .14757, 


14879. .15526 


GI Descrip. 


(U17887) bZIP protein [Arabidopsis thaliana] 


Seq. No. 


22667 








Seq. ID 


OJ990405_01.9A01.C13 


Gene No. 


47146 








Strand 




Start 


13534 








End 


18459 


Name 


OJ990405 01 


. 9A01 


. C13 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


2285 ~ 








End 


2635 


GI 


none 








Score 


48 - 


Exons 


2285 2380, 


2307 


. .2348, 


2458 


..2523, 2459. .2635, 2460. .2627 


Seq. No. 


22667 








Seq. ID 


OJ9904 05_01 . 9A01 .C13 


Gene No. 


47146 








Strand 




Start 


13534 








End 


18459 


Name 


OJ990405 01 


. 9A01 


.C13. ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2329 ~ 








End 


2707 


GI 


none 








Score 


67 


Exons 


2329 2391 


2330 


. .2368 , 


2361 


..2390, 2436.. 2627, 2444.. 2620, 




S 9101 


ft 










Seq. No. 


22667 








Seq. id' 


OJ990405_01 . 9A01 .C13 


Gene No. 


47146 








Strand 




Start 


13534 








End 


18459 


Name 


OJ990405 01 


.9A01 


.C13.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


2352 








- End 


2960 


GI 


none 








Score 


45 


Exons 


2352. .2390, 


2498 


. .2578, 


2499 


..2579, 2750. .2947, 2751. .2960 


Seq. No. 


22667 








Seq. ID 


OJ990405_01 . 9A01 . C13 


Gene No. 


47146 








Strand 




Start 


13534 








End 


18459 


Name 


OJ990405 01 


.9A01 


.C13.01. 


tc 


Method 


TBLASTX: Cress 


Start 


2499 








End 


2960 


GI 


none 








Score 


102 • 


Exons 


2499. .2588, 


2501 


. .2599, 


2741 


..2947, 2742. .2960 


Seq.' No. 


22667' 








.Seq, ID 


OJ990405_01 . 9A01 .:C13 


Gene No."' 


47146' 








Strand^ 




Start 


13534 








End ' 


18459 


Name 


OJ990405 01 


.9A01 


.C13.06. 


tm 


Method 


TBLASTX: Maize 


Start 


2726 








End 


2960 


GI 


none 








Score 


223 



22904 



Exons 



2726. .2956, 2727. ,2960 



Seq,. No. 


22667 




Seq. ID 


OJ990405__01.9A01 


.C13 


Gene No. 


47146 




Strand 






Start 


13534 




End 


18459 




Name 


OJ990405 01.9A01.C13. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


7903 




End 


8184 




GI 


none 




Score 


72 




Exons 


7903. .8184, 8014. .8178 








Seq. No. 


22667 




Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47146 




Strand 






Start 


13534 




End 


18459 




Name 


OJ990405 01.9A01.C13. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


10948 




End 


11343 




GI 


none 




Score 


266 




Exons 


10948. .11256, 10983.. 


11150, 


11266. .11343, 11268. .11321 




Seq. No. 


22667 




Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47146 




Strand 






Start 


13534 




End 


18459 




Name 


OJ990405 01.9A01.C13. 


o6.np 


Method 


AAT/NAP 




Start 


13534 




End 


18451 




GI 


2245109 




Score 


'158 '"^ ' 




Exons 


13534. .13636, 14931.. 


14965, 


17561. .17642, 17728 .. 17786, 






18352. .18451 










GI Descrip. 


(Z97343) carboxyl-terminal proteinase 


like protein [Arabidopsis 




thaliana] 










Seq. No. 


22667 




Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47146 




Strand 






Start 


13534 




End 


18459 




Name 


OJ990405 01.9A01.C13. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


13876 




End 


14143 




GI 


none 




Score 


132 




Exons 


13876. .14121, 14018.. 


14143 








Seq. No. 


22667 




Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47146 




Strand 






Start 


13534 




End 


18459 




Name 


OJ990405 01.9A01.C13. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


14231 




End 


15916 




GI 


none 




Score 


101 




Exons 


14231. .14410, .14671. . 


14784, 


14866. .14943, 14873 .. 15208 , 






15046. .15183, 15134.. 


15337, 


15206. .15331, 15650. .15916, 






15664. .15891 










Seq. No. 


22667 




Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47146 




Strand 






Start 


13534 




End 


18459 




Name 


OJ990405 01.9A01.C13. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


14276 




End 


15208 . 




GI 


none- 




Score 


97 




Exons 


14276. .14410, 14284.. 


14412, 


14671. .14757, 14873. .15208 




Seq. No. 


22667 




Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47146 




Strand 







22905 



start 


13534 


End 


18459 




Name 


OJ990405 01.9A01.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


14879 


End 


15358 




GI 


none 


Score 


290 




Exons 


14879. .15358, 15046. .15333, 


15236. ,15343 




Seq. No. 


22667 


Seq. ID 


OJ990405 01.9A01 


.C13 


Gene No. 


47146 


Strand 






Start 


13534 


End 


18459 




Name 


OJ990405 01.9A01.C13.o4.tm 


Method /V 


TBLASTX: Maize 




Start 


15715 


End 


15895 




GI 


none 


Score 


241 




Exons 


15715. .15891, 15716.. 15895 








Seq. No. 


22667 


Seq. ID 


OJ990405_01.9A01 


.C13 


Gene No. 


47146 


Strand 






Start 


13534 


End 


18459 




Name. 


OJ990405 01.9A01.C13.o2.gp 


Method 


AAT/GAP 




Start 


16181 


End 


17609 




GI 


3896 1.R1084 


Score 


1073 




Exons 


16181. .16584, 16917. .16993, 


17086. .17134, 17568.. 17609 




GI Descrip. 


'5174741/ref |NP_005993.1|pUCHL3| l.Oe- 


12 ubiquitin 





carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 
>gi_136682_sp_P15374_UBL3_HUMAN UBIQUITIN CARBOXYL-TERMINAL 
HYDROLASE ISOZYME L3 (UCH-L3) (UBIQUITIN THIOLESTERASE L3) 

>gi_108014_pir ^A40085 ubiquitin carboxyl-terminal proteinase 

(EC 3.4.-.-) L3 - human >gi_2914274_pdb_lUCH_ Deubiquitinating 
Enzyme Uch-L3 (Human) At 1.8 Angstr' 



Seq. No. 22667 
Gene No. 47146 
Start 13534 

Name OJ990405_01 . 9A01 . C13 . o8 . tm 

Start 16478 
GI none 
Exons 16478, 

16917. 

17568. 

17735, 



.16606, 16507, 

.16994, 17045. 

.17645, 17728. 
.17797 



Seq. ID 

Strand 

End 

Method 

End 

Score 



O J 9 9 0 4 0 5_0 1 . 9 AO 1 . CI 3 
18459 

TBLASTX: Maize 

17800 

113 



,16587, 16915. .17010, 16916 .. 16993, 
,17134, 17085. .17135, 17567 .. 17 647 , 
,17793, 17728. .17793, 17732 .. 17800, 



Seq. No. 22667 

Gene No'. 4714 6 

Start 13534 ' 

Name OJ990405_01 . 9A01 . C13 . o4 . gs 

Start 16498 

GI none 

Exons 16498. .16584, 17108 .. 17134 , 17568 .. 17642, 17728 
18352. .18457 



Seq. ID OJ990405_01.9A01.C13 
Strand 

18459 
GENSCAN 
18457 
.68 



End 

Method 

End 

Score 



17786, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22667 



Seq. ID OJ990405_01.9A01.C13 



47146 
13534 

OJ990405_0i. 9A01.C13.o5.np 
16498 
5052490 

164 98 .-.16584, 16917. .17001, 17521. .17 642, 17728. .177 92, 
18364. .18445 



Strand 

End . 18459 

■Method . AAT/NAP 
End 18445 
Score 100 



22906 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AF145600) ubiquitin carboxy-terminal hydrolase [Drosophila 
melanogaster] 



22667 
47146 
13534 

OJ9904 05_01.9A01.C13.o3,gp 
18340 

LIB3431-038-P1-K1-H12 
18340.. 18459 

•2245109/emb|CAB10531.1| 2.0e-34 (Z97343) carboxyl-terminal 
proteinase like protein [Arabidopsis thaliana] * 



Seq. ID OJ990405_01.9A01.C13 
Strand 

End 18459 

Method AAT/GAP 

End 18459 

Score 182 



22668 
47147 
1 

OJ9904 05_01 . 9A01 .C14 .ol .np 
1 

2245109 



Seq. ID OJ990405_01.9A01.C14 
Strand 

End 1261 

Method AAT/NAP 

End 1260 

Score 177 



1..125, 915. .1042, 1186. .1260 

(Z9734 3) carboxyl-terminal proteinase like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



Seq. ID OJ990405_01.9A01.C14- 
Strand 

End 1261 

Method AAT/GAP 

End 152 

Score 165 



22668 
47147 
1 

OJ990405_01. 9A01.C14 .ol.gp 
38 

12650_1.R1084 
38. .152 

'5803242/dbj I AP000399.il AP000399 2 . Oe-2.4 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



22668 
.47147 
1 

OJ990405_01 . 9A01 . C14 . ol , gs 

253 

none 



Seq. ID OJ990405_01.9A01.C14 
Strand 

End 1261 . 

Method' GENSCAN 

End 1236 

Score .93 



253. .335, 760. .873, 911. .1141, 1186. .1236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



22668 
47147 
1 

OJ990405_01. 9A01.C14 .ol.tm 

744 

none 



Seq. ID OJ990405_01.9A01.C14 
Strand 

End 1261 

Method • TBLASTX : Mai ze 

End 1254 

Score 43 



744. .791, 758. .787, 909. .1043, 911. .1045, 911. .1045, 1181. .1252, 
1186. .1254, 1186. .1251 



22668 
47147 
1 

OJ990405_01.9A01.C14.o2.gp 
759 

LIB34 31-038-P1-K1-H12 



Seq. ID OJ990405_01.9A01.C14 
Strand 

End 1261 

Method AAT/GAP 

End 1261 

Score 4 62 



759. .813, 911. .1042, 1186. .1261 



22907 



GI Descrip. • 2245109/emb | CAB10531 . 1 1 2.0e-34 (Z97343) carboxyi-terminal 
proteinase like protein [Arabidopsis thaliana] ' 



Seq. No. 










Seq. ID 


OJ990405 


A 1 A "TV A 1 T A 

01 . 9A01 .CI 4 


Gene No. 


47147 








Strand 






Start 


1 








End 


1261 




Name 


OJ990405 01 


.9A01. 


C14.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


nix 

914 








End 


1248 




GI 


none 








Score 


109 




Exons 


914 . . 1045, 


918. .1043, 1186. .1248 






Seq. No. 


22669 








Seq. ID 


OJ990405 


_01.9A01.C15 


Gene No. 


47148 








Strand 


+ 




Start 


144o 








End 


7831 




Name 


OJ990405_01 


.9A01. 


C15.01. 


gs 


Method 


GENSCAN 




Start 


1443 








End 


7831 




GI 


none 








Score 


.65 




Exons 


1443 . . Ib^l, 


1955. 


.1997, 


2661. 


.2710, 2904. .3176, 


— ) — J T f-\ 0A10 

37 18 . . 3813, 




3970 . . 4 b3D, 


5392. 


.5426, 


5873. 


.5960, 6049. .6184, 


/~AOA /- — ) — 7 

6282 . . 6337 , 




6550. .6693, 


7176. 


.7241, 


7310. 


.7559, 7656. .7831 




Seq. No. 


22669 








Seq. ID 


OJ990405 


A 1 A TV A T 1 C 

_01 . 9A01 . C15 


Gene No. 


47148 








Strand 


+ 




Start 


1443 








End 


7831 




Name 


OJ990405_01 


.9A01. 


C15.01-. 




Method 


AAT/GAP 




Start 


3129 








End 


4311 




GI 


none 








Score 


906 




Exons 


3129 . . 3176, 


3718. 


.3813, 


3970. 


.4311 






Seq. No. 


22669 








Seq. ID 


OJ990405 


A 1 A Ti A 1 1 ^ 

_01 . 9A01 .CI 5 


Gene No. 


47149 








Strand 






Start 


8337 








End 


10684 




Name 


y^TAAAylAC A1 

OJ990405 01 


. 9A01 . 


C15.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5710 








End 


7441 




GI 


none 








Score 


54 




Exons 


5710 . . 5766, 


5849. 


.5962, 


5871. 


.5960, 5874.;5963, 


5876 . . 5962, 




^ r\ c c\ /"TOO 

6069 . . 6182, 


6070. 


.6183, 


6287. 


.6337, 6410. .6466, 


6411. . 64 67 , 




6549. . 6695, 


6550. 


.6690, 


7193. 


.7252, 7307.. 7438, 


7313 . .7441, 




7339 . .7440 














Seq. No. 


22669 








Seq. ID 


OJ990405 


_01.9A01.C15 


Gene No. 


4714 9 








Strand 






Start 


8337 








End 


10684 




Name 


OJ990405_01 


.9A01. 


C15.04. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6121 








End 


6630 




GI 


none 








Score 


70 




Exons 


6121 . . 6183, 


6123. 


.6182, 


6277. 


.6336, 6287.. 6337, 


6394 . . 6468, 




6410 . . 6472, 


6411. 


.6473, 


6540. 


.6629, 6549. .6626, 


6550 . . 6630 


Seq. No. 


22669 








Seq. ID 


OJ990405 


_01.9A01-C15 


Gene No. 


47149 








Strand 






Start 


8337 - 








End 


10684 




Name 


OJ990405 01 


.9A01. 


C15.03. 


tm' 


Method 


TBLASTX:; 


Maize 


Start 


6632 








End 


7855 




GI 


none 








Score 


98 




Exons 


6632. .6694, 


6633. 


. 6698, 


6634. 


.6693, 7169. .7252, 


7307. .7465, 




, 7311. .7475, 


7322. 


.7501, 


7345. 


.7473, 7359. .7475, 


7495. .7560, 



22908 



7496, .7561, 7654, ,7677, 7671, .7838, 7705. .7851, 7706. .7855 



Seq. No. 22669 

Gene No. 47149 

Start 8337 

Name OJ990405_01 . 9A01 . C15 . o2 . gs 

Start 8337 

GI none 

Exons 8337., 9228, 9743.. 10674 



Seq. ID OJ990405_01.9A01.C15 
Strand 

End 10684 

Method GENSCAN 

End 10674 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22669 
47149 
8337 

OJ990405_01 . 9A01 . C15 . ol . tc 

8348 

none 



Seq. ID OJ990405_01.9A01.C15 
Strand 

End 10684 

Method TBLASTX : Cress 

End 10326 

Score 82 



8348. .8386, 8435, .8536, 8464. .8541, 8533. ,8877, 8538. .8879, 
8928. .8987, 8982. ,9020, 8986. .9018, 9033. .9233, 9040. .9189, 
9093., 9227, 9742.. 10326, 9800.. 10099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22669 
47149 
8337 

OJ990405_01. 9Abl.C15.ol.ts 

8348 

none 



Seq. ID OJ990405_01,9A01.C15 
Strand 

End 10684 

Method TBLASTX : Soybean 

End 9822 

Score 77 



8348. .8395, 8464. .8541, 8465. .8536, 8533. .8877, 8538. .8879, 
8898. .8981, 8985. .9233, 8986. .9186, 9099. .9203, 9742. .9822, 
9748. .9822 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22669 
47149 
8337 

OJ990405_01.9A01.C15.ol.np 
8351 
2344901 
8351.. 9228, 9743.. 10684 

(AC002388) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990405_01.9A01.C15 
Strand 

End 10684 

Method AAT/NAP 

End 10684 . - 

Score 1897 



22669 
47149 
8337 

OJ990405_01 . 9A01 , C15 , ol . tw 

8366 

none 



Seq. ID OJ990405_01,9A01.C15 
Strand 

End 10684 

Method TBLASTX : Wheat 

End 8816 

Score 39 



8366. .8419, 8366. .8410, 8383. .8541, 8444. .8536, 8533. .8814, 
8538. .8816 



Seq. No. 22669 

Gene No. 47149 

Start 8337 

Name OJ990405_01 . 9A01 .C15 . ol . tm 

Starts 8473 

GI none 
Exons 



Seq. ID OJ990405_01.9A01.C15 
Strand 

End 10684 

Method TBLASTX: Maize . 

End 9212 

Score 88 



8473. .8535, 8474. .8536, 8479. .8550, 8533. .8880, 8541. .8879, 
8863.. 9189, 8886,. 9188, 9093.. 9212, 9179.. 9205 



22909 




Seq. No. 


22669 






Seq. ID 


OJ990405 


01 . 9A01 .C15 


Gene No. 


47149 






Strand 






Start 


8337 






End 


10684 




Name 


OJ990405_01 . 


9A01 .C15 . o2 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


9741 






End 


10368 




GI 


none 






Score 


74 




Exons 


9741. .9905, 


9742 . . 10368, 


9800 


. . 10075, 


10023. .10214 


Seq. No. 


22669 






Seq. ID 


OJ990405 


_01.9A01.C15 


Gene No. 


47149 






Strand 


- 




Start 


8337 






End 


10684 




Name 


OJ990405_01 . 


9A01.C15.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


9823 






End 


10293 


GI 


none 






Score 


287 




Exons 


9823. . 10293, 


9824. .10099 








Seq. No. 


22670 






Seq. ID 


OJ990405 


_01.9A01.C16 


Gene No. 


47150 






Strand 






Start 


595 






End 


695 




Name 


OJ990405 01. 


9A01.C16.ol. 


gs 


Method 


GENSCAN 




Start 


595 






End 


695 




GI 


none 






Score 


.45 




Exons 


595*.'. 695 












Seq. No. 


22671 






Seq. ID 


OJ990405 


_01.9A01.C17 


Gene No. 


47151 






Strand 






Start 


2858 






End 


5672 




Name 


OJ990405_01. 


9A01.C17.o2. 


qs 


Method 


GENSCAN 




Start 


2858 




End 


5652 




GI 


none 






Score 


.83 




Exons 


2858. .3034, 


3203. .3279, 


3411. 


:3514, 3885.. 3936, 


5312. .5419, 




5496. .5652 












Seq. No. 


22671 






Seq. ID 


OJ990405 


_01.9A01.C17 


Gene No. 


47151 






Strand 






Start 


2858 






End 


5672 




Name 


OJ990405 01. 


9A01.C17.ol. 


np 


Method 


AAT/NAP 




Start 


2861 






End 


5344 




GI 


2245034 






Score 


644 




Exons 


2861. .3034, 


3203. .3279, 


3411. 


.3514, 3885. .3936, 


4044. .4134, 




4352. .4426, 


5231. .5344 










GI Descrip. 


(Z97342) enoyl-CoA hydratase 


[Arabidopsis thaliana] 


Seq. No. 


22671 






Seq. ID 


OJ990405 


_01.9A01.C17 


Gene No. 


47151 






Strand 






Start 


2858 






End 


5672 




Name 


OJ990405 01. 


9A01.C17.ol. 


gp 


Method 


AAT/GAP 




Start 


2867 






End 


3940 




GI 


LIB3433-055- 


P1-K1-E3 




Score 


788 




Exons 


2867. .3034, 


3203. .3279, 


3411. 


.3514, 3856. .3940 




GI Descrip. 


' 2245034 /emb 1 CAB10453. 1 1 


4.0e 


-46 (Z97342) enoyl 


-CoA hydrata; 




[Arabidopsis 


thaliana] ' 










Seq. No. 


22671 






Seq. ID 


■OJ990405 


_01.9A01.C17 


Gene No. 


47151 






Strand 






Start 


2858 






End 


5672 




Name 


OJ990405 01. 


9A01.C17.o2. 


gp 


Method 


■AAT/GAP 





22910 




start 4063 . End 5672 

GI uC-osflM202054hl2bl Score 916 

Exons 4063.. 4134, 4352.. 4426, 5231.. 5400, 5496.. 5672 

GI Descrip. ' 2245034 /emb I CAB10453 . 1 1 9.0e-17 (Z97342) enoyl-CoA hydratase 
[Arabidopsis thaliana] ' 



Seq. No. 22671 

Gene No. 47152 

Start 6635 

Name OJ9904 05_01 . 9A01 . C17 . ol . tw 

Start 2815 

GI none 

Exons 2815.. 2976, 
6637. .6771 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_01 . 9A01 . C17 
10216 

TBLASTX: Wheat 

6771 

144 



2852.. 2986, 2867.. 2992, 6635.. 6757, 6637.. 6747, 



Seq. No. 22671 
Gene No. 47152 
Start 6635 

Name OJ990405_01 . 9A01 .C17 . ol . 

Start 3884 
GI none 
Exons 3884 . . 

5219. . 

7830. . 

8237., 

10080. 



Seq. ID 
Strand 
End 

tm Method 
End 
Score 



OJ990405 01.9A01.C17 



3937, 3885.. 3938, 
5407,. 5229. .5405, 
7883, 7989.. 8087, 
8311, 9056.. 9193, 
.10166 



10216 

TBLASTX: Maize 
10166 
57 

4042. .4137, 4043. .4135, 4352. .4429, 
5231.. 5422, 5494.. 5625, 5495.. 5581, 
7990. .8091, 8019. .8093, 8236. .8313, 
9058.. 9225, 9058.. 9225, 9173.. 9229, 



Seq. No. 


22671 








Seq. ID 


OJ990405_01.9A01.C17 


Gene No. 


47152 








Strand 




Start 


6635 








End 


10216 


Name 


OJ990405 01 


.9A01 


.017. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


5229 








End 


9234 


GI 


none 








Score 


48 


Exons 


5229. .5273, 


5231 


. .5407, 


5334. 


.5408, 9058..9234 


Seq. No. 


22671 








Seq. ID 


OJ990405_01.9A01.C17 


Gene No. 


47152 








Strand 




Start 


6635 








End 


10216 


Name 


OJ990405 01 


. 9A01 


.C17.03 


gs 


Method 


GENSCAN 


Start 


' 6635 








End 


10216 


GI 


none 








Score 


.54 


Exons 


6635. .6814, 


6980 


. .7056, 


7139. 


.7242, 7831.. 7882, 8033.. 8081, 




9058. .9227, 


9615 


. .9751, 


9843. 


.10049, 


L0077. .10216 


Seq. No. 


22671 








Seq. ID 


OJ990405_01.9A01.C17 


Gene No. 


47152 








Strand 




Start 


6635 








End 


10216 


Name 


OJ990405 01 


. 9A01 


.C17.02 


np 


Method 


AAT/NAP 


Start 


6638 








End 


9171 


GI 


2245034 








Score 


590 


Exons 


6638. .6814, 


6980 


. .7056, 


7139. 


.7242, 7831. .7882, 7991. .8081, 




8236. .8310, 


9058 


. .9171 








GI Descrip. 


(Z97342) enoyl-CoA hydratase 


[Arabidopsis thaliana] 


Seq. No. 


22672 








Seq. ID 


OJ990405_01.9A01.C18 


Gene No. 


47153 








Strand 




Start 


51 








End 


146 



22911 




Name 


OJ990405 01 


. 9A01.C18,ol 


.gs 


Method 


GENSCAN 




Start 


51 






End 


146 




GI 


none 






Score 


.59 




Exons 


51. .146 












Seq. No, 


22672 






Seq. ID 


OJ990405_01.9A01 


.C18 


Gene No. 


47154 






Strand 






Start 


168 






End 


529 




Name 


OJ990405_01 


.9A01.C18.ol 


.np 


Method 


AAT/NAP 




Start 


168 






End 


529 




GI 


6907088 






Score 


530 




Exons 


168. .529 












GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


22673 






Seq. ID 


OJ990405_01.9A01 


.C19 


Gene No. 


47155 






Strand 


+ 




Start 


938 






End 


1718 




Name 


OJ990405 01 


.9A01.C19.ol 


.np 


Method 


AAT/NAP 




Start 


938 






End 


1718 




GI 


6002794 






Score 


1253 ' 




Exons 


938. .1718 












GI Descrip. 


(AF149813) 


unknown [Oryza sativa] 






Seq. No. 


22673 






Seq. ID 


OJ9'90405_01.9A01 


.Ci9 


Gene No. 


47156 






Strand 


+ 




Start 


2227 






End 


3946 




Name 


OJ990405 01 


. 9A01.C19.o2 


.np 


Method 


AAT/NAP 




Start 


2227 






End 


3946 




GI 


4539660 






Score 


697 




Exons 


2227. .3267, 


3355. .3946 










GI Descrip. 


(AF061282) 


polyprotein 


[Sorghum bicolor] 




Seq. No. 


22673 






Seq. ID 


OJ990405_01.9A01 


.C19 


Gene No . 


47156 






Strand 


+ 




Start 


.2227 






End 


3946 




Name 


OJ990405 01 


. 9A01.C19.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2434 






End 


2805 




GI 


none 






Score 


263 




Exons 


2434 . .2805 












Seq. No. 


22673 






Seq. ID 


OJ990405_01.9A01 


.C19 


Gene No. 


47156 






Strand 


+ 




Start 


2227 






End 


3946 




Name 


OJ990405 01 


. 9A01.C19.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2686 






End 


3087 




GI 


none 






Score 


244 




Exons 


2686. .3087 












Seq. No. 


22673 






Seq. ID 


OJ990405_01. 9A01 


.C19 


Gene No. 


47156 






Strand 


+ 




Start 


2227 






End 


3946 




Name 


QJ990405 01 


. 9A01.C19.o2 


. tm 


' Method';* 


TBLASTX: Maize 




Start 


3397 






. End 


3720 




GI 


none 






Score 


200 




Exons 


3397. .3720, 


3444. .3509 











• Seq. No. 22673 Seq. ID OJ990405_01.9A01.C19 



22912 




Gene No. 


47156 


Strand 


+ 


Start 


2227 


End 


3946 


Name 


OJ990405 01.9A01.C19.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3402 


End 


3801 


GI 


none 


Score 


166 


Exons 


3402.. 3557, 3403.. 3624, 3633 


..3752, 3637.. 3801 


Seq. No. 


22674 


Seq. ID 


OJ990405 01.9A01 


Gene No. 


47157 


Strand 


+ 


Start 


1 


End 


1524 


Name 


OJ990405 01.9A01.C20.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1524 


GI 


5257279 


Score 


1842 


Exons 


1. .1524 






GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 




homologues. (L35053) [Oryza 


sativa] 




Seq. No. 


22674 


Seq. ID 


OJ990405_01. 9A01 


Gene No. 


47157 


Strand 


+ 


Start 


1 


End 


1524 


Name 


OJ990405 01.9A01.C20.o3.tw 


Method 


TBLASTX: Wheat 


Start 


79 


End 


442 


GI 


none 


Score 


159 


Exons 


79. .261, 80. .268, 344. .442, 


367.'. 441 




Seq. No. 


22674 


Seq. ID 


OJ990405_01.9A01 


Gene No. 


47157 


Strand 


+ 


Start 


1 


End 


1524 


Name 


OJ990405 01. 9A01.C20.ol.gs 


Method 


GENSCAN 


Start 


209 


End 


1180 


GI 


none 


Score 


.75 


Exons 


209. .1180 






Seq. No. 


22674 


Seq. ID 


OJ990405_01. 9A01 


Gene No. 


47157 


Strand 


+ 


Start 


1 


End 


1524 


Name 


OJ990405 01.9A01.C20.o3.tm 


Method 


TBLASTX: Maize 


Start 


317 


End 


514 


GI 


none . '^r 


Score 


202 


Exons 


317. .514, 367. .513 






Seq. No. 


22674 


Seq. ID 


OJ990405 01.9A01 


Gene No. 


47157 


Strand 


+ 


Start 


1 


End 


1524 


Name 


OJ990405 01. 9A01.C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


445 


End 


928 


GI 


none 


Score 


539 


Exons 


445. .900, 446. .928, 473. .919 






Seq. No. 


22674 


Seq. ID 


OJ990405_ai. 9A01 


Gene No. 


47157 • 


Strand 


+ 


Start 


1 


End 


1524 


Name 


OJ990405 01.9A0l'.C20.ol.tm 


Method 


TBLASTX:Maize 


Start 


515 


End 


982 


GI 


none 


Score 


389 


Exons 


515. .982, 586. .945 







22913 



Seq. No. 22674 

Gene No. 47157 

Start 1 

Name OJ990405_01 . 9A01 . C20 . ol . ts 

Start 869 

GI none 
Exons 



Seq. ID OJ990405_01.9A01.C20 

Strand + 

End 1524 

Method TBLASTX : Soybean 

End 1263 

Score 56 



869.. 901, 869. .901, 886.. 981, 905.. 1108, 905.. 1048, 1021.. 1107, 
1107. .1235, 1108.. 1263 



Seq-. y^o. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22674 
47157 
1 

OJ990405_01 . 9A01 . C20 . o2 . tw 

977 

none 



Seq. ID OJ990405_01.9A01.C20 

Strand + 

End 1524 

Method TBLASTX : Wheat 

End 1377 

Score 161 



977. .1108, 977. .1084, 1021. .1107, 1108. .1377, 1110. .1376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22674 
47157 
1 

OJ990405_01 . 9A01 . C20 . o2 . tm 

1164 

none 



Seq. ID OJ990405_01.9A01.C20 

Strand + 

End 1524 

Method TBLASTX: Maize 

End 1524 

Score 58 ^ *■ 



1164.. 1433, 1164.. 1523, 1165.. 1524 



Seq. No. 22674 

Gene No. 47157 

Start 1 

Name OJ990405_01 . 9A01 . C20 . o2 . ts 

Start 1285 

GI none 

Exons 1285.. 1524 



Seq. ID OJ990405_01.9A01.C20 

Strand + 

End 1524 

Method TBLASTX : Soybean 

End 1524 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22674 
47157 
1 

OJ990405_01 . 9A01.C20.o4. tw 

1378 

none 



Seq. ID OJ990405_01.9A01.C20 

Strand + 

End 1524 

Method TBLASTX : Wheat 

End 1524 

Score 218 



1378. .1524, 1380. .1523, 1408. .1524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22675 
47158 
1 

0 J990 4 0 5_0 1 . 9A0 1 . C2 1 . ol . np 
1 

4680179 
1. .1552 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990405_01.9A01.C21 

Strand + 

End 1552 

Method AAT/NAP 

End 1552 

Score 1803 



22675 
47158 
1 

OJ990405_01. 9A01.C21.ol.gs 
82 

none 

82. .1539 



Seq. ID OJ99Q405_01.9A01.C21 

Strand + 

End- 1552 

Method GENSCAN 

End 1539 

Score . 67 



22914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene* No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22675 
47158 
1 

OJ9904 05_01 . 9A01.C21.o2. tw 

156 

none 

156. .680, 308. .676 

22675 
47158 
1 

OJ990405_01 . 9A01 . C21 , ol . tc 

387 

none 



Seq. ID OJ990405_01.9A01.C21 

Strand + 

End 1552 

Method TBLASTX : Wheat 

End 680 

Score 575 



Seq. ID OJ990405_01.9A01.C21 

Strand + 

End 1552 

Method TBLASTX : Cress 

End 704 

Score 101 



387. .560, 408. .560, 561. .704, 563. .688 



22675 
47158 
1 

.OJ990405_01.9A01.C21.ol.ts 
473 
none 

473. .718, 480. .728, 600. .728 

22675 
47158 
1 

OJ990405_01 . 9A01 . C21 . o2 . tm 
528 
none 

528. .818, 539. .718, 600. .815 

22675 
47158 
1 

OJ990405_01 . 9A01 . C21 . ol . tw 
687 
none 

687.. 1313, 782.. 1189, 834.*. 1262 



Seq. ID OJ990405_01.9A01.C21 

Strand + 

End 1552 

Method TBLASTX : Soybean 

End 728 

Score' 295 



Seq. ID OJ990405_01.9A01.C21 

Strand + 

End 1552 

Method TBLASTX : Mai ze 

End 818 

Score 378 



Seq. ID OJ990405_01.9A01.C21 

Strand + 

End . 1552 

Method TBLASTX : Wheat 

End ■ 1313 

Score 672 



22675 
47158 
1 

OJ990405_01 . 9A01 . C21 . ol . tm 

870 

none 



Seq. ID OJ990405_01.9A01.C21 

Strand + 

End 1552 

Method TBLASTX : Maize 

End 14 63 

Score 221 



870. .1028, 875. .1021, 1025. .1207, 1025. .1168, 1026. .1463, 
1146. .1262, 1244. .1453, 1368. .1463 



Seq. No. 22675 

Gene No. 47158 

Start 1 

Name OJ990405_01 . 9A01 . C21 . o3 . tw 

Start 1314 

GI none 
Exons 



Seq. ID OJ990405_01.9A01.C21 

Strand + 

End- ■ 1552 ^ 

Method TBLASTX : Wheat 

End 1550 

Score 248 



1314. .1550, 1321. .1419, 1353. ,1538, 1409. .1549 



22915 




Seq. No. 


22676 








Seq. ID 


OJ990405_01.9A01 


.C22 


Gene No. 


47159 








Strand 






Start 


6971 








End 


10303 




Name 


OJ990405 01 


.9A01. 


C22.02 


.gs 


Method 


GENSCAN 




Start 


6971 








End 


10303 




GI 


none 








Score 


.64 




Exons 


6971. .7171, 


7255. 


.7417, 


7430. 


.7540, 8578.-8783, 10223.. 


10303 


Seq. No. 


22676 








Seq. ID 


OJ990405 01.9A01 


.C22 


Gene No. 


47160 








Strand 






Start 


983 








End 


2413 




Name 


OJ990405 01 


.9A01. 


C22.01 


.np 


Method 


AAT/NAP 




Start 


983 








End 


2413 




GI 


6907088 








Score 


1236 




Exons 


983. .1369, 


1862. . 


2100, 


2276. . 


2413 






GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


22676 








Seq. ID 


OJ990405_01.9A01 


.C22 


Gene No. 


47161 








Strand 






Start 


5281 








End 


10752 




Name 


OJ990405 01 


.9A01. 


C22.02 


.np 


Method 


AAT/NAP 




Start 


5281 








End 


10752 




GI 


81286 








Score 


80 




Exons 


5281. .5452, 


62 62. 


.6422, 


7020. 


.7122, 10695.. 10752 




GI Descrip. 


extensin - 


Volvox 


: carteri (fragment) gi | 21992 | emb | CAA4 6283 | 




{X65165) extensin 


I [Volvox carteri] 






Seq. No. 


22676 








Seq. ID 


OJ990405_01. 9A01 


.C22 


Gene No. 


47161 








Strand 






Start 


5281 








End 


10752 




Name 


OJ990405 01 


.9A01. 


C22.01 


.tm 


Method 


TBLASTX: Maize 




Start 


7069 








End 


7452 




GI 


none 








Score 


87 




Exons 


7069. .7119, 


7070. 


.7120, 


7100. 


.7171, 7117. .7170, 7252. .7452, 




7252. .7452- 














Seq. No. 


22676 








Seq. ID 


OJ990405_01.9A01 


.C22 


Gene No. 


47161 








Strand 






Start 


5281 








End 


10752 




Name 


OJ990405 01 


.9A01. 


C22.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


8562 








End 


8930 




GI 


none 








Score 


319 




Exons 


8562. .8930,. 


8564. 


.8767, 


.8583. 


.8810 






Seq. No. 


22676 








Seq. ID 


OJ990405_01. 9A01 


.C22 


Gene No. 


47161 








Strand 






Start 


5281 








End 


10752 




Name 


OJ990405 01 


.9A01. 


C22.02 


. tm 


Method 


TBLASTX: Maize - 




Start 


8624 








End • 


8912 




GI 


none 








Score 


63 




Exons 


8624. .8668, 


8625. 


.8693, 


8715. 


.8912, 8720. .8911 




Seq. No. 


22677 








Seq. ID 


OJ990405_01.9A01 


.C23 


Gene No. 


47162 








Strand 


+ 




Start 


203 








End 


8739 




Name 


OJ990405 01 


. 9A01. 


C23.01 


.gs 


Method 


GENSCAN 





22916 




start 


203 


- End 


8739 




GI 


none 


Score 


.43 




Exons 


203. .261, 1189. .1316, 1506. 


.1561, 2864 


..3064, 5693. 


.5883, 




6736.-6925, 7575.. 7863, 8711.. 8739 






Seq. No. 


22677 


Seq. ID 


OJ990405_01. 


9A01.C23 


Gene No. 


47162 


Strand 


+ 




Start 


203 


End 


8739 




Name 


OJ990405 01.9A01.C23.ol.np 


Method 


AAT/NAP 




Start 


5201 


End 


.6545 




GI 


6630699 


Score 


82 




Exons 


5201.. 5232, 6442.. 6545 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 Idbj |BAA89566.1| 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


22677 


Seq. ID 


OJ990405_01. 


9A01.C23 


Gene No, 


47162 


Strand 


+ 




Start 


203 


End 


8739 




Name 


OJ990405 01.9A01.C23.o2.np 


Method 


AAT/NAP 




Start 


5639 


End 


7092 




GI 


6539570 


Score 


161 




Exons 


5639.. 5675, 6713.. 6886, 7038.. 7092 






GI Descrip. 


(AP0O0836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


22677 


Seq. ID 


OJ990405_01. 


9A01.C23 


Gene No. 


47163 


Strand 






Start 


10277 


End 


10729 




Name 


OJ990405 01.9A01.C23.o2.gs 


Method 


GENSCAN 




Start 


10277 


End 


10729 




GI 


none 


Score 


. 9 




Exons 


10277. .10729 








Seq. No. 


22678 


Seq. ID 


OJ990405_01.. 


9A01.C24 


Gene No. 


47164 


Strand 


+ 




Start 


48 


End 


385 




Name 


OJ990405 01.9A01.C24.ol.gs 


Method 


GENSCAN 




Start 


48 


End 


385 




GI 


none 


Score 


.5 




Exons 


48. .385 








Seq. No. 


2267.8 


Seq. ID 


OJ990405_01. 


9A01.C24 


Gene No. 


47165 


Strand 


+ 




Start 


3438 


End 


3778 




Name 


OJ990405 01.9A01.C24.o2.gs 


Method 


GENSCAN 




Start 


3438 


End 


3778 




GI 


none 


Score 


. 92 




Exons 


3438.. 3509, 3551.. 3778 








Seq. No. 


22678 


Seq. ID 


OJ990405_01. 


9A01.C24 


Gene No. 


47166 


Strand 


+ 




Start 


8453 


End 


8755 




Name 


OJ990405 01.9A01.C24.ol.gp 


Method 


AAT/GAP 




Start 


8453 


End 


8755 




GI 


1675 2.R1084 


Score 


583 




Exons 


8453. .8755 








GI Descrip. 


'3763918 2.0e-59 (AC004450) 


putative isopropylmalate dehydratase 



22917 



[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22679 
47167 
671 

OJ990405_01.9A01.C25.o2.np 
671 

2245108 



Seq. ID OJ990405_01.9A01.C25 

Strand + 

End 5706 

Method AAT/NAP 

End . 5706 

Score 500 



671.. 690, 4227.. 4389, 4973.. 5263, 5348.. 5416, 5561.. 5706 
{Z97343) EREBP-4 like protein [Arabidopsis thaliana] 



Seq. ID OJ990405_01.9A01.C25 

Strand + 

End 5706 

Method AAT/GAP 

End 1785 

Score 1581 



22679 
47167 
671 

OJ990405_01 . 9A01 . C25 . ol . gp 
969 

1675_2.R1084 
969. .1785 

•3763918 2.0e-59 {AC004450) putative isopropylmalate dehydratase 
[Arabidopsis thaliana] ' 



22679 
47167 
671 

OJ990405_01 . 9A01 . C25 . o2 . gs 

4208 

none 



Seq. ID OJ990405_01.9A01.C25 

Strand + 

End 5706 

Method GENSCAN 

End 5706 

Score .53 



4208. .4325, 4976. .5206, 5348. .5428, 5579. .5706 



22679 
47168 
977 

OJ990405_01 . 9A01 . C25 . ol . gs 

977 

none 

977. .1750 



Seq. ID OJ990405_01.9A01.C25 
Strand 

End 1750 

Method GENSCAN 

End 1750 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



22679 
47168 
977 

OJ990405_01 . 9A01 . C25 . ol . np 
980 

3763918 
980.. 1729 

(AC004450) 3-isopropyimalate dehydratase, small subunit 
[Arabidopsis thaliana] 



Seq. ID OJ990405_01.9A01.C25 
Strand 

End 1750 

Method AAT/NAP 

End 1729 

Score 656 



22679 
47169 
9105 

OJ9904 05_01 . 9A01 . C25 . ol . tm 

976 

none 



976. .1203, 980. .1510, 981. .1508, 1370 



Seq. ID OJ990405_01.9A01.C25 
Strand 

End 13638 

Method TBLASTX : Mai ze 

End 1510 _ 

Score 18 6 
1510 



22679 
47169 



Seq. ID OJ990405_01.9AG)1.C25 
Strand 



22918 



start 
Name 
Start 
GI 

Exons 



9105 End 

OJ9904 05_01 . 9A01 . C25 . ol . tc Method 

977 End 

none Score 



13638 

TBLASTX: Cress 

1525 

134 



977. .1108, 981. .1103, 995. .1114, 1118. .1153, 1167. .1226, 
1178.. 1384, 1287.. 1370, 1391.. 1525, 1392.. 1523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22679 
47169 
9105 

OJ990405_01.9A01.C25.ol.ts 
1001 
none 



Seq. ID OJ990405_01.9A01.C25 
Strand 

End 13638 

Method TBLASTX : Soybean 

End 1600 

Score 14 6 

1001.. 1156, 1002.. 1181, 1173.. 1364, 1178.. 1381, 1391.. 1600, 
1392. .1523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22679 Seq. ID 

47169 Strand 

9105 End 

'OJ990405_01 . 9A01 . C25 . o2 . tm Method 

4195 End 

none Score 



0 J9 9 0 4 0 5_0 1 . 9A0 1 . C2 5 
13638 

TBLASTX: Maize 

5789 

176 



4195. .4323, 4196. .4324, 4205. .4324, 4971. .5264, 4974. .5264, 

4975. .5265, 5343. .5411, 5344. .5427, 5344. .5439, 5369. .5437, 

5579. .5599, 5611. .5703, 5611. .5703, 5625. .5744, 5631. .5738, 
5763.. 5789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22679 
47169 
9105 

OJ990405_01. 9A01.C25.ol.tw 

4196 

none 



Seq. ID OJ990405_01.9A01.C25 
Strand 

End 13638 

Method TBLASTX : Wheat 

End 537 9 

Score 142 

4196. .4324, 4202. .4324, 4971. .5264, 4973. .5260, 4973. .5269, 
4975. .5271, 5344. .5379 



Seq. No. 22679 

Gene No. 47169 

Start 9105 

Name OJ990405_01 . 9A01 . C25 . 62 . tc 

Start 4211 

GI none 

Exons 4211.. 4324, 4231.. 4323, 4978, 
5178. .5261 



Seq. ID OJ990405_01.9A01.C25 
Strand 

End 13638 

Method TBLASTX : Cress 

End 5262 

Score 145 

.5148, 4986. .5147, 5152. .5262, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22679 
47169 
9105 

OJ990405_01.9A01.C25.o2.ts 

4240 

none 



Seq. ID OJ990405_01.9A01.C25 



Strand 
End 

Method 

End 

Score 



13638 

TBLASTX : Soybean 

5409 

119 



4240. .4323, 4241. .4324, 4971. .5273, 4974. .5252, 4975. .5274, 
5343. .5396, 5344. .5409 



Seq. No. 
Gene No. 
Start 



22679 
47169 
9105 



Seq. ID 

Strand 

End 



OJ990405 01.9A01.C25 



13638- 



22919 



Name 


0 J9 9 040 5_0 1 . 9A0 1 . C2 5 . o3 . gs 


Method 


GENSCAN 


Start 


9105 


End 


13548 


GI 


none 


Score 


.84 


Exons 


9105.. 9173, 9422.. 9544, 9724 


..9821, 10611. .10725, 11132 




1194 6. . 12016, 12785. . 12852, 


13421. .13548 


Seq. No. 


22679 


Seq. ID 


OJ990405_01.9A01 


Gene No. 


47169 


Strand 




Start 


9105 


End 


13638 


Name 


OJ99Q405 01,9A01.C25.o2.gp 


Method 


AAT/GAP 


Start 


9181 


End 


10887 


GI 


3801 1.R1084 


Score 


1111 


Exons 


9181. .9567, 9724. .9821, 10611 .. 10725, 


10821, . 10887 


GI Descrip. 


•3540182 3.0e-18 (AC004122) 


Unknown protein [Arabidopsi; 




thaliana] ' 






Seq. No. 


22679 


Seq. ID 


OJ990405_01.9A01 


Gene No. 


47169 


Strand 




Start 


9105 


End 


13638 


Name 


OJ990405 01.9A01.C25.o3.tc 


Method 


TBLASTX: Cress 


Start 


9763 


End 


11207 


GI 


none 


Score 


61 


Exons 


9763.. 9822, 9767.. 9811, 10666 .. 10728 , 


10821. .10865, 




10957. .11025, 11102. .11206, 


11124.. 11207 


Seq. No. 


22679 


Seq. ID 


OJ990405_01.9A01 


Gene No. 


47169 


Strand 




Start 


9105 


End 


13638 


Name 


OJ990405 01.9A01.C25.o3.np 


Method 


AAT/NAP 


Start 


10591 


End 


13638 


GI 


4539295 


Score 


365 


Exons 


10591. .10704, 10789. . 10873, 


10914. .11030, 11145. .11266, 




11626. .11848, 11905. .12035, 


12774. .12852, 13421. .13638 


GI Descrip. 


(AL049480) putative protein 


[Arabidopsis thaliana] 


Seq. - No. 


22679 


Seq. ID 


OJ990405_01.9A01 


Gene No. 


47169 


Strand 




Start 


9105 


End 


13638 ■ 


Name 


OJ990405 01.9A01.C25.o4.tm 


Method 


TBLASTX: Maize 


Start 


10818 


End 


11202 


GI 


none 


Score 


114 


Exons 


10818. .10865, 10957. .11025, 


11121. .11201, 11122. .11202, 




11123. .11200 






Seq. No. 


22679 


Seq. ID 


OJ990405_01.9A01 


Gene No. 


47169 


Strand 




Start 


9105 


End 


13638 


Name 


OJ990405 01. 9A01.C25.o3.ts 


Method 


TBLASTX: Soybean 


Start 


11068 


End 


11698 


GI 


none 


Score 


148 


Exons 


11068. .11214, 11094. .11270, 


11096. .11275, 11096. .11275, 




11618. .11698, 11623.. 11697 






Seq. No. 


22679 


Seq. ID 


OJ990405_01.9A01 


Gene No. 


47169 


Strand 




Start 


9105 


End 


13638 


Name 


OJ990405 01. 9A01.C25.o3.tm 


Method 


TBLASTX: Maize 



X25 



22920 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11202 
none 



End 
Score 



12013 
111 



11202. .11288, 11617. .11703, 11624 . ,11722, 11626 11727 , 
11726. .11854, 11738. ,11857, 1174 6 .. 11862 , 11926 .. 12012 , 
11940. .12011, 11945.. 12013 



22679 
47169 
9105 

OJ990405_01 . 9A01 . C25 . o2 . tw 

11623 

none 



Seq. ID OJ990405_01.9A01.C25 
Strand 

End 13638 

Method TBLASTX : Wheat 

End 12010 

Score 151 



11623. .11706, 11624. .11728, 11625 .. 11732 , 11626 .. 11736, 

11726. .11854, 11727. ,11861, 1174 4 .. 11854 , 11749 .. 11877, 

11803. .11862, 11931, ,12005, 11942 .. 12007 , 11943 .. 12008 , 
11945. .12010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22680 
47170 
2240 

OJ990405_01.9A01.C26.ol.gs 

2240 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2240. .2293, 3315. .334i; 3378. .3617, 4445. .4553, 4766. .5126, 
5369. .5407, 5427. .5626, 5694. .5945, 6581. .6990, 7191, .7367, 
7518. .7742, 7832. .8008, 8100. .8336, 8845. .8997 



OJ990405_01 . 9A01 .C26 
+ 

9819 
GENSCAN 
8997 
.48 . 



22680 
47170 
2240 

OJ990405 01.9A01.C26.ol.np 



Seq. ID OJ990405_01.9A01.C26 

Strand + 

End 9819 

Method AAT/NAP 

End 9819 

Score 521 



6581. .6989, 7172. .7367, 7518. .7742, 7832. .8059, 



5768 
6006869 
5768. .5945, 
9728. .9819 

(AC009540) putative cationic amino acid transporter [Arabidopsis 
thaliana] 



22680 Seq. ID 

47170 Strand 
2240 End 
OJ9904 05_01 . 9A01 . C26 . o2 . gp Method 
7934 End 
LIB3434-056-P1-K1-B12 Score 
7934. .8008, 8100. .8281 

'1710780/sp|P52810|RS9_PODAN 3.0e-13 40S RIBOSOMAL PROTEIN S9 
(S7) >gi_1321917_emb_CAA65433_ (X96613) cytoplasmic ribosomal 
protein 57 [Podospora anserina] ' 



OJ990405_01.9A01.C26 
+ 

9819 
AAT/GAP 
8281 
431 



22680 Seq. ID 

47170 Strand 

2240 End 
OJ990405_01. 9A01.C26.o3.gp . Method 

8827 End 

none Score 
8827. .9298 



OJ990405_01.9A01.C26 
+ 

9819 
AAT/GAP 
9298 
885 



22921 



Seq. No. 22680 Seq. ID OJ990405_01.9A01.C26 

Gene No. 47171 Strand 

Start 3734 End 3810 

Name OJ990405_01 . 9A01 .C26.ol .gp Method AAT/GAP 

Start 3734 End 3810 

GI 5867_1.R1084 Score 97 

Exons 3734.. 3810 

GI Descrip. ' 464986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) {UBCAT4B) >gi_421857_pir S32674 

ubiquitin--pro.tein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_einb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



Seq. No. 


22680 








Seq. ID 


OJ990405_01.9A01.C26 


Gene No. 


47172 








Strand 




Start 


5771 








End 


6874 


Name 


OJ990405 01. 


9A01 


.C26.01 


.tm 


Method 


TBLASTX: Maize 


Start 


5771 








End 


6874 


GI 


none 








Score 


52 


Exons 


5771. .5836, 


5827 


. ,5946, 


5828. 


.5947, 5837.. 5947, 6579.. 6860, 




6580. .6873, 


6580 


. . 6873, 


6620. 


,. 6874 




Seq. No. 


22680 








Seq. ID 


OJ990405_01 . 9A01 . C26 


Gene No. 


47172 








Strand 




Start 


5771 








End 


6874 


Name 


OJ990405 01. 


9A01 


.C26.01 


.tc 


Method 


TBLASTX: Cress 


Start 


5795 








End 


6729 


GI 


none 








Score 


87 


Exons 


5795. .5947, 


5827 


. .5946, 


6579. 


.6707, 6580.. 6729 


Seq. No. 


22680 








Seq. ID 


OJ990405_01 . 9A01 . C26 


Gene No. 


47173 








Strand 




Start 


7241 








End 


8162 


Name 


OJ990405 01. 


9A01 


.C26.02, 


.tm 


Method 


TBLASTX: Maize 


Start 


7241 








End 


8116 


GI 


none 








Score 


217 


Exons 


7241. .7366, 


7242 


. .7367, 


7473. 


.7691, 7490.. 7732, 7664.. 7741, 




7819. .8004, 


7820 


. .8014, 


7828. 


.8007, 7871. ,8008, 8096. .8116 


Seq. No. 


22680 








Seq. ID 


OJ990405_01.9A01.C26 


Gene No. 


47173 








Strand 




Start 


7241 








End 


8162 


Name 


OJ990405 01. 


9A01 


.C26.01, 


.ts 


Method 


TBLASTX : Soybean 


Start 


7845 








End 


8162 


GI 


none 








Score 


90 


Exons 


7845. .8000, 


7845 


. .8000, 


7846. 


.8004, 78^ 


16. .8007, 7871. .8008, 




8093. .8161, 


,8099 


. .8146, 


8100. 


.8162 




Seq. No. 


22680 








Seq, ID 


OJ990405_01 . 9A01 .C26 


Gene No. 


47174 








Strand 




Start,-;- 


8118 








End 


9009 


Name - 


OJ990405 01. 


9A01 


.C26.03, 


-tm 


Method 


TBLASTX: Maize 


Start 


8118 








End 


9009 


GI 


none 








Score 


242 


Exons 


8118. .8339, 


8118 


. .8336, 


8573. 


.8689, 8595. .8690, 8839. .8949, 



22922 



8844. .8945, 8941. .9009, 8952. .9002 



Seq. No, 22681 Seq. ID 

Gene No. 47175 Strand 

Start 1 End 

Name OJ9904 05_01 . 9A01 . C27 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..108 



OJ990405_01 . 9A01 . C27 
+ 

108 

AAT/GAP 

108 

204 



Seq. No. 22681 Seq. ID 

Gene No. 47176 Strand 

Start 1200 End 

Name OJ990405_01 . 9A01 . C27 . ol . gs Method 

Start 1200 End 

GI none Score 

Exons 1200.. 1269, 1346.. 1488 



OJ990405_01 . 9A01 . C27 
+ 

1488 
GENSCAN 
1488 
.61 



Seq. No. 22681 Seq. ID 

Gene No. 47177 Strand 

Start 3626 End 

Name OJ990405_01 . 9A01 . C27 . o2 . gp Method 

Start 3626 End 

GI none Score 

Exons 3626.. 4002 



OJ990405_01 . 9A01 . C27 
+ 

4002 
AAT/GAP 
4002 
681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22681 Seq. ID 

47178 Strand 

2414 End 
OJ9904 05_01 . 9A01 . 027 . o2 . gs Method 

2414 - End 

none Score 

2414. .2607, 2692. .2854 



OJ9904 05_01 . 9A01 . C27 

2854 
GENSCAN 
2854 
.72 



OJ990405 01.9A01.C27 



22681 Seq. ID _ 

47179 Strand 
2938 End 6335 

OJ990405_01. 9A01.C27.ol.np Method AAT/NAP 
2938 End 6166 

464900 Score 400 

2938.. 3003, 3965. .4542, 5848.. 6166 
PUTATIVE KINASE-LIKE PROTEIN TMKLl PRECURSOR 

gi I 539008 Ipir I I S39476 kinase-like transmembrane protein TMKLl 
precursor - Arabidopsis thaliana gi | 313190 | emb | CAA51385 | 
(X72863) TMKLl [Arabidopsis thaliana] 



22681 Seq. ID 

47179 Strand 

2938 - End 
OJ9904 05_01 . 9A01 . C27 . o3 . gs Method 

3956 End 

none Score 

3956. .4536, 5848. .6058 



OJ990405_01.9A01.C27 

6335 
GENSCAN 
6058 
.71 



Seq. No. 
Gene No. 
Start 



22681 
47179 
2938 



Seq. ID 

Strand 

End 



OJ990405 01.9A01.C27 



6335 



22923 




Name 


OJ990405 01. 


9A01 


.C27 .ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4010 








End 


4535 


GI 


none 








Score 


182 


Exons 


4010. .4048, 


4079 


. .4516, 


4116 


. .4535 




Seq. No. 


22681 








Seq. ID 


OJ990405_01 . 9A01 . C27 


Gene No. 


47179 








Strand 




Start 


2938 








End 


6335 


Name 


OJ990405 01. 


9A01 


.C27,ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4052 








End 


6163 


GI 


none 








Score 


66 


Exons 


4052. .4498, 


4365 


. .4484, 


5852 


..6037, 6047.. 6163 


Seq. No. 


22681 








Seq. ID 


OJ990405_01.9A01.C27 


Gene No. 


47179 








Strand 




Start 


2938 








End 


6335 


Name 


OJ990405 01. 


9A01 


.C27 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


■4052 








End 


4527 


GI 


none 








Score 


265 


Exons 


4052. .4525, 


4054 


. .4524, 


4055 


..4525, 4453. .4527 


Seq. No. 


22681 








Seq. ID 


OJ990405_01.9A01.C27 


Gene No . 


47179 








Strand 




Start 


2938 








End 


6335 


Name 


OJ990405 01. 


9A01 


.C27 .ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4214 








End 


4543 


GI 


none 








Score 


178 


Exons 


4214. .4543 












Seq. No. 


22681 








Seq. ID 


OJ990405_01.9A01.C27 


Gene No. 


47179 








Strand 




Start 


2938 








End 


6335 


Name 


OJ990405 01. 


9A01 


.C27 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5842 








End 


6166 


GI 


none 








Score 


125 


Exons 


5842. .5880, 


5843 


. .594.4, 


5849 


..6007, 5850. .5975, 5981. .6163, 




6015. .6155, 


6020 


. .6166 








Seq. No. 


22681 








Seq. ID 


OJ990405_01.9A01.C27 


Gene No . 


47179 








Strand 




Start 


2938 








End 


6335 


Name 


OJ990405 01. 


9A01 


.C27 .o3 


• gp 


Method 


AAT/GAP 


Start 


6064 








End 


6335 


GI 


none 








Score 


495 


Exons 


6064. .6335 












Seq, No. 


22682 








Seq. ID 


OJ990405_01.9A01.C28 


Gene No. 


47180 








Strand 


+ 


Start 


936 








End 


2455 


Name 


OJ990405 01. 


9A01 


.C28.01 


.gs 


Method 


GENSCAN 


Start 


936 






End 


2455 


GI 


none 








Score 


.56 


Exons ■ 


936.. 955, 1001.. 


1135, 1842..: 


2084, 2139, 


..2310, 2438.. 2455 


Seq. No. 


22682 








Seq. ID 


OJ990405 01.9A01.C28 


Gene No. 


47181 








Strand 




Start 


13432 








End 


15487 



22924 




Name 


OJ990405 01 


.9A01.C28.o3.gs 


Method 


GENSCAN 


Start 


13432 




End 


15453 


GI 


none 




Score 


.59 


Exons 


13432. .13520, 13618 13981, 


15250. .15453 


Seq. No. 


22682 




Seq. ID 


OJ990405_01.9A01.C28 


Gene No. 


47181 




Strand 


+ 


Start 


13432 




End 


15487 


Name 


OJ990405 01 


. 9A01.C28.o2.np 


Method 


AAT/NAP 


Start 


13435 




End 


15487 


GI 


5541721 




Score 


484 


Exons 


13435. .13520, 13618 .. 13672, 


13733. .13981, 15250.. 15487 


GI Descrip. 


{AL096856) 


cell division cycle protein 


23 homolog [Arabidopsis 




thaliana] 








Seq. No. 


22682 




Seq. ID 


OJ990405_D1.9A01.C28 


Gene No. 


47182 




Strand 




Start 


3369 




End 


12052 


Name 


OJ990405 01 


. 9A01.C28.o2.gs 


Method 


GENSCAN 


Start 


3369 




End 


12013 


GI 


none 




Score 


.6 


Exons 


3369. .4466, 


6577. .6708, 7478 


..7709, 8506. .8601, 9075. .9159, 




9266. .9292, 


9381.. 9639, 10183 .. 10275, 


10445. .10537, 




10646. .10813, 11023. .11118, 


11918. .12013 


Seq. No. 


22682 




Seq. ID 


OJ990405_01 . 9A01 . C28 


Gene No . 


47182 




Strand 




Start 


3369 




End 


12052 


Name 


OJ990405 01 


. 9A01.C28.o4 .tm 


Method 


TBLASTX: Maize 


Start 


6560 




End 


6711 


GI 


none 




Score 


175 


Exons 


6560. .6709, 


6571. .6711 






Seq. No. 


22682 




Seq. ID 


OJ990405_01.9A01.C28 


Gene No. 


47182 




Strand 




Start 


3369 




End 


12052 


Name 


OJ990405 01 


.9A01.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


6816 




End 


8719 


GI 


none ■ 




Score 


75 


Exons 


6816. .6854, 


6817.. 6858, 6817 


..6858, 7310. .7459, 7317. .7460, 




7319. .7486, 


7428.. 7463, 7465 


..7518, 7466;. 7549, 7469. ,7513, 




7470. .7526, 


7521.. 7712, 7522 


..7704, 7523. .7711, 7524. .7712, 




7781. .7882, 


7782. .7880, 8502 


..8669, 8506. .8661, 8540. .8719 


Seq. No. 


22682 




Seq. ID 


OJ990405_01.9A01.C28 


Gene No. 


47182 . 




Strand 




Start 


3369 




End 


12052 


Name 


OJ990405 01 


. 9A01.C28.ol.np 


Method 


AAT/NAP 


Start 


7296 




End 


10552 


GI 


6572330 




Score 


270 


Exons 


7296. .7598, 


7725.-7884, 8531 


..8655, 9075. .9159, 9567. .9639, 




10183. .10256, 10402.. 10552 






GI Descrip. 


(AL096766) 


ciA59H18.2 (novel 


protein sxlffi'lar to human, mouse. 




yeast, worm 


and plant (predicted) proteins) [Homo sapiens] 


Seq. No. 


22682 




Seq. ID 


OJ990405_01.9A01.C28 


Gene No. 


47182 




Strand 





22925 



start * 
Name 
Start 
GI 

Exons 



3369 End 

OJ990405_01 . 9A01 . C28 . o5 . tm Method 

94 63 End 

none Score 



12052 

TBLASTX: Maize 

10266 

130 



9463.. 9639, 9548.. 9640, 10181 10258, 10182 .. 10259, 
10183. .10266, 10187.. 10258 



Seq. No. 22682 

Gene No. 47182 

Start 3369 

Name OJ990405_01 . 9A01 . C28 . o2 . tm 

Start 10646 

GI none 
Exons 



Seq. ID OJ990405_01.9A01.C28 
Strand 

End 12052 

Method TBLASTX : Mai ze 

End 12052 

Score 157 



10646. .10819, 10647. .10814, 10954 .. 11049, 10957 11118 , 
10961. .11119, 10961. .11119, 10962 .. 11120, 11921 .. 12013, 
11921. .12052 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



22682 
47183 
13778 

OJ990405_01 . 9A01 . C28 . o3 . tm 

13778 

none 



Seq. ID OJ990405_01.9A01.C28 
Strand 

End 15350 

Method TBLASTX : Mai ze 

End 15350 

Score 83 



13778. .13834, 13807 .. 13833, 13831 .. 13941, 138.32 13960, 
15294. .15350 



Seq. No. 22683 

Gene No. 47184 

Start 108 

Name OJ990505_05 . 9A11 . C2 . ol . tm 

Start 108 

GI none 

Exons 108.. 413 



Seq. ID OJ990505_05.9A11.C2 

Strand 

End 4 58 

Method TBLASTX : Mai ze 

End 413 

Score 243 



Seq. No. 22683 

Gene. No. 47184 

Start 108 

Name OJ990505_05 . 9A11 . C2 . ol . tw 
Start , 108 

GI none 

Exons 108.. 458 

Seq. No. ' 22683 

Gene No. 47185 

Start 627 

Name OJ990505_05 . 9A1 1 . C2 . o3 . tw 

Start 627 

GI none 

Exons 627. .671, 744. .941, 791. .931 

Seq. No. 22683 

Gene No. 47186 
Start . 969 

Name OJ990505_05 . 9A1 1 . C2 . o2 . tw 

Start 969 

GI none 
Exons 



Seq. ID OJ990505_05.9A11.C2 

Strand 

End 458 

Method TBLASTX : Wheat 

End 4 58 

Score 318 



Seq. ID OJ990505_05.9A11.C2 

Strand 

End 941 

Method TBLASTX : Wheat 

End 941 

Score 59 



Seq. ID OJ990505_05.9A11.C2 
Strand 

End 134 6 

Method TBLASTX : Wheat 

End 1325 

Score 128 



969. .1133, 995. .1096, 1158. .1325, 1196. .1294 



22926 



Seq. 'No. 


22683 






Seq. ID 


Gene No. 


47186 






Strand 


Start 


969 






End 


Name 


OJ990505 


p5.9All.C2.o2. 


tm 


Method 


Start 


1149 






End 


GI 


none 






Score 


Exons 


1149. .1346, 1187. .1294 






Seq. No. 


22684 






Seq. ID 


Gene No. . 


47187 






Strand 


Start 


3 






End 


Name 


OJ990505 


05. 9All.C13.o2 


.tm 


Method 


Start 


3 






End 


GI 


none 






Score 


Exons 


3. .188, 4 


..198, 4. .198 






Seq. No. 


22684 






Seq. ID 


Gene No. 


47187 






Strand 


Start 


3 






End 


Name 


OJ990505 


05.9All.C13.o2 


.tw 


Method 


Start 


3 






End 


GI 


none 






Score 


Exons 


3.. 167/ 4 


..174 






Seq. No. 


22684 






Seq. ID 


Gene No. 


47188 






Strand 


Start 


225 






End 


Name 


OJ990505 


05. 9All.C13.ol 


.tm 


Method 


Start 


225 






End 


GI 


none 






Score 


Exons 


225. .590, 


226. .609 






Seq. No. 


22684 






Seq. ID 


Gene No. 


47188 






Strand 


Start 


225 






End 


Name 


OJ990505 


05. 9All.C13.ol 


.tw 


Method 


Start 


282 






End 


GI 


none 






Score 


Exons 


282. .707, 


283. .702 






Seq. No. 


22684 






Seq. ID 


Gene No. 


47188 






Strand 


Start 


225 






End 


Name 


OJ990505 


05. 9All.C13.ol 


. ts 


Method 


Start 


361 






End 


GI 


none 






Score 


Exons 


361. .732, 


378. .521 






Seq. No. 


22685 






Seq. ID 


Gene No. 


47189 






Strand 


Start 


135 






End 


Name 


OJ990505 


;05.9All.Cl'4-.ol 


.tw 


Method 


Start 


- 135 






End 


GI 


none 






Score 


Exons 


135. .431, 


167. .424, 181 


. .432, 


281. .45: 




618. .743 









OJ990505_05 . 9A11 . C2 
1346 

TBLASTX: Maize 

1346 

196 



OJ990505_05.9A11.C13 
198 

TBLASTX: Maize 

198 

229 



OJ990505_05 . 9A11 .C13 
198 

TBLASTX: Wheat 

174 

243 



OJ990505_05.9A11.C13 
732 

TBLASTX: Maize 

609 

361 



OJ990505_05 . 9A11 . C13 
732 

TBLASTX: Wheat 

707 

493 



OJ990505_05.9A11.C13 
732 

TBLASTX : Soybean 

732 

279 



OJ990505 05.9A11.C14 



743 

TBLASTX: Wheat 
743 
277 

451, 513. .587, 617. .739, 



22927 



Seq. No. 22686 

Gene No. 47190 

Start 2136 

Name OJ990505_05 . 9A11 . C15.ol.gp 

Start 2136 

GI LIB3474-009-P1-K1-F11 

Exons 2136.. 2273 

GI Descrip. M455244/emb | CAB36743 . 1 | 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990505_05.9A11.C15 
Strand 

End 2273 

Method AAT/GAP 

End 2273 

Score 232 



Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47191 








Strand 




Start 


484 








End 


886 


Name 


OJ990505 05. 


9A11 


.C16.07 


.tw 


Method 


TBLASTX: Wheat 


Start 


484 








End 


886 


GI 


none 








Score 


284 


F. vnn ^ 


484. .753, 485. .886 








Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47192 








Strand 




Start 


1464 








End 


2261 


Name . 


OJ990505 05 


9A11 


. C16 . ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1464 ~ 








End 


2261 


GI 


none 








Score 


145 


R xon ^ 


1464. .1640, 


1685 


. .1921, 


1689 . 


.1919, 1968.. 2261, 2096.. 2257 


Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47193 








Strand 




Start 


2181 








End 


3386 


Name 


OJ990505 05 


9A11 


C16 o3 


,ts 


Method 


TBLASTX : Soybean 


Start 


2181 ~ 








End 


2546 


GI . 










Score 


119 


Exons 


2181. .2405, 


2412 


. .2546 








Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47193 








Strand 




Start 


2181 








End 


3386 


Name 


OJ990505 05. 


9A11 


.C16.08 


. tw 


Method 


TBLASTX: Wheat 


Start 


2262 








End 


24 95 


GI 


none 








Score 


261 


Exons 


2262. .2495, 


2282 


. .2491, 


2283. 


.2495 




Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47193 








Strand 




Start 


2181 








End 


3386 


Name 


OJ990505 05. 


9A11 


.C16.02 


.tm 


Method 


TBLASTX: Maize 


Start 


2271 








End 


2627 


GI 


none 








Score 


355 


Exons 


2271. .2627, 


2312 


. .2617 








Seq.- No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47193 








Strand 




Start 


2181 








End 


3386 


Name 


OJ990505 05. 


9A11 


.C16.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


2496 








End 


2915 


GI 


none 








Score 


471 



22928 




Exons 


2496. .2915, 


2496 


. . 2720, 


2498. 


.2914 




Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47193 • 








Strand 




Start 


2181 








End 


3386 


Name 


OJ990505 05. 


9A11 


.CI6.0I 


.ts 


Method 


TBLASTX : Soybean 


Start 


2790 








End 


3188 


GI 


none 








Score 


217 


Exons 


2790. . 3032, 


2807 


. .2950, 


3021. 


.3188 




Seq.., No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47193 








Strand 




Start 


2181 








End 


3386 


Name 


OJ990505 05. 


9A11 


.C16.03 


. tm 


Method 


TBLASTX: Maize 


Start 


2858 








End 


3299 


GI 


none 








Score 


193 


Exons 


2858. .3031, 


2859 


. .3038, 


3030. 


.3110, 3131.. 3262, 3132.. 3275, 




3273. .3299 












Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47193 








Strand 




Start 


2181 








End 


3386 


Name 


OJ990505 05. 


9A11 


.016.05 


. tw 


Method 


TBLASTX: Wheat 


Start 


2960 








End 


3386 


GI 


none 








Score 


76 


Exons 


2960. .3037, 


2961 


. .3038, 


3030. 


.3386, 3101.. 3385 


Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47194 








Strand 




Start 


3414 








End 


3920 


Name 


OJ990505 05. 


9A11 


.C16.02 


.ts 


Method 


TBLASTX: Soybean 


Start 


3414 








End 


3793 


GI 


none 








Score 


62 


Exons 


3414. .3488, 


3485 


. .3793, 


3549. 


,3791 




Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47194 








Strand 




Start 


3414 








End 


3920 


Name 


OJ990505_05. 


9A11 


.CI6.06 


. tw 


Method ' 


TBLASTX: Wheat 


Start 


3423 








End 


3838 


GI 


none 








Score 


74 


Exons 


3423. .3488, 


3425 


. .3838, 


3489. 


.3827 




Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No . 


47194 








Strand 




Start 


3414 








End 


3920 


Name. 


OJ990505 05. 


9A11 


.016. o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3666 








End 


3920 


GI 


none 








Score 


190 


Exons 


3666. .3920 












Seq. No. 


22687 








Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47195 








Strand 




Start 


4148 








End 


4541 


Name 


OJ990505 05. 


9A11 


.016. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4148 








End 


4511 


GI 


none 








Score 


412 



22929 




Exons 


A A O A A C C 

4148 . . 4456, 


414 9. . 4472 , 


4 169 . 


.4492, 4464. .4511 


Seq. No. 


22687 






Seq. ID 


OJ990505__05. 9A11.C16 


Gene No. 


47195 






Strand 




Start 


4148 






End 


4541 


Name 


OJ990505 05 


. 9A11 .C16 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


4154 






End 


4541 


GI 


none 






Score 


392 


Exons 


4154 . .4465/ 


4155 . .4541/ 


4350. 


.4541 




Seq. No. 


22687 






Seq. ID 


OJ990505_05 . 9A11 . C16 


Gene No. 


47196 






Strand 




Start 


4613 






End 


5270 


Name 


OJ990505 05 


, 9A11 .C16 . o6 


. tm 


Method 


TBLASTX: Maize 


Start 


4613 






End 


4886 


GI 


none 






Score 


95 


Exons 


4613 . .4720, 


4614 , .4712/ 


4703 . 


.4777, 4707. .4790, 4800. .4886 


Seq. No. 


22687 






Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47196 






Strand 




Start 


4613 






End 


5270 


Name 


OJ990505 05 


. 9A11 . C16 . o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


4656 






End 


5270 


GI 


none 






Score" 


267 


Exons 


4656. .4934, 


4676 . .4762, 


4811 . 


.4918, 4989. .5114/ 5133. .5270 


Seq. No. 


22687 






Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47196 






Strand 




Start 


4613 






End 


5270. 


Name 


/^tAAACAC AC 

OJ990505_05 


. 9All.C16.o4 


tm 


Method 


TBLASTX: Maize 


Start 


4998 






End 


5233 


GI 


none 






Score 


150 


Exons 


4998 . . 5150, 


5099. . 5149, 


5129. 


.5233, 5133.. 5231 


Seq. No. 


22687 






Seq. ID 


OJ990505_05.9A11.C16 


Gene No. 


47197 






Strand 




Start . 


8122 






End 


8412 


Name 


/^TAAACAC AC 

OJ990505 05 


. 9A11 . C16 . o9 


tw 


Method 


TBLASTX: Wheat 


Start 


8122 






End 


8412 


GI 


none 






Score 


57 


Exons 


8122 . .8412/ 


8159 . . 8230 








Seq. No. 


O A A A 

22688 






Seq. ID 


OJ990505_05.9A11.C17 


Gene No. 


47198 






Strand 




Start 


480 






End 


947 


Name 


OJ990505 05 


.9All.C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


480 






End 


947 


GI 


none 






Score 


35 


Exons 


480. .497/ 531. .626, 541. 


. 621, 


572. .631, 


626. .892/ 627. .887, 




885. .947 










Seq. No. 


22689 






Seq. ID 


OJ990505_05.9A11.C23 


Gene No. 


47199 






Strand 




Start 


- 232 






End 


459 


Name 


OJ990505 05 


.9All.C23.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


232 






End 


459 


GI 


none 






Score 


154 



22930 



Exons 



232. .459, 233. .454, 316. .456 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22690 
47200 
1 

OJ990505_05 . 9A11 . C27 . ol , 
1 

342_1.R1084 
1. .1091 

'4574406/gb|AAD24042.1| 
sativa] * 

22690 
47200 
1 

OJ990505_05 . 9A11 .C27 . o2 . 
82 

none 

82. .234, 119. .220, 217.. 

22690 
47200 
1 

OJ990505_05 . 9A11 .C27 . ol , 

250 

none 

250. .468, 258. .464, 475. 



Seq. ID 

Strand 

End 

gp Method 
End 
Score 



OJ990505_05.9A11.C27 
+ 

1092 
AAT/GAP 
1091 
1787 



O.Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990505_05.9A11.C27 

Strand + 

End 1092 

tw Method TBLASTX: Wheat 

End 478 

Score 92 

468, 225. .467, 228. .470, 236. .478 

Seq. ID OJ990505_05.9A11.C27 

Strand + 

End ' 1092 

ts Method TBLASTX: Soybean 

End 540 

Score 225 

.540 



Seq. No. 22690 

Gene No. 47200 

Start 1 

Name OJ990505_05 . 9A11 .C27 . o2 . 

Start 559 

GI none 

Exons 559. .771, 564 . . 7 67 , 568 . 



Seq. ID 

Strand 

End 

ts Method 
End 
Score 

.804, 777. .833 



OJ990505_05.9A11.C27 
+ 

1092 

TBLASTX: Soybean 

833 

155 



Seq. No. 22690 

Gene No. 47200 

Start 1 

Name OJ990505_05 . 9A11 . C27 . ol . 

Start 561 

GI none 

Exons 561.. 725, 568.. 789, 777, 



Seq. ID 

Strand 

End 

tc ■ Method 
End 
Score 

.914, 782. .895 



OJ990505_05.9A11.C27 
+ 

1092 

TBLASTX: Cress 

914 

161 



Seq. No. 22690 

Gene No. 47200 

Start 1 

Name OJ990505_05 . 9A11 . C27 . ol . 

Start 697 

GI none 

Exons. 697.. 753, 705.. 749, 739. 

864. .962, 869. .961, 872, 



OJ990505_05 . 9A11 . C27 
+ 

1092 

TBLASTX: Wheat 
1092 
68 

846, 751. .789, 777. .860, 785. .856, 
964, 942. .1088, 964. .1092, 965. .1087 



Seq. ID 
Strand 
End 

tw Method 
End 
Score 



Seq. No. 22690 

Gene No. 47200 

Start 1 

Name OJ990505 05 . 9A11 . C27 . ol . 



tm 



Seq. ID OJ990505_05.9A11.C27 

Strand + 

End 1092 

Method TBLASTX : Mai ze 



22931 




start 


771 








End 


lOoo 


GI 


none 








Score 


O O A 


Exons 


771 . . 1001, 


812 . . 


1000, 1011.. .1088 




Seq. No. 


22691 








Seq. ID 


OJ990505_05 . 9A11 . C28 


Gene No. 


47201 








Strand 


+ 


Start 


5860 








End 


6353 


Name 


OJ990505 05 


. 9A11 


.C28.01 


. tw 


Method • 


TBLASTX: Wheat 


Start 


1829 








End 


2230 


GI 


none 








Score 


216 


Exons 


1829 . . 2065, 


1829 


O A O 1 

. . 2023, 


1930 


..2073, 2060.. 2230, 2113.. 2229 


Seq. No. 


22691 








Seq. ID 


OJ990505_05.9A11.C28 


Gene No. 


47201 








Strand 


+ 


Start 


5860 








End 


6353 


Name 


OJ990o0d 05 


, 9A11 


.C28.03 


.tw 


Method 


TBLASTX: Wheat 


Start 


2231 








End 


2924 


GI 


none 








Score 


60 


Exons 


2231 . . 2311 , 


2333 


. .2494, 


2552 


..2623, 2706.. 2924 


Seq. No. 


22691 








Seq. ID^ 


OJ990505_05.9A11.C28 


Gene No. 


47201 








Strand 


+ 


Start 


5860 








End 


6353 


Name • 


OJ990505 05 


. 9A11 


.028.02 


. tw 


Method 


TBLASTX: Wheat 


Start 


3803 








End 


4162 


GI 


none 








Score 


142 


Exons 


3803 . . 4003, 


3815 


. .4000, 


4081 


,.4155, 40S2..4162 


Seq. No. 


22691 








Seq. ID 


OJ990505_05.9A11.C28 


Gene No. 


47201 








Strand 


+ 


Start 


5860 








End 


6353 


Name 


OJ990505 05 


. 9A11 


.C28.01 


.gp 


Method 


AAT/GAP 


Start 


5860 








End 


6353 


GI 


576771 








Score 


824 


Exons 


5860. .6116, 


6143 


. .6353 








GI Descrip. 


576771/gb|U16256|OSU16256 0.' 


Oe+00 Oryza sativa cone, SRI 




sucrose-regulated mRNA, 


3 '-end sequence 


Seq. No. 


22692 








Seq. ID 


OJ990505_05.9A11.C32 


Gene No. 


47202 








Strand 




Start 


4064 








End 


5967 


Name 


OJ990505 05 


.9A11 


.C32.01 


. tm 


Method 


TBLASTX: Maize 


Start 


4064 








End 


5967 


GI 


none 








Score 


69 


Exons 


4064. .4150, 


4067 


. .4150, 


4169 


..4240, 41£ 


to. .4236, 4741. .4908, 




4744. .4944, 


4749 


. .4946, 


5917 


. .5967 




Seq. No. 


22693 








Seq. ID 


OJ990505_05.9A11.C33 


Gene No. 


47203 








Strand 




Start 


1590 








End 


2042 


Name 


OJ990505 05 


.9A11 


.C33.01 


.tm 


Method 


TBLASTX: Maize 


Start 


1590 








End 


2042 


GI 


none 








Score 


198 


Exons 


1590. .1763, 


1592 


. .1762, 


1722 


..1763, 1910. .2041, 1911. .2039, 




1911. .2042, 


1912 


. .2040 









Seq. No. 22694 Seq. ID OJ990505_05.9A11.C34 



22932 



Gene No. 47204 Strand + 

Start 1226 End 1419 

Name OJ990505_05 . 9A11 ,C34 .ol . gp Method AAT/GAP 

Start 1226 End 1419 

GI LIB3433-046-P1-K1-D5 Score 255 

Exons 1226.. 1419 

GI Descrip. ' 5441872/dbj I AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a)* 



Seq. No. 22695 Seq. ID 

Gene No. ' 47205 Strand 

Start 1884 End 

Name OJ990505_05 . 9A11 . C37 . ol . tw Method 

Start 1884 End 

GI none Score 

Exons 1884.. 2174 



OJ990505_05 . 9A11 . C37 
2174 

TBLASTX: Wheat 

2174 

208 



Seq. No: 

Gene No. 

Start 

Name 

Start 

GL. • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22696 Seq. ID 

47206 Strand 

111 End 

OJ990505_05 . 9A1 1 . C38 . ol . tm Method 

111 End 

none Score 



OJ990505_05.9A11.C38 
1025 

TBLASTX: Maize 

1025 

98 



111. .230, 126. .227, 143... 235, 765. .902, 767. .1024,- 987. .1025 



22697 Seq. ID 

47207 Strand 
1 End 
OJ990505_05 . 9A11 . C4 0 . o2 . ts Method 
1 End 
none Score 

1..102, 3. .101, 102. .260 



OJ990505_05 . 9A11 . C40 
341 

TBLASTX : Soybean 

260 

134 



Seq. No. 


22697 


Seq. ID 


OJ990505_05.9A11 


.C40 


Gene No. 


47207 


Strand 






Start 


1 


End 


341 




Name 


OJ990505 05.9All.C40.o4.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


341 




GI 


none 


Score 


86 - 




Exons 


1..102, 102. .341 








Seq. No. 


22697 


Seq. ID 


OJ990505_05.9A11 


.C40 


Gene No. 


47207 


Strand 






Start 


1 


End 


341 




Name 


OJ990505 05.9All.C40.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


272 




GI 


none 


Score 


143 




Exons 


3. .110, 4. .102, 102. .272, 108 


. .266 






Seq. No. 


22697 


Seq. ID 


OJ990505_05.9A11 


.C40 


Gene No. 


47208 


Strand 






Start 


276 


End 


701 




Name 


OJ990505 05. 9All.C40.o3.tw 


Method 


TBLASTX: Wheat 




Start 


276 


End 


701 




GI 


none 


Score 


594 




Exons 


276. .701, 278. .340, 352. .534, 


365. . 694 







22933 



Seq. No. 22697 Seq. ID 

Gene No. 47208 Strand 

Start 276 End 

Name OJ990505_05 . 9A11 . C4 0 . o3 . ts Method 

Start 282 End 

GI none Score 

Exons 282.. 530 



OJ990505_05.9A11.C40 
701 

TBLASTX : Soybean 

530 

201 



Seq. No. 


2269? 




Seq. ID 


OJ990505_05. 9A11 


.C40 


npnp No 


47208 




Strand 






Start 


276 




End 


701 




Name 


OJ990505 05.9All.C40.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


348 




End 


701 




GI 


none 




Score 


459 




Exons 


348. .701, 368, .694 










Seq. No. 


22697 




Seq. ID 


OJ990505_05.9A11 


.C40 




47209 




Strand 






Start 


776 




End 


2236 




Name 


OJ990505 05,9All.C40.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


776 




End 


1270 




GI 


none 




Score 


602 




Exons 


776.. 1270, 9.16.. 1266 










Seq. No. 


22697 




Seq. ID 


OJ990505_05. 9A11 


.C40 


Gene No. 


47209 




Strand 






Start 


776 




End 


2236 




Name 


OJ990505 05.9All.C40.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


968 . , . 




End 


1294 




GI 


none 




Score 


90 




Exons 


968. .1150, 1151. .1294, 


1153. 


.1293 






Seq. No. 


22697 




Seq. ID 


OJ990505_05.9A11 


.C40 


Gene No. 


47209 




Strand- 






Start 


776 




End 


2236 




Name 


OJ990505 05.9All.C40.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1058 




End 


1318 




GI 


none 




Score 


301 




Exons 


1058.. 1318, 1069.. 1317 











Seq. No. 


22697 








Seq. ID 


OJ990505_05.9A11 


-C40 


Gene No. 


47209 








Strand 






Start 


776 








End 


2236 




Name 


OJ990505 05. 


9A11 


.C40.O3 


. tm 


Method 


TBLASTX: Maize 




Start 


1116 








End 


1408 




GI 


none 








Score 


90 




Exons 


1116. .1217, 


1117 


. .1404, 


1118. 


.1408, 1250. .1405 




Seq. No. 


22697 








Seq. ID 


OJ990505_05.9A11 


.C40 


Gene No. 


47209 








Strand 






Start 


776 








End 


2236 




Name 


OJ990505 05. 


9A11 


C40.O1 


.tw 


Method 


TBLASTX: Wheat 




Start 


1277 








End 


1903 




GI 


none 








Score 


718 




Exons 


1277. .1903, 


1279 


.1785, 


1280. 


.1894, 184 


3. .1902 




Seq. No. 


22697 








Seq. ID 


OJ990505_05. 9A11 


.C40 



22934 



Gene No . 


47209 




Strand 






Start 


776 




End 


2236 




Name 


OJ990505 05.9All.C40.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1456 




End 


2041 




GI 


none 




Score 


224 




Exons 


1456. .1611, 1457. .1618, 


1615. 


.1788, 1616. .2041, 1843. .2040 


Seq. No. 


22697 




Seq. ID 


OJ990505 05.9A11 


.C40 


Gpnp No 


47209 




Strand 






Start 


776 




End 


2236 




Name 


OJ990505 05.9All.C40.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1903 




End 


2236 




GI 


none 




Score 


313 




Exons 


1903. .2184, 1904. .2236, 


2054. 


.2185 






Seq. No. 


22698 




Seq. ID 


OJ990505 05.9A11 


.C46 




47210 




Strand 






Start 


1 




End 


381 




Name 


OJ990505 05.9All.C46.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


351 




GI 


none 




Score 


399 




Exons 


1..312, 9. .332, 9. .296, 


303. . 


350, 304. 


. 351 




Seq. No. 


22698 




Seq. ID 


OJ990505 05.9A11 


.C46 


(ifir\f^ No 


47210 




Strand 






Start 


1 




End 


381 




Name 


OJ990505 05.9All.C46.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


381 




GI 


none 




Score 


383 




Exons 


1..381, 1..126, 3. .305, 


190. . 


381 






Seq. No. 


22698 




Seq. ID 


OJ990505 05. 9A11 


.C46 


Gene No . 


47211 




Strand 






start 


412 




End 


660 




Name 


OJ990505 05.9All.C46.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


.412 




End 


660 




GI 


none 




Score 


208 




Exons 


412. .660, 444. .653 










Seq. No. 


22699 




Seq. ID 


OJ990505 05.9A11 


.C49 


qqj^q No . 


47212 




Strand 






Start 


173 




End 


495 




Name 


OJ990505 05.9All.C49.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


173 




End 


452 




GI 


none 




Score 


70 




Exons 


173. .349, 189. .290, 333 


. .452 








Seq. No. 


22699 




Seq. ID 


OJ990505_05.9A11 


.C49 




47212 




Strand 






start 


173 




End 


495 




Name 


OJ990505 05.9All.C49.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


221 




End 


495 




GI 


none 




Score 


61 




Exons 


221. .307, 324. .401, 331 


. .405, 


396. .494 


, 397. .495 




Seq. No. 


22699 




Seq. ID 


OJ990505_05. 9A11 


.C49 


Gene No. 


47213 - 




Strand 







22935 



start 
Name 
Start 
GI 

Exons 



566 

OJ990505_05.9All.C49.ol.tw 

566 

none 

566. .703, 567. .752, 567. .953, 



End 959 "i- 

Method TBLASTX : Wheat 
End 954 
Score 108 
643. .954 



Seq. No. 22699 

Gene No, 47213 

Start 566 

Name OJ990505_05 . 9A11 . C49. ol . tm 

Start 597 

GI none 

Exons 597.. 644, 598.. 645, 625.. 939, 



Seq. ID OJ990505_05.9A11, 
Strand 

End 959 

Method TBLASTX: Maize 

End 959 

Score 67 

636. .959, 649. .939 



C49 



Seq. No. 22699 

Gene No. 47214 

Start 957 

Name OJ990505_05 . 9A1 1 . C4 9 . o4 . tw 

Start 957 

GI none 

Exons 957.. 1097, 1122.. 1256, 1123. 



Seq. ID OJ990505_05.9A11, 
Strand 

End 1256 

Method TBLASTX : Wheat 

End 1256 

Score 47 
.1224 



C49 



Seq. No. 22699 Seq. ID 

Gene No. 47215 Strand 

Start 1272 End 

Name OJ990505_05 . 9A11 . C4 9 . o2 . tw Method 

Start ...^.272 End 

GI none Score 

Exons 1272.. 1694, 1282.. 1686 



OJ990505_05 . 9A11 .C49 
1703 

TBLASTX: Wheat 

1694 

268 



Seq. No. 22699 Seq. ID 

Gene No. 47215 Strand 

Start 1272 End 

Name OJ990505_05 . 9A11 . C49 . ol . ts Method 

Start 1315 End 

GI none Score 

Exons 1315.. 1695, 1317.. 1559, 1599.. 1703 



OJ990505_05.9A11.C49 
1703 

TBLASTX : Soybean 

1703 

163 



Seq. No. 22699..^ 

Gene No. 47215" 

Start 1272 

Name OJ990505_05 . 9A11 , C4 9 . o2 , tm 

Start 1368 

GI ■ none 

Exons 1368.. 1466, 1369.. 1434, 1470. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1640, 1471. .1641 



OJ990505_05.9A11.C49 
1703 

TBLASTX: Maize 
1641 
60 



Seq. No. 22700 Seq. ID 

Gene No. 47216 Strand 

Start 2200 End 

Name OJ990505_05 . 9A11 . C50 . ol . tc Method 

Start 2200 End 

GI none Score 

Exons -2200.. 2364, 2201.. 2365, 2227.. 2379 



OJ990505_05.9A11.C50 
2379 

TBLASTX: Cress 

2379 

232 



Seq. No. 
Gene No. 
Start . 



22700 
47216 
2200 



Seq. ID 

Strand 

End 



OJ990505 05.9A11.C50 



2379 



22936 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method 
End 
Score 



OJ990505_05 . 9A11 . 050 . ol . ts 
2200 
none 

2200.. 2364, 2201.. 2365 

22700 
47216 
2200 

OJ990505_05 . 9A1 1 . C50 . ol . tm 
2200 
none 

2200. .2364, 2201. .2365, 2265. .2366 



TBLASTX: Soybean 

2365 

231 



Seq. ID OJ990505_05.9A11.C50 
Strand 

2379 

TBLASTX: Maize 
2366 
250 



End 

Method 
End 
Score 



22701 
47217 
2638 

OJ990505_05.9All.C51.ol.gp 
2638 

29822_1.R1084 
2638.. 3037 

M176420/dbj IBAA37167 I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ990505_05.9A11.C51 
Strand + 

3037 
AAT/GAP 
30^37 



End 

Method 

End 

Score 



22702 
47218 
2824 

OJ990505_05 . 9A11 . C52 . ol . tc 

1749 

none 



Seq. ID OJ990505_05.9A11.C52 

Strand + 

End 4 437 

Method TBLASTX : Cress 

End 2217 

Score 236 

1749. .1973, 1775. .1921, 1785. .1976, 2064. .2153, 2069.. 2155, 
2160.. 2216, 2170.. 2217 



Seq. No. 22702 

Gene No. 47218 

Start 2824 

Name OJ990505_05. 9A11 .C52 .ol . tm 

Start 1776 

GI none 
Exons 



Seq. ID OJ990505_05.9A11.C52 

Strand + 

End 4 437 

Method TBLASTX : Mai ze 

End 2223 

Score 212 

1776. .1922, 1784. .1918, 1786. .1941, 1899. .1973, 2064. .2177, 
2068. .2223, 2069. .2221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22702 
47218 
2824 

OJ990505_05 . 9A11 . C52 . ol . tw 

1779 

none 



Seq. ID OJ990505_05.9A11.C52 

Strand + 

End 4437 

Method TBLASTX: Wheat 

End 2217 

Score . 196 



1779. .1973, 1784. .1999, 2064. .2177, 2067. .2138, 2185. .2217 



22702 
47218 
2824 

OJ990505_05. 9All.C52.ol.ts 

1784 

none 



Seq. ID OJ990505_05.9A11.C52 
Strand + 
End 4437 
Method TBLASTX : Soybean 
End 2223 
Score 244 

1784. .1933, 1785. .1973, 1785. .1973, 1804. .1995, 1805. .1996, 
2048. .2182, 2064. .2177, 2067. .2219, 2069. .2203, 2170. .2223, 



22937 



2206. .2223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22702 Seq. ID 

47218 Strand 
2824 End 
OJ990505_05 . 9A11 . C52 . ol . gp Method 
2824 End 
24105_1.R1084 Score 
2824. .3017, 3952. .4437 

•576771/gbtU16256|OSU16256 O.Oe+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3* '-end sequence* 



OJ990505_05 . 9A11 . C52 
+ 

4437 
AAT/GAP 
4437 
1168 



22703 Seq. ID 

47219 Strand 
62 End 
OJ990505_05 . 9A11 . C5 6 . ol . gp Method 
62 End 
24105_1.R1084 Score 
62. .274 

'576771/gb|U16256|OSU16256 I 
sucrose-regulated mRNA, 3''- 

22704 . . Seq. ID 

47220 Strand 
51 End 
OJ990505_05.9A11 .C59.ol.tw Method 
51 End 
none Score 
51. .452, 184. .453 



OJ990505_05 . 9A11 . C56 
274 

AAT/GAP 

274 

377 



i.Oe+OO Oryza sativa cone SRI 
■end sequence * 



OJ990505_05.9A11.C59 
470 

TBLASTX: Wheat 

453 

117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22704 
47220 
51 

OJ990505 

216 

none 

216. .470 



05.9All.C59.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_05.9A11.C59 
470 

TBLASTX: Maize 

470 

177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22705 . Seq. ID 

47221 Strand 

309 End 

OJ990505_05. 9All.C60.ol.gp Method 

309 End 

29822_1.R1084 Score 
309.. 623 

M176420/dbj IBAA37167I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



OJ990505_05.9A11.C60 
+ 

626 

AAT/GAP 
623 
601 



22705 
47221 
309 

OJ990505_05 . 9A11 . C60 . ol . tc 

461 

none 

461. .625, 462. .626 



Seq. ID OJ990505_05.9A11.C60 

Strand + 

End 626 

Method TBLASTX : Cress 

End .626 

Score 242 



Seq. No. 



22705 



'Seq. ID OJ990505_0'5.9A11.C60 



22938 



Gene No . 


47221 




Strand 


+ 


Start 


309 




End 


626 


Name 


OJ990505 05,9All,C60.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


461 




End 


626 


GI 


none 




Score 


260 


Exons 


461. .625, 462. .626 








Seq. No, 


22705 




Seq. ID 


OJ990505_05 . 9A11 . C60 


Gene No . 


47221 




Strand 


+ 


Start 


309 




End 


626 


Name 


OJ990505 05.9All.C60.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


461 




End 


626 


GI 


none 




Score 


241 


Exons 


461. .625, 462. .626 








Seq. No. 


22706 




Seq. ID 


OJ990505_05.9A11.C62 


Gene No. 


47222 




Strand 




Start 


8748 




End 


9212 


Name 


OJ990505 05.9All.C62.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


905 




End 


1631 


GI 


none 




Score 


41 


Exons 


905.. 991, 921.. 992, 1108 


..1269, 1108.. 


1272, 1112. .1276, 




1353. .1412, 1434. .1517, 


1527 


. .1631 




Seq. No. 


22706 




Seq. ID 


OJ990505_05.9A11.C62 


fipnp No 


47222 




Strand 




Start 


8748 




End 


^ 9212 


Name 


OJ990505 05.9All.C62.ol. 


tw 


Method 


TBLASTX: Wheat 


Start ■ 


905 




End 


141-2 


GI 


none 




Score 


82 


Exons 


905. .991, 1108. .1272, 1112.. 


1276, 1353 


. .1412 


Seq. No. 


22706 




Seq. ID 


OJ990505_05.9A11.C62 


Gene No. 


47222 




Strand 




Start 


8748 




End 


9212 


Name 


OJ990505 05.9All.C62.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


905 




End 


1826 


GI 


none 




Score 


103 


Exons 


905. .991, 1108. .1275, 1133.. 


1282, 1353 


..1409, 1434. .1517, 




1527. .1631, 1704. .1826 








Seq. No. 


22706 




Seq. ID 


OJ990505_05.9A11.C62 


Gene No . 


47222 




Strand 




Start 


8748 




End 


9212 


Name 


OJ990505 05.9All.C62.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1168 




End 


1574 


GI 


none 




Score 


77 


Exons 


1168. .1272, 1169. .1276, 


1353 


..1412, 1434. .1517, 1527. .1574 


Seq. No. 


. 22706 




Seq. ID 


OJ990505_05.9A11.C62 


Gene No. 


47222 




Strand 




Start 


8748 




End 


9212 


Name 


OJ990505 05.9All.C62.ol. 


gp 


Method 


AAT/GAP 


Start 


8748 




End 


9212 


GI 


2443172 




Score 


910 


Exons 


8748. .9212 









22939 



Seq. No. 22707 

Gene No. 47223 

Start 2933 

Name OJ990505_05 . 9A1 1 . C63 . ol . 

Start 316 

GI none 

Exons 316.. 399, 317.. 397, 527. 
539.. 793 



Seq. ID OJ990505_05.9A11.C63 
Strand 

End 34 65 

tm Method TBLASTX : Mai ze 

End 7 93 

Score 104 
.772, 528. .776, 529. .780, 538. .780, 



Seq. No. 22707 

Gene No. 47223 

Start 2933 

Name OJ990505_05 . 9A11 . C63 . o2 . 

Start 1022 

GI none 

Exons 1022.. 1141, 1023.. 1154, 
1258.. 1326, 1259.. 1327 

Seq. No. 22707 

Gene No. 47223 

Start 2933 

Name OJ990505_05 . 9A1 1 . C63 . ol . 

Start 1264 

GI none 

Exons 1264.. 1341, 1265.. 1432, 
2083. .2223 



Seq. ID OJ990505__05.9A11.C63 
Strand 

End 34 65 

ts Method TBLASTX: Soybean 

End 1327 

Score 147 
1026. .1154, 1034. .1159, 1247. .1327, 



Seq. ID OJ990505_05.9A11.C63 
Strand 

End 3465 

tc Method TBLASTX: Cress 

End 2248 

Score 125 ■ 
1693. .1845, 1960. .2052, 1961. .2248, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22707 
47223 
2933 

OJ990505_05 . 9A11 . C63 . o2 , 

1271 

none 

1271. .1357, 1741. .1842, 



tm 



.ts 



22707 
47223 
2933 

OJ990505_05 . 9An . C63 . ol , 
1690 
none 

1690. .1842, 1949. .2248, 1960. 



22707 
47223 
2933 

OJ990505_05 . 9A11 . C63 . ol . 

1693 

none 

1693. .1842, 1762. .1839, 



tw 



Seq. ID OJ990505_05.9A11.C63 
Strand 

End 34 65 

Method TBLASTX: Maize 

End 2248 

Score 72 



1948. .2220, 1949. .2248 



Seq. ID OJ990505_05.9A11.C63 
Strand 

3465 

TBLASTX: Soybean 
2248 
109 



End 

Method 
End 
Score 
.2247 



Seq. No. 22707 

Gene No. 47223 

Start 2933 

Name OJ990505_05 . 9A11 . C63 . ol , 

Start 2933 

GI 5039089 



Seq. ID OJ990505_05.9A11.C63 
Strand 

End 34 65 

Method TBLASTX : Wheat 

End 2131 

Score 105 
1949. .2131, 1957. .2130 

Seq. ID OJ990505_05.9A11.C63 
" Strand 

End 34 65 

gp Method AAT /GAP 

End 34 65 . 

Score 1018 



22940 




Exons 


2933 . 34 65 












Seq. No. 


22707 






Seq. ID 


OJ990505_05.9A11 


.C63 




1 / ^ ^ 1 






Strand 






Start 


3380 






End 


3556 




Name 


OJ990505 05.9A11. 


C63.03 


. tm 


Method 


TBLASTX: Maize 




Start 


3380 






End 


3553 




GI 


none 






Score 


138 




Exons 


3380. .3454, 3382. 


.3456, 


3391. 


.3456, 3442.. 3552, 3443.. 3553 


Seq. No. 


22707 






Seq. ID 


OJ990505_05.9A11 


.C63 




t 1 £. 






Strand 






Start 


3380 






End 


3556 




Name 


OJ990505 05.9A11. 


C63.03 


. ts 


Method 


TBLASTX : Soybean 




Start 


3388 






End 


3556 




GI 


none 






Score 


174 




Exons 


. 3388. .3555, 3392. 


.3556, 


3410. 


.3556 






Seq. No. 


22708 






Seq. ID 


OJ990505_05.9A11 


.C66 




47225 






Strand 






Start 


14 






End 


421 




Name 


OJ9'90505 05.9A11. 


C66.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


14 






■End 


421 




GI 


none 






Score 


220 




Exons 


14. .238, 14. .238, 


79. .252, 299. .421, 346. .399 




Seq. No. 


22709 






Seq. ID 


OJ990505_05.9A11 


.C67 


Gene No. 


47226 






Strand 


+ 




Start 


58 






End 


175 




Name 


OJ990505 05.9A11. 


C67.01 


.gp 


Method 


AAT/GAP ■ 




Start 


58 






End 


175 




GI 


uC-osflcypl77g01al 




Score 


168 




Exons 


58. .175 












GI Descrip. 


M884864/gb|AAD31 


846.11 


AF133530 1 4.0e- 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] * 




Seq. No. 


22709 






Seq. ID 


OJ990505_05.9A11 


.C67 




47227 






Strand 






Start 


1502 






End 


1904 




Name 


OJ990505 05.9A11. 


C67.03 


.tw 


Method 


TBLASTX: Wheat 




Start 


1502 






End 


1904 




GI 


none 






Score 


294 




Exons 


1502.. 1771, 1503. 


.1904 










Seq. No. 


22709 






Seq. ID 


OJ990505_05.9A11 


.C67 


Gene No. 


47228 






Strand 








2478 






End 


3275 




Name 


OJ990505 05.9A11. 


C67.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


2478 






End 


3275 




GI 


none 






Score 


149 




Exons 


2478. .2654, 2541. 


.2654, 


2699. 


.2935, 2703.. 2933, 2982.. 3275, 




3110. .327,1 












Seq. No. 


22709 






Seq. ID 


OJ990505_05.9A11 


.C67 


Gene No. 


47228 






Strand 






Start 


2478 






End 


3275 




Name 


OJ990505 05.9A11. 


067. o2 


.tm 


Method 


TBLASTX: Maize 





22941 



start 


2786 




End 


2933 




GI 


none 




Score 


183 




Exons 


2786.. 2932, 2787.. 2933 










Seq. No. 


22709 




Seq. ID 


OJ990505_05.9A11 


.C67 




*i 1 £. £. ^ 










Start 


3195 




End 


3641 




Name 


OJ990505 05.9All.C67.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3195 




End 


3560 




GI . 


none 




Score 


138 




Exons 


3195.. 3419, 3426.. 3560 










Seq. No. 


22709 




Seq. ID 


OJ990505__05.9A11 


.C67 




47229 










Start 


3195 




End 


3641 




Name 


OJ990505 05.9All.C67.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3276 




End 


3611 




GI . 


none 




Score 


390 




Exons 


3276.. 3611, 3296.. 3610 










Seq. No. 


22709 




Seq. ID 


OJ990505_05.9A11 


.C67 




47229 




O L. J. diiU 






Start - 


3195 




End 


3641 




Name 


OJ990505 05.9All.C67.bl 


. tm ' 


Method 


TBLASTX: Maize - 




Start 


3285 




End 


3641 




GI 


none 




Score 


375 




Exons 


3285. .3641; 3326. .3631, 


3348. 


.3641 






Seq. No. 


22710 




Seq. ID 


OJ990505_05.9A11 


.C68 




47230 










Start 


180 




End 


837 




Name 


OJ990505 05.9All.C68.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


180 




End 


453 




GI 


none 




Score 


95 




Exons 


180. .278, 181. .279, 270 


. .356, 


274. .357 


, 367. .453 




Seq. No. 


22710 




Seq. ID 


OJ990505_05.9A11 


.C68 




47230 










Start 


180 




End 


837 




Name 


OJ990505 05.9All.C68.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


223 




End 


837 




GI 


none 




Score 


271 




Exons 


223. .501, 384. .485, 556 


. .714, 


700. .837 


, 711. .833 




Seq. No. 


22710 




Seq. ID 


OJ990505_05. 9A11 


.068 




47930 










Start 


180 




End 


837 




Name 


OJ990505 05.9All.C68.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


565 




End 


798 




GI 


none 




Score 


144 




Exons 


565. .717, 666. .716, 696 


. .797, 


697. .798 






Seq. No.- 


22711 




Seq. ID 


OJ990505_05.9A11 


.C70 


Gene No. 


47231 




Strand 






Start 


2061 




End 


2125 




Name 


OJ990505 05. 9All.C70.ol 


.gp 


Method 


AAT/GAP 




Start 


2061 




End 


2125 





22942 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3760640 Score 86 

2061. .2125 

4176420/dbj IBAA37167.I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



22712 Seq. ID 

47232 Strand 
39 End 
OJ990505_05 . 9A11 . C73 . ol . gp Method 
39 End 
uC-osf Icypl77g01al Score 
39. .186 

M884864/gb|AAD31846.1|AF133530_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



OJ990505_05 . 9A11 .C73 
+ 

186 

AAT/GAP 
186 
238 



22713 Seq. ID 

47233 Strand 
95 End 
OJ990505_05 . 9A11 . C7 4 . ol . tc Method 
95 End 
none Score 
95. .241, 95. .214, 97. .240 

22714 

47234 Strand 
251 End 
OJ990505_05 . 9A11 . C75 . ol . tm Method 
251 End 
none Score 
251. .436, 251. .421, 286. .435, 468.-548, 473. .529 



OJ990505_05.9A11.C74 
241 

TBLASTX: Cress 
241 
191 



Seq. ID OJ990505_05.9A11.C75 



548 

TBLASTX: Maize 
548 
229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22715 Seq. ID OJ990525_07 . 9A15 . C2 

47235 Strand 

1 End 87 6 

OJ990525_07 . 9A15 . C2 . ol . gp . Method AAT/GAP 

1 End 301 

92272_1.R1084 Score 573 

1..301 

'5091516/dbj IBAA78751.il 2.0e-59 (AB023482) ESTs 

C72761 (E2193) ,AU056875 (S20945) , AU056876 (S20945) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORE, complete and part' 

22715 Seq. ID OJ990525_07 . 9A15 . C2 

47235 Strand 

1 End 87 6 

0 J990525_07 . 9A15 . C2 . ol . np Method AAT/NAP 

1 End 834 

5091516 Score 1079 

1..622, 799. .834 

(AB023482) ESTs C72761 (E2193) , AU056875 (S20945 ) , AU05687 6 (S2094 5 ) 
'correspond to a region of the predicted gene.; Similar to 
Thermus thermophilus gene for homocitrate synthase, 
homoaconitate hydratase, and ORE, complete and part... 



Seq. No. 



22715 



Seq. ID OJ990525_07.9A15.C2 



22943 



Gene No. 47235 Strand- - 

Start 1 End 87 6 

Name OJ990525^07 . 9A15 . C2 . ol . gs Method GENSCAN 

Start 25 End 622 

GI none Score . 74 

Exons 25.. 622 



Seq. No. 22715 Seq. ID 

Gene No. 47235 Strand 

Start 1 End 

Name OJ990525_07 . 9A15 .C2 . ol . ts Method 

Start 29 End 

GI none Score 

Exons 29.. 34 6 



OJ990525_07.9A15.C2 
876 

TBLASTX : Soybean 

346 

228 



Seq. No. 


22715 




Seq. ID 


OJ990525_07.9A15.C2 


Gene No . 


47235 




Strand 




Start 


1 




End 


876 


Name 


OJ990525 


07.9A15.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


66 




End 


623 


GI 


nonie 




Score 


110 


Exons 


66. .185, 


67. ,186, 70. .621, 71 


..289, 71, 


..622, 262. .582, 312. .623 


Seq'. . No. 


22715 - 




Seq. ID 


OJ990525_07.9A15.C2 


Gene No. 


47235 




Strand 




Start 


1 ■ 




End 


876 


Name 


OJ990525 


07. 9A15.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


287 




End 


586 


GI 


none 




Score 


73 


Exons 


287. .445, 


321. .443, 452. .586, 


479. .520 





Seq. No. 22715 Seq. ID OJ990525_07 . 9A15 . C2 

Gene No. 47235 Strand 

Start 1 End 876 

Name - OJ990525_07 . 9A15 . C2 . o2 . gp Method AAT/GAP 

Start 327 End 876 

GI LIB3477-004-P1-K1-D10 Score 702 

Exons 327.. 622, 799.. 876 

GI Descrip. ' 5091516/db j | BAA78751 . 1 | 4.0e-58 {AB023482) ESTs " ' 

C72761(E2193),AU056875(S20945), AU056876 (S20945) correspond to a 
region of the predicted gene.; Similar to Thermiis thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORE, complete and part* 



Seq. No. 


22716 


Seq. ID 


OJ990525 


Gene No. 


47236 


Strand 


+ 


Start 


1 


End 


112 


Name 


OJ990525 07 


. 9A15 . C3 . ol . np Method 


AAT/NAP 


Start 


1 


End 


112 


GI 


5091515 


Score 


183 


Exons 


1..112 






GI Descrip. 


(AB023482) 


Hypothetical protein [Oryza 


sativa] 


Seq. No. 


22716 


Seq. ID 


OJ990525 


Gene No. 


47237 


Strand 


+ 


Start 


263 ' 


End 


426 


Name 


OJ990525 07 


. 9A1 5 . C3 . ol . gs Method 


GENSCAN 



22944 




start - 


263 




End 


426 


GI 


none 




Score 


.61 


Exons 


263. .426 








Seq. No. 


22717 




Seq. ID 


OJ990525 


Gene No. 


47238 




Strand 


+ 


Start 


1 




End 


1739 


Name 


OJ990525 07.9A15.C4 


. ol .np 


. Method 


AAT/NAP 


Start 


1 




End 


1739 


GI 


5091509 




Score 


2439 


Exons 


1..934, 1019.. 1125, 


1241. . 


1495, 1594.. 


1739 



GI Descrip. (AB023482) EST AU065533 (C2174 ) corresponds to a region of the 
predicted gene.; Similar to Homo sapiens splicing factor Prp8 
mRNA, complete cds. (AF092565) [Oryza sativa] 



Seq. No. 


22717 






Seq. ID 


OJ990525_07. 9A15 


.C4 


Gene No. 


47238 






Strand 


+ 




Start 


1 






End 


1739 




Name 


OJ990525 


07.9A15.C4 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


345 




GI 


none 






Score 


598 




Exons 


1..345, 3 


. .344 










Seq. No. 


22717 






Seq. ID 


OJ990525_07.9A15 


.C4 


Gene No. 


47238' 






Strand 


+ 




Start 


1 






End 


1739 




Name 


OJ990525 


07.9A15.C4 


.ol .gs 


Method 


GENSCAN 




Start 


113 






End 


1732 




GI 


none 






Score 


.65 




Exons 


113. .934, 


1019... 1125, 1241.. 1495, 1594 


. . 1732 




Seq. No. 


22717 






Seq. ID 


OJ990525_07. 9A15 


.C4 


Gene No. 


47238 






Strand 


+ 




Start 


1 






End 


1739 




Name 


OJ990525 


07.9A15.C4 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


117 






End, . 


597 




GI 


none 






Score 


369 




Exons 


117. .596, 


118. .597, 


118. .594, 


120. .596 






Seq. No. 


22717 






Seq. ID 


OJ990525_07.9A15 


.04 


Gene No. 


47238 






Strand 


+ 




Start 


1 






End 


1739 




Name 


OJ990525 


07.9A15.C4 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


208 






End 


605 




GI 


none 






Score 


716 




Exons 


208. .603, 


210. .605 










Seq. No. 


22717 






Seq. ID 


OJ990525_07.9A15 


.C4 


Gene No. 


47238 






Strand 


+ 




Start 


1 






End 


1739 




Name 


OJ990525 


07.9A15.C4 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


381 






End 


1739 




GI 


none 






Score 


723 




Exons 


381. .932, 


381. .935, 


382. .942, 


1014. .1124, 1015. .1125, 





1022. .1129, 1238. .1498, 1239. .1496, 1240. .1497, 1588. .1737, 
1593. .1739,_1593. .1739 



22945 



Seq. No. 


22717 


Seq. ID 


OJ990525_07.9A15.C4 


C?pnp> No 


47238 


Strand 


+ 


Start 


1 


End 


1739 


Name 


OJ990525 07.9A15.C4.o2.tc 


Method 


TBLASTX: Cress 


Start 


597 


End 


855 


GI 


none 


Score 


436 


Exons 


597. .854, 598. .855 






Seq. No. 


22717 


Seq. ID 


OJ990525_07.9A15.C4 


Gene No. 


47238 


Strand 


+ 


Start 


1 


End 


1739 


Name 


OJ990525 07.9A15.C4.o2.ts 


Method 


TBLASTX: Soybean 


Start 


910 


End 


1354 


GI 


none 


Score 


52 


Exons 


910. .942, 912. .935, 1012.. 


1086, 1014.. 


1124, 1014. .1124, 




1015. .1125, 1019. .1129, 1215. .1352, 1238. .1354, 1240. .1353 


Seq. No. 


22717 


Seq. ID 


OJ990525_07.9A15.C4 


Gene No. 


47238 


Strand 


+ 


Start 


1 


End 


1739 


Name 


OJ990525 07.9A15.C4.ol.gp 


Method 


AAT/GAP 


Start 


1427 


End 


•1739 


GI 


3447 1.R1084 


Score 


354 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1427. .1495, 1594. .1739 

M521193/dbj IAB013450.1IAB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene* 



22717 . Seq. ID 

47238 Strand 

1 End 

OJ990525_07 . 9A15 . C4 . o3 . ts Method 

1588 End 

none Score 

1588. .1737, 1591. .1737, 1593. .1739 



OJ990525_07.9A15.C4 
+ 

1739 

TBLASTX : Soybean 

1739 

241 



OJ990525 07.9A15.C5 



22718 Seq. ID 

47239 Strand 
284 End 477 

OJ990525_07 . 9A15 . C5 . ol . gp Method AAT/GAP 

284 End 477 

92272_1.R1084 Score 282 

284. .477 

'5091516/dbj IBAA78751.il 2.0e-59 (AB023482) ESTs 

C72761(E2193) ,AU056875 (S20945), AU056876 (S20945) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORF, complete and part' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22719 
47240 
75 

OJ990525_07. 9A15.C6.ol.gp 
75 

20314_1.R1084 

75. .115, 189. .365 

•3176710 2.0e-15 {AC002392) 

thaliana] * 



Seq. ID OJ990525_07.9A15.C6 

Strand + 

End 365 

Method AAT/GAP 

End 365 

Score 309 

unknown protein [Arabidopsis 



22946 




Sea No 


22719 




Seq. ID 


OJ990525 


07 


. 9A15 


.C6 


Gene No. 


47240 




Strand 


+ 








Start 


75 




End 


365 








Name 


OJ990525 07.9A15.C6.ol. 


gs 


Method 


GENSCAN 








Start 


190 




End 


361 








GI ' 


none 




Score 


, 9 








Exons 


190. .361 














Seq. No, 


22720 




Seq. ID 


OJ990525 


_07 


.9A15 


.C7 


Qene No. 


47241 




Strand 










Start 


1 




End 


867 








Name 


OJ990525 07.9A15.C7.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


867 








GI 


5091513 




Score 


1507 








Exons 


1. .867 














GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


22721 




Seq. ID 


OJ990525 


07 


. 9A15 


.C9 


Gene No. 


47242 




Strand 










Start 


384 




End 


622 








Name 


OJ990525 07.9A15.C9.ol. 


gs 


Method 


GENSCAN 








Start 


384 




End 


622 








GI 


none 




Score 


.59 








Exons 


384. .492, 612. .622 














Sea No 


22722 




-Seq. ID 


OJ990525 


07 


. 9A15 


.C13 


Gene No. 


47243 




Strand 


H- 








Start 


116 




End 


267 








Name 


OJ990525 07.9A15.C13.ol 


.gs 


Method 


GENSCAN 








Start 


116 




End 


267 








GI 


none 




Score 


.78 








Exons 


116. ,267 














Seq. No. 


22723 




Seq. ID 


OJ990525_ 


_07 


.9A15 


.C14 


Gene No . 


47244 




Strand 


+ 








Start 


1 




End 


592 








Name 


OJ990525 07.9A15.C14.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


354 








GI 


5091524 




Score 


314 








Exons 


1..175, 261. ..354 














GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Sea No. 


22723 




Seq. ID 


OJ990525 


07 


. 9A15 


.C14 


Gene No. 


47244 




Strand 


+ 








Start 


1 




End 


592 








Name 


OJ990525 07.9A15.C14.ol 


.gs 


Method 


GENSCAN 








Start 


60 




End 


592 








GI 


none 




Score 


.45 








Exons 


60. .137, 539. .592 














Seq. No. 


22724 




Seq. ID 


OJ990525_ 


_07 


. 9A15, 


,C19 


Gene No, 


. 47245 




Strand 










Start 


585 




End 


698 








Name 


OJ990525 07.9A15.C19.ol 


.gp 


Method 


AAT/GAP 








Start 


585 




End 


698 








GI 


20314 1.R1084 




Score 


197 









22947 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



585.. 698 

•3176710 2.0e-15 (AC002392) unknown protein [Arabidopsis 
thaliana] ' 



22725 
47246 
676 

OJ990525_07 . 9A15 . C21 . ol . gs 
676 
none 

676. .776, 941. .1179, 1230. .1466, 2988. 
4641. .4787, 5370. .5720, 6164. .6273 



Seq. ID OJ990525_07.9A15.C21 



Strand 
End 

Method 

End 

Score 



+ 

6273 
GENSCAN 
6273 
.64 

.3292, 3366.. 3501, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_07 . 9A15 .C21 
+ 

6273 
AAT/NAP 
6270 
2170 



22725 
47246 
676 

OJ990525_07 . 9A15 .C21 . ol . np 
1552 
5091529 

1552.. 1720, 2988.. 3292, 
5370. .5720, 6164. .6270 

(AB023482) ESTs C98382 (C2985) , D22444 (C11129) correspond to a 
region of, the predicted gene. ; Similar to Arabidopsis thaliana 
APKl gen^* for protein tyrosine-serine-threonine kinase. (D12522) 
[Oryza sativa] 



3366. .3501, 4419.. 4552, 4664.. 4787, 



22725 
47246 
676 

OJ990525_07 . 9A15 . C2 1 . ol . gp 

3194 

2801055 

3194.. 3292, 3366.. 3501, 
5091529/dbj IBAA787 64.1 | 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4419. .4552, 4664. .4701 
l.Oe-71 (AB023482) 'ESTs 
C98382 (C2985) ,D22444 (C11129) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana APKl gene for 
protein tyrosine-serine-threonine kinase. (D12522) [Oryza sativa] 



OJ990525_07.9A15.C21 
+ 

6273 
AAT/GAP 
4701 
714 



9A15.C21 



•22725 Seq. ID 

'4724 6 Strand 
67 6 End 
OJ990525_07 . 9A15 .C21 . o2 . gp Method 
4726 End 
6025026 Score 
4726. .4787, 5370. .5618 

5091529/dbj IBAA78764.il 3.0e-44 (AB023482) ESTs 
C98382 (C2985) , D22444 (C11129) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana APKl gene for 
protein tyrosine-serine-threonine kinase. (D12522) [Oryza sativa] 



OJ990525_07, 
+ 

6273 
AAT/GAP 
5618 
519 



22725 Seq. ID 

47247 Strand 

6033 End 
OJ990525_07 . 9A15 . 021 . o3 . gp Method 

6033 End 

3445004 Score 
6033. .6295 



OJ990525_07.9A15.C21 

6295 
AAT/GAP 
6295 
464 



22948 




GI Descrip. 5091529/cibj | BAA78764 . 1 1 2.0e-16 (AB023482) ESTs 

C98382(C2985),D22444(C11129) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana APKl gene for 
protein tyrosine-serine-threonine kinase. (012522) [Oryza sativa] 



Seq. No. 


22725 








Seq. ID 


OJ990525_07 . 9A15 . C21 


Gene No. 


47248 








Strand 




Start 


6727 








End 


6993 


Name 


OJ990525_07 


.9A15 


.C21.02 


. tm 


Method 


TBLASTX: Maize 


Start 


3077 








End 


3503 


GI 


none 








Score 


253 


Exons 


3077. .3301, 


3097, 


. .3291, 


3368. 


.3502, 3369.. 3500, 3372.. 3503 


Seq. No. 


22725 








Seq. ID 


OJ990525_07.9A15.C21 


Gene No. 


47248 








Strand 




Start 


6727 








End 


6993 


Name 


OJ990525 07 


. 9A15, 


.C21.02 


. ts 


Method 


TBLASTX : Soybean 


Start 


. 3086 








End 


4693 


GI 


none 








Score 


272 


Exons 


3086. .3301, 


3088. 


. .3306, 


3104. 


.3340, 3365. .3451, 3366. .3452, 




4649. .4693 












Seq. No. 


22725 








Seq. ID 


OJ990525_07.9A15.C21 


Gene No. 


47248 








Strand 




Start 


6727 








End 


6993 


Name 


OJ990525 07 


. 9A15 . 


.C21.01 


. tc 


Method 


TBLASTX: Cress 


Start 


3089 








End 


3498 


GI 


none 








Score 


265 


Exons 


3089. .3301, 


^3091. 


. .3306, 


3098. 


.3313, 3365.. 3496, 3366.. 3497, 




3409. . 3498 












Seq. No. 


22725 








Seq. ID 


OJ990525_07.9A15.C21 


Gene No. 


47248 








Strand 




Start 


6727 








End 


6993 


Name 


OJ990525_07 


. 9A15, 


X21.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


3152 








End 


3503 


GI 


none 








Score 


62 


Exons 


3152. .3223, 


3239. 


.3301, 


3356. 


.3499, 3387.. 3503 


Seq. No. 


22725 








Seq. ID 


OJ990525_07.9A15.C21 


Gene No. 


47248 








Strand 




Start 


6727 








End 


6993 


Name 


OJ990525 07 


. 9A15, 


C21.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


3453 








End 


5779 


GI 


none 








Score 


78 


Exons 


3453 . . 3500, 


4424 . 


.4558, 


4426. 


.4548, 4433. .4552, 4694.-4795, 




4709. .4789, 


5366. 


.5779, 


5368. 


.5721 




Seq. No. 


22725 








Seq. ID 


OJ990525_07 . 9A15.C21 


Gene No. 


47248 








Strand 




Start 


6727 








End 


6993 


Name 


OJ990525 07 


. 9A15. 


C21.01 


. tw 


Method 


TBLASTX: Wheat 


Start ' 


4424 








End 


5533 


GI 


none 








Score 


166 


Exons 


4424. .4552, 


4432. 


.4554, 


4648. 


.4719, 4649. .4795, 4654. .4803, 




4759. .4794, 


5366. 


.5533, 


5368. 


.5496 





22949 



Seq. No. 22725 

Gene No. 47248 

Start 6727 

Name OJ990525_07 . 9A15 , C21 . o2 , tc 

Start 4424 

GI none 

Exons 4424.-4549, 4426.. 4548, 4648, 
4759.. 4794, 5366.. 5452, 5368. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4794, 4648 
.5451 



OJ990525 07.9A15.C21 



6993 

TBLASTX: Cress 
5452 
176 

4722, 4649.-4795, 



Seq. No. 22725 
Gene No. 47248 
Start 6727 

Name OJ990525_07 . 9A15 . C21 . ol . tm 

Start 4444 
GI none 

Exons 4444 . .4554, 4445. .4549, 4447. 

4662. .4787, 5366. .5728, 5372. 
6118.. 6147, 6179.. 6238 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990525 07.9A15.C21 



6993 

TBLASTX: Maize 
6238 
147 

4554, 4640. .4786, 4649. .4795, 
5689, 5542.. 5739, 6080.. 6106, 



Seq. No. 


22725 




Seq. ID 


OJ990525 


Gene No. 


47248 




Strand 


- 


Start 


6727 




End 


6993 


Name ■ 


OJ990525 07.9A15.C21.o3 


. tc 


Method 


TBLASTX: 


Start 


5474 




End 


5734 


GI 


none 




Score 


232 


Exons 


5474. .5734, 5486. .5683, 


5557. 


.5694 




Seq. No. 


22725 




Seq. ID 


OJ990525 


Gene No. 


47248 




Strand 




Start 


6727 




End 


6993 


Name 


OJ990525 07.9A15.C21.o2 


.gs 


Method 


GENSCAN 


Start 


6727 




End 


6993 


GI 


none 




Score 


. 82 


Exons 


6727. .6848, 6909. .6993 








Seq. No. 


22726 




Seq. ID 


OJ990525 


Gene No. 


47249 




Strand 


+ 


Start 


1 ■ 




End 


1311 


Name 


OJ990525 07:9A15.C22.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


197 


GI 


5091528 




Score 


325 


Exons 


1. .197 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


22726 




Seq. ID 


OJ990525 


Gene No. 


47249 




Strand 


+ 


Start 


1 




End 


1311 


Name 


OJ990525 07.9A15.C22.o2 


np 


Method 


AAT/NAP 


Start 


6 




End 


1311 


GI 


6815099 




Score 


86 


Exons 


6. .52, 1200. .1311 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


22726 




Seq. ID 


OJ990525 


Gene No. 


47249 




Strand 


-f- 


Start 


1 




End 


1311 


Name 


OJ990525 07.9A15.C22.ol, 


gs 


Method 


GENSCAN 



22950 



start 
GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28 

none 

28. .74, 108. .216 



End 
Score 



216 
.87 



Seq, ID OJ990525_07.9A15.C22 
Strand + 

1762 
AAT/NAP 
1762 
220 



22726 
47250 
1581 

OJ990525_07 , 9A15 , C22 . o3 . np 
1581 
5091527 
1581. .1762 

(AB023482) Similar to Zea mays PRP gene . (X60432) [Oryza sativa] 



End 

Method 

End 

Score 



22726 
47251 
1565 

OJ990525_07 . 9A15 . C22 . o2 . gs 

1565 

none 

1565. .1825 



Seq, ID OJ990525_07.9A15.C22 
Strand 

End 1825 

Method GENSCAN 

End 1825 . 

Score .51 



22727 
47252 
1 

OJ990525_07. 9A15,C23,ol.gp 
1 

102998_1.R1084 
1. .708 

*5091527/dbj IBAA78762.il 2.0e-49 (AB023482) Similar to Zea mays 
PRP gene. (X60432) [Oryza sativa]' 



Seq. ID OJ990525_07.9A15,C23 

Strand + 

End 708 

Method AAT/GAP 

End 708 

Score 1372 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq, ID OJ990525_07.9A15.C23 

Strand + 

End 708 

Method AAT/NAP 

End 503 

Score 956 



22727 
47252 
1 

OJ990525_07 . 9A15 . C23 . ol . np 
1 

5091527 
1. .503 

(AB023482) Similar to Zea mays PRP gene . (X60432 ) [Oryza sativa] 



22727 
47252 
1 

OJ990525_07 . 9A15 . C23 . ol . tm 

228 . - 

none 



Seq. ID OJ990525_07.9A15.C23 

Strand + 

End 708 

Method TBLASTX: Maize 

End 509 

Score 309 



228. .428, 255. ,362, 420, .509, 425. .496, 438. ,506 



22727 . 

47252 

1 

OJ990525_07. 9A15.C23.ol.ts 

228 

none 

228, .485, 236. .364, 425. ,484 



Seq. ID •OJ990525_07.9A15.C23 

Strand + 

End 708 

Method TBLASTX : Soybean 

End 4 85 

Score 339 



Seq. No. 



22727 



Seq. ID OJ990525_07^. 9A15.C23 



22951 




Gene No. 


47252 




Strand 


+ 


Start 


1 




End 


708 


Name 


OJ990525 07 . 9A15.C23.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


236 




End 


494 


GI 


none 




Score 


325 


Exons 


236. .490, 237. .494 








Seq. No. 


22727 




Seq. ID 


OJ990525_07.9A15.C23 


Gene No. 


47252 




Strand 


+ 


-Start 


1 




End 


708 


Name 


OJ990525 07.9A15.C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


243 




End 


488 


GI 


none 




Score 


56 


Exons 


243. .287, 255. .293, 288 


. .449 


, 288 . .362 


, 441. .488, 453. .488 


Seq. No. 


22728 




Seq. ID 


OJ990525_07.9A15.C24 


Gene No. 


47253 




Strand 


+ 


Start 


1 




End 


161 


Name 


OJ990525 07.9A15.C24.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


161 


GI 


LIB3431-010-P1-N1-F11 




Score 


249 


Exons 


1. .161 








GI Descrip. 


'287403/dbj ID10838IRICSBE1 1 


.Oe-111 Rice gene for starch 




branching enzyme* 








Seq. No. 


22728 




Seq. ID 


OJ990525_07.9A15.C24 


Gene No. 


47254 




Strand 


+ 


Start 


304 




End 


5448 


Name 


OJ990525 07.9A15,C24.ol 


. gs 


Method 


GENSCAN 


Start 


304 




End 


5318 


GI 


none 




Score 


.72 


Exons 


304. .553, 906. .1311, 1410. .1497, 1652. 


.1915, 1995. .2235, 




2319.. 2395, 2841.. 3011, 


3045 


..3185, 3310. .3459, 3716. .3880, 




3972. .4091, 4229. .4431, 


4508 


..4657, 4748. .4895, 5047. .5139, 




5214. .5318 








Seq. No. 


.22728 




Seq. ID 


OJ990525 07.9A15.C24 


Gene No. 


47254 




Strand 


+ 


Start 


304 




End 


5448 


Name 


OJ990525 07.9A15.C24.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


922 




End 


1306 


GI 


none 




Score 


336 


Exons 


922.. 1167, 929.. 1165, 1250.. 


1306, 1252 


. .1305 


Seq. No. 


22728 




Seq. ID 


OJ990525 07.9A15.C24 


Gene No. 


47254 




Strand 


+ 


Start 


304 




End 


5448 


Name 


OJ990525 07. 9A15.C24.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


925 




End 


5318 ' 


GI 


none 




Score 


334 


Exons 


925. .1167, 929. .1165, 1250.. 


1312, 1252 


..1311, 1407. .1493, 




1411. .1497, 1649. .1918, 


1649 


..1915, 1992. .2243, 1994. .2212, 




1996. .2235, 2317. .2397, 


2321 


..2395, 2323.. 2400, 2837.. 3010, 




2838. .3023, 2841. .3026, 


3090 


..3185, 3090. .3185, 3091. .3186, 




3091.. 3153, 3092.. 3187, 


3258 


. .3458, 3262. .3459, 3308. .3460, 




3309.. 3461, 3537.. 3641, 


3537 


..3.611, 3539.. 3628, 3713.. 3880, 




3713. .3880, 3727. .3882, 


3963 


..4070, 3969.. 4091, 3970. '.4071, 



22952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3977. .4090, 4217. .4282, 4218. .4283, 4226. .4417, 4228. .4419, 

4228. .4431, 4502. .4663, 4505. .4609, 4522. .4611, 4527. .4664, 

4745. .4888, 4746. .4901, 4746. .4895, 4747. .4896, 5046. .5120, 

5047.. 5130, 5220.. 5318, 5238.. 5315 



22728 
47254 
304 

OJ990525 
929 

5091526 
929. .1311 
2841. .301 
4229. .443 
{AB023482 
region of 
ribonucle 
complete 



07.9A15.C24.ol.np 



, 1410.. 
1, 3045, 
1, 4508. 



1497, 1652. 
.3185, 3310 
.4657, 4748 



Seq. ID OJ990525_07.9A15.C24 

Strand + 

End 54 48 

Method AAT/NAP 

End 5315 . 

Score 3976 
1915, 1995.. 2235, 2319. 



.2395, 
. .4091, 
. .5315 



3459, 3716.. 3880, 3972. 
4895, 5047.. 5139, 5214. 
) ESTs C27722 (C52692) ,AU058088 (S0509) correspond to a 
the predicted gene.; Similar to Arabidopsis thaliana 
oside-diphosphate reductase large subunit mRNA, 
cds. (AF092841) [Oryza sativa] 



22728 Seq. ID 

47254 Strand 

304 . End 
OJ990525_07 . 9A15 . C24 . o2 . tw Method 

958 End 

none Score 

958. .1056, 959.. 1060, 970.. 1062, 1045. 



OJ990525_07.9A15.C24 
+ 

5448 

-.TBLASTX: Wheat 
1279 • • 
169 

.1167, 1051. .1092, 





1055. 


.1165, 


1250. 


.1279, 


1252. 


.1278 










Seq. No. 


22728 










Seq. 


ID .OJ,990525 


07.9A15.C24 


Gene No. 


47254 










Strand + 








Start 


304 










End 


5448 






Name 


OJ990525 07 


. 9A15. 


C24.01 


. tm 


Method TBLASTX: 


Maize 




Start 


1783 










End 


5321 






GI 


none 










Score 


226 






Exons 


- 1783. 


.1914, 


■1784. 


.1918, 


1785. 


.1919, 


1992. . 


2243, 


1994 . 


.2212, 




1996. 


.2235, 


2310. 


.2396, 


2317. 


.2397, 


2321. . 


2395, 


2824. 


.3006, 




2837. 


.3022, 


2841. 


.3005, 


3063. 


.3185, 


3092. . 


3202, 


3093. 


.3185, 




3094. 


.3186, 


3095. 


.3187, 


3262. 


.3459, 


3307. . 


3459, 


3309. 


.3467, 




3309. 


3461, 


3520. 


.3627, 


3529. 


.3627, 


3530. . 


3628, 


3543. 


.3629, 




3713. 


3880, 


3713. 


.3880, 


3714. 


.3881, 


3715. . 


3885, 


3969. 


.4091, 




3970. 


4092, 


3971. 


.4093, 


4060. 


.4101, 


4226. . 


4417, 


4227. 


.4430, 




4228. 


4431, 


4228. 


.4431, 


4495. 


.4662, 


4505. . 


4663, 


4506. 


.4664, 




4527. 


4664, 


4745. 


.4894, 


4746. 


.4901, 


4747. . 


4896, 


5046. 


.5138, 




5046. 


5138, 


5047. 


.5139, 


5238. 


.5321, 


5241. . 


5321 







Seq. No. 22728 Seq. ID OJ990525_07.9A15.C24 

Gene No. 47254 Strand + 

Start 304 End 5448 

Name OJ990525_07 . 9A15 . C24 . o4 . ts Method TBLASTX : Soybean 

Start 2085 End 2397 

GI none Score 271 

Exons 2085.. 2243, 2087.. 2212, 2317.. 2397, 2321.. 2395 

Seq. No. 22728 Seq. ID OJ990525_07.9A15.C24 

Gene No. 47254 Strand + 

Start 304 End 5448 

Name • OJ990525_07 . 9A15 . C24 . ol . ts Method TBLASTX : Soybean 



22953 



start 
GI 

Exons 



2856 End 3850 ■ i!'- 

none Score 201 

2856. .2975, 2858. .2974, 2976. .3011, 3090. .3185, 3092. .3202, 

3095.. 3187, 3262.. 3459, 3309.. 3458, 3537.. 3659, 3538.. 3612, 

3539.. 3625, 3713.. 3850, 3713.. 3850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22728 
47254 
304 

.OJ990525 07.9A15.C24.ol.tw 



Seq. ID 
Strand 
End 

_ Method 
44 95 End 
none Score 
4495.. 4662, 4505. .4663, 4506.. 4664, 4507.. 4665, 4527 
4745. .4894, 4746. .4901, 4752. .4895, 4753. .4896, 5044 
5046. .5138, 5046. .5141, 5047. .5139 



OJ990525_07.9A15.C24 
+ 

5448 

TBLASTX: Wheat 
5141 
172 



.4664, 
,5136, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22728 
47254 
304 

OJ990525_07, 

4514 

none 

4514. .4606, 
4745. .4897, 



9A15.C24.o2.ts 



4514. .4663, 
4747. .4905 



4516. 



Seq. ID OJ990525_07.9A15.C24 

Strand + 

End 54 4 8 

Method TBLASTX: Soybean 

End 4 905 

Score 75 

.4662, 4527.. 4664, 4737.. 4898, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22728 
47254 
304 

OJ990525 
4842 
2311567 
4842. .4895, 



Seq. ID OJ990525_07.9A15.C24 
Strand + 
End 5448 
Method AAT/GAP 
End 5448 
Score 673 
5448 

5.0e-38 (AB023482) ESTs 
C27722 {C52692) ,AU058088 (S0509) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana 
ribonucleoside-diphosphate reductase large subunit mRNA, 
complete cds. (AF092841) [Oryza sativa] 



07. 9A15.C24.o2.gp 



5047. .5139, 5214, 



5091526/dbj | BAA78761.il 



22729 
47255 
576 

OJ990525_07 . 9A15 . C26 . ol . np 
576 

6006872 



Seq. ID OJ990525_07.9A15.C26 

Strand + 

End 4473 

Method AAT/NAP 

End 2788 

Score 562 

1326, 14-48.. 1521, 



576. .710, 792. .848, 1084. .1132, 1238 
1614.. 1656, 1850.. 1910, 2014.. 2039, 2119.. 2196, 2295.-2375, 
2447. .2512, 2621. .2788 

(AC009540) s-syntaxin-like protein [Arabidopsis thaliana] 



22729 
47255 
576 

OJ990525_07 . 9A15 . C26 . ol . gs 

594 

none 



Seq. ID OJ990525_07.9A15.C26 

Strand + . 

End 4473 

Method GENSCAN 

End ~ 4473 

Score . 8 



594. .710, 792. .848, 1084. .1132, 1238. .1326, 1448. .1521, 
1614. .1656, 1850. .1910, 2014. .2039, 2119. .2196, 2295.-2375, 



22954 




244,7.. 2512, 2621.. 2775", 4362.. 4473 



Seq. No. 


22729 


Seq. ID 


OJ990525_07 


9A15 


.C26 


Gene No. 


47256 


Strand 


+ 






Start 


7515 


End 


8015 






Name 


OJ990525 07 . 9A15.C26.o3.gs 


Method 


GENSCAN 






Start 


7515 


End 


8015 






GI 


none 


Score 


. 98 






Exons 


7515. .8015 










Seq. No. 


22729 


Seq. ID 


OJ990525_07 


9A15 


.C26 


Gene No. 


47257 


Strand 


+ 






Start 


12781 


End 


16098 






Name 


OJ990525_07 . 9A15 . 02 6 . o5 . gs 


Method 


GENSCAN 






Start 


12781 


End 


16052 






GI 


none 


Score 


.7 






Exons 


12781. . 12834, 14233 .. 14391, 


15285. .16052 






Seq. No. 


22729 


Seq. ID 


6j990525_07 


9A15 


. C26 


Gene No. 


47257 


Strand 


+ 






Start 


12781 


End 


16098 






Name 


OJ990525 07.9A15.C26.o5.np 


Method 


AAT/NAP 






Start 


12781 


End 


16098 






GI - 


5091523..-- 


Score 


1689 






Exons 


12781. .12834, 14233 .. 14391, 


15285. .16098 






GI Descrip. 


(AB023482) Similar to Gallus 


gallus mRNA for attachment 


region 




binding protein- (ARBP) . (Y14166) [Oryza 


sativa] 







Seq. No. 


22729 






Seq..- ID 


OJ990525_07 . 9A15 . 026 


Gene No. 


47258 






Strand 




Start 


5220 






End 


7761 


Name 


OJ990525 07.9A15 


.026.02 


.gs 


Method 


GENSOAN 


Start 


5220 






End 


7393 


GI 


none 






Score 


.92 


Exons 


5220. .5340, 5446 


. .5556, 


6062. 


.6147, 67 


81. .6890, 7168. .7393 


Seq. No. 


22729 






Seq. ID 


OJ990525_07 . 9A15 . 026 


Gene No. 


47258 






Strand 




Start 


5220 






- End 


7761 


Name 


OJ990525 07.9A15 


.026.02 


. np 


Method 


AAT/NAP 


Start- 


5223 






End 


7393 


GI 


5091525 






Score 


1008 


Exons 


5223. .5340, 5446 


. .5556, 


6062. 


.6147, 6781. .6890, 7168. .7393 


GI Descrip. 


(AB023482) EST 097523(060312) 


corresponds to a region of the 




predicted gene.; 


Hypothetical protein 


[Oryza sativa] 


Seq. No. 


22729 






Seq. ID 


OJ990525__07 . 9A15 . 026 


Gene No. 


47258 






Strand 




Start 


5220 






End 


7761 


Name 


OJ990525 07.9A15 


.026.01 


.gp 


Method 


AAT/GAP 


Start 


7150 






End 


7761 


GI 


3760267 






Score 


694 


Exons 


7150. .7319, 7545 


. .7761 








GI Descrip. 


5091525/dbj IBAA787 60.il 


l.Oe- 


20 (AB023482) EST 097523(060312 




corresponds to a 


region 


of the predicted gene.; Hypothetical 



protein [Oryza sativa] 

22955 




Seq. No. 


•22729 






Seq. ID 


OJ990525_07 . 


. 9A15 


.C26 


Gene No. 


47259 






Strand 








Start 


8687 






End 


10227 






Name 


OJ990525 07 


.9A15.C26.o4 


. gs 


Method 


GENSCAN 






Start 


8687 






End 


10227 






GI 


none 






Score 


.4 






Exons 


8687. .8813, 


8996. .9276, 


9852. 


.10040, 10090.. 10227 






Seq. No. 


22729 






Seq. ID 


OJ990525_07, 


> 9A15 


.C26 


Gene No. 


47259 






Strand 








Start 


8687 






End 


10227 






Name 


OJ990525 07 


.9A15.C26.o3 


.np 


Method 


AAT/NAP 






Start 


8817 






End 


9312 






GI 


5091524 






Score 


637 






Exons 


8817. .8910, 


8996. .9312 ^ 












GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 







Seq. No. 22729 Seq. ID OJ990525_07.9A15.C26 

Gene No. 47260 Strand 

Start 13291 End 13505 

Name OJ990525_07 . 9A15 . C26 . o2 . gp Method AAT/GAP 

Start 13291 End 13505 

GI LIB3477-003-P1-K1-E9 Score 11.5- 

Exons 13291. .13320, 13428.. 13505 ' - 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN CRY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 22729 

Gene No. 47261 

Start 14799 

Name OJ990525_07 . 9A15 . C2 6 . o3 , gp 

Start 14799 

GI 20314_1.R1084 

Exons 14799. .15015, 17000 .. 17171, 

GI Descrip. '3176710 2.0e-15 (AC002392) 
thaliana] • 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_07.9A15.C26 

18167 
AAT/GAP 
17741 
905 



17454. .17514, 17 661. . 1774 1 . 
unknown protein [Arabidopsis 



Seq. No. 22729 

Gene No. 47261 

Start 14799 

Name OJ990525_07 . 9A15 . C2 6 . o6 . gs 

Start 16407 

GI none 

Exons 16407. .16423, 17000 .. 17171, 
17827. .18167 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_07.9A15.C26 

18167 
GENSCAN 
18167 
.72 



17454 .. 17514, 17 661. . 17737, 



Seq. No. 22729 
Gene No. 47262 
Start 18073 

Name OJ990525_07 . 9A15 . C2 6 . o4 . tm 

Start 582 
GI . none 

Exons 582.. 716, 587.. 712, 790.. 849, 

1234. .1326, 1237.. 1326, 1448. 
1618. .1656 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990525 07,9A15.C26 



18205 

TBLASTX: Maize 
1660 
161 

820. .852, 1062. .1130, 1084. .1131, 
1513, 1450.. 1512, 1598..1660, 



22956 




Seq. No. 


22729 






Seq. ID 


OJ990525_07 . 9A15 .C26 


Gene No. 


47262 






Strand 




Start 


18073 






End 


18205 


Name 


OJ990525 07. 


9A15.C26.o3 


tm - 


Method 


TBLASTX: Maize 


Start 


1837 






End 


2710 


GI 


none 






Score 


91 


Exons 


1837. .1908, 


1847. .1909, 


2009 


..2044, 2010.. 2039, 2107.. 2199, 




2110. .2199, 


2292. .2378, 


2434 


..2505, 2444. .2515, 2606. .2710, 




2620. .2706 










Seq. No. 


22729 






Seq. ID 


OJ990525_07 . 9A15 . C26 


Gene No. 


47262 






Strand 




Start 


18073 






• End 


18205 


Name 


OJ990525 07. 


9A15.C26.o2, 


to 


Method 


TBLASTX: Cress 


Start 


1853 






End 


2713 


GI 


none 






Score 


62 


Exons 


1853. .1909, 


2107. .2199, 


2292 


..2378, 2444. .2515, 2609. .2713 


Seq. No. 


22729 






Seq. ID 


OJ990525_07.9A15.C26 


Gene No. 


47262 .' 






Strand 




Start 


18073 






End 


18205 


Name 


OJ990525 07. 


9A15.C26.o2. 


ts 


.Method 


TBLASTX : Soybean 


Start 


2116 




- 


"End , . 


-2716 


GI / -:*=^' • 


.none • " ' 






' Score 


. 74 ■ - ' ■ - ' 


Exons 


2116. .2199, 


2292. .2378, 


2444 


..2515, 2609. .2716, 2650. .2715 


Seq. No. 


22729 






Seq. ID 


OJ990525_07 . 9A15 .C26 


Gene No. 


47262 






Strand 




Start 


18073 






End 


18205 


Name 


OJ990525 07. 


9A15.C26.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


11088 






End 


11431 


GI 


none 






Score 


83 


Exons 


11088. .11222 


, 11222.. 11431 






Seq. No. . 


' 22729 






Seq. ID 


OJ990525_07.9A15.C26 


Gene No. 


47262 






Strand 




Start 


18073 






End 


18205 


Name 


OJ990525 07. 


9A15.C26.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


11705 






End 


12290 


GI 


none 






Score 


125 


Exons 


11705. .11848, 11728. .11£ 


t47, 


11865. .12290, 11865. .12161, 




12059. .12289 










Seq. No. 


22729 






Seq. ID 


OJ990525_07.9A15.C26 


Gene No. 


47262 






Strand 




Start 


18073 






End 


18205 


Name 


OJ990525 07. 


9A15.C26.o2. 


tw 


Method 


TBLASTX: Wheat 


Start . 


11753 






End 


12068 


GI 


none 






Score 


107 


Exons 


11753. . 11848 


, 11771. .118 


45, 


11832. . 12032, 11862.. 12068 


Seq. No. 


22729 






Seq. ID 


OJ990525_07 . 9A15 . C2 5; 


Gene No. 


47262 






Strand 




Start ■ 


18073 






End 


18205 


Name 


OJ990525 07. 


9A15.C26.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


14891 






End 


18183 


GI 


none 






Score 


172 



22957 




Exons 14891. . 14944, 

17011. .17094, 
17443. .17517, 
17824. .18024, 



14892. .15017, 
17033. .17170, 
17445. .17516, 
17827. .18024, 



14901. .15014, 
17035. .17181, 
17661. .17744, 
18022. .18183, 




16997. .17074, 
17067. .17183, 
17663. .17743, 
18026. .18181 



Seq. No. 22729 

Gene No. 47262 

Start 18073 

Name OJ990525_07 . 9A15 .C26 .ol . tc 

Start 17660 

GI none 

Exons • 17660. .17743, 17661 .. 17741, 
18043. .18135, 18046. .18183, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17824 

18065 



OJ990525 07.9A15.C26 



18205 

TBLASTX: Cress 
18205 . 
72 

17973, 17959. .18048, 
18205 



Seq. No. 22729 

Gene No. 47262 

Start 18073 

Name OJ990525_07 . 9A15 . C26 . ol . ts 

Start 17790 

GI none 

Exons 17790. .18032, 17824 18018, 
18049. .18183 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_07.9A15.C26 
18205 

TBLASTX: Soybean 

18183 

117 



17824. .18048, 17828 .. 18028 , 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



22729 Seq'. ID 

47262 -Strand 
18073 End 
0 J990525_07 . 9A15 . C2 6 . o4 . gp Method 
18073 End 
LIB3433-029-P1-K1-B10 Score 
18073. .18172 

»5091522/dbj IBAA78757.il 4.0e-19 (AB023482) Similar to 
Arabidopsis thaliana chromosome II BAC T20K24 genomic sequence, 
complete sequence. (AC002392) [Oryza sativa] ' 



OJ990525_07 9A15 . C26 

18205 
AAT/GAP 
18172 
160 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525 07.9A15.C27 



22730 
47263 
195 

OJ990525_07 . 9A15 . C27 . ol . gp 
195 

LIB3433-029-P1-K1-B10 
195. .219, 328. .475 

*5091522/dbj IBAA78757.1 I 4.0e-19 (AB023482) Similar to • 
Arabidopsis thaliana chromosome II BAC T20K24 genomic sequence, 



550 

AAT/GAP 

475 

223 





complete 


sequence. (AC002392) 


[Oryza sativa] ' 




Seq. No. 


22730 




Seq. ID 


OJ990525_07. 9A15 


.C27 


Gene No. 


47263 




Strand 






Start 


195 




End 


550 




Name 


OJ990525 


_07.9A15.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


318 




End 


476 




GI 


none 




Sep re 


129 




Exons 


318. .446, 


320. .445, 441. .476 








Seq. No. 


22730 




Seq. ID 


OJ990525_07.9A15 


.C27 


Gene No. 


47263 




Strand 






Start 


195 




End 


550 




Name 


OJ990525 


07.9A15.C27.ol.np 


Method 


AAT/NAP 





22958 



start 326 End 522 

GI 5091522 Score 299 

Exons 326.. 522 

GI Descrip. (AB023482) "Similar to Arabidopsis thaliana chromosome II BAG 
T20K24 genomic sequence, complete sequence. (AC002392) [Oryza 
sativa] 



Seq. No. ' 22730 Seq. ID 

Gene No. 47263 Strand 

Start 195 End . 

Name OJ990525_07 . 9A15 . C27 . ol . gs Method 

Start 340 End 

GI none Score 

Exons 340.. 550 



OJ990525_07.9A15.C27 
550 

GENSCAN 

550 

.95 



Seq. No. 22731 Seq. ID 

Gene No. 47264 Strand 

Start 1199 End 

Name OJ990525_07 . 9A15 . C28 . ol . gs Method 

Start 1199 End 

GI none Score 

Exons 1199.. 1538, 2055.. 2149 



OJ990525_07.9A15.C28 
+ 

2149 

GENSCAN 

2149 



Seq. No. 


22731 






Seq. ID 


OJ990525 


_07.-9A15.'C28 


Gene No. 


47264 






Strand 


+ 




Start 


1199 






End 


2149 




Name 


OJ990525 07 


.9A15.C28.ol, 


.np 


Method 


AAT/NAP 




Start 


1199 






End 


2146 




GI 


5091521 






Score 


686 




Exons 


1199. .1538, 


2055. .2146 










GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


22731 






Seq. ID 


OJ990525 


_07.9A15.C28 


Gene No. 


47265 






Strand 


+ 




Start 


7007 






End 


7806 




Name 


OJ990525 07 


.9A15.C28.o3. 




Method 


AAT/NAP 




Start 


7007 






End 


7806 




GI 


5091519 






Score 


943 




Exons 


7007. .7031, 


7254. .7806 










GI Descrip. 


{AB023482) 


Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


22731 






Seq. ID 


OJ990525 


_07.9A15.C28 


Gene No. 


47266 






Strand 






Start 


5726 






End 


6704 




Name 


OJ990525 07 


.9A15.C28.ol, 


. tm 


Method 


TBLASTX : : 


Maize 


Start 


5720 






End 


6701 




GI 


none 






Score 


59 




Exons 


5720. .5806, 


5723. .5824, 


5733. 


.5828, 5825. .5881, 


5855. .5980, 




5858. .6190, 


5862. .6047, 


6041. 


.6193, 6114. .6260, 


6188. .6691, 




6189. .6692, 


- 6588. .6701 











Seq. No. 22731 Seq. ID 

Gene No. 47266 . Strand 

Start 5726 End 

Name OJ990525_07 . 9A15 . C28 . ol . gp Method 

Start 5726 End 

GI 8546 1...R1084 Score 



OJ990525_07..9A15.C28 

6704 
AAT/GAP 
6163 
817 



22959 



Exons 5726.. 6163 

GI Descrip. ' 5091520/dbj | BAA78755 . 1 | 2.0e-42 (AB023482) ESTs 

AU058081(E30812),AU058365(E50679), AU030138 (E50679) correspond 
to a region of the predicted gene.; Similar to Spinacia oleracea 
mRNA for proteas'ome 37kD subunit . (X96974 ) [Oryza sativa] ' 

Seq. No. 22731 Seq. ID OJ990525_07.9A15.C28 

Gene No. 47266 Strand 

Start 5726 End 6704 

Name OJ99052.5_07 . 9A15 .C28 . o2 . np Method AAT/NAP 

Start 5894 End 6643 

GI 5091520 Score 1262 

Exons 5894.. 6643 

GI Descrip. (AB023482) ESTs AU058081 (E30812) , AU058365 (E50679 ) , 

AU030138 {E50679) correspond to a region of the predicted gene.; 
Similar to Spinacia oleracea mRNA for proteasome 37kD 
subunit . (X96974) [Oryza sativa] 



Seq. No. 22731 

Gene No. 47266 

Start 5726 

Name OJ990525_07 . 9A15 . C28 . ol . tc 

Start 5897 

GI none ' • 

Exons 5897.. 5974, 
6555. .6644 



5898. .5975, 5987, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6682/ 



OJ990525 07.9A15.C28 



6704 

TBLASTX: Cress 
6682 

55 ■ >• 
5988. .6341, 6378. .6500, 



Seq. No. 


22731 




Seq. ID 


OJ990525_07 . 9A15 .C28 


Gene No. 


47266 




Strand 




Start 


5726 




End 


6704 


Name 


OJ990525 07.9A15.C28.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5987 




End 


6644 


GI 


none 




Score 


55 


Exons 


5987. .6079, 5988. .6047, 


6080. 


.6643, 6089.. 6283, 6114.. 6644 


Seq. No. 


22731 




Seq. ID 


OJ990525_07.9A15.C28 


Gene No. 


47266 




Strand 




Start 


5726 




End 


6704 


Name 


OJ990525 07.,9A15.C28.bl. 


tw 


Method 


TBLASTX: Wheat 


Start 


6015 




End 


6662 


GI 


none 




Score 


43 


Exons 


6015. .6047, 6017. .6433, 


6041. 


.6229, 6114. .6434, 6557. .6661, 




6558. .6662 








Seq. No. 


22731 




Seq. ID 


OJ990525_07 . 9A15 .C28 


Gene No. 


47266 




Strand 




Start 


5726 




End 


6704 


Name 


OJ990525 07.9A15.C28.o2. 


gp 


Method 


AAT/GAP 


Start 


6168 




End 


6704 


GI 


31845 1.R1084 




Score 


997 


Exons 


6168. .6704 








GI Descrip. 


'5091520/dbj | BAA78755.il 


8.0e 


-76 (AB023482) ESTs 



AU058081 (E30812) , AU058365 .(E50679) , AU030138 (E50679) ' correspond 
to a region of the predicted gene.; Similar to Spinacia oleracea 
mRNA for proteasome 37kD subunit . (X96974 ) [Oryza sativa]' 



Seq. No. 22732 Seq. ID OJ990525_07.9A15.C29 

22960- 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 

Exons 

GI Descrip. 



47267 Strand + 
1 End 93 
OJ990525_07.9A15.C29.ol.np Method AAT/NAP 
1 End 93 
5091519 Score 107 

1. .93 

(AB023482) Hypothetical protein [Oryza sativa] 

22732 Seq. ID OJ990525_07.9A15.C29 

47268 Strand 

1 End 3700 

OJ990525_07 , 9A15 . C29 . o2 . np Method AAT/NAP 
1 End 2076 

6056375 Score 236 

1..62, 1414. .1600, 1724. .2076 

{AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 

22732 , Seq. ID OJ990525_07.9A15.C29 

47268 Strand 

1 End 3700 

OJ990525_07 . 9A15 . C29 . ol . gp Method AAT/GAP 

758. . . End 1140 

4714092 Score 689 

758. .1140 - 

5091496/dbj IAB023482.2IAB023482 l.Oe-173 Oryza sativa genomic 
DNA, chromosome 6, clone P06B0A03, complete sequence 



Seq. No. 22732 Seq. ID OJ990525_07.9A15.C29 

Gene No. 47268 Strand 

Start 1 End 3700 

Name OJ990525_07 . 9A15 . C29 . ol . gs Method GENSCAN 

Start 1128 End 3700 

GI none Score .75 

Exons 1128.. 1312, 1414.. 1600, 1724.. 2028, 2295.. 2356, 3111.. 3155, 
3624. .3700 

Seq. No. 22732 Seq. ID OJ990525_07.9A15.C29 

Gene No. 47268 Strand 

Start 1 End 370.0 

Name. OJ990525_07 . 9A15 . C29 . o2 . gp Method AAT/GAP 

Start 1230 End 1848 

GI 286986 Score 677 

Exons 1230.. 1312, 1414.. 1600, 1724.. 1848 

GI Descrip. 6056372/gb | AAF02836 . 1 | AC009894_7 2.0e-24 (AC009894) Very similar 
to receptor-like serine/threonine kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



22732 
47268 
1 

OJ990525_07. 9A15.C29.ol.tc 
1418 

none ■ ' ' 



Seq. ID OJ990525_07.9A15.C29 
Strand 

End 3700 

Method TBLASTX: Cress 

End 2008 

Score 79 



1418. .1609, 1419. .1583, 1723. .1752, 1772 .. 1885, • 1934 .. 2008 



22733 
47269 



Seq. ID OJ990525_07.9A15.C30 
Strand + 



22961 




start 


895 


End 


1032 








Name 


OJ990525 07.9A15.C30.ol. 


np Method 


AAT/NAP 








Start 


895 


End 


1032 








GI 


5091518 


Score 


220 








Exons 


895. .1032 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No.^" 






OJ990525_ 


07. 


9A15 


.C30 




47?7n 




+ 








Start 


*4 W J J 


End 


5331 








Name 


OJ990525 07.9A15.C30.o2. 


gs Method 


GENSCAN 








Start 


4639 


End 


5331 








GI 




C /-\ -r- 
\^<J -L C 


.41 








Exons 


477^ 4R14 SOOQ 












Seq. No. 




Seq. ID 


OJ990525_ 


07. 


9A15 


.C30 


Gene No. 




91* ranH 

O L. X CI i IV^ 


+ 








Start 




End 


9041 








Name 


O.TQQnS?S 07 QAI S C^CS n4 




AAT/NAP 








Start 


8628 


End 


9041 








GI 


5091515 


Score 


585 








Exons 


8628. .8684, 8748. .9041 












GI Descrip. • 


■(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


22733 


Seq. ID 


OJ990525_ 


07. 


9A15 


.C30 


Gene No. 


47272 


Strand 










Start 


4728 


End 


5295 








Name 


OJ990525 07.9A15.C30.o2. 


np Method 


AAT/NAP 








Start 


4728 


End 


5295 








GI 


5091517 


Score 


545 








Exons 


4728. .4800, 4899. .5058, 


5178. .5295 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


22733 


Seq. ID 


OJ990525_ 


07. 


9A15 


.C30 


Gene No. 


47273 


Strand 










Start 


6676 


End 


8885 








Name 


OJ990525 07.9A15.C30.ol. 


gp Method 


AAT/GAP 








Start 


6461 


End 


7218 








GI 


92272 1.R1084 


' Score 


1422 








Exons 


6461. .7218 












GI Descrip. 


'5091516/dbj |BAA78751.1| 


2.0e-59 (AB023482) ESTs 









C72761(E2193),AU056875(S20945), AU05687 6 (S20945 ) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 





ORF, complete and part' 










Seq. No. 


2273.3 




Seq. ID 


OJ990525_07.9A15 


.C30 


Gene No. 


47273 




Strand 






Start 


6676 




End 


8885 




Name 


OJ990525 07.9A15.C30.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


6652 




End 


6931 




GI 


none 




Score 


337 




Exons 


6652.. 6930, 6656.. 6931, 


6674. 


.6931 






Seq. No. 


22733 




Seq. ID 


OJ990525_07.9A15 


.C30 


Gene No. 


47273 




Strand 






Start 


6676 




End 


8885 





22962 



Name 

Start 

GI 

Exons 



OJ990525_07 . 9A15 . C30 . o3 . gs Method GENSCAN 

6676 End 8885 

none .Score .49 
6676.. 7539, 8766.. 8885 



OJ990525 07.9A15.C30 



Seq. No. 22733 Seq. ID 

Gene No. 47273 Strand 

Start 6676 End 8885 

Name OJ990525_07 . 9A15 . C30 . o3 . np Method AAT/NAP 

S.tart 6679 End 7751 

GI 5091516 Score 1517 

Exons 6679.. 7539, 7716.. 7751 

GI Descrip. {AB023482) ESTs C72761 (E2193) , AU056875 (S20945) , 
correspond to a region of the predicted gene.; 
Thermus thermophilus gene for homocitrate synthase, 
homoaconitate hydratase, and ORE, complete and part. 



AU056876(S20945) 
Similar to 



Seq. No. 


22733 








Seq. ID 


OJ990525_07.9A15 


Gene No. 


47273 








Strand 




Start 


6676 








End 


8885 


Name 


OJ990525 07. 


9A15. 


C30.O2. 


.tc 


Method 


TBLASTX: Cress 


Start 


6694 








End 


6934 


GI, 


none ' ' 








Score 


69 


O Exons 


6694.. 6933, 


6721. 


. 6915, 


6728-. 


.6934 ■ 




Seq. No. 


22733 - 








Seq. ID 


OJ990525_07.9A15 


Gene No. 


47273 








Strand 




[y start 


6676 








End 


8885 


Name 


OJ990525 07. 


9A15. 


C30.O1. 


.ts 


Method 


TBLASTX: Soybean 


hi Start 


6946 








End 


7263 


I'l GI 


none 








Score 


228 


::r^ Exons 


6946. .7263 













Seq. No. 


22733 








Seq. ID 


OJ990525_07 . 9A15 .C30 


Gene No. 


47273 








Strand 




Start 


6676 








End 


8885 


Name 


OJ990525 07 


.9A15. 


C30.O1 


.tm 


Method 


TBLASTX: Maize 


Start 


6983 








End 


7540 


GI 


none 








Score. 


110 


Exons 


6983. .7102, 


6984. 


.7103, 


6987. 


.7538, 6988.. 7206, 6988.. 7539, 




7175. .7540, 


7179. 


.7499, 


7229. 


.7540 




Seq. No. 


22733 








Seq. ID 


OJ990525_07.9A15.C30 


Gene No. 


47273 








Strand 




Start 


6676 








End 


8885 


Name 


OJ990525 07 


. 9A15. 


C30.O1, 


.tc 


Method 


TBLASTX: Cress 


Start 


7204 








End 


7503 


GI 


none 








Score 


73 


Exons 


7204. .7362, 


7238. 


.7360, 


7369. 


.7503, 7396.. 7437 


Seq. No. 


22733 








Seq. ID 


OJ990525_07 . 9A15 . C30 


Gene No. 


47273 








Strand 




Start 


6676 








End 


8885 


Name 


OJ990525 07 


. 9A15. 


C30.O2. 


-gp 


Method 


AAT/GAP 


Start 


7244 








End 


8708 


GI 


LIB3477-004 


-Pl-Kl 


-DIO 




Score 


775 


Exons 


7244. .7539, 


7716. 


.7792, 


8651. 


.8708 





22963 




GI Descrip. ' 5091516/dbj | BAA78751 . 1 | 4.0e-58 (AB023482) ESTs 

C72761(E2193),AU056875(S20945), AU05687 6 (S2094 5) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORF, complete and part ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22734 Seq. ID 

47274 Strand 

54 3 End 
OJ990525_07 . 9A15 . C31 . ol . gs Method 

543 End 

none Score 

543.. 585, 1002.. 1239 



OJ990525_07.9A15.C31 
+ 

1239 
GENSCAN 
1239 
.87 



22734 
47275 
3079 

OJ990525_07 . 9A15 . C31 . ol . gp 
3079 
3761181 
3079. .3327 

4521193/dbj IAB013450.1IAB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990525_07. 
+ 

3327 
AAT/GAP 
3327 
406 



9A15.C31 



22734 Seq. ID 

47276 Strand 

3015 End 
OJ990525_07 . 9A15 . C31 . o2 . gs Method 

3015 End 

none Score 

3015.. 3034, 3297.. 3594 



OJ990525_07.9A15.C31 

3594 
GENSCAN 
3594 
.66 



Seq. No. 22735 Seq. ID 

Gene No. 47277 Strand 

Start 1 End 

Name OJ990525_07 . 9A15 . C32 . ol . np Method 

Start 1 End 

GI 5091513 Score 

Exons 1..1380> 2134.. 2445 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



OJ990525_07.9A15.C32 
+ 

2445 
AAT/NAP 
2445 
2487 



Seq. No. 


22736 


Seq. ID 


OJ990525_07. 


9A15.C33 


Gene No. 


47278 


Strand 


+ 




Start 


131 


End 


3627 




Name 


OJ990525 07.9A15.C33.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


3627 




GI 


none 


Score 


.56 




Exons 


131. .650, 705. .1087, 1217.. 


,1507, 1974. 


.1995, 3515.. 


3627 


Seq. No. 


22736 


Seq. ID 


OJ990525_07. 


9A15.C33 


Gene No. 


47279 


Strand 


+ 




Start 


6551 


End 


6893 




Name 


OJ990525 07.9A15.C33.o2.hp 


Method 


AAT/NAP 




Start 


6551 


End 


6893 




GI 


5091511 


Score 


480 




Exons 


6551. .6893 








GI Descrip. 


(AB023482) Similar to Arabidopsis thaliana RING-H2 


finger 



22964 



protein RHXla itiRNA, partial cds . (•AF079184 ) [Oryza sativa] 



Seq. No. 22736. Seq. ID OJ990525_07.9A15.C33 

Gene No. 47280 Strand 

Start 1 End 601 

Name OJ990525_07 . 9A15 . C33 . ol . np Method AAT/NAP 

Start 1 End 601 

GI 5091512 Score 753 

Exons 1..382, 423.. 601 

GI Descrip. (AB0234B2) Similar to Plasmodium vivax circumsporozoite protein 

gene, complete cds.(M11926) [Oryza sativa] 



Seq. No. 22737 Seq. ID 

Gene No. 47281 Strand 

Start 1 End 

Name OJ990525_07 . 9A15 . C34 . ol . np Method 

Start 1 End 

GI 5091511 Score 

Exons 1 . . 555 

GI Descrip. (AB023482) Similar to Arabidopsis thaliana 
protein RHXla mRNA, partial cds . (AF079184 ) 



OJ990525 
+ 

558 

AAT/NAP 
555 
930 



07.9A15.C34 



RING-H2 finger 
[Oryza sativa] 



Seq. No. • 22737 Seq. ID 

Gene No. 47281 ~ Strand 

Start 1 End 

Name OJ990525_07 . 9A15 . C34 . ol . gs Method 

Start 37 End 

GI none Score 

Exons 37 . . 558 



OJ990525_07 . 9A15 .C3^ 

+ • 
558 

GENSCAN 

558 

1 



Seq. No. 


22737 








Seq. ID 


OJ990525_07 . 9A15 . C34 


Gene No. 


47282 








Strand 




Start 


1812 








End 


5415 


Name 


OJ990525 07 


. 9A15 


C34.02 


.gs 


Method 


GENSCAN 


Start 


1812 








End 


5247 


GI 


none 








Score 


.64 


Exons 


1812. .1940, 


2941 


.3017, 


3675. 


.3717, 4^ 


38. .4542, 5075. .5247 


Seq. No. 


22737 








Seq. ID 


OJ990525_07.9A15.C34 


Gene No. 


47282 








Strand 




Start 


1812 








End 


5415 


Name 


OJ990525 07 


. 9A15 


C34.02 


np 


Method 


AAT/NAP 


Start 


1815 








End 


5247 


GI 


5091510 








Score 


7 63 


Exons 


1815. .1940, 


2941 


.3017, 


3675. 


.3717, 4438. .4542, 5075. .5247 


GI Descrip. 


(AB023482) 


Similar to Arabidopsis thaliana gamma-adaptin 1 mRNA, 




complete cds. (AF061286) 


[Oryza sativa] 




Seq. No. 


22737 








Seq. ID 


OJ990525_07.9A15.C34 


Gene No. 


47282 








Strand 




Start 


1812 








End 


5415 


Name 


OJ990525 07 


. 9A15, 


034. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3428 








End 


5415 


GI 


none 








Score 


66 


Exons 


3428, .3496, 


3429. 


.3497, 


3502". 


.3567, 3567. .3719, 3588. .3719, 




3622. .3732, 


4437. 


.4532, 


4438. 


.4545, 4439. .4543, 5069. .5251, 




5075. .5248, 


5306. 


.5380, 


5333. 


.5377, 5334. .5414, 5344. .5415, 



22965 



5344. .5412, 5382. .5414 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22737 Seq. ID OJ990525_07 , 9A15 . C34 

47282 Strand 

1812 End 5415 

OJ990525_07 . 9A15 . C34 . ol . gp Method AAT/GAP 

3595 End 4537 

2796377 Score 283 

3595.. 3717, 4438.. 4537 

5091510/dbj t BAA78745.il 3.0e-14 (AB023482) Similar to 
Arabidopsis thaliana gamma-adaptin 1 mRNA, complete 
cds. (AF061286) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22737 
47282 
1812 

OJ990525_07.9A15.C34 .ol.ts 

3637 

none 

3637.. 3720, 3637.. 3720, 4438. 
4490. .4534, 5069. .5248, 5079. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990525 07.9A15.C34 



5415 

TBLASTX : Soybean 
5248 
76 

4488, 4442. .4489, 4486. .4545, 
5234 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



22738 
47283 * 
1 

OJ990525_07. 9A15.C35.ol.np 
1 

5091510 



OJ990525 07.9A15.C35 



Seq. ID 
Strand 

End 7308 
Method AAT/NAP 
End 7127 
Score 3102 

1..422, 1196. .1323, 1774. .1869, 1963. .2085, 2184. .2238, 
2843. .3006, 3430. .3520, 4310. .4509, 4811. .4990, 6040. .6213, 
6589. .6777, 6861. .7127 

(AB023482) Similar to Arabidopsis thaliana gamma-adaptin 1 mRNA, 
complete cds . (AF061286) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22738 Seq. ID 

47283 Strand 

1 End - 

OJ990525_07. 9A15.C35.ol.gs Method 

40 End 

none Score 



OJ990525_07.9A15.C35 

7308 
GENS CAN 
7127 - 
.79 

.2085, 2902. .3006, 



40. .422, 1196. .1323, 1774. .1869, 1963. 
3430. .3520, 4310. .4509, 4811. .4990, 6040. .6213, 6589. .6777, 
6861. .7127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22738 
47283 
1 

OJ990525_07 . 9A15 . C35 . o2 . tm 

131 

none 



Seq. ID OJ990525_07.9A15.C35 
Strand 

End 7308 

Method TBLASTX : Maize 

End 2934 

Score • 75 



131. .187, 132. .188, 148. .429, 150. .428, 467. .622, 515. .625, 
517. .627, 528. .623, 1195. .1293, 1196. .1285, 1774. .1869, 
1775. .1870, 1961. .2086, 1963. .2085, 2177. .2236, 2182. .2238, 
2184. .2255, 2185. .2256, 2841. .2924, 2842. .2931, 2842. .2934 



Seq. No. 
Gene No. 



22738 
472.6^. 



Seq. ID 
Strand 



OJ990525 07.9A15.C35 



22966 




start 1 End 7308 

Name OJ990525_07 . 9A15 . C35 . ol . tc Method TBLASTX : Cress 

Start 140 End 7261 

GI none Score 131 

Exons 140. .184, 287. .424, 517. .630, 1198. .1332, 1724. .1870, 



1764. .1847, 1768. .1869, 1771. .1872, 1961. .2086, 1961. .2086, 

1962.. 2087, 1963.. 2088, 1963.. 2088, 2190.. 2255, 2193.. 2237, 

2842. .3021, 2842. .3024, 3428. .3523, 3430. .3534, 3430. .3522, 

4307. .4468, 4309. .4467, 4311. .4481, 4311. .4472, 4808. .4987, 

4809. .4991, 6043.. 6213, 6044.. 6217, 6089.. 6214, 6589.. 6753, 

6590.. 6730, 6645.. 6731, 6825.. 6998, 6828.. 7133, 6829.. 7134, 

7228.. 7260, 7232.. 7261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22738 
47283 
1 

OJ990525_07. 

1219 

none 

1219. .1332, 
1963. .2076 



9A15.C35.ol.ts 



1694.. 1870, 1765. 



Seq. ID OJ990525_07.9A15.C35 
Strand 

End 7308 

Method TBLASTX : Soybean 

End 2076 

Score 131 

.1872, 1768. .1869, 1961. .2074, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22738 
47283 
1 

OJ990525_07. 

2839 

none 

2839. .3009, 

22738 
47283 
1 

OJ990525_07. 
3428 
none 
3428. 
4309. 
6040. 



.3523, 
.4467, 
.6183, 



9A15.C35.o4.ts 



2842.. 3009, 3430. 



9A15.C35.o3.tm 



3429.. 3521, 3430. 
4315. .4467, 4805. 
6040.. 6180 



Seq. ID OJ990525_07.9A15.C35 
Strand 

7308 

TBLASTX: Soybean 
3480 
95 



End 

Method 
End 
Score 
.3480 



Seq. ID OJ990525_07.9A15.C35 
Strand 

End 7308 
Method TBLASTX : Maize 
.End '6183 
Score 143 

.3522, 4298. .4465, 4307. .4465, 
.5002, 4809. .4991, 6039. .6140, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22738 
47283 
1 

OJ990525_07. 

4409 

none 

4409. .4468, 



9A15.C35.o2.ts 



Seq. ID OJ990525_07.9A15.C35 
Strand 

End 7308 

Method TBLASTX : Soybean 

End 4981 

Score 98 



4411. .4467, 4808. .4981, 4809. .4979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ *- ^ 

Exons 



22738 
47283 
1 

OJ990525_07. 

6034 

none 

6034. .6207, 
6589. .6732, 



9A15.C35.o3.ts 



6040.. 6213, 6071. 
6590. .6730 



Seq. ID OJ990525_07.9A15.C35 
Strand 

End 7308 • 

Method TBLASTX : Soybean 

End 6732 

Score 116 

.6214, 6107. .6217, 6575. .6730, 



22967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22738 
47283 - 
1 

OJ990525_07 . 9A15 . C35 . o4 . tm 

6588 

none 



Seq. ID OJ990525_07.9A15.C35 
Strand 

End 7308 

Method TBLASTX : Mai ze 

End 6733 

Score 177 



6588.. 6731, 6589.. 6732, 6590.. 6733 



22738 
47283 
1 

OJ990525_07 . 9A15 . C35 . ol . tm 

6852 

none 



Seq. ID OJ990525_07.9A15.C35 
Strand 

End 7308 

Method TBLASTX : Mai ze 

End 7308 

Score 187 - 



6852.. 7046, 6852. .7133, 6892. .7131, 7226.. 7306, 7228.. 7308 



22739 
47284 
1935 

OJ990525_07.9A15.C36.ol.np 

1935 

5091509 



Seq. ID OJ990525_07.9A15.C36 

Strand + 

End 6523 

Method AAT/NAP 

End 6523 

Score 4 671 



1935.. 2215, 2949. .3072,,-3186. .3278, 3451.. 3841, 4593.. 5082, . 
5193.. 6523 

(AB023482) EST AU065533 (C2174 ) corresponds to a region of the 
predicted gene.; Similar to Homo sapiens splicing factor Prp8 
mRNA, complete cds . (AF092565) [Oryza sativa] 



22739 
47284 
1935 

OJ990525_07. 9A15.C36.ol.gs 

1968 

none 



Seq. ID OJ990525_07.9A15.C36 

Strand + 

End 6523 

Method GENSCAN 

End 6447 

Score • .73 



1968. .2215, 2949. .3072, 3186. .3278, 3451. .3841, 4593. .5082, 
5193.^-6447 



Seq. No. 22739 

Gene No. 47284 

Start 1935 

Name OJ990525_07 . 9A15 . C36 . o3 . tc 

Start 2075 

GI none 

Exons 2075.. 2200, 2076.. 2201 



Seq. ID OJ990525_07.9A15.C36 

Strand + 

End 6523 

Method TBLASTX : Cress 

End 2201 

Score 196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22739 
47284 
1935 

OJ990525_07. 9A15.C36.o2.tc 

2971 

none 



Seq. ID OJ990525_07.9A15.C36 

Strand + 

End 6523 

Method TBLASTX : Cress 

End 3642 

Score 167 



2971. .3075, 2971. .3072, 2985. .3074, 3176. .3274, 3183. .327^ 
3448. .3468, 3448. .3642, 3495. .3557, 3547. .3642 



Seq. No. 
Gene No. 
Start 



22739 
47284 
1935 



Seq. ID OJ990525_07.9A15.C36 
Strand + 
End 6523 



22968 



Name 


OJ990525 07 


Start 


4586 


GI 


none 


Exons 


4586. .4858, 


Seq. No. 


22739 




47284 


start 


1935 


Name 


OJ990525 07 


Start 


5495 


GI 


none 


Exons 


5495.-5674, 


Seq. No. 


22739 




47284 


start 


1935 


Name 


OJ990525 07 


start 


5965 


GI 


none 


Exons 


5965. .6189, 


Seq. No. 


22740 


Gene No. 


47285 


Start 


1. 


Name 


OJ990525 07 


Start 


1 


GI 


5091509 


Exons 


1. .1069 


GI Descrip. 


(AB023482) 



Method 

End 

Score 



TBLASTX: Cress 

4858 

462 . 



Seq. ID OJ990525_07.9A15.C36 

Strand + 

End 6523 

15.C36.o2.tm Method TBLASTX: Maize 

End . 5691 

Score 127 
5495.-5674, 5499.. 5690, 5499.. 5657, 5500.. 5691 

Seq. ID OJ990525_07.9A15.C36 

Strand + 

End 6523 

15 . C36 . oi ..tm Method TBLASTX : Maize 

End 6209 

Score 388 
5965. .6189, 5967. .6209, 5984. .6193, 5988. .6200 

Seq. ID OJ990525_07.9A15.C37 

Strand + 

End " 1069 

15.C37.ol.np Method AAT/NAP 

End 1069 

Score 1637 



predicted gene.; Similar to Homo sapiens splicing factor Prp8 
mRNA, complete cds . (AF092565) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22740 
47285 
1 

OJ990525_07 . 9A15 . C37 . o2 . ts 
7 

none 



Seq. ID OJ990525_07.9A15.C37 

Strand + 

End 1069 

Method TBLASTX: Soybean 

End 264 

Score 306 



7. .246, 7. .81, 8. .247, 9. .251, 9. .254, 121. .264 



22740 
47285 
1 

OJ990525_07 . 9A15 . C37 . o2 . tm 
20 

none 

20. .292, 21. .293, 22. .291, 30. .293 



Seq. ID OJ990525_07.9A15.C37 
Strand 
End 

Method 
End 
Score 



+ 

1069 

TBLASTX: Maize 

293 

323 



22740 
47285 
1 

OJ990525_07 . 9A15 . C37 . ol . gs 
49 

none 
49. .489 



Seq. ID OJ990525_07.9A15.C37 

Strand + 

End 1069 

Method GENSCAN 

End 489 

Score .87 



Seq. No. 



22740 



Seq. ID OJ990525_07.9A15.C37 



22969 



ocilc vi\J . 


*1 / ^ O J 




strand 


+ 


Start 


1 




End 


1069 


Name 


OJ990525 07.9A15.C37.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


282 




End 


485 


GI 


none 




Score 


321 


Exons 


282. .485, 283. .483, 287. 


.484 






Seq. No. 


22740 




Seq. ID 


OJ990525_07 . 9A15 . C37 




H / 4L.OD 




9f r;?nd 


-1- 


Start 


1 




End 


1069 


Name 


OJ990525 07.9A15.C37.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


359 




End 


1018 


GI 


none 




Score 


172 


Exons 


359. .544, 362. .538, 363. 


.545 


, 364. .543 


, 602. .1018, 607. .1017 


Seq. No. 


22740 




Seq. ID 


OJ990525_07.9A15.C37 




*i / ^ O J 




rand 


-f 


Start 


1 




End 


1069 


Name 


OJ990525 07.9A15.C37.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


591 




End 


823 


GI 


none 




Score 


343 


Exons 


591. .818, 602. .823, 607. 


.819 






Seq. No. 


22740 




Seq. ID 


OJ99a525_07 . 9A15 . C37 


Gene No. 


47285 




Strand 


+ 


Start 


1 




End 


1069 


Name 


OJ990525 07. 9A15.C37.ol. 


gp 


Method 


AAT /GAP 


Start 


642 




End 


1018 


GI 


uC-osrocyp008b07bl 




Score 


716 


Exons 


642. .1018 








GI Descrip. 


M521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


gene 






Seq. No. 


22741 




Seq. ID 


OJ990525_07.9A15.C4 0 


Gene No. 


47286 




Strand 


+ 




1 




End 


750 


Name 


OJ990525 07. 9A15.C40.o2. 


np 


Method 


AAT /NAP 


Start 


1 




End 


700 


GI 


3176710 




Score 


122 


Exons 


1..99, 534. .700 








GI Descrip. 


(AC002392) unknown protein [Arabidopsis thaliana] 


Seq. No. 


22741 




Seq. ID 


OJ990525_07.9A15.C40 


Gene No. 


47286 




Strand 


+ 


Start 


1 




End 


750 


Name 


OJ990525. 07.9A15.C40.ol. 


gp 


Method 


AAT /GAP 


Start 


534 




End 


750 


GI 


20314 1.R1084 




Score 


344 


Exons 


534. .750 








GI Descrip. 


'3176710 2.0e-15 (AC002392) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. . 


22741 




Seq. ID 


OJ990525_07.9A15.C40 


Gene No. 


47287 




Strand 




Start 


1 




End 


805 


Name 


OJ990525 07.9A15.C40.ol. 


np 


Method 


AAT /NAP 


Start 


1 




End 


805 



22970 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5091523 Score 425 

1..264, 721. .805 

(AB023482) Similar to Gallus gallus mRNA for attachment .region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 

22742 
47288 
125 

OJ990525_07 . 9A15 . C4 5 . ol . gs 
125 
none 

125. .743 

22742 
47288 
125 

OJ990525_07 . 9A15 . C45 . ol . np 
146 

5091513 - 
146. .877 



22743 
47289 
1 

OJ990525_07 . 9A15 . C4 6 . ol . np 
1 

3661603 
1..92, 173. .259, 349. .501 

(AF092841) ribonucleoside-diphosphate reductase large subunit 
[Arabidopsis thaliana] 



Seq. ID 


OJ990525 


Strand 


+ 


End 


877 


Method 


GENSCAN 


End 


743 


Score 


. 66 


Seq. ID 


OJ990525 


Strand 


+ 


End 


877 


Method 


AAT/NAP 


End 


877 


Score 


931 


in [Oryza 


sativa] 


Seq. ID 


OJ990525 


Strand 


+ 


End 


501 


Method 


AAT/NAP 


End 


501 


Score 


286 



Seq. No. 22743 

Gene No. 47289 

Start 1 

Name OJ990525_07 . 9A15 . C4 6 . ol . tm 

Start . 56 

GI none 

Exons 56. .94, 57. .92, 59. .100, 153. .260, 162. .260, 163. .261, 176. .262, 
346. .471, 346. .471, 347. .472, 348. .473 



Seq. ID OJ990525_07.9A15.C46 

Strand + 

End 501 

Method TBLASTX: Maize 

End 473 

Score 57 



Seq. No. 22743 

Gene No. 47289 

Start 1 

Name OJ990525_07 . 9A15 . C4 6 . ol . ts 

Start 56 

GI none 
Exons 



Seq. ID OJ990525_07.9A15.C46 

Strand + 

End 501 

Method TBLASTX : Soybean 

End 471 

Score 54 



56. .91, 57. .92, 170. .292, 171. .245, 172. .258, 346. .471, 
346. .462, 351. .470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22743 
47289 
1 

OJ990525_07 . 9A15 . C4 6 . ol . tc- 
57 

none 



Seq. ID OJ990525_07.9A15.C46 

Strand + 

End 501 

Method TBLASTX : Cres s 

End 482 

Score 57 



57. .92, 57. .92, 59. .94, 170. .274, 172. .261, 346. .471, 348. .482 



22971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22744 Seq. ID 

47290 Strand 
1 End 
OJ990525_07 . 9A15 . C4 7 . ol . np Method 
1 End 
5091510 Score 
1..37, 211. .315, 699. .784 

{AB023482) Similar to Arabidopsis thaliana gamma-adaptin 1 mRNA, 
complete cds. (AF061286) [Oryza sativa] 



OJ990525_07.9A15.C47 
+ 

784 

AAT/NAP 

784 

110 



22744 
47290 
1 

OJ990525_07 . 9A15 . C47 . ol . gs 

211 

none 

211. .315 



Seq. ID OJ990525_07.9A15.C47 

Strand + 

End 784 

Method GENSCAN 

End 315 

Score .47 



Seq. No. 22744 Seq. ID OJ990525_07 . 9A15 . C4 7 

Gene No. 47290 Strand + 

Start -1 End 784 

Name OJ990525_07 . 9A15 . C47 . ol ..gp Method AAT/GAP 

Start 216 " End 315 

GI 2796377 Score 171 

Exons 216.. 315 

GI Descrip. 5091510/dbj | BAA78745 , 1 | 3.0e-14 (AB023482) Similar to 
Arabidopsis thaliana gamma-adaptin 1 mRNA, complete 
cds. (AF061286) [Oryza sativa] 



Seq. No. 22745 Seq. ID 

Gene No. 47291 Strand 

Start 22 End 

Name 0J9 9052 5_07 . 9A15 . C4 9 . ol . gs Method 

Start 22 - End 

GI none Score 

Exons 22.. 313 



OJ990525_07.9A15.C4 9 
313 

GENSCAN 

313 

.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22746 Seq. ID OJ990525_07.9A15.C50 

47292 Strand + 

1 End 591 

OJ990525_07. 9A15.C50.ol.gp Method AAT/GAP 

1 End 535 

LIB3477-004-P1-K1-D10 Score 682 

1..63, 240. .535 

•5091516/dbj IBAA78751.il 4.0e-58 (AB023482) ESTs 

C72761 (E2193) , AU056875 (S20945) , AU05687 6 (S2094 5 ) correspond to a 
region of the predicted gene.; Similar to Thermus thermophilus 
gene for homocitrate synthase, homoaconitate hydratase, and 
ORE, complete and part' 



22746 Seq. ID 

47292 Strand 

1 End 

OJ990525_07 . 9A15 . C50 . ol . np Method 

28 End 

5091516 Score 



OJ990525_07.9A15.C50 
+ 

591 

AAT/NAP 

591 

589 



22972 




Exons 28. ,63, .240. .591 

GI Descrip. (AB023482) ESTs C72761 {E2193) , AU056875 (S20945) , AU056876 (S20945 ) 
correspond to a region of the predicted gene.; Similar to 
Thermus thermophilus gene for homocitrate synthase, 
homoaconitate hydratase, and ORF, complete and part... 



Seq. No. 


22746 


Seq. ID 


OJ990525_07.9A15.C50 


Gene No. 


47293 


Strand 


- 


Start 


267 


End 


591 


Name 


OJ990525 07.9A15.C50.ol.tm 


Method 


TRTiASTX • Ma i 7P 

X LJ ±JI^kJ 1. i\ . L 1 CI -1> £^ ^ 


Start 


239 


End 


591 


GI 


none 


Score 


498 


Exons 


239. .550, 240. .590, 241. .591, 246. .587 




Seq. No. 


22746 


Seq, ID 


OJ990525_07.9A15.C50 


Gene No. 


47293 


Strand 


- 


Start 


267 


End 


591 


Name 


OJ990525 07.9A15.C50.ol.gs 


Method 


GENSCAN 


Start 


267 


End 


466 


GI 


none 


Score 


,4 


Exons 


267 466 






Seq. No. 


22746 


Seq. ID 


OJ990525_07 . 9A15 . C50 


Gene No. 


47293 


Q-j- rand 


- 


Start 


267 


End 


591 


Name 


OJ990525 07 9A15 C50 ol tc 


Met hod 




Start 


276 ~ 


End 


575 


GI 


none 


Score 


115 


Exons 


276. .410, 417. .575 






Seq. No. 


22746 


Seq. ID 


OJ990525_07.9A15.C50 


Gene No. 


47293 


Strand 


- 


Start 


267 


End 


591 


Name 


OJ990525 07 9A15 C50 ol ts 


Method 


TBLASTX: Soybean 


Start 


324 ~ 


End 


575 


GI 


none 


Score 


175 


Exons 


324.. 575 






Seq. No. 


22747 


Seq, ID 


OJ990505_06. 9A11.C3 


Gene -No. 


47294 


Strand 




Start 


570 


End 


726 


Name 


OJ990505 06.9All.C3.ol.gp 


Method 


AAT/GAP 


Start 


570 


End 


726 


GI 


uC-osflcyp030fl2bl 


Score 


278 


Exons 


570. .726 






GI Descrip. 


'3540181 4.0e-12 (AC004122) 


Unknown protein [Arabidopsis 




thaliana] * 






Seq. No. 


22748 


Seq, ID 


OJ990505_06, 9A11.C5 


Gene No. 


47295 


Strand 


+ 


Start 


1 


End 


432 


Name 


OJ990505 06.9All.C5.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


342 


GI 


5003042 


Score 


647 


Exons 


1. .342 







GI Descrip. 3540181 4.0e-12 (AC004122) Unknown protein [Arabidopsis 
thaliana] 

22973 



Seq. No. 


22748 


Seq. ID 


OJ990505_06. 9A11 


.C5 


Gene No. 


47295 


Strand 


+ 




Start 


1 


End 


432 




Name 


OJ990505_06. 9All.C5.ol .tm 


Method 


TBLASTX: Maize 




Start 


19 


End 


263 




GI 


none 


Score 


118 




Exons 


19. .72, 20. .172, 20. .175, 30. 


.251, 144. 


.212, 183. .263, 


230. .262 


Seq. No. 


22748 


Seq. ID 


OJ990505_06.9A11 


.C5 


Gene No. 


47295 


Strand 


+ 




Start 


1 


End 


432 




Name 


OJ990505 06. 9All.C5.ol. ts 


Method 


TBLASTX : Soybean 




Start 


29 


End 


431 




GI 


none 


Score 


84 




Exons 


29. .85, 30. .86, 126. .212, 240 


..293, 342. .431 




Seq. No. 


22748 


Seq. ID 


OJ990505_06.9A11 


.C5 


Gene No. 


47295 


Strand 


+ 




Start 


1 


End 


432 




Name 


OJ990505 06.9All.C5.ol.np 


Method 


AAT/NAP 




Start 


33 


End 


432 




GI 


3540181 


Score 


228 




Exons 


33.. 432' 








GI Descrip. 


(AC004122) Unknown protein [Arabidopsis thaliana] 




Seq. No. 


22749 


Seq. ID 


OJ990505_06.9A11 


.C6 


Gene No. 


47296 


Strand 






Start 


463 


End 


806 




Name 


OJ990505 06.9All.C6.ol.gs 


Method 


GENSCAN 




Start 


463 


End 


753 




GI 


none 


Score 


.52 




Exons 


463. ,499, 692. .753 








Seq. No. 


22749 


Seq. ID 


OJ990505_06.9A11 


.C6 


Gene No. 


47296 


Strand 






Start 


463 


End 


806 




Name 


OJ990505 06.9All.C6.ol.gp 


Method 


AAT/GAP 




Start 


479 


End 


806 




GI 


2508 1.R1084 


Score 


607 




Exons 


479. .806 








GI Descrip. 


'3402817/emb|CAA07704| 2.0e-35 (AJ007829) lacZ » ' [Cloning vector 




pGreen] * 








Seq. No. 


22750 


Seq. ID 


OJ990505_06.9A11 


.C9 


Gene No. 


47297 


Strand 






Start 


1095 


End 


1781 




Name 


OJ990505 06.9All.C9.ol.gp 


Method 


AAT/GAP 




Start 


1095 


End 


1633 




GI 


21272 1.R1084 


Score 


441 




Exons 


1095. .1310, 1394. .1485, 1578. 


.1633 







GI Descrip. ' 1076670/pir | | S52386 l.Oe-50 NADH dehydrogenase (EC 1.6.99.3) - 
potato >gi_668985_emb_CAA59062_ (X84319) NADH dehydrogenase 
[Solaniun tuberosum] * 



Seq. No. 
Gene No. 



22750 
47297 



Seq. ID OJ99050-5_06.9A11.C9 
Strand 



22974 



start 
Name 
Start 
GI 

Exons 



1095 - End 

OJ990505_06 . 9A11 . C9 . ol . tc Method 

1191 End 

none Score 



1781 

TBLASTX: Cress 

1538 

133 



1191. .1310, 1194. .1328, 1195. .1311, 1385. .1489, 1389. .1538, 
1395. .1490 



Seq. No. 22750 

Gene No. 47297 

Start 1095 

Name OJ990505_06 . 9A11 . C9 . ol . t s 

Start 1191 

GI none 
Exons 



Seq. ID OJ990505_06.9A11.C9 
Strand 

End 1781 

Method TBLASTX : Soybean 

End 1538 

Score 110 



1191. .1310, 1194. .1328, 1198. .1311, 1385. .1492, 1388. .1483, 
1389. .1538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22750 
47297 
1095 

OJ990505_06 . 9A11 . C9 . ol . tm 

1194 

none 



Seq. ID OJ990505_06.9A11.C9 
Strand 

End 1781 

Method TBLASTX : Mai ze 

End 1639 

Score 112 



1194.. 1310, 1194.. 1328, 1198.. 1311, 1385.. 1489, 1389.. 1538, 
1580.. 1639 



Seq. No. 22750 

Gene No. 47297 

Start 1095 

Name OJ990505_06 . 9A11 . C9 . ol . gs 

Start 1197 

GI none 

Exons 1197.. 1310 



Seq. ID OJ990505_06.9A11.C9 
Strand 

End 1781 

Method GENSCAN 

End 1310 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22750 
47297 
1095 

OJ990505_06 . 9A11 . C9 . ol . np 
1197 
6226880 



Seq. ID OJ990505_06. 9A11.C9 
Strand 

1781 
AAT/NAP 
1781 
325 



End 

Method 
End 
Score 

1197, .1310, 1394. .1485, 1578. .1781 

NADH-UBIQUINONE OXIDOREDUCTASE 23 KD SUBUNIT PRECURSOR (COMPLEX 
I-23KD) (CI-23KD) (COMPLEX 1-28. 5KD) (CI-28.5KD) 

gil 1076670|pir| IS52386 NADH dehydrogenase (EC 1.6.99.3) - potato 
gi| 668985|emb|CAA59062| (X84319) NADH dehydrogenase [Solanum 
tuberosum] 



Seq. No. 22751 

Gene No.. 47298 

Start 1 

Name OJ990505_06 . 9A11 . CIO . ol . np 

Start 1 ■ 

GI 4914439 

Exons 1..57, 452.. 602, 685.,. 712 

GI Descrip. (AL050351) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990505_06. 9A11.C10 
Strand 

End 712 
Method • AAT/NAP 
End 712 - 

Score 70 



Seq. No. 



22751 



Seq. ID OJ990505_06. 9A11.C10 



22975 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47298 
1 

OJ990505_06 . 9A11 . CIO . ol 
426 
none 

426. .587, 450.. 581, 452, 

22752 
47299 
1 

OJ990505_06.9Ali.C12.ol. 
1 

4883612 

1..204, 461. .643 
(AC006922) hypothetical 

22752 
47299 
1 

OJ990505_06 . 9A11 . Cl-2 . ol , 

101 

none 

.101. .204, 461.. 699, 792. 

22752 
47299 
1 

OJ990505_06.9All.C12.ol, 

148 

none 

148. .201, 455.. 703, 460. 

22752 
47299 
1 

OJ990505_06 . 9A11 . C12 . ol , 

535 

none 

535. .594, 536. .706, 548, 
810. .896, 823. .897, 888, 

22753 
47300 
1 

OJ990505_06. 9All.C14.ol. 
1 

6561965 

1..140, 247. .342 
(AL132964 ) kinesin-like 

22753 
47300 
1 

OJ990505_06. 9All.C14.ol. 
1 

none 

1..24, 2. .142, 22. .141, 



.tm 



.583 



Strand 
End 

Method 

End 

Score 



712 

TBLASTX: Maize 

587 

148 



np 



Seq. ID OJ990505_06.9A11.C12 

Strand + 

End 932 

Method AAT/NAP 

End 643 

Score 222 



protein [Arabidopsis thaliana] 

Seq. ID OJ990505_06.9A11.C12 

Strand + 

End 932 

gs Method GENSCAN 

End 919 

Score .74 

.919 

Seq. ID OJ990505_06.9A11.C12 

Strand + 

End 932 

ts Method TBLASTX : Soybean 

End 7 03 

Score 74 

.585 

Seq. ID OJ990505_06.9A11.C12 

Strand + 

End 932 

tm Method TBLASTX : Maize 

End 932 

Score 247 
.706, 550. .708, 788. .826, 789. .818, • 
.932, 903.. 932 

Seq. ID OJ990505_06.9A11.C14 

Strand + 

End 351 

np Method AAT/NAP 

End 342 

Score 268 

protein [Arabidopsis thaliana] 

Seq. ID OJ990505_06.9A11.C14 

Strand + 

End 351 

tm Method TBLASTX : Maize 

End 351 

Score 36 
23. .145, 24. .155, 244. .351, 244. .345, 



22976 



245. .346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22754 Seq. ID OJ990505_06.9A11.C16 

47301 Strand 

1 End 701 

OJ990505_06 . 9A11 . C16 . ol . gp Method AAT/GAP 

1 End 77 

1278_1.R1084 Score 135 

1..77 

•3183079/sp|Q42972|MDHG_ORYSA l.Oe-167 MALATE DEHYDROGENASE, 
GLYOXYSOMAL PRECURSOR >gi_1375075_db j_BAA12870 . 1_ (D85763) 
glyoxysomal malate dehydrogenase [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22754 Seq. ID OJ990505_06.9A11.C16 

47301 Strand 

1 End 701 

OJ990505_06 . 9A11 . C16 . ol . np Method AAT/NAP 

1 End 701 

2827078 Score 69 

1..77, 675. .701 

(AF020270) malate dehydrogenase precursor [Medicago sativa] 



22754 Seq. ID 
47301 * Strand 

1 End 
OJ990505_06. 9All.C16.o2.gp Method 

90 End 

none Score 
90. .459 



OJ990505_06.9A11.C16 
701 

AAT/GAP 

459 

690 



Seq. No. 


22755 




Seq. ID 


OJ990505_06.9A11 


.C17 


Gene No. 


47302 




Strand 


+ 




Start 


161 




End 


816 




Name 


OJ990505 06.9A11.C17, 


.ol.gs 


Method 


GENSCAN 




Start 


161 




End 


801 




GI 


none 




Score 


.67 




Exons 


161. .403, 483. .801 










Seq. No. 


22755 




Seq. ID 


OJ990505 06.9A11 


.C17 


Gene No. 


47302 




Strand 


+ 




Start 


161 




End 


816 




Name 


OJ990505 06.9A11.C17, 


.ol.gp- 


Method 


AAT/GAP 




Start 


331 




End 


816 




GI 


LIB3434-038-P1-K1-A5 




Score 


747 




Exons 


331. .403, 483. .816 










GI Descrip. 


M883612/gb|AAD31581, 


.1|AC006922_13 6.i 


Oe-11 (AC006922) 





hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 22755 Seq. ID 

Gene No. 47302 Strand 

Start 161 End 

Name OJ990505_06 . 9A11 . C17 . ol . np Method 

Start 506 . . End 

GI 4883612 Score 

Exons 506. .816 

GI Descrip. (AC0C)6922) hypothetical protein [Arabidopsis thaliana] 



OJ990505_06 . 9A11 .017 
+ 

816 

AAT/NAP 
816 
97 



22977 




Seq. No. 


22756 


Seq. ID 


OJ990505_06.9A11. 


C18 


Gene No. 


47303 


Strand 


+ 




Start 


1 


End 


423 




Name 


OJ990505 06.9All.C18.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


312 




GI 


73153 1.R1084 


Score 


565 - 




Exons 


1. .312 








GI Descrip. 


•3540181 2.0e-31 (AC004122) 


Unknown protein [Arabidopsis 




thaliana] * 








Seq. No. 


22756 


Seq. ID 


OJ990505_06.9A11. 


C18 


Gene No. 


47303 


Strand 


+ 




Start 


1 


End 


423 




Name 


OJ990505 06.9All.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


411 




GI 


3540181 


Score 


286 




Exons 


1. .411 








GI Descrip. 


(AC004122) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


22756 


Seq. ID 


OJ990505 06 9A11 


C18 




47303 


Strand 


-1- 




Start 


1 


End 


423 




Name 


OJ990505 06.9All.C18.ol.gs 


Method 


\J i-t tj Va^rXLN 




Start 


70 


End 


423 




GI 


none 


Score 


. 63 




Exons 


70. .423 








Seq. No. 


22756 


Seq. ID 


OJ990505 06 9A11 


C18 


Gene No . 


47304 


Strand 






Start 


1237 


End 


154 8 

X ^ 1 o 




Name 


OJ990505 06.9All.C18.ol.ts 


Method 


TRT.A9TX • 9ovhp;:5n 




Start 


1 


End 


393 




GI 


none 


Score 






Exons 


1..33, 31. .120, 33. .119, 211 .'. 393/ 213 . 


.392, 241. .393 




Seq. No. . 


22756 


Seq. ID 


OJ990505_06.9A11. 


C18 


Gene No . 


47304 


Strand 






Start 


1237 


End 


1548 




Name 


OJ990505 06.9All.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


195 




GI 


none 


Score 


91 




Exons 


1..96, 6. .86, 54. .191, 55.. 


195 






Seq. No. 


22756 


Seq. ID 


OJ990505_06.9A11. 


C18 


Gene No . 


47304 


Strand 






Start 


1237 


End 


1548 




Name 


OJ990505 06.9All.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


204 


End 


424 




GI 


none 


Score 


66 




Exons 


204. .263, 205. .414, 207. .422, 235. .423, 


353. ;424 




Seq. No. 


22756 


Seq. ID 


OJ990505_06.9A11. 


C18 


Gene No. 


47304 


Strand 






Start 


1237 


End 


1548 




Name 


OJ990505 06.9Air.C18.o2.gs 


Method 


GENSCAN 




Start 


1237 


End 


1548 




GI 


none 


Score 


.46 





22978 



Exons 



1237. .1548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22757 Seq. ID 

47305 Strand 

1 End 

OJ990505_06.9All.C19.ol.np Method 

1 End 

5103727 Score 
1..269, 384. .644 

(AB028884) knottedl-type homeobox protein OSH43 [Oryza sativa] 



OJ990505_06.9A11.C19 
+ 

848 

AAT/NAP 

644 

426 



22757 Seq. ID 

47305 Strand 
1 - End 

OJ990505_06. 9All.C19.ol.gp Method 
225 End 
137_1.R1084 Score 
225. .269, 384. .846 

'2832408/emb|CAA74605| 4.0e-33 (Y14209) R2R3-MYB transcription 
factor [Arabidopsis thaliana] * 



O J9 9 0 5 0 5_0 6 . 9 Al 1 . C 1 9 
+ 

848 

AAT/GAP 

846 

756 



22757 Seq. ID 

47305 ' Strand 

1 End 
OJ990505_06 . 9A11 . C19 . o2 . gp Method 
225 End 
137_1.R1084 Score 
225. .269, 384. .848 

'2832408/emb|CAA74605| 4.0e-33 (yi4209) R2R3-MYB transcription 
factor [Arabidopsis thaliana] ' 



OJ990505_06.9A11.C19 
+ 

848 

AAT/GAP 

848 

754 



Seq. No. 


22757 




Seq. ID 


OJ990505_06.9A11 


.C19 


Gene No. 


47305 




Strand 


+ 




Start 


• 1 




End ■ 


848 




Name 


OJ990505 06.-9All.C19.ol 


-.gs 


Method 


GENSCAN 




Start 


396 




End 


647 




GI 


none 




Score 


.52 




Exons 


396. .647 










Seq. No. 


22757 




Seq. ID 


OJ990505_06.9A11 


.C19 


Gene No. 


47306 




Strand 






Start 


1129 




End 


4373 




Name 


OJ990505 06.9All.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


225 




End 


650 




GI 


none 




Score 


64 




Exons 


225. .269, 381. .482, 386 


. . 478, 


437. .487 


, 606.. 638, 609.. 


650 


Seq. No. 


22757 




Seq. ID 


OJ990505_06.9A11 


.C19 


Gene No. 


47306 




Strand 






Start 


1129 




End 


4373 




Name 


OJ990505 06.9All.C19.o2 


.gs 


Method 


GENSCAN 




Start 


1129 




End 


4373 




GI 


none 




Score 


.41 




Exons 


1129.. 1272, 3859.. 4009, 


4314. 


.4373 






Seq. No. 


22758 




Seq. ID 


OJ990505_06.9A11 


.C20 


Gene No. 


47307 




Strand 


+ 





22979 



start 
Name 
Start 
GI 

Exons 



1120 End 1411 

OJ990505_06 . 9A11 . C20 . ol . gp Method AAT/GAP 

1120 End 1411 

none Score 584 
1120. .1411 



Seq. No. 22758 

Gene No. 47308 

Start 45 

Name OJ990505_06 . 9A11 . C20 . ol . gs 

Start 45 

GI none 

Exons 45.. 161, 510.. 637, 1807.. 1846, 
3346. .3503 



Seq. ID OJ990505_06.9A11.C20 
Strand 

End 3503 

Method GENSCAN 

End 3503 

Score .51 
2775. .2846, 3094. .3319, 



Seq. No. 22758 Seq. ID 

Gene No. 47308 Strand 

Start 45 End 

Name. OJ990505_06 . 9A11 . C20 . o2 . gp Method 

Start 2093 End 

GI none Score 

Exons 2093.. 3160 



OJ990505_06.9A11.C20 

3503 
AAT/GAP 
3160 
2097 



Seq. No. 22758 Seq. ID 

Gene No. 47308 Strand 

Start 45 End 

Name OJ990505_06 . 9A11 . C20 . o3 . gp Method 

Start 3039 End 

GI none Score 

Exons 3039.. 3395 



OJ990505_06.9A11.C20 

3503 
AAT/GAP 
3395 
575 



Seq. No. 22759 Seq. ID- OJ990505_ 

Gene No. 47309 Strand + 

Start 6998 End 9012 

Name OJ990505_06 . 9A11 .C21 . ol .np Method AAT/NAP 

Start 6998 End 9012 

GI 3236253 Score 1772 

Exons 6998.. 9012 

GI Descrip. (AC004684) putative receptor-like protein kinase 
thaliana] 



06.9A11.C21 



[Arabidopsis 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



22759 Seq. ID OJ990505_ 

47310 Strand + 

16233 End 18066 

OJ990505_06 . 9A11 . C21 . p2 .gp Method AAT/GAP 

16169 End 18066 

2508_1.R1084 Score 1183 

16169.^^16344, 16457 .. 16563, 1664 6 .. 16688 , 17749. 
'34028I7/emb|CAA07704 I 2 . Oe-35 {AJ007829)' lacZ » ' 
pGreen] ' 

22759 Seq. ID OJ990505_ 

47310 Strand + 

16233 End 18066 

OJ990505_06 . 9A11 . C21 . o3 . gs Method GENSCAN 

16233 End 17783 

none Score . 98 



06. 9A11.C21 



.18066 
[Cloning vector 

06. 9All-.'-C21 



22980 




Exons 


16233. .16344, 16457 16563, 


16646. .16688, 17749. ,17783 


Seq. No. 


22759 


Seq. ID 


OJ990505_06 . 9A11 . C21 


Gene No. 


47310 


Strand 


+ 


Start 


16233 


End 


18066 


Name 


OJ990505 06.9All.C21.o3.np 


Method 


AAT/NAP 


Start 


16233 


End 


17789 


GI 


4490728 


Score 


227 


Exons 


16233. .16344, 164 57 16563, 


16646. .16688, 17749. .17789 


GI Descrip. 


(AL035709) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


22759 


Seq, ID 


OJ990505_06.9A11.C21 


Gene No. 


47311 


Strand 




Start 


2857 


End 


3244 


Name 


OJ990505 06.9All.C21.ol.gp 


Method 


AAT/GAP 


Start 


2857 


End 


3244 


GI 


LIB3477-003-P1-K1-E9 


Score 


94 


Exons 


2857,. 2922, 3222. .3244 






GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


22759 


Seq. ID 


OJ990505_06.9A11.C21 


Gene No. * 


;4'73i2 


Strand 




Start 


11113 


End 


13781 


Name 


OJ990505 06.9All.C21.o2".np 


Method 


AAT/NAP 


Start 


11113 


End 


13781 


GI 


3236253 


Score 


1468 


Exons 


11113. .11206, 11822. .13781 






GI Descrip. 


{AC004 684) putative receptor 


-like protein kinase [Arabidops 




thaliana] 






Seq. No. 


22759 


Seq. ID 


OJ990505_06 . 9A11 . C21 


fianp No 


47312 


Strand 




Start 


11113 


End 


13781 


Name 


OJ990505 06.9All.C21.o2.gs 


Method 


GENSCAN 


Start 


11741 


End 


13775 


GI 


none 


Score 


.87 


Exons 


11741. .12282, 12454. .13189, 


13287.. 13775 


Seq. No. 


22759 


Seq. ID 


OJ990505_06.9A11.C21 


Gene No_v - 


47313 


Strand 




Start 


18430 


End 


19152 


Name 


OJ990505 06.9All.C21.o4.tm 


Method 


TBLASTX: Maize 


Start 


7022 


End 


13691 


GI 


none 


Score 


169 


Exons 


7022. .7159, 7067. .7216, 7237 


..7323, 7238. .7333, 7333. .7446, 




7334. .7444, 1334 5 13530, 13377. .13511 


, 13599.. 13691 


Seq. No. 


22759 


Seq. ID 


OJ990505_06.9A11.C21 


Gene No. 


47313 


Strand 




Start 


18430 


End 


19152 


Name 


OJ990505 06.9All.C21.o2.ts 


Method 


TBLASTX : Soybean 


Start 


7082 ' - 


End 


1*3712 


GI 


none 


Score 


85 


Exons 


7082,. 7213, 7243,. 7527, 7247 


..7528, 7523.. 7627, 13142.. 1318i 



13239. .1337.0, 13240 .. 13359, 13572 .. 13595, 13599.. 13712 



22981 



Seq. No. 22759 
Gene No. 47313 
Start 18430 

Name OJ990505_06. 9All.C21.ol .tc 

Start 7106 
GI none 

Exons 7106.. 7213, 7241.. 7333, 7352 

7936.. 8271, 7936.. 8277, 7949 
8419.. 8601, 8536.. 8679, 8647 

11921. .12094, 12116. .12667, 12123 .. 12821, 12716 
12938, .13087, 12939 .. 13085, 13100 .. 13195, 13104 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990505 06.9A11.C21 



19152 

TBLASTX: Cress 
13670 
78 

7537, 7526. .7885, 7555. .7779, 
8302, 8300.. 8554, 8318. .8611, 
8895, 8772. .8882, 11918 12088, 

12853, 
13211, 



13212. .13388, 13213 .. 13362, 13377. 
13569. .13595, 13596.. 13670 



,13511, 13381. .13413, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22759 Seq. ID 

47313 Strand 
18430 End 

OJ990505_06.9All.C21.o2.tm ' Method 
7447 End 
none Score 



OJ990505_06.9A11.C21 
19152 

TBLASTX: Maize 

13322 

430 



7447... 7779, 7448. .7855, 7758. .7808, 7763. .7831, 7843. .7878, 
12938. .13087, 12939 .. 13088 , 13100 .. 13195, 13100 .. 13195, 
13242.. 13322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22759 



Seq. ID OJ990505 06.9A11.C21 



47313 Strand 

18430 End 

OJ990505_06. 9All.C21.o3.tw Method 

7447 End 

none Score 
7447. .7689, 7448. .7690, 13100 13195, 
13233. .13322, 13234.. 13323 



19152 

TBLASTX: Wheat 

13323 

263 

13101. . 13205, 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22759 

47313 

18430 

OJ990505 

7690 

none 



06. 9All.C21.o2.tw 



Seq. ID OJ990505_06.9A11.C21 
Strand 

End 19152 

Method TBLASTX: Wheat 

End 13082 

Score 269 



7690. .7779, 7697. .7975, 7755. .7913, 7840. .7974, 7960. .8013, 
7962. .8018, 7979. .8020, 12740.. 12781, 12912 .. 13082, 12938. .1307^ 



Seq. No. - 22759 

Gene No. ..47313 

Start 18430 

Name OJ990505_06. 9All.C21.ol.ts 

Start 8021 

GI none 
Exons 



Seq. ID OJ990505_06.9A11.C21 



Strand 
End 

Method 

End 

Score 



19152 

TBLASTX : Soybean 

12739 

368 



8021.. 8302, 8023.. 8277, 8303.. 8533, 8372.. 8527, 8422.. 8532, 
12230. .12667, 12231 .. 12737 , 12325 .. 12678, 12716. .12739 



Seq. No. 22759 ' Seq. ID 

Gene No. 47313 ' ■ Strand 

Start 18430 End 

Name OJ990505_06 . 9A11 . C21 . ol . tw Method 

Start 8045 End 



OJ990505_06.9A11.C21 
19152 

TBLASTX: Wheat 
12713 



22982 



GI 


none 


Exons 


8045. .8317, 




12288. .1271 


Seq. No. 


22759 


Gene No. 


47313 


Start 


18430 


Na.nie 




Start 


8073 


GI 


none 


Exons 


8073. .8294, 




8297. .8596, 




12120. ,1245 


Seq. No. 


22759 




*i / O J. J 


Start 


18430 


Name 


OJ990505 06 


Start' 


8483 


GI 


none 


Exons 


8483. .8596, 


Seq. No. 


22759 




*1 / O ± J 


Start 


18430 


Name 


OJ990505 06 


Start 


8548 


GI 


none 


Exons 


8548. .8865, 


Seq. No. 


22759 






Start 


18430 


Name 


OJ990505 06 


Start 


8650 


GI 


none 


Exons 


8650. .9006, 


Seq. No. 


22759 


Gene No. 


47313 


Start 


18430 


Name 


OJ990505 06 


Start 


16194 


GI 


none 


Exons 


16194. .1622 



Score 



238 



Seq. ID OJ990505_06.9A11,C21 
Strand 

End 19152 

Method TBLASTX : Maize 

End 12683 

Score 14 9 



Seq. ID OJ990505_06.9A11.C21 
Strand 
End 

Method 
End 
Score 



19152 

TBLASTX: Wheat 

12280 

81 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_06 . 9A11 . C21 
19152 ■ 

TBLASTX: Soybean 

12214 

234 



8548. .8865, 8601. .8864, 11924 .. 12094 , 12104. .12214 



Seq. ID OJ990505_06.9A11.C21 
Strand 
End 

Method 
End 
Score 



19152 

TBLASTX: Maize 

12091 

418 



8650.. 9006, 8652.. 8954, 8949. .9014, 11900 .. 12091, 11921.. 12091 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_06.9A11.C21 
19152 

TBLASTX: Wheat 

16690 

38 



16231. .16317, 16232. .16318, 16389 .. 16460, 
16451. .16474, 16453 .. 16563, 16456 .. 16518 , 16458 .. 16562, 
16505. .16564, 16644 .. 16688, 1664 6 .. 16690, 16651. .16689 



Seq. No. 22759 Seq. ID 

Gene No. 47313 Strand 

Start 18430 End 

Name OJ990505_06 . 9A11 . C21 . o5 . tm Method.. 

Start . 16231 End 

GI none Score 

Exons 16231. .16281, 16232 .. 16300, 16453 16563, 16456 

16458. ,16562, 16628 ., 16687, 16644 .. 16688, 16644 

16645. ,16689, 1664 6 .. 16690, 17729 .. 17779, 17739 



OJ990505 06.9A11.C21 



19152 

TBLASTX: Maize 
17946 
80 



16518, 
16688, 
17780, 



22983 



17821. .17880, 17859. .17939, 17883 .. 17945, 17887. .17946 



Seq. No. 22759 Seq. ID 

Gene No. 47313 Strand 

Start 18430 End 

Name OJ990505__06. 9A11 .C21 . o4 . gs Method 

Start 18430 End 

GI none Score 

Exons 18430. . 19152 



0 J 9 9 0 5 0 5_0 6 . 9 Al 1 . C 2 1 

19152 
GENSCAN 
19152 
1 



Seq. No. 22760 Seq. ID 

Gene No. 47314 Strand 

Start 4 33 End 

Name GJ990505_06 . 9A11 .022 . ol . gs Method 

Start 4 33 End 

GI none Score 

Exons 433.. 474, 1576.. 1650 



OJ990505_06 . 9A1 1 . C22 

1650 
GENSCAN 
1650 
.57 



Seq. No. 22761 Seq. ID 

Gene No. 47315 Strand 

Start 1835 End 

Name OJ990505_06. 9All.C23.ol.gs Method 

Start 1835 End 

•GI none Score 

Exons 1835.. 1969, 1994.. 2116 



OJ990505_06.9A11.C23 
+ 

2116 
GENSCAN 
2116 
.87 



Seq. No. 22762 ^ Seq. ID 

Gene No. 47316 Strand 

Start 65 End 

Name OJ990505_06. 9All.C24.ol.gs Method 

Start 65 End 

GI none Score 

Exons 65.. 317, 1044.. 1182, 1300.. 1405 



OJ990505_06.9A11.C24 
+ 

1405 
GENSCAN 
1405 
.82 



Seq. No. 22762 Seq. ID 

Gene No. 47317 Strand 

Start 1612 End 

Name OJ990505_06 . 9A11 . C24 . ol . np Method 

Start 1612 . End 

GI - 2197016 ■* Score 

Exons 1612.. 1924 

GI Descrip. (U96632) Dl protein, photosystem II [Ludisia discolor] 



OJ990505_06.9A11.C24 
+ 

1924 
AAT/NAP 
1924 
164 



Seq. No. 22762 

Gene -No. 47318 

Start 2490 

Name OJ990505_06 . 9A11 . C24 . ol . tm 

Start 1652 

GI none 

Exons 1652.. 1708, 1653.. 1709, 1713. 

1802. .1888, 1804. .1890, 1891. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990505 06.9A11.C24 



2899 

TBLASTX: Maize 
1917 
56 

.1808, 1718. .1810, 1750. .1824, 
.1917 



Seq. No. 22762 Seq. ID 
Gene No. 4 7318 Strand- 
Start 2490. - End 
Name ' OJ990505_06 . 9A11 .C24 . o2 . gs Method 
Start 2490 End 



OJ990505_06.9A11.C24 

2899 

GENSCAN 

2899 



22984 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2490.. 2669, 2762.. 2899 
22763 



Score 



.96 



Seq. ID OJ990505_06.9A11.C25 



47319 
1 

OJ990505_06 . 9A1 1 . C25 . ol . np 
1 

4883612 



Strand 

End 12485 

Method AAT/NAP 

End 3762 

Score 543 

1..64, 321. .421, 482. .648, 847. .1123, 1218. .1302, 1839. .1948, 
3421. .3468, 3568. .3762 



GI Descrip. (AC006922) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 22763 Seq. ID 

Gene No. 47319 Strand 

Start 1 End 

Name OJ990505_06 . 9A11 . C25 . ol . gs Method 

Start 321 ' End 

GI none Score 
Exons 



OJ990505_06 . 9A11 . C25 

12485 
GENSCAN 
11364 
.85 



321. .424, 508. .666, 847. .1031, 1839. .1948, 3421. .3497, 
3568. .3708, 3875. .3989, 6042. .6141, 6401. .6495, 7349. .7893, 
8032. .8054, 9809.. 11364 



Seq. No. * 22763 Seq. ID 

Gene No. 47319 Strand 

Start 1 End 

Name OJ990505_06 . 9A11 . C25 . ol . tm Method 

Start 586 End 

GI none Score 
Exons 



OJ990505_06 . 9A11 . C25 
12485 

TBLASTX: Maize 

1907 

100 ' 



586. .669, 586. .642, 587. ,667, 811. .915, 844. .912, 845. .916, 
846. .914, 912. .1076, 914. .1123, 923. .1123, 1018. .1140, 
1218. .1301, 1219. .1302, 1836. .1907, 1836. .1898, 1838. .1906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22763 Seq. ID 

47319 Strand 

1 End 
OJ990505_06 . 9A11 . C25 . ol . gp Method 

4820 End 

2442935 Score 

4820. .5003, 6042. .6141, 6401. .6494 



OJ990505_06.9A11.C25 

12485 
AAT/GAP 
6494 
616 ' 



6042. .6141, 6401 
730461/spl P41057 |R29A_YEAST 3.0e-17 40S RIBOSOMAL 

>gi_626904_pir S48503 ribosomal protein S29.e.A, 

yeast (Saccharomyces cerevisiae) >gi_287 628_dbj_BAA03507_ 
(D14676) ribosomal protein YS29 [Saccharomyces cerevisiae] 
>gi_625108 (U19729) Ylr388wp [Saccharomyces cerevisiae] 



PROTEIN YS29A 
cytosolic - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22763 
47319 
1 

OJ990505_06 . 9A11 . C25 . o2 . np 

5207 

1750404 

5207-. 5271, 6026.. 6141, 6401 



OJ990505 06.9A11.C25 



Seq. ID _ 
Strand 

End 12485 
Method AAT/NAP 
End 6483 
Score 162 
6483 

(U80953) Similar to 40S ribosomal protein S29; coded for by C. 
elegans cDNA cml0c2; coded for by C. elegans cDNA yk61d8.5; 
coded for by C. elegans cDNA ykl07e8.5; coded for by C. elegans 
cDNA CEE'SF55F; coded for by C. elegans cDNA ykl07e8 . 3 ; . . . 



22985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22763 
47319 
1 

OJ990505_06.9All.C25.ol.tw 

6032 

none 



Seq. ID OJ990505_06.9A11.C25 
Strand 

End 12485 

Method TBLASTX : Wheat 

End 6477 

Score 171 



6032.. 6142, 6039.. 6140, 6043.. 6141, 6401.. 6475, 6403.. 6477 



22763 
47319 
1 

OJ990505__06.9All.C25.o2.ts 

6042 

none 



Seq. ID OJ990505_06.9A11.C25 
Strand 

End 12485 

Method TBLASTX : Soybean 

End 64 65 

Score 115 

6042. .6128, 6042. .6140, 6043. .6141, 6046. .6141, 6401. .6463, 
6406. .6465 



Seq. No. 
Gene No: 
Start 
Name 
Start , 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22763 
47319 
1 

OJ990505_06 . 9A11 . C25 . o4 . tm 

6042 

none 



Seq. ID OJ990505_06.9A11.C25 
Strand 

End 12485 

Method TBLASTX: Maize 

End 6171 

Score "135 . : 



6042. .6128, 6042. .6146, 6043. .6171 



22763 
47319 
1 

OJ990505_06.9All.C25.o3.np 

6172 

4544402 



Seq. ID OJ990505_06.9A11.C25 
Strand 

End 12485 

Method AAT/NAP 

End 12485 

Score 873 



6172. .6245, 7328. .7887, 8603. .8793, 9809. .10315, 10358 .. 11101 , 
12391.. 12485 

(AC007047) putative LRR receptor protein kinase [Arabidopsis 
thaliana] 



Seq. No. 22763 

Gene No. 47319 

Sta^t 1 

Name * OJ990505_06. 9All.C25.ol. ts 

Start 7481 

GI none 
Exons 



Seq. ID OJ990505_06.9A11.C25 
Strand 

End 12485 

Method TBLASTX : Soybean 

End 10230 

Score 160 



7481. .7882, 7566. .7862, 8715. .8795, 8715. .8795, 8725. .8796, 
8729. .8809, 8729. .8803, 9808. .9834, 9823. .9909, 9836. .9904, 
9934.. 10008, 9935.. 10009, 9988.. 10065, 10090 10230, 
10121.. 10216 



Seq. No. 22763 

Gene No. 47319 

Start 1 

Name OJ990505_06 . 9A11 . C25 . o3 . tm 

Start 7781 

GI none 
Exons 



Seq. ID OJ990505_06.9A11.C25 
Strand 

End 12485 

Method TBLASTX : Mai ze 

End 9991 

Score 151 



7781. .7903, 7782. .7895, 7783. .7899, 8639. .8800, 8663. .8794, 
8664. .8795, 8665. .8796, 9804. .9986, 9808. .9990, 9809. .9991, 
9815. .9991 



22986 




Seq. No. 


22763 




Seq. ID 


OJ990505 


_06.9A11 


.C25 




47319 




Strand 








Start 


1 




End 


12485 






Name 


OJ990505 06. 


9All.C25.o2.tm 


Method 


TBLASTX:! 


Maize 




Start 


10051 




End 


10498 






GI 


none 




Score 


148 






Exons 


10051. .10287 


10075. .10242, 


10118. .10288, 10264 


. .10398, 






10278. .10484 


10280. .10498, 


10428. .10484 






Seq. No. 


22764 




Seq. ID 


OJ990505 


_06.9A11 


.C26 




47320 




Strand 


+ 






Start 


2791 




End 


7759 






Name 


OJ990505 06. 


9All.C26.o2.gs 


Method 


GENSCAN 






Start 


2791 




End 


7759 






GI 


none 




Score . 


,53 






Exons 


2791. .2815, 


2873.. 2995, 3837 


..3914, 4608. ,4630, 


6016. .6208, 




7437, .7516, 


7741. .7759 










O C . L>l W . 


22764 




Seq. ID 


OJ990505 


06. 9A11 


,C26 


Gene No. 


47321 




Strand 








Start 


632 




End 


1263 






Name 


OJ990505 06. 


9All.C26.ol.gs 


Method 


GENSCAN 






Start 


632 




End 


1263 






GI 


none 




Score 


.66 






Exons 


632. .747, 813, .937, 1091. .1263 








Seq. No. 


22765 




Seq. ID 


OJ990505 


0 6 . 9A1 1 


. C27 


Gene No. 


47322 




Strand 


+ 






Start 


100 




End 


1180 






Name 


OJ990505 06. 


9All.C27.ol.gs 


Method 


GENSCAN 






Start 


100 




End 


1180 






GI 


none 




Score 


.66 






Exons 


100. .473, 775. .859, 983. .1180 








Sea No 


22765 




Seq. ID 


OJ990505 


__06.9A11 


.C27 


Gene No. 


47323 




Strand 








Start 


1598 




End 


1981 






Name 


OJ990505 06. 


9All.C27.o2.gs * 


Method 


GENSCAN 






Start 


1598 




End 


1981 






GI 


none 




Score 


.97 






Exons 


1598. .1981 












Sea No 


22765 




Seq. ID 


OJ990505 


_06.9A11 


.C27 


Gene No. 


47324 




Strand 








Start 


6013 




End 


6207 






Name 


OJ990505 06. 


9All.C27.o3.gs 


Method 


GENSCAN 






Start 


6013 




End 


6207 






GI 


none 




Score 


,53 






Exons 


6013. .6207 












Seq. No. 


22766 




Seq. ID 


OJ990505 


_06.9A11 


.C28 


Gene No. 


47325 




Strand 


+ 






Start 


43 




End 


9163 






Name 


OJ990505 06. 


9All.C28.ol.gs 


Method 


GENSCAN 






Start 


43 




End 


9163 






GI 


none 




Score 


.75 







22987 



Exons 



43.. 90, 217.. 294, 406.. 522, 1922.. -2007, 2701.. 2845, 2952.. 304?, 
3518. .3609, 3881. .3982, 4076. .4222, 4301. .4451, 4603. .4665, 
4755. .4991, 5266. .5370, 5448. .5561, 5644. .6222, 6932. .7097, 
8257.. 8403, 8928.. 9163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22766 
47325 
43 

OJ990505_06 . 9A1 1 . C28 . ol . np 
43 

6561965 



Seq. ID OJ990505_06.9A11.C28 

Strand + 

End 9163 

Method AAT/NAP 

End 8561 

Score 1840 



43. .-90, 217. .294, 406. .522, 1922. .2007, 2701. .2845, 2952. .3047, 
3518. .3609, 3881. .3982, 4076. .4222, 4301. .4451, 4603. .4665, 
4755. .4994, 5278. .5370, 5448. .5561, 5644. .6081, 8476. .8561 



GI Descrip. (AL132964) kinesin-like protein [Arabidopsis thaliana] 



Seq. No. 22766 

Gene No. 47326 

Start 14524 

Name OJ990505_06 . 9A11 . C28 . o3 . gs 

Start 14524 

GI none 

Exons 14524.. 15089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22766 

47326 Strand 

14524 End 

OJ990505_06 . 9A11 . C28 . o2 . np Method 

14530 End 

2827715 Score 
14530. .15109 

(AL021684) receptor protein kinase 
thaliana] 



Seq. ID OJ990505_06.9A11.C28 

Strand + 

End 15109 

Method GENSCAN 

End 15089 

Score .78 



Seq. ID OJ99G505_06.9A11.C28 



+ 

15109 
AAT/NAP 
15109 
352 

like protein [Arabidopsis 



22766 
47327 
10433 

OJ990505_06 . 9A11 . C28 . o2 . tm 
418 . 
none 
418. , 
2675. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_06.9A11.C28 
12811 

TBLASTXrMaize 
•3592 
165 



522, 418. .522, 1920. .2006, 1921. .2007, 1921. .2007, 
.2860, 2678. .2845, 2698. .2850, 2949. .3056, 2949. .3050, 



3512.. 3592, 3518.. 3592 

22766 
47327 
10433 

OJ990505_06. 9All.C28.ol.ts 

3933 
none 

3933. .3980, 4074. .4193, 4299. 



Seq. ID OJ990505_06.9A11.C28 



Strand 
End 

Method 
End 
Score 
.4439 



Seq. No. 22766 Seq. ID 

Gene No. 47327 . Strand 

Start 10433 End 

Name OJ990505_06 . 9A11 . C28 . ol . tm Method 

Start 4603 End 



12811 

TBLASTX : Soybean 

4439 

46 



.OJ990505_06.9A11.C28 
12811 

TBLASTXrMaize 
5342 



22988 




GI 


none 


Score 


95 


Exons 


4603. .4668, 4603. .4668, 4604 


..4669, 4740. .4826, 4753. .4824, 




4821.. 4994, 4821.. 4994, 5241 


..5342, 5262. .5333, 5263. .5340 


Seq. No. 


22766 


Seq. ID 


OJ990505 06.9A11.C28 




47327 


Strand 




start 


10433 


End 


12811 


Name 


OJ990505 06.9All.C28.o3.tm 


Method 


TBLASTX: Maize 


Start 


5969 


End 


6120 


GI 


none 


Score 


217 


Exons 


5969. .6112, 5971, .6120, 5973 


. .6119 




Seq. No. 


22766 


Seq. ID 


OJ990505_06 . 9A11 . C28 




47327 


Strand 




Start 


10433 


End 


12811 


Name 


OJ990505 06. 9All.C28.o2.gs 


Method 


GENSCAN 


Start 


10433 


■ End 


12811 


GI 


none 


Score 


.43 


Exons 


10433. .10588, 1068 6 10733, 


11640. .11745, 12597. .12811 


Seq. No. 


22766 


Seq. ID 


OJ990505_06.9A11.C28 


Gene No. 


47328 


Strand 




O L. d J- u 


14727 


End 


15086 


Name 


OJ990505 06. 9All.C28.ol.tc 


Method 


TBLASTX: Cress - 


Start 


14727 


End 


15086 


GI 


none . 


Score 


173 


Exons 


14727. .14858, 14740 .. 14 931, 


14749. .14865, 14889. . 14924, 




14974. .15084, 14 980 .. 15081, 


14983. .15081, 15027. .15086 


Seq. No. 


22767 


Seq. ID 


OJ990505 06.9A11.C29 


Gene No. 


47329 


Strand 


+ 


Start 


1 


End 


2401 


Name 


OJ990505 06.9All.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2398 


GI 


2827715 


Score 


2813 


Exons 


1. .1684, 1917. .2270, 2343. .2398 




GI Descrip. 


(AL021684) .receptor protein 


kinase -like protein [Arabidop; 




thaliana] 






Seq. No. 


22767 


Seq. ID 


OJ990505_06.9A11.C29 




47329 


Strand 


+ 


Start 


1 


End 


2401 


Name 


OJ990505 06.9All.C29.ol.gs 


Method 


GENSCAN 


Start 


49 


End 


2401 


GI 


none 


Score 


.94 


Exons 


49. .1684, 1917. .2401 






Seq. No. 


22767 


Seq. ID 


OJ990505_06.9A11.C29 


Gene No. 


47329 


Strand 


+ 


Start 


1 


End 


2401 


Name 


OJ990505 06.9All.C29.ol.gp 


Method 


AAT/GAP 


Start 


53 


End 


422 


GI 


27924 1.R1084 


Score 


720 


Exons 


53. .422 






GI Descrip. 


'2827715/einb|CAA16688 1 2.0e- 


43 (AL021684) receptor protein 



kinase - like protein [Arabidopsis thaliana] ' 



22989 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22767 Seq. ID 

47329 Strand 
1 End 
OJ990505_06 . 9A11 . C29 . o2 . gp Method 
697 End 
uC-osflM202068e05bl Score 
697. .1240 

'2827715/emb|CAA16688| 5.0e-64 (AL021684) receptor protein 
kinase - like protein [Arabidopsis thaliana] ' 



OJ990505_06 . 9A11 . C2 9 
+ 

2401 
AAT/GAP 
1240 
1053 



22767 
47330 
2420 

OJ990505_06.9All.C29.o3.gp 
2420 

uC-osflcyp030fl2bl 
2420. .2874 

•3540181 4.0e-12 (AC004122) 
thaliana] * 



Seq. ID OJ990505_06.9A11.C29 

Strand + 

End 2874 

Method AAT/GAP 

End 2874 

Score 902 

Unknown protein [Arabidopsis 



9All.C29.o3.ts 



Seq. No. 22767 
Gene No. 47331 
Start * 3961 

Name OJ990505_06 
Start 10 
GI none 
Exons 10.. 120, 55.. 684, 55.. 360, 91, 

439. .654, 448. .684, 451. .684, 

549. .683, 568, .681 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505_06.9A11.C29 
9946 

TBLASTX: Soybean 

684 

559 



.426, 186. .425, 265. .426, 
454. .645, 478. .684, 540. .662, 



Seq. No. 22767 
Gene No. 47331 
Start 3961 

Name OJ990505_06 . 9A11 . C29 . ol . tc 

Start 55 
GI none 

Exons 55.. 138, 55.. 438, 55. .426, 55. 

184. .390, 193. .333, 195. .425, 
451.. 732, 4-51.. 573, 451. .867, 
550. .744, 550. .861, 670. .861, 
1012.. 1281, 1083.. 1274, 1284'., 
1883.. 2050, 1889.. 2029, 1912., 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990505 06.9A11.C29 



9946 

TBLASTX: Cress 
2227 
51 

.360, 55. .426, 91. .438, 115. .438, 
211. .426, -409. .672, 448. .801, 
454. .942, 463. .861, 468. .581, 
687.. 860, 739.. 861, 777.. 905, 
1709, 1285.. 1683, 1379.. 1693, 
2070, 2050.. 2223, 2078.. 2227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22767 Seq. ID 

47331 Strand 

3961 End 

OJ990505_06 . 9A11 . C29 . o2 . tm Method 

55 End 

none Score 



OJ990505_06.9A11.C29 
9946 

TBLASTX: Maize 

1062 

124 



55. .354, 454. .717, 460. .789, 520. .1062, 520. .1053 



Seq. No. 22767 Seq. ID 

Gene No. 47331 Strand 

Start 3961 End 

Name OJ990505_06 . 9A11 . C29 . o5 . tw Method 

Start 271 End 

GI none Score 



OJ990505_06.9A11.C29 
9946 

TBLASTX: Wheat 

861 

79 



22990 



Exons 271., 417, 520.. 846, 595.. 861 



Seq. No. 


22767 








Seq. ID 


OJ990505_06.9A11.C29 


Gene No. 


47331 








Strand 




Start 


3961 








End 


9946 


Name 


OJ990505 06.9A11 


.C29.01 


. ts 


Method 


TBLASTX : Soybean 


Start 


685 








End 


2317 


GI 


none 








Score 


373 


Exons 


685. .957, 687,. 956, 805 


. . 978, 


991,, 1683, 1005.. 1682, 1582.. 




1886. .2317, 


1912 


. .2226 . 








Seq. No. 


22767 








Seq. ID 


OJ990505_06.9A11.C29 


Gene No. 


47331 








Strand 




Start 


3961 








End 


9946 


Name 


OJ990505 06. 


. 9A11, 


.C29.01 


.tm 


Method 


TBLASTX: Maize 


Start 


1062 








End 


1990 


GI 


none 








Score 


964 


Exons 


1062. .1682, 


1063, 


. . 1683, 


1065. 


.1706, 1181.. 1729, 1886.. 1990, 




1891. .1989 












Seq. No. 


22767 








Seq. ID 


OJ990505_06.9A11.C29 


Gene No. 


47331 








Strand 




Start 


3961 








End 


9946 


Name 


OJ990505 06, 


, 9A11, 


.C29.01 


.tw' 


Method 


TBLASTX: Wheat 


Start 


1264 








End 


1587 


GI 


none 








Score 


337 


Exons 


1264. .1587, 


1266. 


. .1586 








Seq. No. 


22767 








Seq. ID 


OJ990505_06.9A11.C29 


Gene No. 


47331 








Strand 




Start 


3961 








End 


9946 


Name 


OJ990505 06. 


. 9A11, 


.C29.04 


.tm 


Method 


TBLASTX: Maize 


Start 


2011 








End 


2533 


GI 


none 








Score 


328 


Exons 


2011. .2277, 


2012, 


. .2227, 


2237, 


.2407, 2242.. 2406, 2504.. 2533 


Seq. No. 


22767 








Seq. ID 


OJ990505_06.9A11.C29 


Gene No. 


47331 








Strand 




Start 


3961 








End 


9946 


Name 


OJ990505 06, 


. 9A11, 


.C29.03 


.tw 


Method 


TBLASTX: Wheat 


Start 


2111 








End 


2412 


GI 


none 








Score 


181 


Exons 


2111. .2242, 


2120, 


. .2242, 


2122, 


.2253, 2246. .2410, 2314.. 2355, 




2341. .2412, 


2344 , 


. .2397 








Seq . No . 


22767 








Seq. ID 


OJ990505_06.9A11.C29 


Gene No. 


47331 








Strand 




Start 


3961 








End 


9946 


Name . 


OJ990505 06. 


. 9A11. 


.C29.02 


. gs 


Method 


GENSCAN 


Start 


39'6I 






End 


9778 


GI 


none 








Score 


.83 


Exons 


3961. .3970, 


5201, 


. .5290, 


6585. 


.6653, 6762.. 6856, 6940.. 7029, 




7780. .7863, 


7964 . 


. .8053, 


8167, 


.8481, 9416.. 9625, 9707.. 97.78 


Seq. No. 


22767 








Seq. ID 


OJ990505_06 . 9A11 .C29 


Gene No. 


47331 








Strand 




Start 


3961 








End 


9946 



22991 



Name 


OJ990505 06. 


9A11. 


C29.03 


.np 


"Method 


AAT/NAP 




Start 


5219 








End 


9946 




GI 


3063699 








Score 


96 




Exons 


5219. .5293, 


9723. 


.9946 










GI Descrip, 


(AL022537) putative protein [Axabidopsis thaliana] 


Seq. No. 


22767 








Seq. ID 


OJ990505 


_06.9A11.C29 


Gene No. 


47331 








Strand 






Start 


3961 








End 


9946 




Name 


OJ990505 06. 


9A11. 


C29.04 


.gp 


Method 


AAT/GAP 




Start 


6386 








End 


9850 




GI 


1278 1.R1084 






Score 


2433 




Exons 


6386. .6653, 


6762. 


,6856, 


6940. 


.7029, 7105. .7140, 


7780. .7863, 




7964, .8053, 


8167. 


,8481, 


9416. 


.9625, 9707., 9850 




GI Descrip. 


•3183079/sp|Q42972|MDHG ORYSA 


l.Oe-167 


MALATE DEHYDROGENASE, 




GLYOXYSOMAL 


PRECURSOR >gi 1375075 dbj 


BAA12870. 


1_ (D85763) 




glyoxysomal 


malate dehydrogenase [Oryza sativa] 




Seq. No. 


22767 








Seq. ID 


OJ990505 


06 9A11 C29 


Gene No. 


47331 








Strand 






Start 


3961 








End 


9946 




Name 


OJ990505 06. 


9A11 . 


C29. o2 




Method 


TBLASTX: 


Cress 


Start 


6531 








End 


9763 




GI 


none 


* ^: 






Score 


80 




Exons 


6531. .6659, 


\J o ± * 


, U U U -L , 




.6874, 6762. .6857, 


6937', .7035, 




6938. .7030, 


7081. 


,7149, 


7106, 


.7153, 7774. .7878, 


7781. ,7879, 




7961. .8053, 


7962. 


.8054, 


8155. 


.8481, 8156. .8482, 


9413. ,9598, 




9414. .9596, 


9722 . 


, 9763 










Seq. No. 


22767 








Seq. ID 


OJ990505 


_06.9A11.C29 


Gene No. 


47331 








Strand 






Start 


3961 








End 


9946 




Name 


OJ990505 06. 








Method 


TBLASTX: 


Maize 


Start 


6567 








End 


9613 




GI 


none 








Score 


35 




Exons 


6567, .6593, 


6588. 


.6659, 


6591. 


.6659, 6761. .6856, 


6762. .6860, 




6937, .7035, 


6938. 


,7024, 


6938. 


.7039, 7081.. 7149, 


7106. .7153, 




7690. .7866, 


7774 . 


,7878, 


7781. 


.7879, 7961.. 8050, 


7962. .8051, 




8156. .8506, 


8167. 


,8481, 


•9413. 


.9613, 9414.. 9593 




Seq. No. 


22767 - 








Seq. ID 


OJ990505 


_06,9A11.C29 


Gene No. 


47331 








Strand 






Start 


3961 








End 


9946 




Name 


OJ990505 06. 


9A11. 


C29.02 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


6575 








End 


9626 




GI 


none 








Score 


97 




Exons 


6575. .6661, 


6761. 


,6856, 


6762. 


.6857, 6937. .7035, 


6938. .7036, 




7105. .7149, 


7106. 


,7153, 


1114. 


.7878, 7781. .7858, 


7961. .8053, 




7968. .8054, 


8155. 


,8481, 


8156. 


.8482, 9413.. 9604, 


9414. .9626 


Seq. No. 


22767 








Seq. ID 


OJ990505 


_06.9A11.C29 


Gene No. 


47331 








Strand 






Start 


3961 








End 


9946 




Name 


OJ990505 06. 


9A11. 


C29.02 


.np 


Method 


AAT/NAP 




Start 


6584 








End 


9781 




GI 


3183079 








Score 


1228 




Exons . . 


6584. .6653, 


6762. 


.6856, 


6940. 


.7029, 7105. ,7140, 


7780. .7863, 



22992 




7964.. 8053, 8167.. 8481, 9416.. 9638, 9723:. 9781 
GI Descrip. MALATE DEHYDROGENASE, GLYOXYSOMAL PRECURSOR 

gi I 1375075|dbj IBAA12870.il (D85763) glyoxysomal malate 
dehydrogenase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22767 
47331 
3961 

OJ990505_06 . 9A1 1 . C29 . o4 . tw 

6587 

none 



Seq. ID OJ990505_06.9A11.C29 
Strand 

End 9946 

Method TBLASTX : Wheat 

End 7140 

Score 55 



6587,. 6658, 6761.. 6856, 6783.. 6857, 6937.. 7035, 6938.. 7036, 
7105. .7140, 7106. .7138 



22767 
47331 
3961 

OJ990505_06 . 9A1 1 . C2 9 . o2 . tw 

8337 

none 



Seq. ID OJ990505_06.9A11.C29 
Strand 

End 9946 

Method TBLASTX : Wheat 

End 9614 

Score 201 



8337. .8471, 8338. .8481, 8342. .8482, 9406. .9441, 9413. .9613, 
9414. .9614 



Seq. No. 22768 
Gene No. 47332 
Start 1028 

Name OJ990505_06 . 9A1 1 . C30 . ol . gp 

Start 734 
GI 37356_1.R1084 
Exons 734.. 1123, 1205.. 1251 

GI Descrip. ' 3929358/sp | 024 143 | NUIM_TOBAC l.Oe-13 NADH-UBIQUINONE 

OXIDOREDUCTASE 23 KD SUBUNIT PRECURSOR (COMPLEX I-23KD) 
(CI-23KD) >gi_1666177_emb_CAA70326_ (Y09109) NADH dehydrogenase 
[Nicotiana tabacum] ' 



Seq. ID -OJ9905.05_06.9A11.C30 
Strand 

End 1676 

Method AAT/GAP 

End 1251 

Score 785 



Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



22768 
47332 
1028 

OJ990505_06 . 9A1 1 . C30 . ol . tm 

897 

none 



Seq. ID OJ990505_06.9A11.C30 
Strand 

End 167 6 

Method TBLASTX: Maize 

End 1495 

Score 71 



897. .935, 913. .936, 932. .997, 934. .996, 939. .998, 945. .998, 
1019. .1126, 1024. .1137, 1203. .1319, 1205. .1318, 1247. .1318, 
1423. .1488, 1429. .1488, 1442. .1495 



22768 
47332 
1028 

OJ990505_06.9All.C30.ol.tc 

1019 

none 



Seq. ID OJ990505_06.9A11.C30 
Strand 

End 1676 

Method TBLASTX: Cress 

End 1495 

Score 65 



1019. .1126, 1030. .1143, 1203. .1319, 1205. .1318, 1247. .1318, 
1418. .1489, 1442. .1495 



22768 
47332 
1028 



Seq. ID OJ990505_06.9A11.C30 
Strand 

End 167 6 



22993 



rii 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

atart 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990505_06. 9All.C30.ol.gs Method 
1028 End 
none . Score 

1028. .1123, 1205. .1316, 1422. .1489 



22768 
47332 
1028 

OJ990505_06 . 9A11 . C30 . ol . np 

1031 

6226880 



GENSCAN 

1489 

.94 



OJ990505 06.9A11.C30 



Seq. ID 
Strand 

End 1676 
Method AAT/NAP 
End 1676 
Score 393 
1031. .1123, 1205. .1316, 1422. .1489, 1645. .1676 

NADH-UBIQUINONE OXIDOREDUCTASE 23 KD SUBUNIT PRECURSOR (COMPLEX 
I-23KD) {CI-23KD) (COMPLEX 1-28. 5KD) {CI-28.5KD) 

gi|1076670|pir| IS52386 NADH dehydrogenase (EC 1.6.99.3) - potato 
gi|668985|emb|CAA59062| (X84319) NADH dehydrogenase [Solanum 
tuberosum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990505 06.9A11.C30 



22768 
47332 
1028 

OJ990505_06 . 9A11 . C30 . o2 . gp 
1285 

21272_1.R1084 
1285. .1316, 1422. .1489 

•1076670/pirMS52386 l.Oe-50 NADH dehydrogenase (EC 1.6.99.3) 
potato >gi_668985_emb_CAA59062_ (X84319) NADH dehydrogenase 
[Solanum tuberosum] ' 



1676 
AAT/GAP 
1489 
159 



22769 
47333 
1246 

OJ990715_06.9A01.Cl.ol.gs 
1246 
none 

1246. .1369, 1551. .2389 

22769 
47333 
1246 

OJ990715_06 . 9A01 . CI . ol . gp 
1460 

111_9.R1084 
1460. .1957 

M884524/dbj lBAA77780.il 5. 
homologue (OsChib3H-h) [Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990715_06.9A01.C1 
+ 

2389 
GENSCAN 
2389 
.81 



OJ990715_06.9A01.C1 
+ 

2389 
AAT/GAP 
1957 
942 



Oe-64 (AB027427) class III chitinase 



22769 Seq. ID 

47334 Strand 

4546 End 

OJ990715_06. 9A01.Cl.o3.gp Method 

4432 End 

111_3.R1084 Score 
4432. .5595 

*2696221/dbj rBAA23806| l.Oe-163 (D55708) chitinase [Oryza 
sativa] * 



OJ990715_06. 9A01.C1 
+ 

7090 
AAT/GAP 
5595 
2218 



22994 




Seq. No. 


22769 - 




* Seq. ID 


OJ990715_ 


06. 


9AQ1,C1 


Gene No. 


47334 




Strand 


+ 






Start 


4546 




End 


7090 






Name 


OJ990715 06.9A01.C1 


.ol .np 


Method 


AAT/NAP 






Start 


4546 




End 


5421 






GI 


2696221 




Score 


1513 






Exons 


4546. .5421 












GI Descrip. 


(D55708) chitinase 


[Oryza 


sativa] 








Seq. No. 


22769 




Seq. ID 


OJ990715_ 


_06. 


9A01.C1 




47334 




Strand 


+ 






Start 


4546 




End 


7090 






Name 


OJ990715 06.9A01.C1 


.o2 .gs 


Method 


GENSCAN 






Start 


4546 




End 


7090 






GI 


none 




Score 


.51 






Exons 


4546.. 5307, 5760.. 5837, 5953.. 6149, 6729.. 6791, 


7024 . .7090 


Seq. No. 


22769 




Seq. ID 


OJ990715_ 


06. 


9A01 CI 


Gene No. 


47335 




Strand 


+• 






Start 


7380 




End 


8473 






Name 


OJ990715 06.9A01.C1 


.o4 .gp 


Method 


AAT/GAP 






Start 


7313 




End 


8473 






GI 


111 4.R1084 




Score 


2302 






Exons* 


7313. .8473 












GI Descrip. 


•2696225/dbj IBAA23808I l.Oe-165 (D55710) chitinase 


[ Oryza 




sativa] ' 












Seq. No. 


• 22769 




Seq. ID 


OJ990715_ 


06. 


9A01 CI 


Gene No. 


47335 




Strand 


+ 






Start 


7380 




End 


8473 






Name 


OJ990715 06.9A01.C1 


. o2 . np 


Method 


AAT/NAP 






Start 


7380 




End 


8246 






GI 


2696225 




Score 


1537 






Exons 


7380. .8246 












GI Descrip. 


(D55710) chitinase 


[Oryza 


sativa] 








Seq. No. 


22769 




Seq. ID 


OJ990715_ 


06. 


9A01.C1 




47335 




Strand 


+ 






Start 


7380 




End 


8473 






Name 


OJ990715 06.9A01.C1 


.o3.gs 


Method 


GENSCAN 






Start 


7380 




End 


8249 






GI 


none 




Score 


1 






Exons 


7380. .8249 












Seq. No. 


22769 




Seq. ID 


OJ990715_ 


_06. 


9A01.C1 


Gene No. 


47336 




Strand 


+ 






Start 


10985 




End 


11357 






Name 


OJ990715 06.9A01.C1 


. o3 .np 


Method 


AAT/NAP 






Start 


10985 




End 


11357 






GI 


4884522 




Score 


478 ' 






Exons 


10985. .11357 












GI Descrip. 


(AB027426) class III chitinase homologue (OsChib3H- 


g) [Oryza 




sativa] 












Seq. No. 


22769 




Seq.- ID 


OJ990715_ 


06. 


9A01.C1 


Gene No. 


47337 




Strand 








Start 


2069 




End 


11443 







22995 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990715 06.9A01.Cl.ol.tw 



Method TBLASTX : Wheat 



1615 End 11281 

none Score 120 

1615. .1713, 1616. .1714, 1715. .1819, 1729. .1818, 4591. .4689, 
4620. .4748, 4636. .4749, 4750. .4854, 4764. .4853, 7466. .7573, 
7467. .7574, 7575. .7679, 7619. .7675, 11039 11170, 1104 4 .. 11169, 
11179. .11277, 11180.. 11281 



22769 
47337 
2069 

OJ990715_06.9A01.Cl.o2.tm 

1615 

none 

1615. .1719, 1616. .1720, 1712. 



Seq. ID OJ990715_06.9A01.C1 
Strand 

End 11443 

Method TBLASTX : Mai ze 

End 11347 

Score 151 



.1819, 1723. .1818, 1820, 



4621. .4686, 4638. .4754, 4639. .4755, 4747. .4854, 4758, 



,1885, 
.4853, 



4855. .4920, 7449. .7580, 7457. .7573, 7572. .7679, 7619. .7675, 
7680. .7745, 11059 .. 11169, 11060 .. 11281, 11191 11277, 
11282. .11347 



22769 
47337 
2069 

OJ9907 15_06 . 9A01 . CI . ol . tc 
1616 
none 
1616. 
4639. 
5047. 
7884. 



Seq. ID 
Strand 
End 

Method 
End 
Sco^e 



OJ990715 06.9A01.C1 



,1723, 1763.. 1903, 1937, 
,4758, 4797.. 4937, 4798. 
,5166,* 5209.. 5409, 7449. 



.8006, 8034.. 8105, 8115. 



11443 

TBLASTX: Cress 
11443 
97 

.2026, 2183. .2251, 4635.. 4754, 
.4956, 4956.-4994, 4957.. 5046, 
.7583, 7623. .7766, 7770.. 7898, 
.8231, 11045. .11170, 11225 11347 , 



11396. .11443 



Seq. No. 22769 
Gene No. 47337 
Start 2069 

Name OJ990715_06. 9A01.Cl.ol.ts 

Start 1616 
GI none 

Exons 1616.. 1723, 1618.. 1719, 1733. 

4651. .4758, 4768. .4956, 4803. 
7469. .7573, 7473. .7583, 7620. 
7785.. 7892, 7902.. 8006, 8115. 
11396.. 11431 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990715 06.9A01.C1 



11443 

TBLASTX: Soybean 
11431 
100 

1903, 1768. .1884, 1946.. 2026, 
4937, 4960. .5052, 5284. .5406, 
7766, 7625. .7672, 7784. .7834, 
8231, 11066. .11170, 11195 .. 11350, 



Seq. No. 22769 
Gene No. 47337 
Start 2069 

Name OJ990715_06 . 9A01 . CI . ol . tm 

Start 1955 
GI none 

Exons 1955.. 1999, 1988.. 2257, 2023. 

2261. .2374, 2269. .2376, 4987. 
5058. .5168, 5074. .5169, 5175. 
5306. .5401, 7833. .7931, 7898. 
8007. .8111, 8118. .8228 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990715 06.9A01.C1 



11443 

TBLASTX: Maize 
8228 
48 

2262, 2210.. 2353, 2260.. 2361, 
5019, 5020. .5055, 5052. .5165, 
5291, 5176. .5403, 5248. .5391,^ 
8005, 7899. .8006, 8006. .8110, 



Seq. No. 



22769 



Seq. ID OJ990715_06.9A01.C1 



22996 




Gene No. 


47337 


Strand 






Start 


2069 


End 


11443 




Name 


OJ990715 06.9A01.Cl.o2.gp 


Method 


AAT/GAP 




Start 


2069 


End 


2446 




GI 


3107320 


Score 


715 




Exons 


2069. .2446 








GI Descrip. 


2696225/dbj IBAA23808I 7.0e-32 


(055710) 


chitinase [Oryza 


sativa] 


Seq. No. 


22770 


Seq. ID 


OJ990715_06.9A01. 


C2 












Start 


369 


End 


1144 




Name 


OJ990715 06.9A01.C2.ol.gs 


Method 


GENSCAN 




Start 


369 


End 


1144 




GI 


none 


Score 


.48 




Exons 


369. .487, 1039. .1144 








Seq. No. 


22771 


Seq. ID 


OJ990715_06.9A01. 


C3 




*4 1 -J ^ J 








Start 


1026 


End . 


1988 




Name 


OJ990715 06.9A01.C3.ol.gs 


Method 


GENSCAN 




Start 


1026 


End 


1988 




GI 


none 


Score 


.81 




Exons 


1026.. 1376, 1430.. 1607, 1891. 


.1988 






Seq. No. 


22771 


Seq. ID 


OJ990715_06.9A01. 


C3 


Gene No. 


47340 


Strand 


+ 




Start 


4191 


End 


4385 - 




Name 


OJ990715 06.9A01.C3.ol.gp 


Method 


AAT/GAP 




Start 


4191 


End 


4385 




GI 


24989 1.R1084 


Score 


304 




Exons 


4191. .4385 








GI Descrip. 


•5042437/gb|AC007789.1|AC007789 2.0e-13 Oryza sativa BAG 


; T49B20 




genomic sequence, complete sequence' 






Seq. No. 


22771 


Seq. ID 


OJ990715_06.9A01. 


C3 


Gene No. 


47341 


Strand 


+ 




Start 


4758 


End 


5603 




Name 


OJ990715 06. 9A01.C3.ol.np 


Method 


AAT/NAP 




Start 


4746 


End 


5603 




GI 


2696225 


Score 


847 




Exons 


4746. .5603 








GI Descrip. 


(D55710). chitinase [Oryza sativa] 






Seq. No. 


22771 


Seq. ID 


OJ990715_06. 9A01. 


C3 


Gene No. 


47341 


Strand 


+ 




Start 


4758 


End 


5603 




Name 


OJ990715 06. 9A01.C3.o2.gp 


Method 


AAT/GAP 




Start 


4747 


End 


5131 




GI 


122 1.R1084 


Score 


761 




Exons 


4747. .5131 








GI Descrip. 


M884522/cibj IBAA77779.il 2.06- 


-55 (AB027426) class III chitinase 




homologue (OsChib3H-g) [Oryza 


sativa] ' 






Seq. No. 


22771 


Seq. ID 


OJ990715_06.9A01. 


C3 


Gene No. 


47341 


Strand 


+ 




Start 


4758 


End 


5603 




Name 


OJ990715 06.9A01.C3.o3.gs 


Method 


GENSCAN 





22997 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4758 
none 

4758. .5600 



End 
Score 



5600 
.51 



22771 Seq. ID 

47342 Strand 
10621 End 
OJ990715_06 . 9A01 . C3 . o2 . np Method 
10621 End 
2696229 Score 
10621.. 11532 

{D55712) chitinase [Oryza sativa] gi | 4884494 | dbj | BAA77768 . 1 | 
(AB027415) class III chitinase homologue (OsChib3H-a) H- [Oryza 
sativa] gi | 48844 96 1 dbj I BAA77769. 1 1 (AB027416) class III 
chitinase homologue (OsChib3H-a) [Oryza sativa] 



OJ990715_06.9A01.C3 
+ 

11535 
AAT/NAP 
11532 
1651 





gi 148844 981 dbj |BAA77770.1| 


(AB027417) 


class III chitinase 




homologue (OsChib3H- 


a) [Oryza sativa] 


gi 148845061 dbj IBAA77771 




(AB027418) class III 


ch 






Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


Gene No. 


47342 




Strand 




Start 


10621 




End 


11535 


Name 


OJ990715 06.9A01.C3. 


o6 . gs 


Method 


GENSCAN 


Start 


-10621 




End 


11535 


GI 


none 




Score 


.96 


Exons 


10621.. 11535 








Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


Gene No. 


47343 




Strand 


+ 


Start 


J X *i / J 




End 


37069 




OJ990715 06.9A01.C3. 


ol4 .gs 


Method 


GENSCAN 


Start 


31473 




End 


37069 


GI 


none 




Score 


.62 


Exons 


31473. .31614, 33257. 


.34286, 


35920. .36011, 36966.. 37069 


Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


Gene No. 


47344 




Strand 


+ 


Start 


37998 




End 


42633 


Name 


OJ990715. 06.9A01.C3. 


66. np 


Method 


AAT/NAP 


Start 


37995 




End 


42633 


GI 


3549691 




Score 


126 


Exons 


37995. .38126, 38165. 


.38282, 


40113. .40378, 42613. .42633 


GI Descrip. 


(AJ010501 ) thaumatin 


-like protein PR-I 


5b [Cicer arietinum] 


Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


Gene No. 


47344 




Strand 


+ 


Start 


37998 




End - 


42633 


Name 


OJ990715 06.9A01.C3. 


ol5. gs 


Method 


GENSCAN 


Start 


37998 




End 


38636 


GI 


none 




Score 


1 


Exons 


37998. .38636 








Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


Gene No. 


47344. 




Strand 




Start 


37998 




End 


42633 


Name 


OJ990715 06.9A01.C3. 


ol6.gs 


Method 


GENSCAN 


Start 


39858 




End 


40478 



22998 




GI 


none 




Score 


.53 


Exons 


39858. .40478 








Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


npnp No 


47344 




Strand 


+ 


Start 


37998 




End 


42633 


Name 


OJ990715 06.9A01.C3. 


o6 .gp 


Method 


AAT/GAP 


Start 


40307 




End 


40660 


GI 


5039059 




Score 


617 


Exons 


40307. .40660 








Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


npnp No 


47344 




Strand 


+ 


Start 


37998 




End 


42633 


Name 


OJ990715 06.9A01.C3. 


ol7 .gs 


Method 


GENSCAN 


Start 


40803 




End 


42440 


GI 


none 




Score 


.5 


Exons 


40803. .41303, 41898. 


.42440 






Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


Gene No. 


47344 




Strand 


+ 


Start 


37998 




End 


42633 


Name 


OJ990715 06.9A01.C3. 


o7 . np 


Method 


AAT/NAP 


Start 


42270 




End 


42413 ■ 


GI 


6587837 




Score 


124 


Exons 


42270. .42413 








GI Descrip. 


(AC006551) Similar to zinc 


finger protein [Arabidopsis thaliana] 


Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 




47345 




Strand 


+ 


start 


46563 




End 


49087 


Name 


OJ990715 06.9A01.C3. 


ol9.gs 


Method 


GENSCAN 


start 


46563 




End 


49087 


GI 


none 




Score 


.53 


Exons 


46563. .46607,' 46850. 


.46927, 


47642. .47768, 48855. .49087 


Seq. No. 


22771 




Seq. ID 


OJ990715_06.9A01.C3 


npnp Nn 


47346 




Strand 


+ 


Start 


49684 




End 


50198 


Name 


OJ990715 '06.9A01.C3. 


o8 .gp 


Method 


AAT/GAP 


Start 


49684 




End 


50198 


GI 


none 




Score 


981 


Exons 


49684. .50198 








Seq. No. 


22771 




Seq. ID 


OJ990715_06.9AQ1.C3 


Gene No. 


47347 




Strand 


+ 


Start 


50225 




End 


58408 


Name 


OJ990715 06.9A01.C3. 


o9.np 


Method 


AAT/NAP 


Start 


50225 




End 


58408 


GI 


4874273 




Score 


136 


Exons 


50225. .50288, 57994. 


.58065, 


58221. .584 


08 


GI Descrip. 


(AC007354) Similar to gi 13128199 F4I1. 


5 putative proteinase from 




Arabidopsis thaliana 


BAG gb|AC004521. 





Seq. No. 22771 Seq. ID OJ9907 15_06 . 9A01 . C3 

Gene No.. 47348 Strand 

Start 3298 End 4603 



22999 



Name 

Start 

GI 

Exons 



OJ9907 15_06 , 9A01 . C3 . o2 . gs Method GENSCAN 

3298 End 4603 

none Score .87 

3298. .3669, 4387. .4438, 4551. .4603 



Seq. No. 


22771 






Seq. ID 


OJ990715_ 


06. 


9A01 


.C3 


Gene No. 


47349 






Strand 


- 








Start 


6256 






End 


7203 








Name 


OJ990715 06. 


9A01. 


C3.o3.gp 


Method 


AAT/GAP- 
















End 


6758 








GI 


none 






Score 


1340 








Exons 


6051. .6758 
















Seq. No. 


22771 






Seq. ID 


OJ990715_ 


06. 


9A01 


.C3 


Gene No. 


47349 






Strand 










Start 


6256 






End 


7203 








Name 


OJ990715 06. 


9A01. 


C3.o4 .gs 


Method 


GENSCAN 








Start 


6256 






End 


7203 








GI 


none 






Score 


.72 








Exons 


6256. .'6310, 


6347. 


.6476, 6604. 


.6854, 7157. .7203 








Seq. No. 


22771 






Seq. ID 


OJ990715_ 


_06. 


9A01 


.C3 


Gene No. 


47350 






Strand 










Start 


9323 






End 


10165 








Name 


OJ990715 06. 


9A01, 


C3 . o5 . gs 


Method 


GENSCAN 








Start 


9323 






End 


10165 








GI 


none 






Score 


.57 








Exons 


9323. .9334, 


10094 


. .10165 













OJ990715 06.9A01.C3 



11765 
AAT/GAP 
11765 
2429 



Seq'. No. 22771 Seq. ID 

Gene No. 47351 Strand 

Start 10529 End 

Name OJ990715_06 . 9A01 . C3 . o4 . gp Method 

Start 10529 End 

GI 111_1.R1084 Score 

Exons 10529.. 11765 

GI Descrip. ' 2696229/dbj | BAA23810 | O.Oe+00 (D55712) chitinase [Oryza sativa] 
>gi_4884494_dbj_BAA77768.1_ (AB027415) class III chitinase 
homologue (OsChib3H-a) H- [Oryza sativa] 
>gi_48844 96_dbj_BAA77769.1_ (AB027416) class 
homologue (OsChib3H-a) [Oryza sativa] 
>gi_48844 98_dbj_BAA77770.1_ (AB027417) 
homologue (OsChib3H-a) [Oryza sativa] 
>gi_4884506_dbj_BAA77771.1_ (A' 



III chitinase 



class III chitinase 



Seq. No. 


22771 








Seq. ID 


OJ990715 


Gene No. 


47352 








Strand 




Start 


12831 








End 


16630 


Name 


OJ990715 06.9A01 


.C3 


o7 


.gs 


Method 


GENSCAN 


Start 


12831 








End 


13835 


GI 


none 








Score 


.52 


Exons 


. 12831.. 13835 












Seq. No. 


22771 








Seq. ID 


OJ990-715 


Gene No . 


47352 








Strand 




Start 


12831 








End 


16630 


Name 


OJ990715 06.9A01 


C3 


o3 


. np 


Method 


AAT/NAP 



23000 



